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<211> 90 

<212> PRT 

<213> Homo sapiens 

<400> 548 

Met Asp Glu Ala Cys Ser Phe Arg He Ser Ser Val Leu Thr Thr Tyr 

1 5 .10 15 

Gin Asp He Leu Gin Ser He Ser Met Tyr Val His Glu Ala Ser Asn 

20 25 30 

He Phe Cys Gly He Pro Ser Leu Ser Gly He Val Leu Gly Thr Val 

35 40 45 

Pro Ala val Asn Lys Lys Asp Arg lie Ser Val Phe Met Gly Leu Ser 

50 55 60 

Thr Lys Leu Phe Ser Asn Phe His Val Cys Val Tyr Lys Ser Ala Glu 
65 70 75 80 

Ala Phe Thr Lys Leu Xaa Xaa Xaa Xaa Xaa 
85 90 

<210> 549 
<211> 780 
<212> DNA 
<213> Homo sapiens 

<400> 549 

nnacgcgtac ttccaacacc tatgctccag tatggaggac gggtaaagtc tcttgttaat 
60 

gttttaatca tacacatatt gtctgtaagt atgaagagaa aggcatatca gaaatatttc 
120 

aattcagcga tttgaaatgt ttactttctg tttattgaaa atttttgttc tttttcacca 
180 

tgttattttt ttctcctcgt gtagaatcgg acagtagcaa caccgagcca tggagtatgg 
240 

gacatgcgag ggaaacaatt ccacacagga gttgaaatca aaatgtgggc tatcgcttgt 
300 

tttgccacac agaggcagtg cagagaagaa atattgaagg gtttcacaga ccagctgcgt 
360 

aagatttcta aggatgcagg gatgcccatc cagggccagc catgcttctg caaatatgca 
420 

cagggggcag acagcgtaga gcccatgttc cggcatctca agaacacata ttctggccta 
480 

cagcttatta tcgtcatcct gccggggaag acaccagtgt atgcggaagt gaaacgtgta 
540 

ggagacacac ttttgggtat ggctacacaa tgtgttcaag tcaagaatgt aataaaaaca 
600 

tctcctcaaa ctctgtcaaa cttgtgccta aagataaatg ttaaactcgg agggatcaat 
660 

aatattcttg tacctcatca aagaccttct gtgttccagc aaccagtgat ctttttggga 
720 

gccgatgtca ctcatccacc tgctggtgat ggaaagaagc cttctattgc tgctgttgta 
780 

<210> 550 
<211> 192 
<212> PRT 
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<213> Homo sapiens 
<400> 550 


Asn 

Arg 

Thr 

Val 

/tia inr 

rto ocx. nio 


Val 


Asp 

Met 

Ara 

Glv 

1 



5 


i ft 







Lys 

G±n 

Phe 

His 

inr ,vj±y 

vdl VjXU lie 

T ue 
IjyS 

Met- 
ric L. 

irp 

Ala 

t\x a, 

He 

Ala 

Cys 




20 







1 0 

J VJ 



Phe 

Ala 

Thr 

Gin 

Arg Gin 

Cys Arg Glu 

ulU 

lie 

Leu 

T 

Lys 


Phe 

Thr 



35 



4 0 








Asp 

Gin 

Leu Arg 

Lys He 

Ser Lys Asp 

Aia 

Gly 

Met 

rTO 

Tip 

lie 

rtl n 

O JLI1 

vjiy 


50 




55 



60 





Gin 

Pro 

Cys 

Phe 

Cys Lys 

Tyr Ala Gin 

vjiy 

Ala 

Asp 

OCX 

v ax 



65 




70 



75 





Q ft 

Met 

Phe 

Arg His 

Leu Lys 

Asn Thr Tyr 

Ser 

Gly 

Leu 

Gin 

Leu 

He 

He 





85 


90 





95 


Val 

He 

Leu 

Pro 

Gly Lys 

Thr Pro Val 

Tyr 

Ala 

Glu 

Val 

Lys 

Arg 

Val 




100 


105 





110 



Gly 

Asp 

Thr 

Leu 

Leu Gly 

Met Ala Thr 

Gin 

Cys 

val 

Gin 

Val 

Lys 

Asn 



115 



120 




125 




Val 

He 

Lys 

Thr 

Ser Pro 

Gin Thr Leu 

Ser 

Asn 

Leu 

Cys 

Leu 

Lys 

He 


130 




135 



140 





Asn 

Val 

Lys 

Leu 

Gly Gly 

He Asn Asn 

He 

Leu 

Val 

Pro 

His 

Gin 

Arg 

145 




150 



155 





160 

Pro 

Ser 

Val 

Phe 

Gin Gin 

Pro Val He 

Phe 

Leu 

Gly 

Ala 

Asp 

Val 

Thr 





165 


170 





175 


His 

Pro 

Pro 

Ala 

Gly Asp 

Gly Lys Lys 

Pro 

Ser 

He 

Ala 

Ala 

Val 

Val 




180 


185 





190 




<210> 551 
<211> 291 
<212> DNA 
<213> Homo sapiens 

<400> 551 

nnggatcegg attatggggc tattgetaac aggtcaaegg ccatcaaggt gctcgttgcc 
60 

gtggcaccgc cagccccgga gcctactcgc gagccaccga cgaactccgc tccttccgag 
120 

gaaccgtcct cgtcgtcaat cgcaccggtc ccgccggccc cgacgactgc agtacccacg 
180 

actagttcgt cgtcgggccg ctgaccgatg cgcccatcgg cgggctcatc tggctggcgc 
240 

tageggggge ttcgatgtcc ccataccaca gcgtccgcta aattgcccnc c 
291 

<210> 552 

<211> 67 

<212> PRT 

<213> Homo sapiens 


<400> 552 

Xaa Asp Pro Asp Tyr Gly Ala He Ala Asn Arg Ser Thr Ala He Lys 

15 10 15 

Val Leu Val Ala Val Ala Pro Pro Ala Pro Glu Pro Thr Arg Glu Pro 
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20 25 30 

Pro Thr Asn Ser Ala Pro Ser Glu Glu Pro Ser Ser Ser Ser lie Ala 

35 40 45 

Pro Val Pro Pro Ala Pro Thr Thr Ala Val Pro Thr Thr Ser Ser Ser 

50 55 60 

Ser Gly Arg 
65 

<210> 553 
<211> 471 
<212> DNA 

<213> Homo sapiens 
<400> 553 

ctagccgatg taggattagt aggttttccg agcgtgggta aatctacctt actctcaata 
60 

gtatctaaag ccaaaccgaa aattggtgca tatcatttca ctacaattaa acctaactta 
120 

ggtgttgttt ccacaaaaga tcaacgtagt tttgttatgg cagatttacc aggtttaatt 
180 

gaaggtgcat ctgatggcgt tggattagga catcaatttt taagacatgt agagagaaca 
240 

aaagttattg ttcacatgat tgatatgagc ggttctgaag gtagagaacc tattgaagat 
300 

tataaagtca ttaatcaaga attagctgcg tacgagcaac gtttagaaga tagacctcaa 
360 

atcgtagtag ctaacaagat ggatttacct gaatcacaag ataatttaaa cttgtttaaa 
420 

gaagaaattg gcgaagatgt gccagttatt ccagtttcaa caataacgcg t 
471 

<210> 554 
<211> 157 
<212> PRT 

<213> Homo sapiens 


<400> 554 


Leu 

Ala 

Asp 

Val 

Gly Leu Val Gly Phe Pro 

Ser 

Val 

Gly 

Lys 

Ser 

Thr 

1 




5 . 10 





15 


Leu 

Leu 

Ser 

He 

Val Ser Lys Ala Lys Pro 

Lys 

He 

Gly 

Ala 

Tyr 

His 




20 

25 




30 



Phe 

Thr 

Thr 

He 

Lys Pro Asn Leu Gly Val 

Val 

Ser 

Thr 

Lys 

Asp 

Gin 



35 


40 



45 




Arg 

Ser 

Phe 

Val 

Met Ala Asp Leu Pro Gly 

Leu 

He 

Glu 

Gly 

Ala 

Ser 


50 



55 


60 





Asp 

Gly 

Val 

Gly 

Leu Gly His Gin Phe Leu 

Arg 

His 

Val 

Glu 

Arg 

Thr 

65 




. 70 

75 





80 

Lys 

Val 

He 

Val 

His Met He Asp Met Ser 

Gly 

Ser 

Glu 

Gly 

Arg 

Glu 





85 90 





95 


Pro 

He 

Glu 

Asp 

Tyr Lys Val He Asn Gin 

Glu 

Leu 

Ala 

Ala 

Tyr 

Glu 




100 

105 




110 



Gin 

Arg 

Leu 

Glu 

Asp Arg Pro Gin He Val 

Val 

Ala 

Asn 

Lys 

Met 

Asp 



115 


120 



125 




Leu 

Pro 

Glu 

Ser 

Gin Asp Asn Leu Asn Leu 

Phe 

Lys 

Glu 

Glu 

He 

Gly 
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130 135 140 

Glu Asp Val Pro Val He Pro Val Ser Thr He Thr Arg 
145 150 155 


<210> 555 

<211> 300 

<212> DNA 

<213> Homo sapiens 

<400> 555 

tctagagatt gagaacaatt atggatacag aaatggttga ttccgtcaaa tatattcgag 
60 

attcggaatc atgtgaggct cgcgtgctgg agatcttagc cagaaggccg tccatgatgg 
120 

tgcagatctt gcgtggcgac ggcttaatta acgaagacca gagattagtc agattatggc 
180 

ttaataaagt acctagaatt gttcgcctgc ttctccggct tagtgtgttc gtcgctgcgg 
240 

caataggtgc ccgtgcggta tgggcggcgg cttccggtaa tcccgatctt gttcacgcgt 
300 


<210> 556 

<211> 93 

<212> PRT 

<213> Homo sapiens 


<400> 556 

Met Asp Thr Glu Met Val Asp Ser Val Lys Tyr He Arg Asp Ser Glu 

15 10 15 

Ser Cys Glu Ala Arg Val Leu Glu He Leu Ala Arg Arg Pro Ser Met 

20 25 30 

Met Val Gin He Leu Arg Gly Asp Gly Leu He Asn Glu Asp Gin Arg 

35 40 45 

Leu Val Arg Leu Trp Leu Asn Lys Val Pro Arg He Val Arg Leu Leu 

50 55 60 

Leu Arg Leu Ser Val Phe Val Ala Ala Ala lie Gly Ala Arg Ala Val 
65 70 75 80 

Trp Ala Ala Ala Ser Gly Asn Pro Asp Leu Val His Ala 
85 90 


<210> 557 
<211> 678 
<212> DNA 
<213> Homo sapiens 

<400> 557 

atcttcccgg tttatgagga gaatgcgctg cgtgtcgagt ttttcggcga cgaaattgag 
60 

gccctcacga cgatgcaccc gctcaccggg gaggtcatca gcgaggacga gcaggtctac 
120 

gtgttcccgg ctacccacta tgtcgccggc ccggaacgta tggagcgggc catagcgtcc 
180 

atccagcagg agctcgagga gcgcctggcc gttctagagc gtgatgggaa actgttggag 

240 
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gcccaacggt tacgtatgcg tactacctac gatatcgaga tgatgcagca ggtcggtgcc 
300 

tgtgctggca tcgaaaacta ttcgcggcac atcgacggac gcgctcccgg ctcagccccg 
360 

aactgtctgc ttgactactt tccggaagat tttgtgctcg tcattgatga atcccacgtg 
420 

accgtcccgc agattggcgg gatgtatgag ggggacatga gccgcaagcg gacattggta 
480 

gaacatggtt tccgactgcc cagcgcgatg gacaaccgtc ctctcaaatt cgacgagttc 

• 540 

acccagcgga tcggccagac tgtctacctg tccgccacgc ccggttcgta cgagaccgaa 
600 

cgagctcacg gcgtcgtcga acaaatcatt cgtccgacag gtctggtgga tccggagatt 
660 

atcgtcaagc ctacgcgt 
676 

<210> 558 
<211> 226 
<212> PRT 

<213> Homo sapiens 


<400> 558 


He 

Phe 

Pro 

Val 

Tyr 

Glu Glu Asn Ala 

Leu 

Arg val 

Glu 

Phe 

Phe 

Gly 

1 




5 


10 





15 


Asp 

Glu 

He 

Glu 
20 

Ala 

Leu Thr Thr Met 
25 

His 

Pro 

Leu 

Thr 

Gly 
30 

Glu 

Val 

He 

Ser 

Glu 
35 

Asp 

Glu 

Gin Val Tyr Val 
40 

Phe 

Pro 

Ala 

Thr 
45 

His 

Tyr 

Val 

Ala 

Gly 
50 

Pro 

Glu 

Arg 

Met Glu Arg Ala 
55 

He 

Ala 

Ser 
60 

He 

Gin 

Gin 

Glu 

Leu 

Glu 

Glu 

Arg 

Leu 

Ala Val Leu Glu 

Arg 

Asp Gly 

Lys 

Leu 

Leu 

Glu 

65 





70 


75 





80 

Ala 

Gin 

Arg 

Leu 

Arg 
85 

Met Arg Thr Thr 

Tyr 
90 

Asp 

He 

Glu 

Met 

Met 
95 

Gin 

Gin 

Val 

Gly 

Ala 
100 

Cys 

Ala Gly He Glu 
105 

Asn 

Tyr 

Ser 

Arg 

His 
110 

He 

Asp 

Gly 

Arg 

Ala 
115 

Pro 

Gly 

Ser Ala Pro Asn 
120 

Cys 

Leu 

Leu 

Asp 
125 

Tyr 

Phe 

Pro 

Glu 

Asp 
130 

Phe 

Val 

Leu 

Val He Asp Glu 
135 

Ser 

His 

Val 
140 

Thr 

Val 

Pro 

Gin 

He 

Gly 

Gly 

Met 

Tyr 

Glu Gly Asp Met 

Ser 

Arg 

Lys 

Arg 

Thr 

Leu 

Val 

145 





150 


155 





160 

Glu 

His 

Gly 

Phe 

Arg 

Leu Pro Ser Ala 

Met 

Asp Asn 

Arg 

Pro 

Leu 

Lys 





165 


170 





175 


Phe 

Asp 

Glu 

Phe 
180 

Thr 

Gin Arg He Gly 
185 

Gin 

Thr 

Val 

Tyr 

Leu 
190 

Ser 

Ala 

Thr 

Pro 

Gly 

Ser 

Tyr 

Glu Thr Glu Arg 

Ala 

His Gly 

Val 

Val 

Glu 

Gin 



195 



200 




205 




He 

lie 
210 

Arg 

Pro 

Thr 

Gly Leu Val Asp 
215 

Pro 

Glu 

He 
220 

He 

Val 

Lys 

Pro 


Thr Arg 
225 
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<210> 559 

<211> 335 

<212> DNA 

<213> Homo sapiens 


<400> 559 

ggatcctatg gagctcaagt tcaagaaaag aaactgtaaa catggaggtt ttgtgataaa 
60 

tggaatgcag tcagagggaa ggaactgccn gcttaaagtg tcctatgctg cgctttccag 
120 

agcaatacag tacacagtgg -agggcgctac catggagtct ctgggtgaaa gttaggatgg 
180 

tatggtggca ccagccaaac ttctcagggt tcataggcag acagcagctc tggagtggaa 
240 

ctaaagtgta tccaggagct gaagccctta atcagctagg gctcacacag agtcaaggta 
300 

gggtcaaaaa cattcagtct gggaccatat ctaga 
335 

<210> 560 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 560 

Met Glu Cys Ser Gin Arg Glu Gly Thr Ala Xaa Leu Lys Cys Pro Met 

IS 10 15 

Leu Arg Phe Pro Glu Gin Tyr Ser Thr Gin Trp Arg Ala Leu Pro Trp 

20 25 30 

Ser Leu Trp Val Lys Val Arg Met Val Trp Trp His Gin Pro Asn Phe 

35 40 45 

Ser Gly Phe lie Gly Arg Gin Gin Leu Trp Ser Gly Thr Lys Val Tyr 

50 .55 60 

Pro Gly Ala Glu Ala Leu Asn Gin Leu Gly Leu Thr Gin Ser Gin Gly 
65 70 75 80 

Arg Val Lys Asn He Gin Ser Gly Thr He Ser Arg 
85 90 

<210> 561 / 
<211> 477 
<212> DNA 

<213> Homo sapiens 


<400> 561 

ngcgcgcccc 

60 

atcctgctgc 
120 

aaagaggagg 
180 

gacagtggac 
240 

agattataac 
300 


ctcctccgat 
agcggatgga 
gcgtcatcag 
agtattggcc 
aagatgactc 


ggcggcggag 
ggggtcccag 
cgtctccgag 
aagcgtatac 
ctgtgaaaaa 


atccagccca 
gaggtggtga 
gacaggacag 
catgcaatgc 
ctatcaagcg 


agcctctgac 
atatggccgt 
ttcgtgtttg 
cttgagttta 
catcagagca 


ccgcaagccg 
gatcgtgccc 
gttaaagaga 
tattgtcaga 
gagtgacgat 
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gatcctgttt gtcctggagc tggagtgggt gctgagcaca ggacaggaca agcaatttgc 
360 

ctggcactgc tctgagagtg ggcagcgcct gggaggttat cggaccagtg ctgtggcctc 
420 

aggcctgcaa tttgatgttg aaacccggca tgtgtttatc ggtgaccact caggcca 
477 

<210> 562 
<211> 74 
<212> PRT 

<213> Homo sapiens 
<400> 562 

Xaa Ala Pro Pro Pro Pro Met Ala Ala Glu lie Gin Pro Lys Pro Leu 

15 10 15 

Thr Arg Lys Pro He Leu Leu Gin Arg Met Glu Gly Ser Gin Glu Val 

20 25 30 

Val Asn Met Ala Val He Val Pro Lys Glu Glu Gly Val He Ser Val 

35 40 45 

Ser Glu Asp Arg Thr Val Arg Val Trp Leu Lys Arg Asp Ser Gly Gin 

50 55 60 

Tyr Trp Pro Ser Val Tyr His Ala Met Pro 
65 70 


<210> 563 
<211> 403 
<212> DNA 

<213> Homo sapiens 
<400> 563 

ccatggcaga cagggagctg agcggcctgc ggacccaggt gcaccagagc atggtgcccc 
60 

tgctcctaca cctgaaggac caatgcccaa ctgtcgccac gggcaatgcc caccccaaga 
120 

aaaggaaggg aaaaggcctc aaccttggcc agggctggaa cccacaggag gccagggtac 
180 

ggggcagacg gatggcagca gcactgcctg agagttgggg gagctcccac ggggcagcaa 
240 

gtggcgggca gagggtctgg ccatctgcac tggtttctgt gaccacagtt ggcctgcccg 
300 

ctcccccact gcaccactga cgaagcgaga ccctgcctca aaaaaaaaaa caaaaacaaa 
360 

aacaaaaaca aaactcaaac ttcacactgg agatctgtgc aat 
403 

<210> 564 
<211> 105 
<212> PRT 

<213> Homo sapiens 


<400> 564 

Met Ala Asp Arg Glu Leu Ser Gly Leu Arg Thr Gin Val His Gin Ser 

1 5 10 15 

Met Val Pro Leu Leu Leu His Leu Lys Asp Gin Cys Pro Thr Val Ala 
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20 

Thr Gly Asn Ala His Pro 
35 

Gly Gin Gly Trp Asn Pro 
50 

Ala Ala Ala Leu Pro Glu 
65 70 
Gly Gly Gin Arg Val Trp 
85 

Gly Leu Pro Ala Pro Pro 
100 

<210> 565 
<2li> 311 
<212> DNA 

<213> Homo sapiens 


25 

Lys Lys Arg Lys Gly 
40 

Gin Glu Ala Arg Val 
55 

Ser Trp Gly Ser Ser 
75 

Pro Ser Ala Leu Val 
90 

Leu His His 
105 


30 

Lys Gly Leu Asn Leu 
45 

Arg Gly Arg Arg Met 
60 

His Gly Ala Ala Ser 
80 

Ser Val Thr Thr Val 
95 


<400> 565 

ncctctccat ggagcagccc catcttcact cttcacctgg ggccaggcct tccacagcag 
60 

ccaccaccca gcgaccacag agaggctgcg cggaggacac aggagagagg gagcccacgg 
120 

gcacgatctc caccggcttt cccagctccc tgggtcagcc ccacgggacc tctcctcctc 
180 

tctcccacat ctccaagcca gccttgcata tagtaagagc tgtgatcagg atggaaagag 
240 

gcttgggccg cacagacctg gacaatgtcc cagtgagggc tggaggtgct agaagggcac 
300 

aggaggcccc n 
311 

<210> 566 

<211> 101 

<212> PRT . 

<213> Homo sapiens 

<400> 566 

Met Glu Gin Pro His Leu His Ser Ser Pro Gly Ala Arg Pro Ser Thr 

15 10 15 

Ala Ala Thr Thr Gin Arg Pro Gin Arg Gly Cys Ala Glu Asp Thr Gly 

20 25 30 

Glu Arg Glu Pro Thr Gly Thr He Ser Thr Gly Phe Pro Ser Ser Leu 

35 40 45 

Gly Gin Pro His Gly Thr Ser Pro Pro Leu Ser His He Ser Lys Pro 

50 55 60 

Ala Leu His He Val Arg Ala Val He Arg Met Glu Arg Gly Leu Gly 
65 70 75 80 

Arg Thr Asp Leu Asp Asn Val Pro Val Arg Ala Gly Gly Ala Arg Arg 

85 90 95 

Ala Gin Glu Ala Pro 
100 

<210> 567 
<211> 929 
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<212> DNA 

<213> Homo sapiens 

• <400> 567 
atcacatcgg tcgctgaacc ccgacgagcc 
60 

cagcccacgt gccgtcgacc tctacctcgg 
120 

cctcgtcctc ggctccactc atggcggcaa 
180 

catgggcgat gatgagcagg ttatccacat 
240 

cggtatcagt gccgcagtaa tagagggctc 
300 

ggcagtccca ggtctggcgg gtgcgtaggg 
360 

gcagtcctaa acgcgtgccg acctcacggg 
420 

gctcccgatc cccgcccgga gcatgggatg 
480 

tgtgcatgga tccatcgttg cacttcgcgg 
540 

ttgacggatt tgggcattga tgaggcgcgt 
600 

ggtttcgact ctttttgggc cgagaccctc 
660 

acggcggtgc ctttcgataa ccgtcaggct 
720 

gggtatcaca actctcgggt gagcgggtga 
780 

ttcccccttg tcatcgagta cctcgggtac 
840 

gtcttcgctg ctgctggcta tgcacatatc 
900 

cacccaacct tgacggaaaa ctgtccgga 
929 

<210> 568 
<211> 71 
<212> PRT 

<213> Homo sapiens 


tcaccttgtc gaaatattca tccttgagat 
tgagggtcgc gggcgggtac caacagccga 
gttccgctgc cagtccgggg atcgtcgggg 
cgtcgtcgat ttctccgatg cgccgacgca 
gcatgaattc gaccggacaa tccagttgga 
catcggagac cagagcatgt ccaacattgc 
cctgacggcg ccccacgtcg gtgagcggac 
cgggctgtgc atgtctcatg aggaacagag 
tcgccgcggt tctacgatgt tggcatgccg 
acctaccgcc cgaacgtccc tgaacccgat 
gatgagtatt ccggcgttcc ccaagatctg 
ctgatagata cctgggattt gtcgtgggtg 
ttacatgccc cagccgctgt gaacggccca 
tcgagttcgc gtggtgtgcc gattggatca 
gtcgtcgatc cacgtggtca ggggtggggc 


<400> 568 

Met Pro Leu Thr Asp Leu Gly lie Asp Glu Ala Arg Thr Tyr Arg Pro 

1 5 10 15 

Asn Val Pro Glu Pro Asp Gly Phe Asp Ser Phe Trp Ala Glu Thr Leu 

20 25 30 

Asp Glu Tyr Ser Gly Val Pro Gin Asp Leu Thr Ala Val Pro Phe Asp 

35 40 45 

Asn Arg Gin Ala Leu He Asp Thr Trp Asp Leu Ser Trp Val Gly Tyr 

50 55 60 

His Asn Ser Arg Val Ser Gly 
65 70 
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<210> 569 
<211> 371 
<212> DNA 
<213> Homo sapiens 

<400> 569 

ncgcaaactt caacggtgcc atctgccata ttccagggat gccagatttg gatggaaaat 
60 

accatatcac tctcgattca gaattcgtac ttgatttagt ggcctttaac aaaacgctac 
120 

ctgtcgatta cttaatggtc gaaggaacgg aacttgtgta ttcaaacatg gaagaactac 
180 

ctgaatgccc atattatcca aaagatcaaa agccaatcgt gattgggaaa aacacaaaac 
240 

tcaaggaaca accaacagcc gttgctctct tctcggatgt tgataaacgg ccagagatta 
300 

aatcaaaaat cttagaccgc tatgataatg atattgaaat ccgtacttgg ggcggtactt 
360 

cccatgtcta n 
371 

<210> 570 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 570 


Met 

Pro 

Asp Leu 

Asp 

Gly Lys Tyr His 

He 

Thr 

Leu 

Asp 

Ser 

Glu 

Phe 

l 



5 


10 





15 


Val 

Leu 

Asp Leu 

Val 

Ala Phe Asn Lys 

Thr 

Leu 

Pro 

Val 

Asp 

Tyr 

Leu 



20 


25 





30 



Met 

Val 

Glu Gly 

Thr 

Glu Leu Val Tyr 

Ser 

Asn 

Met 

Glu 

Glu 

Leu 

Pro 



35 


40 




45 




Glu 

Cys 

Pro Tyr 

Tyr 

Pro Lys Asp Gin 

Lys 

Pro 

He 

Val 

He 

Gly 

Lys 


50 



55 



60 





Asn 

Thr 

Lys Leu 

Lys 

Glu Gin Pro Thr 

Ala 

Val 

Ala 

Leu 

Phe 

Ser 

Asp 

65 



70 


75 





80 

Val 

Asp 

Lys Arg 

Pro 

Glu He Lys Ser 

Lys 

He 

Leu 

Asp 

Arg 

Tyr 

Asp 




85 


90 





95 


Asn 

Asp 

He Glu. 

He 

Arg Thr Trp Gly 

Gly 

Thr 

Ser 

His 

Val 

Xaa 



100 


105 





110 




<210> 571 
<211> 407 
<212> DNA 

<213> Homo sapiens 
c400> 571 

nacgcgtatc ttcgctggtc cacaccagac gtggcattaa acgacgtcac aagaacgaca 
60 

ccgggccttg acgggcccac gcacgaagag gccaagacac tgaccgagac tactgtttcc 
120 

gttcccacct ccttcgccga cctcggcgtc cgagaagata tctgccaggc gctggaaggg 
180 
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gtgggaattg tctccccgtt cccgatccag gccatgtcga tcccgattgc cgtcgagggc 
240 

acggatctta ttgggcaggc gcgtactggc actggcaaaa cactcgcctt cggcatcacc 
300 

atcttgcagc gcatcaccct gcccggtgac gaaggttggg aagaactcac caccaaaggc 
360 

aagcccccaa gcactcgtga tgtgccccta cccgggagct aggtcgg 
407 

<210> 572 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 572 

Leu Thr Glu Thr Thr Val Ser Val Pro Thr Ser Phe Ala Asp Leu Gly 

1 5 10 15 

Val Arg Glu Asp He Cys Gin Ala Leu Glu Gly Val Gly He Val Ser 

20 25 30 

Pro Phe Pro He Gin Ala Met Ser He Pro He Ala Val Glu Gly Thr 

35 40 45 

Asp Leu He Gly Gin Ala Arg Thr Gly Thr Gly Lys Thr Leu Ala Phe 

50 55 60 

Gly He Thr He Leu Gin Arg He Thr Leu Pro Gly Asp Glu Gly Trp 
65 70 75 80 

Glu Glu Leu Thr Thr Lys Gly Lys Pro Pro Ser Thr Arg Asp Val Pro 
85 90 95 

Leu Pro Gly Ser 
100 

<210> 573 
<211> 393 
<212> DNA 

<213> Homo sapiens 
<400> 573 

acgcgtctac cgtaggatcc atgaccttcc gcaagaccga ccaccacaag aacgccattg 
60 

actacgaggt cgccggacta atgtggctcg ctgctgcccg gccagatggg gccggcatcg 
120 

tcgaggtgct cgaccacggc aagggatggc tcaccgaacc cgaattgtcc actgggcacc 
180 

ccacccgcga ggcagccgag gactttggcc gccgactggc tcacacccac gcagccgggg 
240 

cctcacacct gggggctgca cctgacgggt ttgttcccga cgatgggtat atcggccgtg 
300 

ctcccctgcc actgccgtcc gaaccaatct cctcctgggg agagttttac gctcagtgcc 
360 

gcatcgaacc atatatggac agtctcgacg ctg 
393 

<210> 574 
<211> 124 
<212> PRT 
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<213> Homo sapiens 
<400> 574 


Met 

Thr 

Phe 

Arg 

Lys 

Thr Asp His 

His 

Lys 

Asn Ala 

He 

Asp 

Tyr 

Glu 

X 




5 



10 




15 


Val 

Ala 

Gly 

Leu 
20 

Met 

Trp Leu Ala 

Ala 
25 

Ala 

Arg Pro 

Asp 

Gly 
30 

Ala 

Gly 

He 

Val 

Glu 
35 

Val 

Leu 

Asp His Gly 
40 

Lys 

Gly 

Trp Leu 

Thr 
45 

Glu 

Pro 

Glu 

Leu 

Ser 
50 

Thr 

Gly 

His 

Pro Thr Arg 
55 

Glu 

Ala 

Ala Glu 
60 

Asp 

Phe 

Gly 

Arg 

Arg 

Leu 

Ala 

His 

Thr 

His Ala Ala 

Gly 

Ala 

Ser His 

Leu 

Gly 

Ala 

Ala 

65 





70 



75 




80 

Pro 

Asp 

Gly 

Phe 

Val 
85 

Pro Asp Asp 

Gly 

Tyr 
90 

He Gly 

Arg 

Ala 

Pro 
95 

Leu 

Pro 

Leu 

Pro 

Ser 
100 

Glu 

Pro He Ser 

Ser 
105 

Trp 

Gly Glu 

Phe 

Tyr 
110 

Ala 

Gin 

Cys 

Arg 

He 
115 

Glu 

Pro 

Tyr Met Asp 
120 

Ser 

Leu 

Asp Ala 






<210> 575 
<211> 372 
<212> DNA 
<213> Homo sapiens 

<400> 575 

nntatccatg cagacatggg accagggtct ctgagggcag gaagcaaagt gggtgagggg 
60 

gatgggacaa gatgccctgg tgctaaggcc tctggagctg gagctggtta tagggatgat 
120 

accaggcacc ctgagtcact cgcacctcac aatggggccg cttctgggag ccagtgggct 
180 

tatggggctg gcaatgtgct gggttatgag gatggatcag aacttccagg gcctcaggga 
240 

actggggtca gaacagccta. tggagaaagg tcaaggggcc ttgggcctag gagtacaggg 
300 

ccagggggtg aggcaggctt tagagatggt tcaggaggcc tccaaggaat gggatcagca 
360 

gatgggcccg gt 
372 

<210> 576 
<211> 124 
<212> PRT 
<213> Homo sapiens 

<400> 576 

Xaa He His Ala Asp Met Gly Pro Gly Ser Leu Arg Ala Gly Ser Lys 

15 10 15 

Val Gly Glu Gly Asp Gly Thr Arg Cys Pro Gly Ala Lys Ala Ser Gly 

20 25 30 

Ala Gly Ala Gly Tyr Arg Asp Asp Thr Arg His Pro Glu Ser Leu Ala 
35 40 45 

- Pro His Asn Gly Ala Ala Ser Gly Ser Gin Trp Ala Tyr Gly Ala Gly 
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50 55 . 60 

Asn Val Leu Gly Tyr Glu Asp Gly Ser Glu Leu Pro Gly Pro Gin Gly 
65 70 75 80 

Thr Gly Val Arg Thr Ala Tyr Gly Glu Arg Ser Arg Gly Leu Gly Pro 

85 90 95 

Arg Ser Thr Gly Pro Gly Gly Glu Ala Gly Phe Arg Asp Gly Ser Gly 

100 105 110 

Gly Leu Gin Gly Met Gly Ser Ala Asp Gly Pro Gly 
115 120 

<210> 577 
<211> 432 
<212> DNA 

<213> Homo sapiens 
<400> 577 

nagcgcaatg tcatgatgtc ggatttgtca atgtcggatt tctcatccca gccatcaccc 
60 

ccgcagcgcc gggcgcggat gaccagcggc cagcgccgtg aacagctcat cagcgtggcc 
120 

cgtcgcctct tcgcagacaa tggcatggca gggacctccg tcgaggagat cgccgctacc 
180 

gcgggagtct ccaaacccgt catctacgag catttcgggt ccaaggatgg gctgtacgcc 
240 

gtcgtcgtag accgcgaggt acgccaccta caagattccc tcaacgccgc catgacccgc 
300 

ccaaagcaag gcccgaaacg caccctggag tcagcggtac tggccctgct ggactacatc 
360 

gacgaccgtc cagacggttt tcggatcatc tcgcgagact cctcggtcgg ttcagccacc 
420 

ggttcgtacg eg 
432 

<210> 578 
<211> 118 
<212> PRT 

<213> Homo sapiens 


<400> 578 


Met Thr 

Ser 

Gly 

Gin 

Arg 

Arg 

Glu 

Gin 

Leu 

He Ser 

Val Ala Arg 

Arg 

1 



5 





10 


15 


Leu Phe 

Ala 

Asp 

Asn 

Gly 

Met 

Ala 

Gly 

Thr 

Ser val 

Glu Glu He 

Ala 



20 





25 



30 


Ala Thr 

Ala 

Gly 

Val 

Ser 

Lys 

Pro 

Val 

He 

Tyr Glu 

His Phe Gly 

Ser 


35 





40 




45 


Lys Asp 

Gly 

Leu 

Tyr 

Ala 

Val 

Val 

val 

Asp 

Arg Glu 

Val Arg His 

Leu 

50 





55 




60 



Gin Asp 

Ser 

Leu 

Asn 

Ala 

Ala 

Met 

Thr 

Arg 

Pro Lys 

Gin Gly Pro 

Lys 

65 




70 





75 


80 

Arg Thr 

Leu 

Glu 

Ser 

Ala 

Val 

Leu 

Ala 

Leu 

Leu Asp 

Tyr He Asp 

Asp 




85 





90 


95 


Arg Pro 

Asp 

Gly 

Phe 

Arg 

He 

He 

Ser 

Arg 

Asp Ser 

Ser Val Gly 

Ser 



100 





105 



110 


Ala Thr 

Gly 

Ser 

Tyr 

Ala 
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115 

<210> 579 
<211> 320 
<212> DNA 

<213> Homo sapiens 
<400> 579 

ggccccaaac actccgacct cagctggtcc agcatgctgg gcaccgtgct gctgctggcc 
60 

ctgctcccag ggatcaccac cttacccagc gggccacctg ctcccccgtt ccccgcggcg 
120 

cccggcccct ggctgcgcag acccctcttc agcctgaagc tgtccgacac agaggacgtc 
180 

tttcctcgcc gcgcggggcc gctcgaggtc ccggccgaca gccgcgtgtt cgtgcaggcg 
240 

gccttggccc gtccctcccc gcgctggggc ctggccctgc accgctgctc agtgacgccg 
300 

tcctcacgcc cggccccggg 
320 


<210> 580 

<211> 95 

<212> PRT 

<213> Homo sapiens 


<400> 580 

Met Leu Gly Thr Val Leu Leu Leu 

1 5 
Leu Pro Ser Gly Pro Pro Ala Pro 
20 

Trp Leu Arg Arg Pro Leu Phe Ser 

35 40 
Val Phe Pro Arg Arg Ala Gly Pro 

. 50 55 
Val Phe Val Gin Ala Ala Leu Ala 
65 70 
Ala Leu His Arg Cys Ser Val Thr 
85 


Ala Leu Leu Pro Gly lie Thr Thr 

10 15 
Pro Phe Pro Ala Ala Pro Gly Pro 
25 30 
Leu Lys Leu Ser Asp Thr Glu Asp 
45 

Leu Glu Val Pro Ala Asp Ser Arg 
60 

Arg Pro Ser Pro Arg Trp Gly Leu 

75 80 
Pro Ser Ser Arg Pro Ala Pro 
90 95 


<210> 581 

<211> 419 

<212> DNA 

<213> Homo sapiens 


<400> 581 

nacgacggca accattcgct 
60 

cacgtcggca tgggcttcaa 
120 

gaagcccgcg aggtgcattt 
180 

accaagcagc tgaccggcga 
240 


gtggaaggag ctgaacggcc 
gacgccagta cgcatgcaca 
ccgcccgtcg ctgttcaact 
cctgggtttc tccggtttca 


agctcgacgt gcagtttttc 
gcgtcgaccc caagacccgc 
atgccaagac cacggtggac 
agctgttcaa ggcgccggaa 
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ctggatcgcc atgacgtgct gtcgtttctc ggcgccagtt acttccgtgc ggtggacgca 
300 

acccgccagt acggcctctc cgcacgcggc ctggcgattg atacctacgc gaaaaaacgc 
360 

gaggaattcc ccgacttcac gcagttctgg ttcgaaaccc cgagcaagga cccacgcgt 
419 

<210> 582 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 582 


Xaa 

Asp 

Gly Asn His Ser 

Leu 

Trp 

Lys 

Glu 

Leu 

Asn 

Gly 

Gin 

Leu 

Asp 

1 

5 




10 





15 


Val 

Gin 

Phe Phe His Val 

Gly 

Met 

Gly 

Phe 

Lys 

Thr 

Pro 

Val 

Arg 

Met 



20 



25 





30 



His 

Ser 

Val Asp Pro Lys 

Thr 

Arg 

Glu 

Ala 

Arg 

Glu 

Val 

His 

Phe 

Arg 



35 


40 





45 




Pro 

Ser 

Leu Phe Asn Tyr 

Ala 

Lys 

Thr 

Thr 

Val 

Asp 

Thr 

Lys 

Gin 

Leu 


50 


55 





60 





Thr 

Gly 

Asp Leu Gly Phe 

Ser 

Gly 

Phe 

Lys 

Leu 

Phe 

Lys 

Ala 

Pro 

Glu 

65 

70 





75 





80 

Leu 

Asp 

Arg His Asp Val 

Leu 

Ser 

Phe 

Leu 

Gly Ala 

Ser 

Tyr 

Phe 

Arg 


85 




90 





95 


Ala 

Val 

Asp Ala Thr Arg 

Gin 

Tyr 

Gly 

Leu 

Ser 

Ala 

Arg 

Gly 

Leu 

Ala 



100 



105 





110 



He 

Asp 

Thr Tyr Ala Lys 

Lys 

Arg 

Glu 

Glu 

Phe 

Pro 

Asp 

Phe 

Thr 

Gin 


115 


120 





125 




Phe 

Trp 

Phe Glu Thr Pro 

Ser 

Lys 

Asp 

Pro 

Arg 







130 135 


<210> 583 
<211> 407 
<212> DNA 
<213> Homo sapiens 

<400> 583 

cttttgatca atgctgatgg cacgaagcta tcgaaaaggt cgggtgatgt ccgcgtagct 
60 

gattatatgg agcagggatg ggagccggag acgctggtga acctagttgc cctcacgggc 
120 

tatagctatg cgaatttgga gcatgctgat catgatgtca agacgatgaa cgaactcatc 
180 

cgtgactttg agcttactcg tatctcccat acgcgagcca cactccccat ggacaagctt 
240 

gtgtttttga acaagcatca cttgacaaat aagctggcgc tcgccacgac gtgtgagcag 
300 

accaaacaag acctattgtc gcgtatccgg ccgatcacta cctcgtggta cggcgattat 
360 

tcagatgatt atatcctgcg cgtcgtaaca ctgggacccc aacgcgt 
407 

<210> 584 
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<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 584 

Leu Leu lie Asn Ala Asp Gly Thr Lys Leu Ser Lys Arg Ser Gly Asp 

15 10 15 

Val Arg Val Ala Asp Tyr Met Glu Gin Gly Trp Glu Pro Glu Thr Leu 

20 25 30 

Val Asn Leu Val Ala Leu Thr Gly Tyr Ser Tyr Ala Asn Leu Glu His 

35 40 45 

Ala Asp His Asp Val Lys Thr Met Asn Glu Leu lie Arg Asp Phe Glu 

50 55 60 

Leu Thr Arg He Ser His Thr Arg Ala Thr Leu Pro Met Asp Lys Leu 
65 70 75 80 

Val Phe Leu Asn Lys His His Leu Thr Asn Lys Leu Ala Leu Ala Thr 

85 90 95 

Thr Cys Glu Gin Thr Lys Gin Asp Leu Leu Ser Arg He Arg Pro He 

100 105 110 

Thr Thr Ser Trp Tyr Gly Asp Tyr Ser Asp Asp Tyr lie Leu Arg Val 

115 120 125 

Val Thr Leu Gly Pro Gin Arg 
130 135 

<210> 585 
<211> 502 
<212> DNA 
<213> Homo sapiens 

<400> 585 

nnacgcgtcc tcgctggata tgaggctgtg aagagggaac gctgcgtcat tgatctggac 
60 

gatattttgt tgtgcgcggt gggattgttg gttcagcacc gtgacatcac tgaggagatt 
120 

cgggctcggt accgacattt cgttgtcgac gaataccagg acgtttctcc gctgcagcat 
180 

aggttgcttg aactgtggtt tggcgatcga aatgatgtat gcgtcgtggg agatccgcac 
240 

caggccattc actcttatgc aggcgcacga gctgactacc tcctcgactt cgttgccgat 
300 

catcctggcg ctaaacgcat cgatttggtt cgcaactacc gctccactcc cgagatcgtt 
360 

cagttggcca atgaagttct tgtcaaccgt atgactccag aggaggcttt ggaacatggc 
420 

aggggagtca cattggtttc gcggggtcga tccggtcccg agcccatcta tcaggctctc 

480 

ggggacgatg cctccgaagc tt 
502 

<210> 586 
<211> 167 
<212> PRT 
<213> Homo sapiens 
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<400> 586 

Xaa Arg Val Leu Ala Gly Tyr Glu 

1 5 
He Asp Leu Asp Asp He Leu Leu 
20 

His Arg Asp He Thr Glu Glu He 

35 40 
Val Asp Glu Tyr Gin Asp Val Ser 

50 55 
Leu Trp Phe Gly Asp Arg Asn Asp 
65 70 
Gin Ala He His Ser Tyr Ala Gly 
85 

Phe Val Ala Asp His Pro Gly Ala 
100 

Tyr Arg Ser Thr Pro Glu He Val 
115 120 
Asn Arg Met Thr Pro Glu Glu Ala 

130 135 
Leu Val Ser Arg Gly Arg Ser Gly 
145 150 
Gly Asp Asp Ala Ser Glu Ala 
165 

<210> 587 
<211> 746 
<212> DNA 
<213> Homo sapiens 

<400> 587 

gcgtcctgcc tcgagggcct cgggagcttc cgctgcctct gttggccagg ctacagcggc 
60 

gagctgtgcg aggtggacga ggacgagtgt gcatcgagcc cctgccagca tgggggccga 
120 

tgcctgcagc gctctgaccc ggccctctac gggggtgtcc aggccgcctt ccctggcgcc 
180 

ttcagcttcc gccatgctgc gggtttcctg tgccactgcc ctcctggctt tgagggagcc 
240 

gactgcggtg tggaggtgga cgagtgtgcc tcacggccat gcctcaatgg aggccactgc 
300 

caggacctgc ccaatggctt ccagtgtcac tgcccagatg gctacgcagg gccgacatgt 
360 

gaggaagatg tggatgaatg cctgtccgat ccctgcctgc acggcggaac ctgcagtgac 
420 

actgtggcag gctatatctg caggtgccca gagacctggg gtgggcgcga ctgtt'ctgtg 
480 

cagctcactg gctgccaggg ccacacctgc ccgctggctg ccacctgcat ccctatcttc 
540 

gagtctgggg tccacagtta cgtctgccac tgcccacctg gtacccatgg accgttctgt 
600 

ggccagaata ccaccttctc tgtgatggct gggagcccca ttcaggcatc agtgccagct 
660 

ggtggccccc tgggtctggc actgaggttt cgcaccacac tgcccgctgg gaccttggcc 
720 


Ala Val 

10 
Cys Ala 
25 

Arg Ala 

Pro Leu 

Val Cys 

Ala Arg 

90 
Lys Arg 
105 

Gin Leu 
Leu Glu 
Pro Glu 


Lys Arg Glu 

val Gly Leu 

Arg Tyr Arg 
45 

Gin His Arg 
60 

Val Val Gly 
75 

Ala Asp Tyr 
He Asp Leu 

Ala Asn Glu 

125 

His Gly Arg 

140 
Pro He Tyr 
155 


Arg Cys Val 
15 

Leu Val Gin 
30 

His Phe Val 

Leu Leu Glu 

Asp Pro His 
80 

Leu Leu Asp 
95 

Val Arg Asn 
110 

Val Leu Val 

Gly Val Thr 

Gin Ala Leu 
160 


722 


WO 00/58473 PCT/US00/08621 


actcgcaatg acaccaagga aagctt 
746 

<210> 588 
<211> 248 
<212> PRT 

<213> Homo sapiens 


<400> 588 


Axa oer 


Glu 

Glv 

Leu 

Glv 5er Phe 

Arg Cys Leu Cys Trp Pro 

1 


c 
D 



10 

15 

Giy iyr 



Leu 

fvc 
i-yi> 

Glu Val AQt5 

wl U VOX rtO^rf 

Glu Asp Glu Cys Ala Ser 


ZU 





30 

Ser Pro 

Cys Gin 

nio 

Gl V 

Glv 

7\y- rr f we T .fill 
niy v,yo new 

Gin Arg Ser Asp Pro Ala 


35 




A fi 
*i U 

45 

Leu Tyr 

Gi.y Giy 

Val 


Hid 

nl a DVia Pro 

Glv Ala Phe Ser Phe Ara 

50 







His Ala 

Ala Gly 

pne 

Leu 

Cys 

nis t.ys riU 

Prn Gl v Ph^ Glu Glv Ala 

o 5 



/ u 



75 80 

Asp Cys 

\3 ±y Vai 

Glu 

Val 

Asp 

Glu Cvs Ala 

Ser Arg Pro Cys Leu Asn 



85 



on 

95 

Gly Gly 

His Cys 

Gin 

Asp 

Leu 

Pro Asn Gly 

Phe Gin Cys His Cys Pro 


100 




105 

110 

Asp Gly 

Tyr Ala 

Gly 

Pro 

Thr 

Cys Glu Glu 

Asp Val Asp Glu Cys Leu 


115 




120 

125 

Ser Asp 

Pro Cys 

Leu 

His 

Gly 

Gly Thr Cys 

Ser Asp Thr Val Ala Gly 

130 




135 


140 

Tyr lie 

Cys Arg 

Cys 

Pro 

Glu 

Thr Trp Gly 

Gly Arg Asp Cys Ser Val 

145 



150 



155 160 

Gin Leu 

Thr Gly 

Cys 

Gin 

Gly 

His Thr Cys 

Pro Leu Ala Ala Thr Cys 



165 



170 

175 

lie Pro 

He Phe 

Glu 

Ser 

Gly 

val His Ser 

Tyr Val Cys His Cys Pro 


180 




185 

190 

Pro Gly 

Thr His 

Gly 

Pro 

Phe 

Cys Gly Gin 

Asn Thr Thr Phe Ser Val 


195 




200 

205 

Met Ala 

Gly Ser 

Pro 

He 

Gin 

Ala Ser Val 

Pro Ala Gly Gly Pro Leu 

210 




215 


220 

Gly Leu 

Ala Leu 

Arg 

Phe 

Arg 

Thr Thr Leu 

Pro Ala Gly Thr Leu Ala 

225 



230 



235 240 

Thr Arg 

Asn Asp 

Thr 

Lys 

Glu 

Ser 




245 






<210> 589* 

<211> 381 

<212> DNA 

<213> Homo sapiens 


<400> 589 

atctcacaag tacaattaca gtctcaagaa ctgagctatc agcaaaagca aggtcttcag 
60 

ccagtacctc tgcaagccac tatgagtgct gcaactggta tccagccatc gcctgtaaat 
120 

gtggttggtg taacttcagc tttaggtcag cagccttcca tttccagttt ggctcaaccc 
180 
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cagctaccat attctcaggc ggctcctcca gtgcaaactc cccttccagg ggcaccacca 
240 

ccccaacagt tacagtatgg acaacagcaa ccaatggttt ctacacagat ggccccaggc 
300 

catgtcaaat cagtgactca aaatcctgct tcagagtatg tacaacagca gccaattctt 
360 

caaacagcaa tgtcctccgg a 
381 

<210> 590 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 590 

He Ser Gin Val Gin Leu Gin Ser Gin Glu Leu Ser Tyr Gin Gin Lys 

1 5 10 15 

Gin Gly Leu Gin Pro Val Pro Leu Gin Ala Thr Met Ser Ala Ala Thr 

20 25 30 

Gly He Gin Pro Ser Pro Val Asn Val Val Gly Val Thr Ser Ala Leu 

35 40 45 

Gly Gin Gin Pro Ser He Ser Ser Leu Ala Gin Pro Gin Leu Pro Tyr 

50 55 60 

Ser Gin Ala Ala Pro Pro Val Gin Thr Pro Leu Pro Gly Ala Pro Pro 
65 70 75 80 

Pro Gin Gin Leu Gin Tyr Gly Gin Gln^Gln Pro Met Val Ser Thr Gin 

85 90 95 

Met Ala Pro Gly His Val Lys Ser Val Thr Gin Asn Pro Ala Ser Glu 

100 105 110 

Tyr Val Gin Gin Gin Pro He Leu Gin Thr Ala Met Ser Ser Gly 
115 120 125 

<210> 591 
<211> 684 
<212> DNA 
<213> Homo sapiens 

<400> 591 

tcgaccatgg atcatctgcg ccacggcatc cacctgcgtg gttatgcgca gaagaacccg 
60 

aagcaggaat acaagcgcga gtcgttcacc ctgttctccg agctgctgga ctcgatcaag 
120 

cgcgattcga ttcgggtcct cttccacgtc caggggccgg gggaaaaatc cgtatcgaaa 
180 

naaaaagcgc gcctgcgtca ggaagccgaa gccctggccc agcgcatgca gttcgagcac 
240 

gctgaagccc caggcctgga cgcgccggaa atcctcggtg aagaagtcga tgtcgccctg 
300 

gccaccgcgc cggtacgcaa cgagcagaag ctgggccgta acgaactgtg ctactgcggt 
360 

tcgggcaaga agtacaagca ctgccacggt cagatcagct aaggtcttta ccggatactg 
420 

aaatacctgc gccgcgaccg gcattagccg tcgcggcgtt tttccatttg aaacactgcc 
480 
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cttgtgacgg cagtgcagat atcacattaa aaggagggca ttcatgggtg ttggttctgg 
540 

gtccttggcc tacgttgcac ccggttgccg gttttgaact cggtatcgcc tcggccggta 
600 

tcaagcgccc tgggcgcaag gatgtggtgg cgatgcgctg cgccgaaggt tccacggtgg 
660 

cgggggtgtt taccctcaac gcgt 
684 

<210> 592 
<211> 133 
<212> PRT 
<213> Homo sapiens 

<400> 592 

Ser Thr Met Asp His Leu Arg His Gly He His Leu Arg Gly Tyr Ala 

15 10 15 

Gin Lys Asn Pro Lys Gin Glu Tyr Lys Arg Glu Ser Phe Thr Leu Phe 

20 25 30 

Ser Glu Leu Leu Asp Ser He Lys Arg Asp Ser He Arg Val Leu Phe 

35 40 45 

His Val Gin Gly Pro Gly Glu Lys Ser Val Ser Lys Xaa Lys Ala Arg 

50 55 60 

Leu Arg Gin Glu Ala Glu Ala Leu Ala Gin Arg Met Gin Phe Glu His 
65 70 75 80 

Ala Glu Ala Pro Gly Leu Asp Ala Pro Glu He Leu Gly Glu Glu Val 

85 90 95 

Asp Val Ala Leu Ala Thr Ala Pro Val Arg Asn Glu Gin Lys Leu Gly 

100 105 HO 

Arg Asn Glu Leu Cys Tyr Cys Gly Ser Gly Lys Lys Tyr Lys His Cys 

115 120 125 

His Gly Gin He Ser 
130 . 

<210> 593 
<211> 615 
<212> DNA 
<213> Homo sapiens 

<400> 593 

nnacgcgtgc agaccgcgcg gagtctcgct ccggtgcgga tagcgttagg ctcccaaacc 
60 

tgtgaaaccg tcacggtaga gcgtcgtggc gggctaccac ttagagcggc ccgattcacc 
120 

gataccatcc ccgcgccgct aggccagcca cgatggtcga cggccaccat ccagacccca 
180 

gtcataccta ctacacgtgg tcgattcgtg atcggccccg tcatgatgcg caccatcgac 
240 

ccgtttggca tggcccgcca tcacaccgat ctcggtcagg ttgccgaagt cattgtcacg 
300 

ccaaggatcg tcgatttggg cgcctccggg gagctcgggg gtcagggatt cgacacaagg 
360 

tcctcagcga tccatgccgg acgacgtggt cccgacgatg ccatggtgcg cgattggcac 
420 
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accggagact cggtgcgacg cattcactgg cgctccaccg ctcaccgcgg ggacctcatg 
460 

gtccgatgcg aggagcaggc ctggaaccca tccgtcgtca tcgtgttgga ttctcgggct 
540 

cggcgtcacg ctggaactgg ccccgacgca tcctttgaat gggccgtcaa cgcggtggca 
600 

tccatctcga cgcgt 
615 

<210> 594 
<211> 205 
<212> PRT 

<213> Homo sapiens 
<400> 594 


Xaa 

Arg 

Val 

Gin 

Thr 

Ala Arg Ser 

Leu 

Ala 

Pro 

Val 

Arg 

He 

Ala 

Leu 

1 




5 



10 





15 


Gly 

Ser 

Gin 

Thr 

Cys 

Glu Thr Val 

Thr 

Val 

Glu 

Arg 

Arg 

Gly 

Gly 

Leu 



20 



25 





30 



Pro 

Leu 

Arg 
35 

Ala 

Ala 

Arg Phe Thr 
40 

Asp 

Thr 

He 

Pro 

Ala 
45 

Pro 

Leu 

Gly 

Gin 

Pro 
50 

Arg 

Trp 

Ser 

Thr Ala Thr 
55 

lie 

Gin 

Thr 

Pro 
60 

Val 

He 

Pro 

Thr 

Thr 

Arg 

Gly 

Arg 

Phe 

Val He Gly 

Pro 

Val 

Met 

Met 

Arg 

Thr 

He 

Asp 

65 





70 



75 





80 

Pro 

Phe 

Gly 

Met 

Ala 
85 

Arg His His 

Thr 

Asp 
90 

Leu 

Gly 

Gin 

Val 

Ala 

95 

Glu 

Val 

He 

Val 

Thr 
100 

Pro 

Arg He Val 

Asp 
105 

Leu 

Gly 

Ala 

Ser 

Gly 
110 

Glu 

Leu 

Gly 

Gly 

Gin 
115 

Gly 

Phe 

Asp Thr Arg 
120 

Ser 

Ser 

Ala 

He 

His 
125 

Ala 

Gly 

Arg 

Arg 

Gly 
130 

Pro 

Asp 

Asp 

Ala Met Val 
135 

Arg 

Asp 

Trp 

His 
140 

Thr 

Gly 

Asp 

Ser 

val 

Arg 

Arg 

He 

His 

Trp Arg Ser 

Thr 

Ala 

His 

Arg 

Gly 

Asp 

Leu 

Met 

145 





150 



155 





160 

Val 

Arg 

Cys 

Glu 

Glu 
165 

Gin Ala Trp 

Asn 

Pro 
170 

Ser 

val 

Val 

lie 

Val 
175 

Leu 

Asp 

Ser 

Arg 

Ala 
180 

Arg 

Arg His Ala 

Gly 
185 

Thr 

Gly 

Pro 

Asp 

Ala 
190 

Ser 

Phe 

Glu 

Trp 

Ala 
195 

Val 

Asn 

Ala Val Ala 
200 

Ser 

He 

Ser 

Thr 

Arg 
205 





<210> 595 
<211> 303 
<212> DNA 

<213> Homo sapiens 


<400> 595 

acgcgtccta gccgcagtga 
60 

cccatggggc catcggaccg 
120 

gcctgtgccc gcaaccgccc 
180 


atgttgctga accccggtga 
cgccgcgcgg gggcgttcgc 
cgaaattctc tccctggcac 


cctcacagtg gaggggcggc 
cagggcctcc gcagaagccc 
cgtgtccgct ttacggagcc 
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cggagcaagg ctcagaaaaa tgtcccagcc aaaaacatgg tacatgcctg tcatcaggca 
240 

agtcttcaaa gagcggctgg gaccaggggc cgagggacct cgtttagagg cggcttaggg 

300 

gga 

303 


<210> 596 
<211> 88 
<212> PRT 

<213> Homo sapiens 
<400> 596 

Met Leu Leu Asn Pro Gly Asp Leu 

1 5 
Ala lie Gly Pro Arg Arg Ala Gly 
20 

Ala Arg Leu Cys Pro Gin Pro Pro 

35 40 
Ser Ala Leu Arg Ser Pro Glu Gin 

50 55 
Lys His Gly Thr Cys Leu Ser Ser 
65 70 
Asp Gin Gly Pro Arg Asp Leu Val 
85 


Thr Val Glu Gly Arg Pro His Gly 

10 15 
Ala Phe Ala Arg Ala Ser Ala Glu 
25 30 
Arg Asn Ser Leu Pro Gly Thr Val 
45 

Gly Ser Glu Lys Cys Pro Ser Gin 
60 

Gly Lys Ser Ser Lys Ser Gly Trp 
75 80 


<210> 597 

<211> 2709 

<212> DNA 

<213> Homo sapiens 

<400> 597 

nacgcgtgca cgcagtgcgg caaagccttc cgctggaagt ccaactttaa tttgcacaag 
60 

aagaaccaca tggtggagaa gacctacgaa tgtaaagaat gcgggaaatc ctttggcgat 
120 

ctcgtgtccc ggaggaaaca catgaggatt cacatcgtca agaaacccgt ggaatgtcgg 
180 

cagtgcggga agaccttccg aaaccagtcc atccttaaga ctcacatgaa ctctcacact 
240 

ggagagaaac catacgggtg cgatctctgc gggaaagctt tcagcgcgag ttcaaacctc 
300 

accgcacaca ggaagataca cacgcaagag agacgctacg aatgcgccgc ctgcgggaaa 
360 

gtcttcggtg actatttatc ccggcggagg cacatgagcg ttcaccttgt aaagaaacga 
420 

gttgagtgta ggcattgtgg caaggccttc aggaaccagt caacgctgaa gacgcacatg 
480 

cgaagccaca cgggggagaa accgtacgaa tgcgatcact gtgggaaggc cttcagcata 
540 

ggctccaacc tgaatgtgca caggcggatc cacaccgggg agaagcccta cgaatgcctt 
600 

gtctgcggga aagccttcag cgaccactca tccctcagga gccacgtgaa aactcaccgg 
660 
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ggagagaagc tctttnngtg tcatccgtgt 
720 

tagagacaca ggatgattca gaccggaaac 
780 

tgagctcgca ccttactggg tgcaaaagaa 
840 

gtaaaaactg ggaagacgag gcgttctcat 
900 

ggggtgaaaa tgtacgtctg tagcatggag 
960 

acacaggaag acttaatggc agcttggcat 
1020 

atgtcaaaat gacttcagac cacttctagc 
1080 

ctagggagca tctctgtaaa cacagtggct 
1140 

ctcatgacgg aaatcacact aaagagagaa 
1200 

gaatgggccg caaaccacgg ccagctgctt 
1260 

tggttccatc tttaaggaag aagaatgttt 
1320 

gaaatacttc ctgtcatctg cccctttcca 
1380 

acgggttctc agtcgggcga cgatttggct 
1440 

catttttggt agttagaatg gggggaagat 
1500 

gatgctgcta agtcggctcc agcacacagg 
1560 

aaacgtcact gttgctgagg ttgaaaataa 
1620 

agcaattcct ccatttttat gaatcttgtg 
1680 

aaaactttta aaatacaatt agtgctgata 

1740 

tcccctcact tgagcatgtg aatattctca 
1800 

gaatacggga ttgcacttac tctttcatca 
1860 

cgagattttc cggtgaatac gggactgcac 
1920 

ttcataaatt tttcatcttt atttttaagg 
1980 

atcaagaaag gtttgtttat agtattttta 
2040 

ttccttctgg acaacctcct tgaccaatgg 
2100 

ttctcagtac cactttgtta ctggtacctg 
2160 

cctccatcaa gtggtaatat gtttgcagcc 
2220 

tagtgacttc cccggtatcc actctcatct 
2280 


ggaaaaggct 

ccagtgagcg 

cgccntgctt 

agacctcgtg 

ggtgtaagag 

gaagcctctg 

tccacggaac 

ttgggagaag 

tccagttcct 

cccataggag 

gtttgtgaga 

actcacgccg 

aagccttcag 

gtacattcag 

ctcttaacaa 

ttaatgtcaa 

aatccaagcc 

gtggcattta 

cttctgggcc 

catgagtaat 

aatgagcaca 

ggggaaaccc 

ttcctagtct 

cacttgattc 

atcagtgaag 

taaggaacgt 

ggaaggtcat 

gtctttgtat 

ggcttgccag 

ctaacaatag 

gatggagaaa 

atttgtggcc 

aatgaagtct 

gaaaaacttg 

gccgaccctt 

ggtctacagc 

gtctaggcgt 

catttggcaa 

tgtctagaga 

actcctgact 

tgtaataaga 

agacatcaga 

agccccccac 

aacgaagagt 

tagtgccccc 

tcatgcagtc 

attcctcaat 

tactgcctgc 

agcacttacg 

ctaggagaaa 

tttcttttac 

attcctatgt 

ggaaatgatt 

ccagccatgg 

cggagagaag 

ccccagcgag 

attttccggt 

cggaaacaga 

ccccccgaga 

gaagccccaa 

gtactctctc 

atcatgaaaa 

cagagccccg 

ttatactcct 

ctaaataacc 

cttaagcctc 

ctatagcttc 

atccttgata 

acgtcctaat 

catattgaga 

tctatgtgac 

atgaggatat 

atgcacacgg 

attgcgacca 

gagcatgatg 

tgctgtccag 

ccaagagtga 

cagatacttc 

tcttccaata 

tcaagagaat 

ccaggttctg 
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tcagattagt aaggtgtgct aatctaaatt ttaaaaaatc tcttacaggt tttcttgcag 
2340 

ctggtaccat ccatgtctca cagccctggc cactgacaga tcagcagatg tcaccacgtg 
2400 

ggcttctgag aaagctcttg aatggggatc gttcttaaac atgaattcct ccctgtatgt 
2460 

tttgttcttt gctttacttt^tcaccttgca aagagatcca gtacctagta ttggaagatc 
2520 

caccttaacg accgtgcata tgaaaaccac agtctaagga agtgactgca gaaagctcac 
2580 

agcgaccctg gcctcccctg tggcctcttt gagtgtctgc agcagccctg gacttccaga 
- 2640 

cttctatcac atgagaaaaa ataaaactga ttattggttt aagctgcaaa aaaaaaaaaa 
2700 

aaaaaaaaa 
2709 

<210> 598 
<211> 240 
<212> PRT 

<213> Homo sapiens 


<400> 598 


Xaa 

Ala 

Cys 

Thr 

Gin Cys Gly 

Lys Ala 

Phe 

Arg 

Trp 

Lys 

Ser 

Asn 

Phe 

1 




5 


10 





15 


Asn 

Leu 

His 

Lys 

Lys Asn His 

Met Val 

Glu 

Lys 

Thr 

Tyr 

Glu 

Cys 

Lys 




20 


25 





30 



Glu 

Cys 

Gly 

Lys 

Ser Phe Gly 

Asp Leu 

val 

Ser 

Arg 

Arg 

Lys 

His 

Met 



35 



40 




45 




Arg 

He 

His 

lie 

Val Lys Lys 

Pro Val 

Glu 

Cys 

Arg 

Gin 

Cys 

Gly 

Lys 

50 



55 




60 





Thr 

Phe 

Arg 

Asn 

Gin Ser He 

Leu Lys 

Thr 

His 

Met 

Asn 

Ser 

His 

Thr 

65 




70 



75 





80 

Gly 

Glu 

Lys 

Pro 

Tyr Gly Cys 

Asp Leu 

Cys 

Gly 

Lys 

Ala 

Phe 

Ser 

Ala 




85 


90 





95 


Ser 

Ser 

Asn 

Leu 

Thr Ala His 

Arg Lys 

He 

His 

Thr 

Gin 

Glu 

Arg 

Arg 




100 


105 





110 



Tyr 

Glu 

Cys 

Ala 

Ala Cys Gly 

Lys Val 

Phe 

Gly 

Asp 

Tyr 

Leu 

Ser 

Arg 


115 



120 




125 




Arg 

Arg 

His 

Met 

Ser Val His 

Leu Val 

Lys 

Lys 

Arg 

Val 

Glu 

Cys 

Arg 

130 



135 




140 





His 

Cys 

Gly 

Lys 

Ala Phe Arg 

Asn Gin 

Ser 

Thr 

Leu 

Lys 

Thr 

His 

Met 

145 




150 



155 





160 

Arg 

Ser 

His 

Thr 

Gly Glu Lys 

Pro Tyr 

Glu 

Cys 

Asp 

His 

Cys 

Gly 

Lys 




165 


170 





175 


Ala 

Phe 

Ser 

He 

Gly Ser Asn 

Leu Asn 

Val 

His 

Arg 

Arg 

He 

His 

Thr 




180 


185 





190 



Gly 

Glu 

Lys 

Pro 

Tyr Glu Cys 

Leu Val 

Cys 

Gly 

Lys 

Ala 

Phe 

Ser 

Asp 



195 



200 




205 




His 

Ser 

Ser 

Leu 

Arg Ser His 

Val Lys 

Thr 

His 

Arg 

Gly 

Glu 

Lys 

Leu 


210 



215 




220 





Phe 

Xaa 

Cys 

His 

Pro Cys Gly 

Lys. Gly 

Ser 

Ser 

Glu 

Arg 

Ala 

Xaa 

Leu 

225 




230 



235 





240 
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<210> 599 

<211> 340 

<212> DNA 

<213> Homo sapiens 


<400> 599 

acgcgtgcct cgcgactctt gacgtcgtgg tggctgcgct cggtcgtgtc actcctcttg 
60 

ttcggcgtca tggcgcaggt gctaggcgtg gccgtgcatc tgagtctgca ccgctttgcc 
120 

caggcatgtt tgccgggccg catcccttgc acttgcagtc cgtggcctat cggccgaggc 
180 

gcaggcctgc agttggagcc gtgcgtgggt gtcccgcgcg aggagcgtgt tggcagacta 
240 

tggggctcgt cggaggacga ggatgtgagt ggcgatggct ttgcgcgact gggcgtattc 
300 

cacccggcga tggtgctcca gatcgtccag ggcatgatca 
340 

<210> 600 " . •-.' : >-- 

<211> 111 

<212> PRT 

<213> Homo sapiens 

<400> 600 

-Met Pro Trp Thr lie Trp Ser Thr lie Ala Gly Trp Asn Thr Pro Ser 
15 10 15 

Arg Ala Lys Pro Ser Pro Leu Thr Ser Ser Ser Ser Asp Glu Pro His 

20 25 30 

Ser Leu Pro Thr Arg Ser Ser Arg Gly Thr Pro Thr His Gly Ser Asn 

35 40 45 

Cys Arg Pro Ala Pro Arg Pro lie Gly His Gly Leu Gin Val Gin Gly 

50 55 60 

Met Arg Pro Gly Lys His Ala Trp Ala Lys Arg Cys Arg Leu Arg Cys 
65 70 75 80 

Thr Ala Thr Pro Ser Thr Cys Ala Met Thr Pro Asn Lys Arg Ser Asp 

85 90 95 

Thr Thr Glu Arg Ser His His Asp Val Lys Ser Arg Glu Ala Arg 
100 105 110 

<210> 601 
<211> 421 
<212> DNA 
<213> Homo sapiens 

<400> 601 

gccggcggca gcgacatctc gctcaacgtc ggcgtgcgcg gcctgacttc gcgtctttct 
60 

ccgcgctcca ccattttgat ggacggcgtc ccgctggcgg tcgcgcctta cggccagccg 
120 

cagctgtcga tggccccgct gtctatcggt aatctgcaat cggtggacgt ggtgcgcggc 
180 

ggcggcgcgg tgcgctacgg gccgcagaac gtcggcggcg tgatcaactt cgttacccga 
240 
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gacattccca aaacgtttgg cggtgccgcc agcgtacaaa cccagggtgc cagccacggc 
300 

ggcctgaaga ccctgaccag cgcctccgtg ggcggcaccg cagacaacgg cctcggcgcc 
360 

gagctgctct actccggcct gcacggccag ggctaccgcg acaacaacga caacaccgac 

420 

n 

421 

<210> 602 
<211> 140 
<212> PRT 

<213> Homo sapiens 
<400> 602 

Ala Gly Gly Ser Asp lie Ser Leu Asn Val Gly Val Arg Gly Leu Thr 

15 10 15 

Ser Arg Leu Ser Pro Arg Ser Thr lie Leu Met Asp Gly Val Pro Leu 

20 25 30 

Ala Val Ala Pro Tyr Gly Gin Pro Gin Leu Ser Met Ala Pro Leu Ser 

35 40 45 

He Gly Asn Leu Gin Ser Val Asp Val Val Arg Gly Gly Gly Ala Val 

50 55 60 

Arg Tyr Gly Pro Gin Asn Val Gly Gly Val He Asn Phe Val Thr Arg 
65 70 75 80 

Asp He Pro Lys Thr Phe Gly Gly Ala Ala Ser Val Gin Thr Gin Gly 

85 90 95 

Ala Ser His Gly Gly Leu Lys Thr Leu Thr Ser Ala Ser Val Gly Gly 

100 105 110 

Thr Ala Asp Asn Gly Leu Gly Ala Glu Leu Leu Tyr Ser Gly Leu His 

115 120 125 

Gly Gin Gly Tyr Arg Asp Asn Asn Asp Asn Thr Asp 
130 135 140 

<210> 603 
<211> 309 
<212> DNA 

<213> Homo sapiens 
<400> 603 

nagggcggca tgcacgaaag cttgcgcaaa cgctcgctgg aaggcttgga caagatcggc 
60 

ttcgacggcc tggccatcgg cggtctgtcg gtgggcgagc ccaagcacga gatgatcaag 
120 

gtgctggatt acctgccggg cctgatgccg gctgacaaac ctcgttacct tiatgggcgtt 
180 

ggcaaaccgg aagacctcgt agagggtgtg cgccgcggtg tggacatgtt cgattgcgtg 
240 

atgccaaccc gcaatgcccg caatgggcat ctgttcatcg atacaggcgt gctgaagatc 
300 

cgtaacgcg 
309 

c210> 604 
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<211> 103 
<212> PRT 
<213> Homo sapiens 

<400> 604 

Xaa Gly Gly Met His Glu Ser Leu Arg Lys Arg Ser Leu Glu Gly Leu 

15 10 15 

Asp Lys He Gly Phe Asp Gly Leu Ala He Gly Gly Leu Ser Val Gly 

20 25 30 

Glu Pro Lys His Glu Met lie Lys Val Leu Asp Tyr Leu Pro Gly Leu 

35 40 45 

Met Pro Ala Asp Lys Pro Arg Tyr Leu Met Gly Val Gly Lys Pro Glu 

50 55 60 

Asp Leu Val Glu Gly Val Arg Arg Gly Val Asp Met Phe Asp Cys Val 
65 70 75 60 

Met Pro Thr Arg Asn Ala Arg Asn Gly His Leu Phe He Asp Thr Gly 

85 90 95 

Val Leu Lys He Arg Asn Ala 
100 

<210> 605 
<211> 428 
<212> DNA 
<213> Homo sapiens 

<400> 605 

acgcgttcac gatagggtag ttgcctattt caacgcggtc ggtattttcc tgcacaacaa 
60 

actggcccaa ggctgggcta tagtcaggtg catagtactt ggtgaagtag cgtacgtccg 
120 

cacccacatc acatttcagt accttggcta tcttcaatcg gaaaaaaaga ttggagtaaa 
180 

tgttgagttt tggtaatggc aacgccgttt gactggaaga gttttggaag gtaatgaccg 
240 

attcccagtg caaaggtccc catgctacat cctgcgacaa tgaggccgtt agcacgttta 
300 

ttgcctcgct gctttgccga acgccaacct ctgtaccgat acgctgatac tgattgttga 
360 

tggtataggc ttgcgccagg taggtataat tggtcaattc gtccatggca atgcgcagtg 
420 

aagtcttg 
428 

<210> 606 
<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 606 

Met Asp Glu Leu Thr Asn Tyr Thr Tyr Leu Ala Gin Ala Tyr Thr He 

15 10 15 

Asn Asn Gin Tyr Gin Arg He Gly Thr Glu Val Gly Val Arg Gin Ser 

20 25 30 

Ser Glu Ala He Asn Val Leu Thr Ala Ser Leu Ser Gin Asp Val Ala 
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35 




40 45 


Trp Gly 

Pro 

Leu 

His 

Trp 

Glu Ser Val He Thr Phe Gin Asn 

Ser Ser 

50 





55 60 


Ser Gin 

Thr 

Ala 

Leu 

Pro 

Leu Pro Lys Leu Asn lie Tyr Ser 

Asn Leu 

65 




70 

75 

80 

Phe Phe 

Arg 

Leu Lys 

He Ala Lys Val Leu Lys Cys Asp Val 

Gly Ala 




85 


90 

95 

Asp Val 

Arg 

Tyr 
100 

Phe 

Thr 

Lys Tyr Tyr Ala Pro Asp Tyr Ser 
105 110 

Pro Ala 

Leu Gly 

Gin 
115 

Phe 

val 

Val 

Gin Glu Asn Thr Asp Arg Val Glu 
120 125 

He Gly 

Asn Tyr 

Pro 

He 

Val 

Asn 

Ala 


130 





135 



<210> 607 

<211> 366 

<212> DNA 

<213> Homo sapiens 


<400> 607 

gatcacgatg aattgtgggc gtacacgtac gagaatgtga tggcgctaaa cttgccgcct 
60 

gacattgtgt gtaaaggatt ctttagaaaa ttggaaaacg tagtgaccgg agtcaatttg 
120 

gttttcaacg gcaaacatta tcaaattgta aagaaagagg atgacctatt caaattgacc 
180 

aaaagcaatt gttacaagtt gagcaacata aaatttaaca attggaaata cttgtacttg 
240 

acaacgcacg gtgtgtacaa cgtgttcacc aacagctttc attcgagctg tccatttttg 
300 

ttgggcacca cgttgccgca gacattcaag aagcccaccg acgaaaagta tttgcccgag 
360 

gacgcg 
366 

<210> 608 
<211> 122 
<212> PRT 

<213> Homo sapiens 


<400> 608 


Asp His 

Asp 

Glu 

Leu 

Trp 

Ala 

Tyr 

Thr 

Tyr 

Glu 

Asn 

Val 

Met 

Ala 

Leu 

1 



5 





10 





15 


Asn Leu 

Pro 

Pro 
20 

Asp 

He 

Val 

Cys 

Lys 
25 

Gly 

Phe 

Phe 

Arg 

Lys 
30 

Leu 

Glu 

Asn Val 

Val 

Thr 

Gly 

Val 

Asn 

Leu 

Val 

Phe 

Asn Gly 

Lys 

His 

Tyr 

Gin 


35 





40 





45 




He Val 

Lys 

Lys 

Glu 

Asp 

Asp 

Leu 

Phe 

Lys 

Leu 

Thr 

Lys 

Ser 

Asn 

Cys 

50 





55 





60 





Tyr Lys 

Leu 

Ser 

Asn 

He 

Lys 

Phe 

Asn 

Asn 

Trp 

Lys 

Tyr 

Leu 

Tyr 

Leu 

65 




70 





75 





80 

Thr Thr 

His 

Gly 

val 
85 

Tyr 

Asn 

Val 

Phe 

Thr 
90 

Asn 

Ser 

Phe 

His 

Ser 
95 

Ser 

Cys Pro 

Phe 

Leu 

Leu 

Gly 

Thr 

Thr 

Leu 

Pro 

Gin 

Thr 

Phe 

Lys 

Lys 

Pro 
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. . 100 105 HO 

Thr Asp Glu Lys Tyr Leu Pro Glu Asp Ala 
~ 115 120 

<210> 609 
<211> 291 
<212> DNA 

<213> Homo sapiens 
<400> 609 

nacgcgttat gacacggcct cctccaaggt cagtgtcatc gagtcacgta actcgtcggt 
60 

tgggtcggtt ggaacgagtc cgtcatgagc ccggtcgcca tggaegactc cagcagtccg 

120 " ; ' 

tacccagcct ggaagcagga cccccacgcg acggaatcgc cggcttccaa gtcgtcgccc 
180 

ccgaagcctc aaacttcccc cgccccgtac gccgggccgg ctccgaagac accggccaca 
240 

cctggaccat ctggggcggg ggcgccgccg tggtggtggc gggtggagcc g 
291 

<210> 610 
<211> 69 
<212> PRT 

<213> Homo sapiens 
<400> 610 

Met Ser Pro Val Ala Met Asp Asp Ser Ser Ser Pro Tyr Pro Ala Trp 

15 10 15 

Lys Gin Asp Pro His Ala Thr Glu Ser Pro Ala Ser Lys Ser Ser Pro 

20 25 30 

Pro Lys Pro Gin Thr Ser Pro Ala Pro Tyr Ala Gly Pro Ala Pro Lys 

35 40 45 

Thr Pro Ala Thr Pro Gly Pro Ser Gly Ala Gly Ala Pro Pro Trp Trp 

50 55 60 

Trp Arg Val Glu Pro 
65 

<210> 611 
<211> 393 
<212> DNA 

<213> Homo sapiens 
<400> 611 

nnnatcttgt gtcgattttc ggtcgcatat actatggggg agtattgtat aatgcggcgg 
60 

tgtacccaag tagagaggtg ttcgatgcca cacagtccgg aagaaaagaa gcaagcactg 
120 

acgcgcatca ggcgcatcaa aggtcaggta gcgactcttg agcaagcgct tgatgcaggt 
180 

gcgaaatgtc ctgcaattct tcagcagctt gcggccgttc gtggcgcagt caacggattg 
240 

atggcaacgg ttctggagag ctatctgcgg gaagagtttc ccagtagcga aatcaggagc 
300 
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gattcgcaga acaagtccat tgacgagacc atctctatcg tccgctccta tctgcggtag 
360 

aggcaccagg gtgtcctcgg tgagggcaaa ttt 
393 

<210> 612 
<211> 119 
<212> PRT 
<213> Homo sapiens 

<400> 612 


Xaa 

He 

Leu 

Cys 

Arg 

Phe 

Ser 

Val 

Ala 

Tyr 

Thr Met 

Gly 

Glu 

Tyr 

Cys 

1 




5 





10 




15 


lie 

Met 

Arg 

Arg 
20 

Cys 

Thr 

Gin 

Val 

Glu 
25 

Arg 

Cys Ser 

Met 

Pro 
30 

His 

Ser 

Pro 

Glu 

Glu 
35 

Lys 

Lys 

Gin 

Ala 

Leu 
40 

Thr 

Arg 

He Arg 

Arg 
45 

He 

Lys 

Gly 

Gin val 

Ala 

Thr 

Leu 

Glu 

Gin 

Ala 

Leu 

Asp 

Ala Gly 

Ala 

Lys 

Cys 

Pro 


50 





55 




60 





Ala 

lie 

Leu 

Gin 

Gin 

Leu 

Ala 

Ala 

Val 

Arg 

Gly Ala 

Val 

Asn Gly 

Leu 

65 





70 





75 




80 

Met Ala 

Thr 

val 

Leu 

Glu 

Ser 

Tyr Leu 

Arg 

Glu Glu 

Phe 

Pro 

Ser 

Ser 





85 





90 




95 


Glu 

lie 

Arg 

Ser 
100 

Asp 

Ser 

Gin 

Asn 

Lys 
105 

Ser 

He Asp 

Glu 

Thr 
110 

He 

Ser 

lie 

Val 

Arg 

Ser 

Tyr 

Leu 

Arg 










115 


<210> 613 
<211> 567 
<212> DNA 
<213> Homo sapiens 

<400> 613 

gaaaatgctc ctggcgcctc agggaaggtc cttctcaaag aaaaggatgg ggctgaatcg 
60 

ctggaaacgg ttcacaagga agccgagtcc caagcctact tttggtcctg acagtgtgga 
120 

acactggata aagagagtgg agaaagcctc agagtttgca gtgtcaaatg cattttttac 
180 

tagaaattca gatttaccta gaagtccctg gggccaaatc acagatttga aaacatctga 
240 

gcaaatagag gatcatgatg aaatctatgc agaagctcag gagctggtca atgactggtt 
300 

agacaccaaa cttaagcaag aattagcaag tgaggaagaa ggtgatgcta aaaacactgt 
360 

gtcaagtgtc actattatgc cggaagccaa tggccatttg aaatatgaca agtttgatga 
420 

tttatgtggc tatttggagg aagaagagga aagtaccacc gttcaaaaat ttatagacca 
480 

tctgctccat aaaaatgtgg tagattctgc aatgatggaa gatcttggaa ggaaggaaaa 
540 

ccaagacaag aagcagcaga aggatcc 
567 
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<210> 614 
<211> 187 
<212> PRT 

<213> Homo sapiens 
<400> 614 

Met Leu Leu Ala Pro Gin Gly Arg Ser Phe Ser Lys Lys Arg Met Gly 

1 5 10 15 

Leu Asn Arg Trp Lys Arg Phe Thr Arg Lys Pro Ser Pro Lys Pro Thr 

20 25 30 

Phe Gly Pro Asp Ser Val Glu His Trp He Lys Arg Val Glu Lys Ala 

35 40 ' 45 

Ser Glu Phe Ala Val Ser Asn Ala Phe Phe Thr Arg Asn Ser Asp Leu 

50 55 60 

Pro Arg Ser Pro Trp Gly Gin He Thr Asp Leu Lys Thr Ser Glu Gin 
65 70 75 80 

He Glu Asp His Asp Glu lie Tyr Ala Glu Ala Gin Glu Leu Val Asn 

. 85 90 95 

Asp Trp Leu Asp Thr Lys Leu Lys Gin Glu Leu Ala Ser Glu Glu Glu 

100 105 HO 

Gly Asp Ala Lys Asn Thr Val Ser Ser Val Thr He Met Pro Glu Ala 
115 120 125 

Asn Gly His Leu Lys Tyr Asp Lys Phe Asp Asp Leu Cys Gly Tyr Leu 

130 135 140 

Glu Glu Glu Glu Glu Ser Thr Thr Val Gin Lys Phe lie Asp His Leu 
145 150 155 160 

Leu His Lys Asn Val Val Asp Ser Ala Met Met Glu Asp Leu Gly Arg 

165 170 175 

Lys Glu Asn Gin Asp Lys Lys Gin Gin Lys Asp 
180 185 

<210> 615 
<211> 685 
<212> DNA 

<213> Homo sapiens 
<400> 615 

nnacgcgtgc tgccctaagt gacggattcc atgtcggtgc gagtcgggtc ggggccgatg 
60 

ggccatgaac gggccctagc gagggccgga ctcggccccg tggccggatg cgacgaggcg 
120 

gggcggggcg cgtgtgcagg gccattggta gccgcagctg tcattcttga tgatcgcaga 
180 

tccggcagga ttgcggggct agcagattcc aagacactat ctgcggccaa gagagaggcc 
240 

ctgtttaacg tcatcatgga taaagctttg gcagtgtcgt gggtacgtgt agaagccgac 
300 

gaatgcgatc ggttggggat gcaggaggca gatatcagcg gcttgaggcg tgccgtggtg 
360 

aggctgggag ttgaaccggg ctacgtgctg tcggacggtt tcccggtcga cggactgacg 
420 

gttcccgatc tgggaatgtg gaagggcgat tcagtgtgtg cgtgtgtggc agctgcctcc 
480 
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atcgtggcca aagtggccag ggatcgcatc atgatcgcta tggacgccga gattcctggt 

540 

tacgattttg cggtgcacaa ggggtacgcg acagccttac accagcgtcg tctgaaggag 
600 

ttaggaccgt ctcgtcagca ccggatgagc tacgccaatg tgcgacgagc ggctaggctt 
660 

cattcatcat gagtgccgaa gatct 
685 

<210> 616 
<211> 213 
<212> PRT 

<213> Homo sapiens 


<400> 616 


Met Ser 


Arg 

Val Gly 

Ser Gly Pro 

Met Gly His Glu 

Arg 

Ala 

Leu 

1 



5 


10 


15 


Ala Arg 

Ala 

Gly 

Leu Gly 

Pro Val Ala 

Gly Cys Asp Glu 

Ala 

Gly 

Arg 



20 


25 


30 



Gly Ala 

Cys 

Ala 

Gly Pro 

Leu Val Ala 

Ala Ala Val He 

Leu 

Asp 

Asp 


35 



40 

45 




Arg Arg 

Ser 

Gly 

Arg He 

Ala Gly Leu 

Ala Asp Ser Lys 

Thr 

Leu 

Ser 

50 




55 

60 




Ala Ala 

Lys 

Arg 

Glu Ala 

Leu Phe Asn 

Val He Met Asp 

Lys 

Ala 

Leu 




70 


75 



80 

Ala Val 

Ser 

Trp 

Val Arg 

Val Glu Ala 

Asp Glu Cys Asp 

Arg 

Leu 

Gly 




85 


90 


95 


Met Gin 

Glu 

Ala 

Asp He 

Ser Gly Leu 

Arg Arg Ala Val 

Val 

Arg 

Leu 



100 


105 


110 



Gly Val 

Glu 

Pro 

Gly Tyr 

Val Leu Ser 

Asp Gly Phe Pro 

Val 

Asp 

Gly 


115 



120 

125 




Leu Thr 

Val 

Pro 

Asp Leu 

Gly Met Trp 

Lys Gly Asp Ser 

Val 

Cys 

Ala 

130 




135 

140 




Cys Val 

Ala 

Ala 

Ala Ser 

He Val Ala 

Lys Val Ala Arg 

Asp 

Arg 

He 

145 



. 150 


155 



160 

Met He 

Ala 

Met 

Asp Ala 

Glu He Pro 

Gly Tyr Asp Phe 

Ala 

Val 

His 




165 


170 


175 


Lys Gly 

Tyr 

Ala 

Thr Ala 

Leu His Gin 

Arg Arg Leu Lys 

Glu 

Leu 

Gly 



180 


185 


190 



Pro Ser 

Arg 

Gin 

His Arg 

Met Ser Tyr 

Ala Asn Val Arg 

Arg 

Ala 

Ala 


195 



200 

205 




Arg Leu 

His 

Ser 

Ser 







210 


<210> 617 
<211> 337 
<212> DNA 

<213> Homo sapiens 
<400> 617 

nncacctgtt tggctcgggg cactcgcgga tcatggtcga ggaaatgtgg ccgcgctacg 
60 

gctcgtttcc cggcttcaac cccatcgtcg agctgtcgct gtcgttccac aacctcgtcg 
120 


737 


WO 00/58473 


PCT/US00/08621 


tcggcgccaa cggccagcgc caggccatgt tcctcgaaaa cgtttccggc cttcccggag 
180 

cgaatcctcc gaaacttcga cctgtcccaa caagactctg cactcgtgat ttcatcaagc 
240 

gctgcaacgt cgtgccaatc gagatggccg aggagttcca gcgtcgcggc gtccgcgtcg 
300 

tctcgatcat ctcgctggcg cactcgcagg cgtcgac 
337 

<210> 618 
<211> 112 
<212> PRT 
<213> Homo sapiens 

<400> 618 


Xaa 

Thr 

Cys 

Leu 

Ala Arg Gly Thr Arg 

Gly Ser Trp 

Ser 

Arg 

Lys 

Cys 

1 




5 

10 



15 


Gly 

Arg 

Ala 

Thr 

Ala Arg Phe Pro Ala 

Ser Thr Pro 

Ser 

Ser 

Ser 

Cys 




20 

25 



30 



Arg 

Cys 

Arg 

Ser 

Thr Thr Ser Ser Ser 

Ala Pro Thr 

Ala 

Ser 

Ala 

Arg 



35 


40 


45 




Pro 

Cys 

Ser 

Ser 

Lys Thr Phe Pro Ala 

Phe Pro Glu 

Arg 

He 

Leu 

Arg 


50 



55 

60 





Asn 

Phe 

Asp 

Leu 

Ser Gin Gin Asp Ser 

Ala Leu Val 

He 

Ser 

Ser 

Ser 

65 




70 

75 




80 

Ala 

Ala 

Thr 

Ser 

Cys Gin Ser Arg Trp 

Pro Arg Ser 

Ser 

Ser 

Val 

Ala 





85 

90 



95 


Ala 

Ser 

Ala 

Ser 

Ser Arg Ser Ser Arg 

Trp Arg Thr 

Arg 

Arg 

Arg 

Arg 




100 

105 



110 




<210> 619 
<211> 425 
<212> DNA 
<213> Homo sapiens 

<400> 619 

acgcgttttt tatgccgatc ttatgctcta acctagaaac aatatcagct acaaacctaa 
60 

tagctataag ataatattcg aaagcatcaa taggagtttt gatcatttcc gcatacctaa 
120 

gttttatagc atctttgtca gaaggcaaac ctgccaaacc agatgaatcg atgccactct 
180 

caaacttgct caaatgttca attaaatcat ccaagttgtg gccatgctta ccgcttccag 
240 

attttgaatg aatcattact ttaattgatt tttcaatcgc taaatggaat tcccagcaag 
300 

caatagaagc ccgctcattt ttaaagctca gtatgtcact aatgcctttt tcgaagtggc 
360 

tccatattcc ctgcgccata ttagaagctg actggttgga atggcttgcc atgttcaaat 

420 

ctaga 

425 

<210> 620 
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<211> 137 

<212> PRT 

<213> Homo sapiens 

<400> 620 


Met 

Ala 

Ser His Ser 

Asn 

Gin 

Ser 

Ala 

Ser 

Asn 

Met 

Ala 

Gin Gly lie 

l 


5 





10 




15 

Trp 

Ser 

His Phe Glu 

Lys 

Gly 

He 

Ser Asp 

He 

Leu 

Ser 

Phe Lys Asn 


20 




25 





30 

Glu 

Arg 

Ala Ser He 
35 

Ala 

Cys 

Trp 
40 

Glu 

Phe 

His 

Leu 

Ala 
45 

lie Glu Lys 

Ser 

lie 

Lys val Met 

He 

His 

Ser Lys 

Ser Gly 

Ser Gly 

Lys His Gly 


50 



55 





60 



His 

Asn 

Leu Asp Asp 

Leu 

He 

Glu 

His 

Leu 

Ser 

Lys 

Phe 

Glu Ser Gly 

65 



70 





75 



80 

He Asp 

Ser Ser Gly Leu Ala Gly Leu Pro 

Ser 

Asp 

Lys 

Asp Ala lie 



85 





90 




95 

Lys 

Leu 

Arg Tyr Ala Glu Met 

lie 

Lys 

Thr 

Pro 

lie Asp 

Ala Phe Glu 



100 




105 





110 

Tyr Tyr 

Leu He Ala 

He 

Arg 

Phe 

Val 

Ala 

Asp 

lie 

Val 

Ser Arg Leu 



115 



120 





125 


Glu 

His 
130 

Lys He Gly 

He 

Lys 
135 

Asn 

Ala 







<210> 621 
<211> 453 
<212> DNA 

<213> Homo sapiens 
<400> 621 

cccggcaagg gagccatctt gacgaatatg tccttgtggt ggttcgacca attggccgac 
60 

atcgtcgata accatctcgt gagcgtggat gtccccgccg aggtcgcagg gcgcgccatg 
120 

gtcgttgagg aactcgacat gttcccggtc gaatgcgtcg tgcggggcta cctcaccggt 
180 

tcagggtggg ccgaatatca gcgcaaccag gccgtgtgcg gaatccgcct tcccgagggg 
240 

ctgcagaatg ggtcccggct cgaagagccc attttcaccc cggcaattaa ggccccgcag 
300 

ggagaacatg acgagaacat cgactatcta cgcctggtag aactcgtcgg tcccngatgn 
360 

tcagcgcagc tgcatgacct ttcgctgcgg gtctaccagc gtgcagagga gatcgctcgg 
420 

aagcgaggca tcctcctggc ggataccaag ctt 
453 • 

<210> 622 
<211> 151 
<212> PRT 

<213> Homo sapiens 
c400> 622 

Pro Gly Lys Gly Ala lie Leu Thr Asn Met Ser Leu Trp Trp Phe Asp 
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1 5 

10 

15 


Gin Leu Ala Asp lie Val 

Asp Asn His Leu Val 

Ser Val Asp Val 

Pro 

20 

25 

30 


Ala Glu Val Ala Gly Arg 

Ala Met Val Val Glu 

Glu Leu Asp Met 

Phe 

35 

40 

45 


Pro Val Glu Cys Val Val 

Arg Gly Tyr Leu Thr 

Gly Ser Gly Trp 

Ala 

50 

55 

60 


Glu Tyr Gin Arg Asn Gin 

Ala Val Cys Gly lie 

Arg Leu Pro Glu 

Gly 

65 70 

75 



Leu Gin Asn Gly Ser Arg 

Leu Glu Glu Pro He 

Phe Thr Pro Ala 

He 

85 

90 

95 


Lys Ala Pro Gin Gly Glu 

His Asp Glu Asn He 

Asp Tyr Leu Arg 

Leu 

100 

105 

110 


Val Glu Leu Val Gly Pro 

Xaa Xaa Ser Ala Gin 

Leu His Asp Leu 

Ser 

115 

120 

125 


Leu Arg Val Tyr Gin Arg 

Ala Glu Glu He Ala 

Arg Lys Arg Gly 

He 

130 

135 

140 


Leu Leu Ala Asp Thr Lys 

Leu 



145 150 




<210> 623 




<211> 345 




<212> DNA 




<213> Homo sapiens 





<400> 623 

acgcgtccag tatgtccacg gaggacatgc ttgacctcga ctcgaacgtc tcctactacg 
60 

cgaggaacta tcaggccgcg caatcagttg tggcgaaatt cgacgcgggc accattgccc 
120 

aagccgaaga cctgccacct gacgacaccc acacgggggc ggaactggta aagagcgtgg 
180 

tcaacagcat cacctgtgtg tcacccctgt acatcgaaga tttcaccacc atagagatcc 
240 

aggggctggg actgcactgt gtcaggctct gggcgcctgg gctgctcgcc ctgtcactgc 
300 

ccagcgcacc catgcgggca cacccccgct acgccgcata tggcg 
345 

<210> 624 
<211> 111 
<212> PRT 
<213> Homo sapiens 


<400> 624 


Met Ser Thr Glu Asp 

Met 

Leu Asp 

Leu Asp 

Ser 

Asn 

Val 

Ser Tyr Tyr 

1 5 




10 




15 

Ala Arg Asn Tyr Gin 

Ala 

Ala Gin 

Ser 

Val 

Val 

Ala 

Lys 

Phe Asp Ala 

20 



25 





30 

Gly Thr He Ala Gin 

Ala 

Glu Asp 

Leu 

Pro 

Pro 

Asp Asp 

Thr His Thr 

35 


40 





45 


Gly Ala Glu Leu Val 

Lys 

Ser Val 

Val 

Asn 

Ser 

He 

Thr 

Cys val Ser 

50 


55 




60 



Pro Leu Tyr He Glu 

Asp 

Phe Thr 

Thr 

He 

Glu 

He 

Gin 

Gly Leu Gly 
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65 .70 75 80 

Leu His Cys Val Arg Leu Trp Ala Pro Gly Leu Leu Ala Leu Ser Leu 

85 90 95 

Pro Ser Ala Pro Met Arg Ala His Pro Arg Tyr Ala Ala Tyr Gly 
100 105 110 

<210> 625 
<211> 339 
<212> DNA 

<213> Homo sapiens 
<400> 625 

ggtacccagc atgatgctgc tagacatttg ctgaatgcat agatgatttt tccagggcct 
60 * 

gtaatttaca gggagagcaa tggaggccca gagacaagat gattcagctc ctccactctg 
120 

ttcaggatca tatcctaagg accaacatgt ctgtctacct ttacactgag cccccaccca 
180 

gccaaccacc tcccatgaga gacaggctct ccctgcctga gcttggaccc aggccccttc 
240 

tctgctgagc tcagaacaca tgcttgactg tgatgtaaca gggtggcagc ccccacagca 
300 

ttgcatctgc cccatactca gtgtggggag ataggacgc 
339 

<210> 626 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 626 

Met Gly Gin Met Gin Cys Cys Gly Gly Cys His Pro Val Thr Ser Gin 

15 10 15 

Ser Ser Met Cys Ser Glu Leu Ser Arg Glu Gly Ala Trp Val Gin Ala 

20 25 30 

Gin Ala Gly Arg Ala Cys Leu Ser Trp Glu Val Val Gly Trp Val Gly 

35 40 45 

Ala Gin Cys Lys Gly Arg Gin Thr Cys Trp Ser Leu Gly Tyr Asp Pro 

50 55 60 

Glu Gin Ser Gly Gly Ala Glu Ser Ser Cys Leu Trp Ala Ser He Ala 
65 70 75 80 

Leu Pro Val Asn Tyr Arg Pro Trp Lys Asn His Leu Cys lie Gin Gin 

85 90 95 

Met Ser Ser Ser He Met Leu Gly Thr 
100 105 

<210> 627 
<211> 10319 
<212> DNA 

<213> Homo sapiens 
<400> 627 

nttcctccgc gaaggctcct ttgatattaa tagtgttggt gtcttgaaac tgacgtaatg 
60 
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cgcggagact 

gaggccccga 



atctctagcg 

CCCCCULtLU 

tan 


gctctcccgc 

CCCCCtOtLL 

vl 


tctcccaccc 

ggcaccgggc 

*> n 


ctctctctct 

cttttttaac 

360 


tttttctctc 

ccccccgcaa 

420 


tggctttggc 

cgccgcgcca 

480 


aacagatgta 

cagatcagct 

540 


aattgcatta 

gcctcctgct 

600 


agccacatgc 

cttatgaagt 

660 

aacccccctc 

tgagaaacgt 

720 


acagaaagca 

aggtatctgg 

780 


acggatcaga 

gtgatgctgc 

840 


gatccatctt 

ctagcagtaa 

900 


ttcaattatg 

aaagccccag 

960 


acagacagaa 

atatgttggc 

1020 

•- 

aagtctccgc 

aaagagcaga 

1080 


gactcactgg 

agacaaagga 

T T A f\ 
1140 


caagcacaga 

gtggtcaagc 



aacccacaag 

tgcct tcaga 

1 0 c n 


gtgaatgaca 

dCCCdydCCC 

1 ion 


atctgtggat 

atggttacta 

1380 


tatcacttag 

gactgcataa 

1440 


gcccttcata 

acatggtgca 

1500 


gtgttttctg 

gtgtgctgca 

1560 


tatgatgtgc 

aggtgacttc 

1620 


tgccaaggga 

acaccaagta 

1680 



caagcgataa 

catttctgat 

tggtgctgct 

ggtttctcca 

cttttttttt 

tttttaaaca 

acatccttgc 

tctatttcct 

aagggtgggg 

gagggaaagg 

taatccaaga 

tcaactctgc 

ccatctttcg 

ggctgccgag 

ctcaaaatgt 

cttctgtgtc 

agttgactaa 

tagaattaat 

caatgctggg 

tatgatttta 

tgcaagtgaa 

ggcgagggcc 

aaagaacaaa 

gaattttctg 

agaactaaat 

cataaggagg 

gaaggacttg 

aaaagcgcag 

taagggagga 

aactttccct 

tttctcatct 

ccagctgctg 

ggcagatgac 

cctcaagata 

agatcagaag 

atgtcaccaa 

caattgtcaa 

ggtttgagcc 

tgggggtgta 

agactgaata 

ggcacctctg 

tctccagagc 

cggcaacgac 

cccacagatc 

ccgcaccagg 

caagatgctg 

gttcagccat 

tccaaagact 

ggacatcaat 

tcttcaaggc 

aggtggaaca 

ttcattggca 

tttccgctgt 

aaattctgca 


aaagacccga tcttactgca 
gacctcgcgt cctctcgatt 
aaaaacaaca ccccctcccc 
ttctctttct ctctctctct 
ggggggatgc aggaaagacc 
aaacaacaga agacggttca 
ggtgttcttg acgattaatc 
ttctgagcgt cttctaagac 
aattgtaaaa agcactctaa 
caaatatggt ccggaaaaag 
agatcctgga gcctataggt 
cagatcagat gtcagaaaat 
aacatagctt gcatgttcaa 
ttctgagtga gaaggctggc 
cctttccgca tgatgaggtg 
ggggagtctg tgagcccttg 
tggcctgcac cccctcaggg 
aggctacaga ggaaacaggg 
cagtttcagt ggcctcaaaa 
aatccaaaac tgacttactg 
ttcaggactt taaatgcaat 
tgattaagca cttccgaaag 
agctggacag caaaatcttg 
tccagaaggt caaccgttct 
ctgttttact aaatgggacc 
ttggacggaa aacaccagat 
atttcactta tatgggcaac 
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tcatccaccg aattagaaca acattttctt cagactcacc caaacaaaat aaaagcttct 
1740 

ctcccctcct ctgaggttgc aaaaccttca gagaaaaact ctaacaagtc catccctgca 
1800 

cttcaatcca gtgattctgg agacttggga aaatggcagg acaagataac agtcaaagca 
1860 

ggagatgaca ctcctgttgg gtactcagtg cccataaagc ccctcgattc ctctagacaa 
1920 

aatggtacag aggccaccag ttactactgg tgtaaatttt gtagtttcag ctgtgagtca 
1980 

tctagctcac ttaaactgct agaacattat ggcaagcagc acggagcagt gcagtcaggc 
2040 

ggccttaatc cagagttaaa tgataagctt tccaggggct ctgtcattaa tcagaatgat 
2100 

ctagccaaaa gttcagaagg agagacaatg accaagacag acaagagctc gagtggggct 
2160 

aaaaagaagg acttctccag caagggagcc gaggataata tggtaacgag ctataattgt 
2220 

cagttctgtg acttccgata ttccaaaagc catggccctg atgtaattgt agtggggcca 
2280 

cttctccgtc attatcaaca gctccataac attcacaagt gtaccattaa acactgtcca 
2340 

ttctgtccca gaggactttg cagcccagaa aagcaccttg gagaaattac ttatccgttt 
2400 

gcttgtagaa aaagtaattg ttcccactgt gcactcttgc ttctgcactt gtctcctggg 
2460 

gcggctggaa gctcgcgagt caaacatcag tgccatcagt gttcattcac cacccctgac 
2520 

gtagatgtac tcctctttca ctatgaaagt gtgcatgagt cccaagcatc ggatgtcaaa 
2580 

caagaagcaa atcacctgca aggatcggat gggcagcagt ctgtcaagga aagcaaagaa 
2640 

cactcatgta ccaaatgtga ttttattacc caagtggaag aagagatttc ccgacactac 
2700 

aggagagcac acagctgcta caaatgccgt cagtgcagtt ttacagctgc cgatactcag 
2760 

tcactactgg agcacttcaa cactgttcac tgccaggaac aggacatcac tacagccaac 
2820 

ggcgaagagg acggtcatgc catatccacc atcaaagagg agcccaaaat tgacttcagg 
2680 

gtctacaatc tgctaactcc agactctaaa atgggagagc cagtttctga gagtgtggtg 
2940 

aagagagaga agctggaaga gaaggacggg ctcaaagaga aagtttggac cgagagttcc 
3000 

agtgatgacc ttcgcaatgt gacttggaga ggggcagaca tcctgcgggg gagtccgtca 
3060 

tacacccaag caagcctggg gctgctgacg cctgtgtctg gcacccaaga gcagacaaag 
3120 

actctaaggg atagtcccaa tgtggaggcc gcccatctgg cgcgacctat ttatggcttg 
3180 

gctgtggaaa ccaagggatt cctgcagggg gcgccagctg gcggagagaa gtctggggcc 
3240 

ctcccccagc agtatcctgc atcgggagaa aacaagtcca aggatgaatc ccagtccctg 
3300 
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ttacggaggc 

gtagaggctc 

3360 


ctctggcgaa 

agaatgcaaa 

3420 


cttcactcga 

ctcccaggcc 

3480 


aggaggagaa 

caagaaagcg 

3540 


cagcagaggg 

gcagcaatga 

3600 


gatcatctaa 

ctgaaagtca 

3660 


gcccagggtt 

cattgactaa 

3720 


ctggatattc 

acaaaaggat 

3780 


actggagatc 

caggaaatag 

3840 


agtcctatag 

aaaagtacat 

3900 


cctattgaaa 

agtaccagta 

3960 


agtgaagctg 

attggctgcg 

4020 


cactacttga 

gtcacgtgcc 

4080 


accttcaatc 

tgcctcctca 

4140 


ttggcgatca 

agcattccag 

4200 


aaggcaccac 

caaatgtaaa 

4260 


gatagaagta 

ctcaagatga 

4320 


gatgaagtga 

tgtatgcttt 

4380 


agcatatgcc 

agcatctttg 

4440 


ctgcatagga 

acaatgcaca 

4500 


acttagcaca 

attaaataga 

4560 


ttatgaagac 

ctattaaaaa 

4620 


ttcttttgtt 

attctttctt 

4680 


gtcaatgaga 

aagaatggaa 

4740 


ccatcttggc 

taatatgtac 

4800 


aacatattta 

taaagaaaga 

4860 


tatactaaag 

cagtactgga 

4920 



cggtgttttt 

tgtgccaatt 

tggcggatat 

gtatgcaacg 

tttaaacatc 

attaaacaaa 

ccttaaccca 

gaggcacttc 

ggagcaagtc 

aatggaagcc 

ccagagagaa 

attccactcc 

aagccattct 

gctcagcagc 

gcaacctttg 

cacattcaga 

ttcatccgta 

tctgaaggga 

gagacctgcg 

aaacacccaa 

cccacttttt 

ggacttccct 

gttctggagt 

aaatataagc 

tggcctacca 

aatccttgcc 

tttttcagct 

gttggatcag 

acctgggcca 

actgcaaacg 

aaatgaaggt 

cccttgaatg 

actttcaaca 

aaatgtgtgc 

gcatatgagt 

tgccatggtg 

cacggacaaa 

tatgacttca 

agtggaaaaa 

aatggaaaac 

aataggtttt 

cttgatggga 

aatacttcat 

agagcctgcc 

ttgatgagta 

ggttaccaag 

gatggtaaac 

aatcactttt 

tggggaaata 

atccataaga 

gaccaaaact 

gtctagaatt 

ctggccattg 

gaccatttgt 


gcctgaccac aaagacctct 
cgtatggcct ctaccagaag 
acaacggtga gcagattatt 
aggctgagca gctcaacaaa 
cgttagagag gaggtcagaa 
ccagcctaag taaatacgaa 
cagtcctggt cagccaaact 
taaaaagtcc tcaggaaagt 
aaggaagttc tgagagaggc 
attattcacc accaggcagc 
ttgtacataa tgacttccag 
tctccgttcc tgggaatccg 
aaaactatgt gccttatccc 
acaatgacat tcctctagat 
gtgcctccaa ggagaaaacg 
tagtaaaaac agagaaagtt 
actgtggcat tgtctttctg 
acagtggacc tttccagtgc 
caacacatat ccagaggggc 
ctaaagagta aaaccttagc 
attcaatagc ttgtaatgtc 
ttatccaaca tgaaattccc 
attaaaaagt gagataaatg 
taaaacctgt taagtcaaaa 
gatatcacca gactagaatt 
tgaaagggtt tacatattat 
tccaaaaccc ataaattgtt. 
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gcctaaattt 

ataatgatca 

4980 


caatgaaaga 

aaaatggcgc 

5040 


tttgacctag 

aaatgcgagc 

5100 


gatggtggca 

cgctgttttt 

5160 


atatttttgt 

cctttagatg 

5220 


attttgtcca 

cacatgtacc 

5280 


tcattttagc 

caggtatttc 

5340 


agcctcctgt 

tggttactaa 

5400 


caaaagcata 

gatggataca 

5460 


atttcttcac 

aaggtaacct 

5520 


aaactttgtg 

gtcaggcagc 

5580 


taccagccaa 

tcccttcatt 

5640 


cttagaagta 

tgtcctcata 

5700 


agggaaagct 

cctcagcata 

5760 


aattggttaa 

aggtgctgtt 

5820 


gactgacttt 

aataatttgc 

5880 


gatgtagaag 

atattacaag 

5940 


agttgggaga 

acaaatagga 

6000 


atttcaaata 

atggtgcctg 

6060 


aaagatattc 

catcatgcat 

6120 


aatgtagcaa 

acaaggtaat 

6180 


tgtgtgtgtg 

cattaaagtt 

6240 


tggtatggaa 

aacaagaagg 

6300 


agcacttatt 

cattccaagt 

6360 


ttatgcttaa 

gacgataaac 

6420 


aacatttcag 

aaattatttt 

6480 


cattctgtag 

tcgcatttgc 

6540 



tgaaacccta ggcagaggag 
cctctcaatt tagtcttctc 
tgtggttagg cttggttaga 
acccagccct gcctgtacat 
ttcaaatact cagtagtcct 
cattttaaaa aacaatgtcc 
tttcttgtgt gtgatgaacc 
tctcacttgg cacattataa 
aatgtcagac cgtgggttta 
gctgtattta tttattttct 
gtctaaggtt acgttaccac 
aaatgtatac agatttagtt 
gaacttttaa tacttaaggc 
actgctcagg gaaatagggc 
agtcgagcct caatgcttgc 
attatattgt cccaaccagt 
ctactggatg cactgtcaga 
aaaaaaaaac ttatttttct 
acatattgaa taattatttt 
tagagtcagt tctggctctg 
gaagcaacta tttctattgc 
gtaaacggta acatgaaaca 
aaatgaaaat atttttatgc 
actttttttt ttttaatttt 
atatatcctc tttttattgc 
gataagtgtt gctggaatct 
actccatttt. tacattaatt 


gagaaattga 

aggtccaggg 

tcattggcca 

tgtttcagat 

gtgcagcaag 

caacatgaca 

acacatgcac 

accctctctg 

tttgtttgcg 

gtttagattc 

tcgatgcttc 

tgtagtgatt 

agtatggatt 

tgcttttcta 

ctaaaggaat 

cccctcaatt 

atttgtttag 

aacacatggc 

tttggttaaa 

tataatttcc 

agactgacag 

ttggtatatg 

aagtagcatt 

aaataggatt 

tttgtaaaaa 

ctatccatga 

taaataactg 

aacattaaat 

tacaaggatg 

tatgtacaag 

agtttatttt 

ttgccacgga 

ttaacttatt 

tcattaaaga 

agtaaatatt 

aatgtattac 

ctacagtgta 

cgtatgcaac 

cctagctgtt 

tacatttgca 

agtagatatc 

cttttgtgtg 

aatgaaagtt 

cttgctataa 

ctacttagga 

aaaaaagggt 

taagctctta 

actcacattg 

tttgtctatg 

tttcatatga 

gcaacgctga 

tttttttttg 

cgcagttgct 

ttgtatcatt 
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gttttgtttg ggttttgttt ctttttcaca 
6600 

ggcaggtaga gttcaaccag ttcgtgactg 
6660 

tctgatgttg tgttgtcatt ttcatttttg 
6720 

aaaagagaaa gcaagagaca gaaatcagga 
67B0 

cgggccttat tctgatctca cctgtcgcgt 
6840 

gaagtggaat gaggagcttt gacattcaaa 
6900 

ttttgatgga tgcatctcaa aatgtatagc 
6960 

aaaaagagag gagattcccc caaacaacaa 
7020 

gaatgcatcg tggcaatcct taagcaacat 
7080 

caccagaagt ttggttaact tgggcaatat 
7140 

cattaagcaa tttctctagt gtgtcggaca 
7200 

cctttttatt ttcattcaat tttttttttt 
7260 

attggaaaat acatatcact attcttggaa 
7320 

tatttttgga tagcgttgac acgatagatc 
7380 

ttattttcat tttttgcttt cattattata 
7440 

tttgaaagag acaaaaattt attataacac 
7500 

tttattccat ctctcaagat atattataaa 
7560 

tattttatct taaattgtga ttttaaacga 
7620 

ggaatttcat gatgatttag gaattttctc 
7680 

tgatgtgcca gctaaaattg tgtgccattt 
7740 

ctatattcta aattgagctt tggatcaaac 
7800 

ttcttccttt tctcactctt tctctcatca 
7860 

atagaaaaat cataaagagc caacccatct 
7920 

atgactccaa gtatatgaga aaaggacaga 
7980 

gaaaagagta tgcccaattc tctctacatg 
8040 

aagatagtga tgttctgttc taaactgttc 
8100 

aagcatgggg attcttttct aaggtaatat 
8160 


gtgccgggtc ttcgtttctt aaagttggat 
ttgtagcgaa tgaagttaaa aaaatgtctt 
catttttttg tttgcatatt aaaaaaagag 
ctaagtcctc tgcttcagtt tcattgttaa 
agctctaata ttcacataaa ctgaaataaa 
ttatgtgatg taatttatct tccttaggaa 
cagacttgag aggtgacaat taaagatcta 
tatttaattt tcttagtaaa aagaataaca 
tatctatgtg gactgcttaa atcagcaaaa 
gacaagtatt actttttggg caaaactact 
caaataggtt ctttattttt ggcatgtatg 
tctcagacag acatagtagt atcaactagc 
tatttatggt cagtctactt tttagtaaaa 
ttattccata cttctttatt attgataatt 
catattttgg tggagaagag gttgggcttt 
taaacactcc ttttttgaca tattaaagcc 
atttattttt ttaatttaag atttctgaat 
gctattatgg tacggaactt tttttaatga 
tcttggaaaa ggcttcccct gtgatgaaaa 
aaaaactgaa aatattttaa aattatttgt 
tttaggccag gaccagctca tgcgttctca 
ctcacctctg tattcattct gttgtttggg 
cagaacgttg tggattgaga gagacactac 
gctctaattg ataactctgt agttcaaaag 
acatattgag atttttttta atcaactttt 
tgttttagtg aaggtagatt tttataaaac 
taatgagaag ggaaaaaagt atctttaaca 
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gctctttgtt gaagcctgtg 
8220 

tattatgatc caatgcaaat 
8280 

cctgaggaaa tacatttttc 
8340 

tattagcctc ctgttgtgtg 
8400 

aactgctgcc ctgtttagta 
8460 

ccagtggtgg aaatgtggag 
8520 

ttttgcctta agttgagagg 
8580 

caaaaaaaaa aaaaaaaaaa 
8640 

tgctgactgt ccaaggcaca 
8700 

ctaaatattc taatcaaagg 
8760 

aatgagaaga agatagaagg 
8820 

agaaagacgg ccaagggcag 
8880 

agtactgttt catagacagt 
8940 

gcatcccagt taattgcagt 
9000 

agtatgtcac atgaagaaaa 
9060 

atgtacattc atgtgttctc 
9120 

caccggagaa aagcaggaat 
9180 

aattgtcctt ctagagcata 
9240 

tttttttttt ttcccaacat 
9300 

ttcctcagct gtaaaattga 
9360 

taatgtagta cttgtttgta 
9420 

gccaagtatt attatgtggc 
9480 

aaggttgggg tcatttttct 
9540 

ttgactatga agatgcaaaa 
9600 

ccaataaggc aaatatcaca 
9660 

ccacatggaa aactttgggg 
9720 

tttaacttac agcaacattc 
9780 


gtagcacatt atgtttataa 
acagctccaa aaatattaaa 
ttaataaact gaagagtctc 
gctgcaaaac atcacaaagt 
aataaaatta atgcatttct 
taaagaagct ggtggtctgc 
aggtcaactt tagctactgt 
aagatcaagt cgtctttggt 
agagaaaatt gaggaattga 
taggtactgt taggtggaat 
acgcccgtcg ggactttgga 
aggcatggat tctttgcaga 
gggctcacat gttcctgata 
aattagaact tctggaatat 
tgtgaaattc aagagtaatc 
ttgaaaggaa agggagagct 
aactttaccg tggaaataat 
gagtcccaaa actcaattct 
atgaactgca gcatatcact 
aaaatatatg tattaataat 
aagcactttg agatccttgg 
caagggggtt atttaaactg 
taaagacgag ctgtaaatat 
ctattactag gctgataaaa 
ataataaacg ccaaattcct 
gaggcatgag gggggaacat 
accagcagaa aatgtctttc 


ttgcacatgt gcacataatc 
tgtatatata ttttaaaatg 
agtatggcta ttaaaataat 
gaccggtctt gagacctgtg 
agagggggaa tatctgccat 
ttctgtgctg tatgccagcc 
ctttggtttg agagccatgg 
gagccagtaa ggtgaaagct 
aatgcaacct gagtatcaaa 
tctatcagca ggcaactgca 
gggcattgtt attttcccaa 
gcacttcctt ttggtttttc 
gtgctgcagt tgcttagaaa 
gctagggcag aagtatgtca 
cacacgtgag aaactagaca 
gtaagcttca ctctgtccta 
gtttagcttt tatcagagaa 
ggttttcccc tgtttttttt 
ttttcttttt gtgcctcagg 
attattaata ataataatgg 
ttgaaaggca ccataggagt 
tcagttccca aaggccagga 
caactaggca gccaatagtg 
tcatagtttc ttaatggcta 
tagggcggac tatttgacaa 
ctcaaaatgc caatgtaaaa 
atatggaatg atttcatgtt 
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gctaagaaaa agaattcaat ttgtagtcct gatttgaata ctagaatgtt ggctataata 
9840 

gttctgttct tacaacacat gaaatttttt cgttttattt tattttgttt tcatagtgca 
9900 

tgttcatttc tactcacaaa catgttcttg gtgtatttct tatgcaaaca atcttcaggc 
9960 

agcaaagatg tctgttacat ctaaacttga ataataaagt tttaccacca gttacacata 
10020 

acggcgttgg tatggtttat atggattcac tttcatcctt ctagcaatag gaaatacaga 
10080 

tcattgtaat atatatatat atatatacag gctctgctga attgaaatgg tgaaatcaaa 
10140 

tcaccattct aaaaaattat tacttatatt gataaagcct ggattctctc aacttgtttt 
10200 

gctttgcttt ttttctttaa ccaatcaatc tcttactgat agattttgtg taaaaagata 
10260 

tatactagtt tcttcagaaa gattaacaat aaaaattgtg tttatttcaa aaaaaaaaa 
10319 

<210> 628 
<211> 1294 
<212> PRT 

<213> Homo sapiens 
<400> 628 

Met Pro Tyr Glu Val Asn Ala Gly Tyr Asp Phe Thr Asn Met Val Arg 

15 10 15 

Lys Lys Asn Pro Pro Leu Arg Asn Val Ala Ser Glu Gly Glu Gly Gin 

20 25 30 

He Leu Glu Pro He Gly Thr Glu Ser Lys Val Ser Gly Lys Asn Lys 

35 40 45 

Glu Phe Ser Ala Asp Gin Met Ser Glu Asn Thr Asp Gin Ser Asp Ala 

50 55 60Glu Leu Asn His Lys Glu 

Glu His Ser Leu His Val Gin Asp Pro 

65 70 75 80 

Ser Ser Ser Ser Lys Lys Asp Leu Lys Ser Ala Val Leu Ser Glu Lys 

85 90 95 

Ala Gly Phe Asn Tyr Glu Ser Pro Ser Lys Gly Gly Asn Phe Pro Ser 

100 105 HO 

Phe Pro His Asp Glu Val Thr Asp Arg Asn Met Leu Ala Phe Ser Ser 

115 120 125 

Pro Ala. Ala Gly Gly Val Cys Glu Pro Leu Lys Ser Pro Gin Arg Ala 

130 135 140 

Glu Ala Asp Asp Pro Gin Asp Met Ala Cys Thr Pro Ser Gly Asp Ser 
145 150 155 160 

Leu Glu Thr Lys Glu Asp Gin Lys Met Ser Pro Lys Ala Thr Glu Glu 

165 170 175 

Thr Gly Gin Ala Gin Ser Gly Gin Ala Asn Cys Gin Gly Leu Ser Pro 

180 185 190 

Val Ser Val Ala Ser Lys Asn Pro Gin Val Pro Ser Asp Gly Gly Val 

195 200 205 

Arg Leu Asn Lys Ser Lys Thr Asp Leu Leu Val Asn Asp Asn Pro Asp 

210 215 220 

Pro Ala Pro Leu Ser Pro Glu Leu Gin Asp Phe Lys Cys Asn He Cys 


748 


WO 00/58473 


PCT/US00/08621 


Z ^,-> 

230 





235 




240 

oiy ->yi* 

Cl/ 1 /i wiy 

Hen 
Mali 

Asp 

Pro 

Thr 

Asp 

Leu lie Lys 

His Phe 


245 




250 





255 

Arg Lys 

iyt nio xjcu uxy 

T.oi * 

His 

Asn 


Thr 

Miy 

Gin Asp 

Ala Glu 


260 



265 





270 


bcU nop 

Cpy T.i/G Tlo TjOII 

dci uyo iiv uc u 

Ala 

Leu 

His 

Asn 

Met 

Val 

Gin 

Phe 

Ser His 


275 


280 





285 



Ssr Lys 

len Php Gin TjV*s 

Val 

Asn 

Arcr 

Ser 

Val 

Dho 
file 

Ser Gly 

Val Leu 

a 7 w 


295 





300 




Gin Asp 

Tl a Aen Cqv Cay 1 
llC Mall OCl OCl 

Arg 

Pro 

Val 

Leu 

Leu 

Asn 

Gly Thr 

Tyr Asp 

305 

310 





315 




320 

vai \jxn 

vai liii ser uiy 

ui y 

1 111 

php 

rue 

Tie 
11c 

Glv 
uiy 

Tl 0 

lie 

Gly Arg 

Lys Thr 


325 




330 





335 

Pro Asp 

Cys Gin Gly Asn 

i nr 

T 

Lys 

Tyr 

Dno 

Arg 

Cys 

Lys 

pne 

v- y 0 mo 11 





345 





350 


Phe Thr 

Tyr Met Gly Asn 

Cot* 

ber 

Ser 

xnr 

r*i 11 

T 011 

lieu 

GlU 

Gin 

His 

Dho r.011 


ICC 







365 



Gin Thr 

His Pro Asn Lys 

lie 

Lys 

Ala 

Ser 

Leu 

Pro 

Ser 

Ser 

m 11 vai 

ulU val 

j /U 







JOU 




Ala Lys 

Pro Ser Glu Lys 

Asn 

Ser 

Asn 

Lys 

Ser 

lie 

Pro 

Ala 

T 01 1 Gin 

LtCU UlH 

385 

ion 





■3QC 
O 7 3 




4 00 

Ser Ser 

Asp Ser Gly Asp 

Leu 

uiy 

Lys 

Trp 

r*1 r*. 

uin 

Asp 

Lys 

lie 

Tn t* Va 1 

1 11 XT - val 


a n c 




4 1 0 

11V 





415 

Lys Ala 

Gly Asp Asp Thr 

pro 

vai 

vsly 

Tyr 

Cot* 
o€l 

vai 

Pro 

He 






425 

*4 *S J 





430 


Leu Asp 

ber ber Arg um 

Asn 

wiy 


gi ti 

olU 

Mia 

Tnr 

Ser 

Tyr 

Tvt* Trn 
1 y 1 up 


4 J3 







445 



Cys Lys 

rile L.ys ber rne 

Ser 

Cys 

ulU 

Cor 

Cor 

Cat* 

ber 

Ser 

Leu 




4 cc 





4cn 




Leu Glu 

His Tyr Gly Lys 

uin 

IT -j c 

nib 

GI \r 

Mid 

Val 

bin 

Ser 

Gly 

Gly Leu 

ACQ 
4 D J 

4 "70 





475 




480 

Asn Pro 

olU bcU ASU H5p 

Lys 

T .011 

JjCU 

Cot* 

Arg 

Glv 
ijiy 

Ser 

Val 

He 

Asn Gin. 


485 




490 





495 

ASu Asp 

T on AT a T \rc Cot" 

Lieu Aia i_»ys OCI 

Ser 

gi ii 

U1U 

Gly 

Glu 

Thr 

Mot- 
ions L. 

Thr 

Lys 

Thr Asp 


soo 



505 





510 


Lys Ser 

Cot* Cot* CI 1 vf Ql a 
oci oci uiy nia 

Lys 

Lys 

Lys 

Asp 

Phe 

Ser 

Ser 

Lys 

Gly Ala 


515 


520 





525 



ulU May 

len Mot- Val Thr" 
noli ncL vai in± 

Ser 

Tvt* 
1 yi 

Asn 

Cvs 
v_y » 

Gin 

Phe 

Cys Asp 

Phe Arg 

53 0 


535 





540 




T\ry Co T" 

T ,vc Car Ui c fil vr 
iiyo oci nio uiy 

Pro 

Asp 

Val 

lie 

Val 

Val 

Gly 

Pro 

Leu Leu 

545 

550 





555 




560 

Am Mi*? 

lyi vJi.ii vain ijcu 

His 

Asn 

lie 

His 

Lvs 

uy s» 

Cys 

Thr 

He 

Lys His 


565 




570 





575 

Cys Pro 

Phe Cys Pro Arg 

Gly 

Leu 

Cys 

Ser 

Pro 

Glu 

Lys 

His 

Leu Gly 


580 



585 





590 


Glu lie 

Thr Tyr Pro Phe 

Ala 

Cys 

Arg 

Lys 

Ser 

Asn 

Cys 

Ser 

His Cys 


595 


600 





605 



Ala Leu 

Leu Leu Leu His 

Leu 

Ser 

Pro 

Gly 

Ala 

Ala 

Gly Ser 

Ser Arg 

610 


615 





620 




Val Lys 

His Gin Cys His 

Gin 

Cys 

Ser 

Phe 

Thr 

Thr 

Pro Asp 

Val Asp 

625 

630 





635 




640 

Val Leu 

Leu Phe His Tyr 

Glu 

Ser 

val 

His 

Glu 

Ser 

Gin Ala 

Ser Asp 


645 




650 





655 

Val Lys 

Gin Glu Ala Asn 

His 

Leu 

Gin 

Gly 

Ser 

Asp 

Gly Gin 

Gin Ser 
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660 





bo 3 





670 



Val 

Lys 

Glu 

Ser 

Lys 

Glu 

His 

Ser 

Cys 

Thr 

Lys 

Cys 

Asp 

flic 

lie 

Thr 

X ill 



675 





can 
o o U 





DO J 




Gin 

Val 

Glu 

Glu 

Glu 

He 

Ser 

Arg 

HIS 

Tyr 

Arg 

Arg 

Aia 

nis 




690 





roc 





/ UU 





Tyr 

Lys 

Cys 

Arg 

Gin 

Cys 

Ser 

pne 

Tnr 

Aia 

Aia 

Asp 

inr 

ft! n 

Car 

ucu 

705 





710 





'15 





720 

Leu 

Glu 

His 

Phe 

Asn 

Thr 

val 

His 

Cys 

Gin 

blU 

Gin 

Asp 

lie 

1 ill. 

X ill 





725 












Ala 

Asn 

Gly 

Glu 

Glu 

Asp 

Gly 

His 

Ala 

Tl- 
116 

Ser 

Tnr 

lie 

Lys 


VjIU 




740 





74b 





Ten 
/ 3U 



Pro 

Lys 

He 

Asp 

Phe 

Arg 

Val 

Tyr 

Asn 

Leu 

Leu 

Thr 

Pro 

Asp 

O z-i v- 

ser 

Lys 
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760 





/OS 




Met 

Gly 

Glu 

Pro 

Val 

Ser 

Glu 

Ser 

Val 

Val 

Lys 

Arg 

Glu 

Lys 

Leu 

CjIU 


770 





775 





780 





Glu 

Lys 

Asp 

Gly 

Leu 

Lys 

Glu 

Lys 

Val 

Trp 

Thr 

Glu 

Ser 

Ser 

Ser 

Asp 

785 





790 





795 





800 

Asp 

Leu 

Arg 

Asn 

Val 

Thr 

Trp 

Arg 

Gly 

Ala 

Asp 

He 

Leu 

Arg 

Gly 

Ser 





805 





810 





QIC 

8 lb 


Pro 

Ser 

Tyr 

Thr 

Gin 

Ala 

Ser 

Leu 

Gly 

Leu 

Leu 

Thr 

Pro 

Val 

Ser 

Gly 




820 





825 





830 



Thr 

Gin 

Glu 

Gin 

Thr 

Lys 

Thr 

Leu 

Arg 

Asp 

Ser 

Pro 

Asn 

Val 

Glu 

Ala 



835 





840 





845 




Ala 

His 

Leu 

Ala 

Arg 

Pro 

He 

Tyr 

Gly 

Leu 

Ala 

Val 

Glu 

Thr 

Lys 

Gly 


850 





855 





860 





Phe 

Leu 

Gin 

Gly 

Ala 

Pro 

Ala 

Gly 

Gly 

Glu 

Lys 

Ser 

Gly 

Ala 

Leu 

Pro 

865 





870 





875 





QQA 

Gin 

Gin 

Tyr 

Pro 

Ala 

Ser 

Gly 

Glu 

Asn 

Lys 

Ser 

Lys 

Asp 

Glu 

Ser 

Gin 





885 





890 







Ser 

Leu 

Leu 

Arg 

Arg 

Arg 

Arg 

Gly 

Ser 

Gly 

Val 

Phe 

Cys 

Ala 

Asn 

Cys 




900 





905 





y l u 



Leu 

Thr- 

Thr 

Lys 

Thr 

Ser 

Leu 

Trp 

Arg 

Lys 

Asn 

Ala 

Asn 

Gly 

Gly 

Tyr 



915 





920 





925 




Val 

Cys 

Asn 

Ala 

Tyr 

Gly 

Leu 

Tyr 

Gin 

Lys 

Leu 

His 

Ser 

Thr 

Pro 

Arg 


930 





935 





94 0 





Pro 

Leu 

Asn 

lie 

He 

Lys 

Gin 

Asn 

Asn 

Gly 

Glu 

Gin 

He 

He 

Arg 

Arg 

945 





950 





955 






Arg 

Thr 

Arg 

Lys 

Arg 

Leu 

Asn 

Pro 

Glu 

Ala 

Leu 

Gin 

Ala 

Glu 

Gin 

Leu 





965 





970 





975 


Asn 

Lys 

Gin 

Gin 

Arg 

Gly 

Ser 

Asn 

Glu 

Glu 

Gin 

Val 

Asn 

Gly 

Ser 

Pro 




980 





985 





990 



Leu 

Glu 

Arg 

Arg 

Ser 

Glu 

Asp 

His 

Leu 

Thr 

Glu 

Ser 

His 

Gin 

Arg 

Glu 



995 





1000 




1005 



He 

Pro 

Leu 

Pro 

Ser 

Leu 

Ser 

Lys Tyr 

Glu 

Ala 

Gin 

Gly Ser 

Leu 

Thr 


1010 




1015 




1020 




Lys 

Ser 

His 

Ser 

Ala 

Gin 

Gin 

Pro 

Val 

Leu 

Val 

Ser 

Gin 

Thr 

Leu 

Asp 

1025 




1030 




1035 




104C 

lie 

His 

Lys 

Arg 

Met 

Gin 

Pro 

Leu 

His 

He 

Gin 

He 

Lys 

Ser 

Pro 

Gin 





1045 




10S0 




1055 

Glu 

Ser 

Thr 

Gly 

Asp 

Pro 

Gly Asn Ser 

Ser 

Ser 

Val 

Ser 

Glu 

Gly Lys 




1060 




1065 




1070 


Gly Ser Ser 

Glu. Arg Gly Ser 

Pro 

He Glu Lys 

Tyr 

Met 

Arg 

Pro 

Ala 


1075 1080 1085 


Lys His Pro Asn Tyr Ser Pro Pro Gly Ser Pro He Glu Lys Tyr Gin 
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1090 1095 1100 

Tyr Pro Leu Phe Gly Leu Pro Phe Val His Asn Asp Phe Gin Ser Glu 
1105 1110 1115 H20 

Ala Asp Trp Leu Arg Phe Trp Ser Lys Tyr Lys Leu Ser Val Pro Gly 

1125 1130 1135 

Asn Pro His Tyr Leu Ser His Val Pro Gly Leu Pro Asn Pro Cys Gin 

1140 1145 1150 

Asn Tyr Val Pro Tyr Pro Thr Phe Asn Leu Pro Pro His Phe Ser Ala 

1155 1160 1165 

Val Gly Ser Asp Asn Asp lie Pro Leu Asp Leu Ala lie Lys His Ser 

1170 1175 1180 

Arg Pro Gly Pro Thr Ala Asn Gly Ala Ser Lys Glu Lys Thr Lys Ala 
1185 1190 1195 1200 

Pro Pro Asn Val Lys Asn Glu Gly Pro Leu Asn Val Val Lys Thr Glu 

1205 1210 1215 

Lys Val Asp Arg Ser Thr Gin Asp Glu Leu Ser Thr Lys Cys Val His 

1220 1225 1230 

Cys Gly He Val Phe Leu Asp Glu Val Met Tyr Ala Leu His Met Ser 

1235 1240 1245 

Cys His Gly Asp Ser Gly Pro Phe Gin Cys Ser He Cys Gin His Leu 

1250 1255 1260 

Cys Thr Asp Lys Tyr Asp Phe Thr Thr His He Gin Arg Gly Leu His 
1265 1270 1275 1280 

Arg Asn Asn Ala Gin Val Glu Lys Asn Gly Lys Pro Lys Glu 
1285 1290 

<210> 629 
<211> 411 
<212> DNA 

<213> Homo sapiens 
<400> 629 

nacgcgttcg ctgaggaggg aaccggtgcc agcaccttcc agctttccga gatctggatt 
60 

ggcatcttca ttggcgctct taccttcacg gggtcgctgg tggcctgggg caagctctcg 
120 

ggcaaagtcg cttcaaagcc actgaccctg ccaggtcgta attggatcaa ccttggtctg 
180 

ctggtcgtta tcatcgcctg cgggatctgg ttctccaatg tttctggtgg tatcgcgtgg 
240 

ctgccgctgg cgctactgac cctggcctcg ctgttcctcg gcttccactt cgtcgccgct 
300 

atcggtggcg cggatatgcc agtcgtcatt tcgatgctga acagctactc cggttgggca 
360 

gctgccttct ccggatttag tttgcacatc ccggtgctta tcgtcaccgg t 
411 

<210> 630 
<211> 137 
<212> PRT 

<213> Homo sapiens 
<400> 630 

Xaa Ala Phe Ala Glu Glu Gly Thr Gly Ala Ser Thr Phe Gin Leu Ser 
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15 10 15 

Glu lie Trp He Gly He Phe He Gly Ala Leu Thr Phe Thr Gly Ser 

20 25 30 

Leu Val Ala Trp Gly Lys Leu Ser Gly Lys Val Ala Ser Lys Pro Leu 

35 40 45 

Thr Leu Pro Gly Arg Asn Trp He Asn Leu Gly Leu Leu Val Val He 

5 0 55 60 

He Ala Cys Gly He Trp Phe Ser Asn Val Ser Gly Gly He Ala Trp 
65 " 70 75 80 

Leu Pro Leu Ala Leu Leu Thr Leu Ala Ser Leu Phe Leu Gly Phe His 

85 90 . 95 

Phe Val Ala Ala He -Gly Gly Ala Asp Met Pro Val Val He Ser Met 

100 105 HO 

Leu Asn Ser Tyr Ser Gly Trp Ala Ala Ala Phe Ser Gly Phe Ser Leu 

115 120 125 

His He Pro Val Leu He Val Thr Gly 
130 135 

<210> 631 
<211> 275 
<212> DNA 
<213> Homo sapiens 

gcatggagga ggaggccatg aacggcgacc ggactgagag cgactggcag 
gcgagtacct ggtgtgtaag aggaagctgg agagtaagaa ggaagccctg 
ccaaggagct ggacacctgt caacaggaaa gggaccagta caaactcatg 
tccgggagcg ccaccagtca ctgaagaaga agtaccgaga gctgattgat 
cacttcctcc tgaaaaaagg aaaca 


<210> 632 

<211> 87 

<212> PRT 

<213> Homo sapiens 


<400> 631 
gccggccagc 
60 

gggctggtga 
120 

ctgatcctct 
180 

gccaatcagc 
240 

ggagatccat 
275 


<400> 632 






Met Glu 

Glu 

Glu 

Ala Met 

Asn Gly Asp Arg 

Thr 

Glu Ser Asp Trp Gin 

1 



5 

10 


15 

Gly Leu 

Val 

Ser 

Glu Tyr 

Leu Val Cys Lys Arg 

Lys Leu Glu Ser Lys 


20 


25 


30 

Lys Glu 

Ala 

Leu 

Leu He 

Leu Ser Lys Glu 

Leu 

Asp Thr Cys Gin Gin 

35 



40 


45 

Glu Arg 

Asp 

Gin 

Tyr Lys 

Leu Met Ala Asn 

Gin 

Leu Arg Glu Arg His 

50 




55 


60 

Gin Ser 

Leu 

Lys 

Lys Lys 

Tyr Arg Glu Leu 

He 

Asp Gly Asp Pro Ser 

65 



70 


75 

80 

Leu Pro 

Pro 

Glu 

Lys Arg 

Lys 




85 
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<210> 633 
<211> 420 
<212> DNA 
<213> Homo sapiens 

<400> 633 

nnacgcgtgg aagatctgct cgggcgccac cagttgaact acagcatcga atggcgcctg 
60 

tcgggccagc cgttcctgac cgcacgcgcg ncactggtgg atgcggtggt taacgccgtc 
120 

gaacactatt ctgagctgac gccacagttg ctgaccaccg ggggcacctc agacggtcgc 
180 

tttatcgccc agatgggcnc gcaagtggtt gagctggggc cggtcaacgc gacgatccat 
240 

aaggtcaacg aatgcgtaca cgcagccgac ttgcaactgc tcagccgcat gtaccagcgc 
300 

atcatggagc aactggtcgc atgatcacgc cagaaatgct gaccgggcgc tcgacagatc 
360 

acctggtgcc gctctggtaa accaccggtt gcagcccgcc gccgtaggcg cgttcctcgg 
420 

<210> 634 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 634 


Xaa 

Arg Val 

Glu 

Asp 

Leu Leu Gly Arg 

His 

Gin 

Leu 

Asn 

Tyr 

Ser 

He 

1 



5 


10 





15 


Glu 

Trp Arg 

Leu 

Ser 

Gly Gin Pro Phe 

Leu 

Thr 

Ala 

Arg 

Ala 

Xaa 

Leu 



20 


25 





30 



Val 

Asp Ala 

val 

Val 

Asn Ala Val Glu 

His 

Tyr 

Ser 

Glu 

Leu 

Thr 

Pro 


35 



40 




45 




Gin 

Leu Leu 

Thr 

Thr 

Gly Gly Thr Ser 

Asp 

Gly 

Arg 

Phe 

He 

Ala 

Gin 


50 



55 



60 





Met 

Gly Xaa 

Gin 

Val 

Val Glu Leu Gly 

Pro 

Val 

Asn 

Ala 

Thr 

He 

His 

65 



70 


75 





80 

Lys 

Val Asn 

Glu 

Cys 

Val His Ala Ala 

Asp 

Leu 

Gin 

Leu 

Leu 

Ser 

Arg 




85 


90 





95 


Met 

Tyr Gin 

Arg 

He 

Met Glu Gin Leu 

Val 

Ala 







100 105 


<210> 635 

<211> 6918. 

<212> DNA 

<213> Homo sapiens 

<400> 635 

nnccccaacc ggcagcccat cggcatcgtg ctcacggtgc tgggagtggt ggtcctggac 
60 

ttcagcgccg atgccaccga ggggcccatc cgtgcctatc tgctggacgt ggtggacagc 
120 

gaggagcagg acatggccct caacatccac gccttctctg ccggcctcgg cggagccatc 
180 
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ggctacgtgc tgggtgggct 
240 

cagaaccagg tgctcttctt 
300 

ctgttcagca tcgacgagga 
360 

ggcgccctgg atgggggcga 
420 

gagcacgagc tggccctgga 
480 

gcgttgcacg tgccggacac 
540 

atcgagccct ccatcttcca 
600 

gagctcgcca agaccaagct 
660 

gacgagacct tgctggataa 
720 

cccacaaaag acgccctcgg 
780 

agctccatgc ggcggcggcg 
840 

tacggcaagc ttgggtccca 
900 

aagccgtcgc gcagcatgag 
960 

caccggaacc agagcggggc 
1020 

ggcgagacca cggtgcgcct 
1080 

cggctgtgcc tctgccacct 

1140 

accgacttca tgggccaggt 
1200 

gcctggcaag cctacaacgc 
1260 

gccactggtg ctatttgttc 
1320 

gtcagggtga tctacgtgct 
1380 

atgtttccca acgtctacgt 
1440 

agcatctcct actgcccgta 
1500 

caccacagcc ccgggaactc 
1560 

caagtgtaca tctcgcagat 
1620 

gggactgtcc gcgtcatccc 
1680 

gccacattcc tggtgatcta 
1740 

ctgtcttccc cgttggccgg 
1800 


ggactggacc cagaccttcc 
ctttgccgcc atcatcttca 
gcagtacagc ccgcagcagg 
gccgcacggc gtccctgcct 
ctacccggac gtggacatca 
cgcgctggac ctggagcccg 
cgacgcctcc taccccgcca 
gccccgcctg gccaccttcc 
tcacttgaat gaagctaaag 
cggctacacc agggtggaca 
gcacgcgttc cgcaggcagg 
ctgctaccgc taccggcgcg 
cgacctgtac gacatgcaga 
caccacctcc agcggggaca 
gctgtggctc tccatgctga 
cctcacctgg ttctctgtca 
catcttcgaa ggcgacccca 
cggggtcaag atgggctgct 
agccctgtta cagaagtact 
ggggacgctg ggcttctctg 
cgccatggtc accatcagca 
cgccctgctg ggccagtacc 
caagcgaggg tttggcatag 
cctggtggcc tctgcccttg 
catggtggcc tctgtgggct 
tcccgacgtg tcagaggagg 
cgaaggcagg gccggcggga 


tgggcagctg 

gttccggacc 

cggtgtccgt 

ggccctgcac 

agcgcagcgc 

tgaggagccc 

tcccagacga 

ggtacagtcg 

tgcgcagcaa 

aagcgactcg 

agctgctgtt 

cctgcacgac 

ccccccgcag 

caccagccag 

tcaacrcraaQC 

cgccaaggag 

t CCCA3LSLCOO 

aagtggctcc 

cgaagccctc 

qqccacqtcq 

cctccagcac 

cttctcctac 

ccaacacccit 

w » ^-J w w ^ 

qqtqctqatC 

3 3 *-3 

aaccrcicacrccr 

qcaqcaccqq 

ccqaqaqtqa 

qqaqqgggaq 

acratCTCCcaci 

qqaqctqatg 

tcqccqaqqc 

cgtgttctac 

aggccccctc 

gaactcgacc 

qqqqcctqgt 

catttatgcc 

tggacaacta 

cgacctgagc 

tcggcacagc 

cgtgatggcc 

ccatgggcat 

cgtctccatg 

atgacatcaa 

gcagtacatc 

attgtgccat 

cctgtcctgc 

ggggcgtggt 

cgacgccgtg 

ctttcctggg 

cttcctgacg 

ccaaggagga 

gcagaaaggc 

acagcgaaaa 

gcccaccgtg 
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ctgaagctca cgcggaagga gggcctgcag 
1860 

gccgcactcc cgtttacaca cattccagcg 
1920 

ccaggccatg ggcgggagca gagacaccgc 
1980 

cagtgcgggc cagagcccct ccgcccccat 
2040 

tgagctacta agcaaatacc acactaacca 
2100 

atattttttt taattgaaaa agatatttta 
2160 

attctgcatg tttttaaatg atataaaaca 
2220 

ataagatttt gcatttctaa aattataatt 
2280 

cttatctgaa tgcttcagat aatggtagtg 
2340 

ttcctctctg tagacgcctg caggtattga 
2400 

gccgcagctg ttggagagta tttttcttta 
2460 

cacaatgtgg ttctcttaga agaatgacgt 
2520 

tgtgcccagg gcagccctgt ccttgggcag 
2580 

gtccgggggg cctgggcaga agacagtgat 
2640 

agggatgggc tgggcaccac ctgggggcgg 
2700 

gcgtgtgagt gtgtctgcgc ccagccatgt 
2760 

ctaggaggcc aggttgcccc tccagacccc 
2820 

tttcactgca ctttgattcg tctctaaacc 
2880 

ccagcgggcc ctgcctccca agtcccgccg 
2940 

gggcctcccc cgcttgcgaa ggggacatgc 
3000 

cctcgcctgc tcacctgctc gacgctggaa 
3060 

tgggacagct aaggcccgtg tcaccggagg 
3120 

taagcaaaac tcgggcaagt actgcagcta 
3180 

ttagaactaa gcctatttga aacggtcggt 
3240 

gccccgcaca tcacacagat aaagtcagac 
3300 

ttgtttttta aataaagtac tttgaaatgc 
3360 

agagcaaata tatatataca cgtatatata 
3420 


ggaccggtgg agacagagtc cgtggtctga 
ggcgggtggg cgggcgggcg ggcggcgggg 
ggaaccctgc agatgctgtg gccgacccgg 
agccacaatt cagtagtcgt agggtaggtt 
ctttttcgat aattaaaaga atcatttgaa 
atttcagctc ttttattctg caggtgtatt 
tttatataga caataagcaa cttagaaaaa 
gaaaacaaaa tctgacattc tctgctaagt 
tagtcagtga ctaaaatatt tttatcaaat 
cgtctgtcag atctcgtcac attggctggt 
tgattatttt agaaaaaaaa ttttcttttc 
atcttctttt cctcagcgag ttggacacat 
cgaccgcaca ccaaagctgg gaggaggctg 
ttgcaggggt ggctcccaga caccctgccc 
agcgtgagct ccagacgagc tcctgcgtgc 
gaccctgctc gtcccgtctg aaggactctc 
tcccaacgtc agggggaagg aaacgttgac 
atttgctggg gattcctgag agcagagctc 
caaggctacc tcgggtgtgt ggatgtgcga 
gtgctggaac ctgtcggaac tccatgcctt 
tcgggacagg tgcaaaggga cgcagacgtc 
gctccgcaca gtcgttctgg tttcaacgaa 
tttggaaatg ttttccaaac cacagtctct 
gtaggcttac tgagatcagg agacagggag 
aattgtaatt aatacttttg ctgcctcaag 
atgagaatca tgctgcaata tgatcattct 
tttcaagatg aaactaaagc agtttttaaa 
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taaattactt gaattttctg 
3480 

tctggtcttg ccgtgtctcc 
3540 

ggtggcagtt gggtacctgc 
3600 

cgcagagggc tgacttcaag 
3660 

ggccttgtga atctcgtgct 
3720 

tgctgcgagc cctccggcca 
3780 

tgggggacgg cacccctggc 
3840 

gcaacttgat cctctagcgg 
3900 

ttgtcaggat ctcgaggcgc 
3960 

cgactataaa acagttggag 
4020 

gaatcaagat ccgacccaaa 
4080 

tgaggcttcc caccctcatc 
4140 

ttcctcgcca gctgggagtg 
4200 

gaagaggggc ttcgcaaccc 
4260 

actaatctga agtaaggaca 
4320 

tcactgtcag ggtatgaatg 
4380 

gtgtgctcct cggtgacagg 

4440 

gcacttcagg tgtttgcaag 
4500 

aatgagggga ccgcaggggc 
4560 

tcctgggagg caggtgtggg 
4620 

acagcgggga ccaggtcacg 
4680 

tccagattgc actcacttga 
4740 

gaagaagggc agacgggcag 
4800 

gtgggtcagg ctgcagctcg 
4860 

gtaacaaggc ggggctgggg 
4920 

ccttgcccga gagggacgag 
4980 

ccagtgctga ggacgcagct 
5040 


tgtatttaaa ggaacgactg 
tgccgctggt ggcactttgt 
tcacgcacgg tgtgtctgcc 
acttcaagaa cattttctgg 
tggacagggc aagtccgact 
gcgggagccc cgtgggctgg 
ttcctcacct cggccgggcg 
ctttaagact gtagatcccc 
agctcccgtc ttagctggtt 
gcaagaaagc agcggatgtg 
ccacaccaaa tgtgggttca 
tgaaggccca ggggccggat 
cagaagtctc agggcctggc 
ccctctgaat agtgtgttaa 
acaaaggcca ttcagtgccc 
tgccggaagc cagtgccagc 
agtcggcggc tgcacacttt 
caaagccctt cttagtgtgc 
tggggtccag ggtcagtaga 
tgaccggggc tctggcggtg 
acatctttgg cctcaacccc 
aaccgtccgt gtcgtcacct 
gctgtcttgt ctgcaaagcg 
ggtgtctgtg gcttctaacc 
acgccggtca gtgtcaaagg 
gaggccgtgc gggtgccccc 
ggagttgggc tcgtggcacc 


tttaacgcac 


agatcgtgcg 

ttty ty twty 

aggccacggt 

ytCCCayyat 

atgtgtggaa 

actcyayadu 

actgaaagtg 

<t <^ ^ a ^ t" ^" 

ctyccayctu 

gcaccgcggc 


tccgtggcag 

CLCaCtCCdL 

tctctgagac 

ctggctgtac 

tctccggctt 

ctcgtcctga 

gggtggcagt 

ggcctgaccc 

tctgggggcc 

accccttgcc 

ccagggctca 

ccaaagccga 

tgcgacttga 

tttttaggag 

cccttgagat 

cccagcctcg 

tccacatggc 

cttgccacag 

cagggacagg 

cgtgactgtt 

gtagactcgt 

caagctgtca 

aggtcagtgt 

gcagagccca 

gtcggcnccc 

ggagcugccc 

cgcgugggcc 

cyyccuyyt-t. 

*— /*q f—* 4- /-* -*N 

tCCCCLyCdC 

t-rraoa t~ t" t* t" 
LydydL LaLL 

tgtgtcttaa 

gggaagccga 

ccattgcgcc 

cgcagcttgt 

ttgtacctca 

gacggatgca 

ggaggtgctc 

tggctgatag 

tggggaagct 

ggccagccat 

cttggggtgt 

gggctgtgca 
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ggctggtggc 
5100 

gtcgagtctt 
5160 

tgtggtggtt 
5220 

cttaacacat 
5280 

ccgtgagctc 
5340 

tggcatcatg 

5400 

ctcaggcagg 
5460 

gctgcctctt 
5520 

gtcctgtccc 
5580 

aacagccatc 
5640 

ctagaacccc 
5700 

agctgcaggc 
5760 

gaaaaatact 
5820 

cagcgatggc 
5880 

actagacatt 
5940 

aactttggtc 
6000 

ctcgtttgtc 
6060 

cctccaagcc 
6120 

ggggttctgc 
6180 

cgtgcacaca 
6240 

agccatcacc 
6300 

ccaggaggac 
6360 

cacgtcgctc 
6420 

gaaatgcctc 
6480 

ttgtgaactg 
6540 

gcttgctgag 
6600 

gagagaggtc 
6660 


ctgggtgcct 
gtgtaatgtg 
ttgttcccta 
ggcagaagtt 
tcagctgggc 
acgttccctg 
ggccttagct 
ggacacctgc 
cgggggggag 
aggagtgttt 
agagctgaac 
caccctcggc 
cttaaagata 
ggcccctatt 
aaccggcttc 
cagctttagc 
cctccgcctc 
tggtgccaca 
ccttcaccac 
gcatgttggg 
ctccggccag 
tgagcacccc 
tgtgccgtgg 
gttgccagag 
gccacgggac 
ttagcagtgg 
gtaaggaagt 


ctgcacactg 
cgcagaccag 
tacaagtcag 
tccaggtgca 
cggcctgcct 
gtggctgaag 
ggaatcctcc 
ccttgaaagc 
gcagggccac 
cttgaatgcc 
aggaagccgt 
tctcccactg 
ccaactgttc 
agagaccagg 
agaaaagatg 
caccacacag 
ccaccagcac 
ggcttgtcgt 
ctgggagagg 
ggcccagccc 
agctcaaggt 
tcctagcggc 
actgagacca 
aaactcccca 
agctttttat 
tggtaagcgt 
gtcgtgtcgc 


agtggagtgt 
ttaccaaact 
ctaagtaaag 
ggaatgcgag 
gtgtcccctt 
agctagcttt 
aacctgccac 
ctcaggcccc 
tgagccctcc 
ccaggtgtgg 
ccctgcagca 
ctggggcggt 
ccttatatgg 
tttgttaaaa 
gacacctttt 
cgtgtgaggg 
gcgccgcttc 
gagggacccc 
tgtcagttca 
aaagttcttg 
ggccccttgg 
atcccttgcc 
tcccctggtg 
ggcatctcgg 
caacttatta 
gtgttaaaca 
tcatgactct 


caggcagggt 
aggataatgt 
actcttttaa 
ctggcgggaa 
tcctgggtct 
ggagtgttgt 
tgaacacgtc 
tgggagaagc 
tcagatggtt 
aggacttggt 
acaagagggc 
gatgttcggg 
ctaatggttt 
caccaaatat 
cccacgctgt 
actgctgctg 
tgagagacac 
tgcttccgag 
gttccgagtt 
tcacctcctc 
ccagcccctc 
ctccacagtg 
acagaatgac 
aacgaaacta 
agttggagca 
cataatgtta 
cttctattag 


gtgtcggttg 
tggtctcatt 
cgagcttccc 
ggggcagagg 
gtcggcagac 
ttttctcact 
agtgctgtgt 
actctgtcca 
agtggcttcc 
ctgtgaccac 
tggaaggggg 
tgacatgttt 
gtgcagccac 
tgctgtccac 
ttcgcttctt 
cggagtcagc 
cagctccctg 
agctcctggg 
gaacaaggcc 
atgcaaagcc 
cttgggtcct 
ctgccagggg 
ccgtttgttg 
tttagttcca 
ctgtaatcgc 
cgttttagga 
ttgggtaaca 
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gtggcctcat gtttgtgtct gtgtgtacac agagccctta ggttctgctc tgtttctttg 
6720 

ccaggtgaat gtttgtggca tgcgctgctg tccgcgcccc tctgtcctgc gcagggttca 
6780 

gctgtgcggc gccctgattt cctccatgca cacagaacct ccttgtgtct gtttctctgt 
6840 

tcctctgtgg ctgactcaat aaacttttcc ctctgaaaaa aaaaaaaaaa aaaaaaaaaa 
6900 

aaaaaaaaaa aaaaaaag 
6918 

<210> 636 
<211> 619 
<212> PRT 

<213> Homo sapiens 


<400> 636 


Xaa 

Pro 

Asn 

Arg 

Gin 

Pro 

He 

Gly 

He 

Val 

Leu 

Thr 

Val 

Leu 

Gly 

Val 

1 



5 





10 





15 


val 

Val 

Leu 

Asp 

Phe 

Ser 

Ala 

Asp 

Ala 

Thr 

Glu 

Gly 

Pro 

He 

Arg 

Ala 




20 





25 





30 


* 

Tyr 

Leu 

Leu 

Asp 

Val 

Val 

Asp 

Ser 

Glu 

Glu 

Gin 

Asp 

Met 

Ala 

Leu 

Asn 



35 





40 





45 




He 

His 

Ala 

Phe 

Ser 

Ala 

Gly 

Leu 

Gly 

Gly 

Ala 

He 

Gly 

Tyr 

Val 

Leu 


50 





55 





60 





Gly 

Gly 

Leu 

Asp 

Trp 

Thr 

Gin 

Thr 

Phe 

Leu 

Gly 

Ser 

Trp 

Phe 

Arg 

Thr 

65 





70 





75 





80 

Gin 

Asn 

Gin 

Val 

Leu 

Phe 

Phe 

Phe 

Ala 

Ala 

He 

He 

Phe 

Thr 

Val 

Ser 





85 





90 





95 


Val 

Ala 

Leu 

His 

Leu 

Phe 

Ser 

He 

Asp 

Glu 

Glu 

Gin 

Tyr 

Ser 

Pro 

Gin 




100 





105 





110 



Gin 

Glu 

Arg 

Ser 

Ala 

Glu 

Glu 

Pro 

Gly 

Ala 

Leu 

Asp 

Gly 

Gly 

Glu 

Pro 



115 





120 





125 




His 

Gly 

Val 

Pro 

Ala 

Phe 

Pro 

Asp 

Glu 

Val 

Gin 

Ser 

Glu 

His 

Glu 

Leu 


130 





135 





140 





Ala 

Leu 

Asp 

Tyr 

Pro 

Asp 

Val 

Asp 

He 

Met 

Arg 

Ser 

Lys 

Ser 

Asp 

Ser 

145 





150 





155 





160 

Ala 

Leu 

His 

Val 

Pro 

Asp 

Thr 

Ala 

Leu 

Asp 

Leu 

Glu 

Pro 

Glu 

Leu 

Leu 





165 





170 





175 


Phe 

Leu 

His 

Asp 

He 

Glu 

Pro 

Ser 

He 

Phe 

His 

Asp 

Ala 

Ser 

Tyr 

Pro 




180 





185 





190 



Ala 

Thr 

Pro 

Arg 

Ser 

Thr 

Ser 

Gin 

Glu 

Leu 

Ala 

Lys 

Thr 

Lys 

Leu 

Pro 



195 





200 





205 




Arg 

Leu 

Ala 

Thr 

Phe 

Leu 

Lys 

Glu 

Ala 

Ala 

Lys 

Glu 

Asp 

Glu 

Thr 

Leu 

210 





215 





220 





Leu 

Asp 

Asn 

His 

Leu 

Asn 

Glu 

Ala 

Lys 

Val 

Pro 

Asn 

Gly 

Ser 

Gly 

Ser 

225 




230 





235 





240 

Pro 

Thr 

Lys 

Asp 

Ala 

Leu 

Gly 

Gly 

Tyr 

Thr 

Arg 

Val 

Asp 

Thr 

Lys 

Pro 





245 





250 





255 


Ser 

Ala 

Thr 

Ser 

Ser 

Ser 

Met 

Arg 

Arg 

Arg 

Arg 

His 

Ala 

Phe 

Arg 

Arg 




260 





265 





270 



Gin 

Ala 

Ser 

Ser 

Thr 

Phe 

Ser 

Tyr 

Tyr 

Gly 

Lys 

Leu 

Gly 

Ser 

His 

Cys 



275 





280 





285 




Tyr 

Arg 

Tyr 

Arg 

Arg 

Ala 

Asn 

Ala 

Val 

Val 

Leu 

He 

Lys 

Pro 

Ser 

Arg 
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o on 


Z. J7b 




inn 


Cor Ma t- 

oer 

Asp ijeu xyr Asp 

rlcL 

Gin 

Lys 

Arg Gin Aiy 

uiii nio /try 

105 


Jlw 





320 

His Arg 

Asn 

Pin Cor rl \/ Rl a 

Gin ser Giy Aid 

TV-ir- 

1 njT 

i nr 

Ser 

oer Gxy Asp 

TK*" Car* 
1 LIZ. UlU del 






i **n 


115 

GIU GIU 

Giy 

giu Giy giu inr 

inr 

vai 

Arg 

T aii T ah *P »" y\ 

lieu lieu i ip 

T on Cor Mot* 



-J ** V 


■j ** 3 



350 

Leu Lys 

rie u 

riO Aiy ulU L6U 

ncu 

Arg 

Leu 

GyS Leu LyS 

Ills JjCU LcU 




icn 



ICR 
J O D 


Thr Trp 

pne 

Oav X T-i 1 Tl a AT = 

ber vai lie Aia 

r»l ii 
GIU 

Aia 

vai 

pne lyr inr 

Asp ir rie nee 

1 "7 A 






ion 


Giy Gin 

vai 

lie pne giu Giy 

Asp 

Pro 

Lys 

Aia pro ber 

Ac*n C a 1 i ■ 

Asn oer inr 

Job 


*a on 

J y u 




jyb 


Ala Trp 

Gin 

Ala Tyr Asn Ala 

Gly 

it_T 

Val 

Lys 

Met Giy cys 

Trp Gly Leu 






4 10 


*k± b 

Val lie 

Tyr 

Ala . Ala Thr Gly 

Ala 

He 

Cys 

Ser Ala Leu 

Leu Gin Lys 



420 


425 



4 j 0 

Tyr Leu 

Asp 

Asn Tyr Asp Leu 

Ser 

Val 

Arg 

Val He Tyr 

Val Leu Gly 


435 


440 



445 


Thr Leu 

Gly 

Phe Ser Val Gly 

Thr 

Ala 

Val 

Met Ala Met 

Phe Pro Asn 

450 


455 




460 


Val Tyr 

Val 

Ala Met Val Thr 

He 

Ser 

Thr 

Met Gly He 

Val Ser Met 

465 


470 




475 

480 

Ser lie 

Ser 

Tyr Cys Pro Tyr 

Ala 

Leu 

Leu 

Gly Gin Tyr 

His Asp lie 



485 



490 


49b 

Lys Gin 

Tyr 

He His His Ser 

Pro 

Gly 

Asn 

Ser Lys Arg 

Giy pne Giy 



c r\ f\ 
bOO 


c n c 
bOb 



biu 

lie Asp 

Cys 

Ala lie Leu Ser 

Cys 

Gin 

Val 

Tyr He Ser 

Gin lie Leu 


CI c 


con 



b«£b 


Val Ala 

Ser 

Ala Leu Gly Gly 

Val 

Val 

Asp 

Ala Val Gly 

Thr Val Arg 

530 


535 




540 


Val He 

Pro 

Met Val Ala Ser 

val 

Gly 

Ser 

Phe Leu Gly 

Phe Leu Thr 

545 


550 




555 

560 

Ala Thr 

Phe 

Leu Val He Tyr 

Pro 

Asp 

Val 

Ser Glu Glu 

Ala Lys Glu 



565 



570 


575 

Glu Gin 

Lys 

Gly Leu Ser Ser 

Pro 

Leu 

Ala 

Gly Glu Gly 

Arg Ala Gly 



580 


585 



590 

Gly Asn 

Ser 

Glu Lys Pro Thr 

Val 

Leu 

Lys 

Leu Thr Arg 

Lys Glu Gly 


595 


600 



605 


Leu Gin 

Gly 

Pro Val Glu Thr 

Glu 

Ser 

val 

Val 



610 615 


<210> 637 
c211> 370 
<212>. DNA 
<213> Homo sapiens 

<400> 637 

ngaaaaacag gatgaatccc gtatcattct taagcccgaa aagtactgaa tgtegtctte 
60 

tetcgategg tgatgatctg gaaaggaaaa atcatcgtga ctactacatc acccgctact 
120 

aegcaaagae cgtcagttgg caggaaagtt ggttcctggt cccttaatcc atggtgtttt 
180 
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tgtaggccct tattattttt cggaatggtt cggtttattg cgattccagt attcctcact 
240 

gtgccgaata tcattaatat cggaatccaa gccgcggtgg tggcgattat ggccttcggt 
300 

atgaccttcg tcatcgttac ctccggcatt gatttgtctg tgggttcggt cgcagctctt 
360 

tcagccatgg 
370 

<210> 638 

<211> 99 

<212> PRT 

<213> Homo sapiens 

<400> 638 - 

Met He Trp Lys Gly Lys He He Val Thr Thr Thr Ser Pro Ala Thr 

15 10 15 

Thr Gin Arg Pro Ser Val Gly Arg Lys Val Gly Ser Trp Ser Leu Asn 

20 25 30 

Pro Trp Cys Phe Cys Arg Pro Leu Leu Phe Phe Gly Met Val Arg Phe 

35 40 45 

He Ala He Pro Val Phe Leu Thr Val Pro Asn He lie Asn lie Gly 

50 55 60 

lie Gin Ala Ala Val Val Ala lie Met Ala Phe Gly Met Thr Phe Val 
65 70 75 80 

lie Val Thr Ser Gly lie Asp Leu Ser Val Gly Ser Val Ala Ala Leu 
85 90 95 

Ser Ala Met 


<210> 639 
<211> 330 
. <212> DNA 
<213> Homo sapiens 

<400> 639 

nacgcgtcga tgggcaacta catcttcagt cgggatgccc tggtcgaggc actcttcgca 
60 

gactcccagt ccgctgagtc gcgtcatgac atgggtggcg acatcatccc gagattcgtc 
120 

gaggccgggg acgcgcaggt ctacgacttc tgtgacaacc aggtgcccgg aaccaccgag 
180 

aaggatcggg actactggcg ggacgtggga actatcgatg cctaccacga cgcgcacatg 
240 

gacctcgtgt cggtggaacc ggagttcaac ctctacaacc ccgactggcc gatctggagc 
300 

atccaggaac aggcaccggg agcgaaattt 
330 

<210> 640 
<211> 110 
<212> PRT 
<213> Homo sapiens 
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<400> 640 

Xaa Ala Ser Met Gly Asn Tyr He Phe Ser Arg Asp Ala Leu Val Glu 

15 10 15 

Ala Leu Phe Ala Asp Ser Gin Ser Ala Glu Ser Arg His Asp Met Gly 

20 25 30 

Gly Asp He He Pro Arg Phe Val Glu Ala Gly Asp Ala Gin Val Tyr 

35 40 45 

Asp Phe Cys Asp Asn Gin Val Pro Gly Thr Thr Glu Lys Asp Arg Asp 

50 55 60 

Tyr Trp Arg Asp Val Gly Thr He Asp Ala Tyr His Asp Ala His Met 
65 70 75 80 

Asp Leu Val Ser Val Glu Pro Glu Phe Asn Leu Tyr Asn Pro Asp Trp 

85 90 95 

Pro He Trp Ser He Gin Glu Gin Ala Pro Gly Ala Lys Phe 
100 105 HO 

<210> 641 
<211> 491 
<212> DNA 
<213> Homo sapiens 

<400> 641 

cgcgtgaccg gcgcggagaa cgtgcgcaag atcctcatgg gcgagcacca cctcgtgagc 
60 

accgagtggc ctcgcagcac ccgcatgttg ctgggcccca acacggtgtc caattccatt 
120 

ggcgacatcc accgcaacaa gcgcaaggtc ttctccaaga tcttcagcca cgaggccctg 
180 

gagagttacc tgcccaagat ccagctggtg atccaggaca cactgcgcgc ctggagcagc 
240 

caccccgagg ccatcaacgt gtaccaggag gcgcagaagc tgaccttccg catggccatc 
300 

cgggtgctgc tgggcttcag catccctgag gaggaccttg ggcacctctt tgaggtctac 
360 

cagcagtttg tggacaatgt cttctccctg cctgtcgacc tgcccttcag tggctaccgg 
420 . 

cggggcattc aggctcggca gatcctgcag aaggggctgg agaaggccat ccgggagaag 
480 

ctgcagtgca c 
491 

<210> 642 
<211> 163 
<212> PRT 

<213> Homo sapiens 
<400> 642 

Arg Val Thr Gly Ala Glu Asn Val Arg Lys lie Leu Met Gly Glu His 

1 5 10 15 

His Leu Val Ser Thr Glu Trp Pro Arg Ser Thr Arg Met Leu Leu Gly 

20 25 30 

Pro Asn Thr Val Ser Asn Ser He Gly Asp He His Arg Asn Lys Arg 

35 40 45 

Lys Val Phe Ser Lys He Phe Ser His Glu Ala Leu Glu Ser Tyr Leu 
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50 55 60 

Pro Lys lie Gin Leu Val He Gin Asp Thr Leu Arg Ala Trp Ser Ser 
65 70 75 80 

His Pro Glu Ala He Asn Val Tyr Gin Glu Ala Gin Lys Leu Thr Phe 

85 90 95 

Arg Met Ala lie Arg Val Leu Leu Gly Phe Ser He Pro Glu Glu Asp 

100 105 110 

Leu Gly His Leu Phe Glu Val Tyr Gin Gin Phe Val Asp Asn Val Phe 

115 120 125 

Ser Leu Pro Val Asp Leu Pro Phe Ser Gly Tyr Arg Arg Gly He Gin 

130 135 140 

Ala Arg Gin He Leu Gin Lys Gly Leu Glu Lys Ala He Arg Glu Lys 
145 150 155 160 

Leu Gin Cys 


<210> 643 
<211> 628 
<212> DNA 

<213> Homo sapiens 
<400> 643 

nagatctttg acatctacgt ggtcaccgct gactacctgc ccctaggggc tgagcaggat 
60 

gccatcacgc tgcgggaagg ccagtatgtg gaggtcctgg atgcagccca cccactgcgc 
120 

tggcttgtcc gcaccaagcc caccaagtcc agcccctcac ggcagggctg ggtgtcacca 
180 

gcctacctgg acaggaggct caagctgtca cctgagtggg gggccgctga ggcccctgag 
240 

ttccctgggg aggctgtgtc tgaagacgaa tacaaggcaa ggctgagctc tgtgatccag 
300 

gagctgctga gttctgagca ggccttcgtg gaggagctgc agttcctgca gagccaccac 
360 

ctgcagcacc tggagcgctg cccccacgtg cccatagctg tggccggcca gaaggcagtc 
420 

atcttccgca atgtgcggga catcggccgc ttccacagca gcttcctgca ggagttgcag 
480 

cagtgcgaca cggacgacga cgtggccatg tgcttcatca agaaccaggc ggcctttgag 
540 

cagtacctgg agttcctggt gggacgtgtg caggctgagt cggtggtcgt cagcacggcc 
600 

atccaggagt tctacaagaa atacgcgt 
626 

<210> 644 
<211> 209 
<212> PRT 

<213> Homo sapiens 
<400> 644 

Xaa He Phe Asp He Tyr Val Val Thr Ala Asp Tyr Leu Pro Leu Gly 

15 10 15 

Ala Glu Gin Asp Ala He Thr Leu Arg Glu Gly Gin Tyr Val Glu Val 
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20 25 30 

Leu Asp Ala Ala His Pro Leu Arg Trp Leu Val Arg Thr Lys Pro Thr 

35 40 45 

Lys Ser Ser Pro Ser Arg Gin Gly Trp Val Ser Pro Ala Tyr Leu Asp 

50 55 60 

Arg Arg Leu Lys Leu Ser Pro Glu Trp Gly Ala Ala Glu Ala Pro Glu 
65 70 75 80 

Phe Pro Gly Glu Ala Val Ser Glu Asp Glu Tyr Lys Ala Arg Leu Ser 

85 90 95 

Ser Val lie Gin Glu Leu Leu Ser Ser Glu Gin Ala Phe Val Glu Glu 

100 105 110 

Leu Gin Phe Leu Gin Ser His His Leu Gin His Leu Glu Arg Cys Pro 

115 120 125 

His val Pro lie Ala Val Ala Gly Gin Lys Ala Val He Phe Arg Asn 

130 135 140 

Val Arg Asp He Gly Arg Phe His Ser Ser Phe Leu Gin Glu Leu Gin 
145 150 155 160 

Gin Cys Asp Thr Asp Asp Asp Val Ala Met Cys Phe He Lys Asn Gin 

165 170 175 

Ala Ala Phe Glu Gin Tyr Leu Glu Phe Leu Val Gly Arg Val Gin Ala 

180 185 190 

Glu Ser Val Val Val Ser Thr Ala He Gin Glu Phe Tyr Lys Lys Tyr 
195 200 205 

Ala 


<210> 645 
<211> 417 
<212> DNA 
<213> Homo sapiens 

<400> 645 

atccataggc attgccagag tat-tcacttc ctgttggagg cacacagggg agaggcctgt 
60 

gaggggaagg gcatcaatgc agggctgggg tgtgggaagg tctgcagggc tggcaatggg 
120 

caagctcagg aatggtgggg gagacagttg gagccacggc agggacaatg gagctcagaa 
180 

ggtccctctg tcatcccttt tggaacccat tgatctggaa aatttggggc agtgtccttt 
240 

tccgtaggta ctggaggcac tggcttgaca tactacagcc ctcccaggag gcccagaagg 
300 

tagatgttat aactaccccc attttccaga tgaagaaact gagcctctgg gatctgcgga 
360 

agctcccaga gctggagcag ttagtccctg ggccctacac tcacagcaca gtttccc 
417 

<210> 646 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 646 

Met Val Gly Glu Thr Val Gly Ala Thr Ala Gly Thr Met Glu Leu Arg 
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1 



5 

10 


15 


Arg Ser 

Leu 

Cys 

His 

Pro Phe Trp Asn Pro Leu lie Trp 

Lys 

He 

Trp 



20 


25 

30 



Gly Ser Val 

Leu 

Phe 

Arg Arg Tyr Trp Arg His Trp Leu Asp 

He 

Leu 


35 



40 45 




Gin Pro 

Ser 

Gin 

Glu 

Ala Gin Lys Val Asp Val He Thr 

Thr 

Pro 

He 

50 




55 60 




Phe Gin 

Met 

Lys 

Lys 

Leu Ser Leu Trp Asp Leu Arg Lys 

Leu 

Pro 

Glu 

65 




70 75 



80 

Leu Glu 

Gin 

Leu 

Val 

Pro Gly Pro Tyr Thr His Ser Thr 

Val 

Ser 





85 

90 


95 



<210> 647 V- * 
<211> 421 - 
<212> DNA 

<213> Homo sapiens 
<400> 647 

acgcgtttcg gttcttgagc gcttccacca attcagcggt ggtgagcggc ccctgtgcat 
60 

cgcgcagcag ggtgatcaga taggcgatat ccgcctcgtt cagttgcacg gtgtcgttat 
120 

cggtagccat gcgtggcgaa ctcctttggc atgggaaaat cgggtgaggc caacgggcac 
180 

agcaacagga cgtgtccctt gcggcacgtg gcaacacgtc agtatagcgc gtttccgccg 
240 

ggatttccgt tgaatgaagg caagaagtcg ggcacgcatc cacctgctac cgctcggtgg 
300 

tacgatagcc gcggcgccac caggttggct acattccaaa cgcaacgcag gaacccgcat 
360 

gaacagcgtt tttcgcaaca aaccccttat gacgctggct ctcgggcatt tcagtgtcga 

420 

c 

421 


<210> 648 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 648 

Met Gly Lys Ser Gly Glu Ala Asn 

1 5 
Leu Arg His Val Ala Thr Arg Gin 
20 

Pro Leu Asn Glu Gly Lys Lys Ser 

35 40 
Arg Trp Tyr Asp Ser Arg Gly Ala 

50 55 
Gin Arg Arg Asn Pro His Glu Gin 
65 70 
Asp Ala Gly Ser Arg Ala Phe Gin 
85 


Gly His Ser Asn Arg Thr Cys Pro 

10 15 
Tyr Ser Ala Phe Pro Pro Gly Phe 
25 30 
Gly Thr His Pro Pro Ala Thr Ala 
45 

Thr Arg Leu Ala Thr Phe Gin Thr 
60 

Arg Phe Ser Gin Gin Thr Pro Tyr 
75 80 

Cys Arg 
90 
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<210> 649 
<211> 563 
<212> DNA 
<213> Homo sapiens 

<400> 649 b 

cgcaacatgc ataaacacat gtgctcctcc gagactcagc tacttccttt gccctctctg 
60 

gacctcagtg tccaggcttg tgcatttagg ggctcaggtt tgggctctgt gcctatgagc 
120 

cagtctatgt gtgcactgtc tgtctgtctg tccgtctgcc agcaaccttc aaggccccag 
180 

gaggggaagg caccaatgga aggtgggggc agggaaggag gtagcgttga caagttccaa 
240 

tgtctggctt tccctcctgg aaaccccgag ctggggctgg cccccccttc ccttcctgtc 
300 

tctctcgctc aagcacgtcc cttctaagag cccctctctg cagacgcccc cagtggaacc 
360 

aagcctagat tcgctgccaa gaaggccgac attttttaga cttgccacgt taaaggggcc 
420 

tgcacaggca cgcactcaaa tccccccctc catgtcctcc gcctgtgcac attcaggcaa 
480 

cccgaaacac acaaagacac ggttggacac agcggccacc tgtgcacaca ggaggtagca 
540 

catggagcgc atctgacccc ggg 
563 

<210> 650 
<211> 106 
<212> PRT 

<213> Homo sapiens 


<400> 650 

Met His Lys His Met Cys Ser Ser 

1 5 
Ser Leu Asp Leu Ser Val Gin Ala 
20 

Gly Ser Val Pro Met Ser Gin Ser 

35 40 
Ser Val Cys Gin Gin Pro Ser Arg 

50 55 
Glu Gly Gly Gly Arg Glu Gly Gly 
65 70 
Ala Phe Pro Pro Gly Asn Pro Glu 
85 

Pro Val Ser Leu Ala Gin Ala Arg 
100 


Glu Thr Gin Leu Leu Pro Leu Pro 

10 15 
Cys Ala Phe Arg Gly Ser Gly Leu 
25 30 
Met Cys Ala Leu Ser Val Cys Leu 
45 

Pro Gin Glu Gly Lys Ala Pro Met 
60 

Ser Val Asp Lys Phe Gin Cys Leu 

75 80 
Leu Gly Leu Ala Pro Pro Ser Leu 

90 95 
Pro Phe 
105 


<210> 651 

<211> 351 

<212> DNA 

<213> Homo sapiens 


<400> 651 
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gaattcttca acaagctctc 
60 

cataatggag tccatggggt 
120 

taggtgtcag cagcggaatt 
180 

ttctggatac aagcatatga 
240 

gtcgtcctcc acaccttttc 
300 

cttacaagcg tacattgata 
351 


ctgctctagg atcaaggata 
caaagttatc tcctggagct 
gtattcccat tggagagcag 
ttggactaca atcctcatct 
cttttagaac tggattgaca 
aaagtacaca actgcctggt 


gacctataca aggtccaaac 
cagcagttga tggatatggt 
cttcagtcgg tgttgggcaa 
accttaggaa ccttaaacaa 
tctgggaacg tgactgaaaa 
ggagagaatt c 


<210> 652 

<211> 95 

<212> PRT 

<213> Homo sapiens 


<400> 652 

Met Glu Ser Met Gly Ser Lys Leu Ser Pro Gly Ala Gin Gin Leu Met 

1 5 10 15 

Asp Met Val Arg Cys Gin Gin Arg Asn Cys He Pro He Gly Glu Gin 

20 25 30 

Leu Gin Ser Val Leu Gly Asn Ser Gly Tyr Lys His Met He Gly Leu 

35 40 45 

Gin Ser Ser Ser Thr Leu Gly Thr Leu Asn Lys Ser Ser Ser Thr Pro 

50 55 60 

Phe Pro Phe Arg Thr Gly Leu Thr Ser Gly Asn Val Thr Glu Asn Leu 
65 70 75 80 

Gin Ala Tyr He Asp Lys Ser Thr Gin Leu Pro Gly Gly Glu Asn 
85 90 95 

<210> 653 
<211> 399 
<212> DNA 

<213> Homo sapiens 
<400> 653 

nncccgggtg gggctggggt ggggccagca tcagaggagg acatgaccaa gctgtgcaac 
60 

caccggcgga aagctgttgc tatggcaact ctgtaccgca gcatggagac cacctgctca 
120 

cactcttctc ctggagaggg agcgagcccc caaatgttcc acactgtgtc cccagggccc 
180 

ccctctgccc gccctccctg tcgagttcct cctacaactc cacttaatgg gggtcctggc 

240 

tcccttcccc cagaaccacc ctcagtttcc caggcctttc ccactctagc aggccctggg 
300 

gggcttttcc ccccaaggct tgctgaccca gtcccttctg ggggcagtag cagcccccgt 
360 

ttcctcccaa ggggcaatgc cccctctcca gccccacct 
399 


<210> 654 
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<211> 133 
<212> PRT 
<213> Homo sapiens 

<400> 654 

Xaa Pro Gly Gly Ala Gly Val Gly Pro Ala Ser Glu Glu Asp Met Thr 

15 10 15 

Lys Leu Cys Asn His Arg Arg Lys Ala Val Ala Met Ala Thr Leu Tyr 

20 25 30 

Arg Ser Met Glu Thr Thr Cys Ser His Ser Ser Pro Gly Glu Gly Ala 

35 40 45 

Ser Pro Gin Met Phe His Thr Val Ser Pro Gly Pro Pro Ser Ala Arg 

50 55 60 

Pro Pro Cys Arg Val Pro Pro Thr Thr Pro Leu Asn Gly Gly Pro Gly 
65 70 75 80 

Ser Leu Pro Pro Glu Pro Pro Ser Val Ser Gin Ala Phe Pro Thr Leu 

85 90 95 

Ala Gly Pro Gly Gly Leu Phe Pro Pro Arg Leu Ala Asp Pro Val Pro 

100 105 HO 

Ser Gly Gly Ser Ser Ser Pro Arg Phe Leu Pro Arg Gly Asn Ala Pro 

115 120 125 

Ser Pro Ala Pro Pro 
130 

<210> 655 
<211> 368 
<212> DNA 
<213> Homo sapiens 

<400> 655 

tgaaggaaat tctctatggc ttgtgttcat catgtagaac agcccatgag gagaatagga 
60 

gatgaggtgg gaagtgcact gggatctggg ggaagaagcc cggggttcaa gactcagcta 
120 

ctgactgcat ggtgtcaaag gattcgggca tcctctctga ggctgagtct tcagatgaca 
180 

gtgagaacag ggacacctgc cctgcccttc tcacggggcg tgtgggcacc catgagcatg 
240 

cttgacaaat gcaaggtgcc atacaaacag gaactgcaca atctcaccgc ccggcctact 
300 

cagcattgtt atttttacct ttacatctat atgaagatgt agttccattc cttttaactg 
360 

ttgttttc 
368 

<210> 656 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 656 

Met Ala Cys Val His His Val Glu Gin Pro Met Arg Arg He Gly Asp 

1 5 10 15 

Glu Val Gly Ser Ala Leu Gly Ser Gly Gly Arg Ser Pro Gly Phe Lys 
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20 . 25 30 

Thr Gin Leu Leu Thr Ala Trp Cys Gin Arg lie Arg Ala Ser 

35 40 45 

Arg Leu Ser Leu Gin Met Thr Val Arg Thr Gly Thr Pro Ala 

50 55 60 

Phe Ser Arg Gly Val Trp Ala Pro Met Ser Met Leu Asp Lys 
65 70 75 

Val Pro Tyr Lys Gin Glu Leu His Asn Leu Thr Ala Arg Pro 

85 90 
His Cys Tyr Phe Tyr Leu Tyr He Tyr Met Lys Met 
100 105 

<210> 657 
<211> 330 
<212> DNA 
<213> Homo sapiens 

<400> 657 

gtcgaccacg gcatgaaaaa gccggggatg atcctcatca acaacccctg gggcgagtcc 
60 

aacgaggcgg gcttcaagcg cgccctcgaa gagcgtggca tggccaacgc cggtgtcgag 
120 

cgtattcagg acagcgacct ggacgtggtg ccgcaattga ccccgcctga aaaacgccgg 
180 

tgccgacacc ttgctgatgg tcggcaacgt cggcccttcg gcacaggtgg tcaagtccct 
240 

ggaccgcatg ggttgggacg tgcctgtggt gtctcactgg gggccggccg gnggtcgctt 
300 

tggcgagctg gcggggccta acgcttctcg 
330 

<210> 658 
<?11> 102 
<212* PRT 
<213> Homo sapiens 

<400> 658 


Met Lys 

Lys 

Pro 

Gly 

Met 

He Leu 

He 

Asn 

Asn 

Pro Trp Gly Glu 

Ser 

1 



5 




10 


15 


Asn Glu 

Ala 

Gly 

Phe 

Lys 

Arg Ala 

Leu 

Glu 

Glu 

Arg Gly Met Ala 

Asn 



20 




25 



30 


Ala Gly 

Val 

Glu 

Arg 

He 

Gin Asp 

Ser 

Asp 

Leu 

Asp Val Val Pro 

Gin 


35 




40 




45 


Leu Thr 

Pro 

Pro 

Glu 

Lys 

Arg Arg 

Cys 

Arg 

His 

Leu Ala Asp Gly 

Arg 

50 





55 




60 


Gin Arg 

Arg 

Pro 

Phe 

Gly 

Thr Gly 

Gly 

Gin 

Val 

Pro Gly Pro His 

Gly 

65 




70 




75 


80 

Leu Gly 

Arg 

Ala 

Cys 

Gly 

Val Ser 

Leu 

Gly 

Ala 

Gly Arg Xaa Ser 

Leu 




85 




90 


95 


Trp Arg 

Ala 

Gly 

Gly 

Ala 








100 


<210> 659 
<211> 1505 


Ser Leu 

Leu Pro 

Cys Lys 

80 
Thr Gin 
95 
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<212> DNA 

<213> Homo sapiens 
<400> 659 

gccaggatca tgtccaccac 
60 

ctggccggct gcatcgcggc 
120 

aaccccgtca cctccgtgtt 
180 

tcaggcttca ccgaatgcag 
240 

gcagtgcgag ccctgatgat 
300 

atctttgccc tgaaatgcat 
360 

acactgacct ccgggatcat 
420 

gtgtttgcca acatgctggt 

480 

atgggtggga tggtgcagac 
540 

ggctgggtcg ctggaggcct 
600 

ggcctggcac cagaagaaac 
660 

gttgcctaca agcctggagg 
720 

aagaagatat acgatggagg 
780 

cacgactatg tgtaatgctc 

840 

tcacccaaaa aacaaggaga 
900 

agttagaaaa gcctcgattt 
960 

tctctaaata ttccaccata 
1020 

attttcaatc ctctatttct 
1080 

ttttaatctc tctctcacat 
1140 

ataaacccat tgatgatcta 
1200 

gtagacccaa agatgttatt 
1260 

tagtaataaa cacttactga 
. 1320 

cccatgatct cggttttctt 
1380 

agtttgaggc aaccaaacct 
1440 

tctaggagtt tcctgagctc 
1500 


cacatgccaa gtggtggcgt 
caccgggatg gacatgtgga 
ccagtacgaa gggctctgga 
gccctatttc accatcctgg 
cgtaggcatc gtcctgggtg 
ccgcattggc agcatggagg 
gttcattgtc tcaggtcttt 
gactaacttc tggatgtcca 
tgttcagacc aggtacacat 
cacactaatt gggggtgtga 
caactacaaa gccgtttctt 
cttcaaggcc agcactggct 
tgcccgcaca gaggacgagg 
taagacctct cagcacgggc 
tcccatctag atttcttctt 
catctttgga gaggccaagt 
aaacagctga gttatttatg 
ttttttaaat ataactttct 
tttgatgatt tagacagact 
tttcccagct tatccccaag 
ttctgctgtt tgaattttgt 
agaagaagca ataagagaaa 
acactgtgat cttaaaagtt 
ttccactgct gttgacatct 
tccactggag tcctcccctt 


tcctcctgtc catcctgggg 
gcacccagga cctgtacgac 
ggagctgcgt gaggcagagt 
gacttccagc catgctgcag 
ccattggcct cctggtatcc 
actctgccaa agccaacatg 
gtgcaattgc tggagtgtct 
cagctaacat gtacaccggc 
ttggtgcggc tctgttcgtg 
tgatgtgcat cgcctgccgg 
atcatgcctc aggccacagt 
ttgggtccaa caccaaaaac 
tacaatctta tccttccaag 
ggaagaaact cccggagagc 
gcttttgact cacagctgga 
ggtcttagcc tcagtctctg 
aattagaagc tatagctcac 
accctgatga gagaatgtgg 
ccccctcttc ctcctagtca 
aaaacttttg aaaggaaaga 
ctccccaccc ccaacttggc 
gatatttgta atctctccag 
accaaaccaa agtcattttc 
tcttattaca gcaacaccat 
ctgtcgtctt ctcgcagcgg 


769 


WO 00/58473 


PCT/USOO/08621 


taccc 
1505 

<210> 660 
<211> 261 
<212> PRT 

<213> Homo sapiens 


<400> 660 

Met Ser Thr Thr Thr Cys Gin Val Val Ala Phe Leu Leu Ser He Leu 

1 5 10 15 

Gly Leu Ala Gly Cys He Ala Ala Thr Gly Met Asp Met Trp Ser Thr 

20 25 30 

Gin Asp Leu Tyr Asp Asn Pro Val Thr Ser Val Phe Gin Tyr Glu Gly 

35 40 45 

Leu Trp Arg Ser Cys Val Arg Gin Ser Ser Gly Phe Thr Glu Cys Arg 

50 55 60 

Pro Tyr Phe Thr He Leu Gly Leu Pro Ala Met Leu Gin Ala Val Arg 
65 70 75 80 

Ala Leu Met He. Val Gly He Val Leu Gly Ala He Gly Leu Leu Val 

85 90 95 

Ser He Phe Ala Leu Lys Cys He Arg He Gly Ser Met Glu Asp Ser 

100 105 HO 

Ala Lys Ala Asn Met Thr Leu Thr Ser Gly He Met Phe lie Val Ser 

115 120 125 

Gly Leu Cys Ala He Ala Gly Val Ser Val Phe Ala Asn Met Leu Val 

130 135 140 

Thr Asn Phe Trp Met Ser Thr Ala Asn Met Tyr Thr Gly Met Gly Gly 
145 ISO 155 160 

Met Val Gin Thr Val Gin Thr Arg Tyr Thr Phe Gly Ala Ala Leu Phe 

165 170 175 

Val Gly Trp Val Ala Gly Gly Leu Thr Leu He Gly Gly Val Met Met 

180 185 190 

Cys He Ala Cys Arg Gly Leu Ala Pro Glu Glu Thr Asn Tyr Lys Ala 

195 200 205 

Val Ser Tyr His Ala Ser Gly His Ser Val Ala Tyr Lys Pro Gly Gly 

210 215 220 

Phe Lys Ala Ser Thr Gly Phe Gly Ser Asn Thr Lys Asn Lys Lys He 
225 230 235 240 

Tyr Asp Gly Gly Ala Arg Thr Glu Asp Glu Val Gin Ser Tyr Pro Ser 

245 250 255 

Lys His Asp Tyr Val 
260 


<210> 661 
<211> 451 
<212> DNA 

<213> Homo sapiens 
<400> 661 

nnacgcgtgt agtttgtgta tcggcgcgga actcgccgcg tctgatctcg aggagcttcc 
60 

cccatggacg agattttaac cttgcttgcc ggaggcggtg acgacgagcc agagtggcat 
120 
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gacaaggcat tatgtgccca gactgatccg gaggcattct tccctgaaaa gggtggatcc 
180 

acccgtgagg ccaagcgcat ctgtgagtcc tgtgaggtcc gccaggagtg cttggagtac 
240 

gcccttgcga atgacgagag gttcggaatc tggggcggat tgtccgagat ggagaggcgt 
300 

cggctgcgca agcgggcgtg acctgacgtc ggagcgcggt tattgacacg gcccggtaaa 
360 

atgccctgtc tgcccgggat ggctgtctgc acgatgcggc atatgcgatg atcgcagacg 
420 

tggtgtgcat cccgtgctcc atgacgtcga c 
451 

<210> 662 
<211> 85 
<212> PRT 

<213> Homo sapiens 
<400> 662 

Met Asp Glu He Leu Thr Leu Leu Ala Gly Gly Gly Asp Asp Glu Pro 

15 10 15 

Glu Trp His Asp Lys Ala Leu Cys Ala Gin Thr Asp Pro Glu Ala Phe 

20 25 30 

Phe Pro Glu Lys Gly Gly Ser Thr Arg Glu Ala Lys Arg He Cys Glu 

35 40 45 

Ser Cys Glu Val Arg Gin Glu Cys Leu Glu Tyr Ala Leu Ala Asn Asp 

50 55 60 

Glu Arg Phe Gly He Trp Gly Gly Leu Ser Glu Met Glu Arg Arg Arg 
65 70 75 80 

Leu Arg Lys Arg Ala 
85 

<210> 663 
<211> 552 
<212> DNA 
<213> Homo sapiens 

<400> 663 

ctcgagcgtc tcgacgccga cgccgcccag ggagccaagg aagacctctc gcagcgcgac 
60 

ccctacgacg tgctcgtcgt aggggcgggt cccgccggtg ccgcggccgc cgtgtacgcg 
120 

gctcgtaagg gcattcgcac cgccatggtc gggtctcgga tcggcggcca ggtactcgat 
180 

accgaggcca tcgacaacct catctcggtg ccgcacacca ccggtccgcg tctggccgac 
240 

gccctccgca gccacgtcaa cgactacaac attgacgtta ttgagcgtca gaccgccagc 
300 

gccatagaga ccaccggcgg tatgaccacc gtgcatctga ccgacggcga cctgcgggcg 
360 

cgctcagtca tcgtggccac cggtgcccgc tggcgcaacc ttggcgtacc tggcgaggag 
420 

gaataccgca ccaagggtgt gacctactgc ccgcactgcg atggcccgct attcacaggc 

480 
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aaaaaggtgg ccgtcgtcgg aggtggaaac tccggtattg aggccgctat cgacctcgcc 
540 

ggcgtcgtcg ac 
552 

<210> 664 
<211> 184 
<212> PRT 

<213> Homo sapiens 
<400> 664 


Leu Glu 

Arg Leu 

Asp 

Ala 

Asp 

Ala 

Ala 

Gin 

Gly Ala 

Lys 

Glu 

Asp 

Leu 

1 


5 





10 




15 


Ser Gin 

Arg Asp 

Pro 

Tyr 

Asp 

Val 

Leu 

Val 

Val Gly 

Ala 

Gly 

Pro 

Ala 


20 





25 




30 



Gly Ala 

Ala Ala 

Ala 

Val 

Tyr 

Ala 

Ala 

Arg 

Lys Gly 

lie 

Arg 

Thr 

Ala 


35 




40 



45 




Met Val 

Gly Ser 

Arg 

He 

Gly 

Gly 

Gin 

Val 

Leu Asp 

Thr 

Glu 

Ala 

He 

50 




55 




60 





Asp Asn 

Leu He 

Ser 

Val 

^Pro 

His 

Thr 

Thr 

Gly Pro 

Arg 

Leu 

Ala 

Asp 

65 



70 





75 




80 

Ala Leu 

Arg Ser 

His 

Val 

Asn 

Asp 

Tyr 

Asn 

lie Asp 

val 

He 

Glu 

Arg 



85 





90 




95 


Gin Thr 

Ala Ser 

Ala 

He 

Glu 

Thr 

Thr 

Gly 

Gly Met 

Thr 

Thr 

Val 

His 


100 





105 



110 



Leu Thr 

Asp Gly 

Asp 

Leu 

Arg 

Ala 

Arg 

Ser 

Val He 

val 

Ala 

Thr 

Gly 


115 




120 




125 




Ala Arg 

Trp Arg 

Asn 

Leu 

Gly 

val 

Pro 

Gly 

Glu Glu 

Glu 

Tyr 

Arg 

Thr 

130 




135 




140 





Lys Gly 

Val Thr 

Tyr 

Cys 

Pro 

His 

Cys 

Asp 

Gly Pro 

Leu 

Phe 

Thr 

Gly 

145 



150 





155 




160 

Lys Lys 

Val Ala 

Val 

Val 

Gly 

Gly 

Gly 

Asn 

Ser Gly 

He 

Glu 

Ala 

Ala 



165 





170 




175 


He Asp 

Leu Ala 

Gly 

Val 

Val 

Asp 









180 

<210> 665 
<211> 352 
<212> DNA 

<213> Homo sapiens 
<400> 665 

acgcgtacag ttcgccgtcg aggttgaaca ccacgatcgg tgtaccggtc acttcgtcga 
60 

acacgctctt catttcgccc ggcagcagtt cggcgccggc gcagacaaag gtccaggcct 
120 

cgctcacgcg gtggccccgg ccagcggctt ttccaggatc tcgaaacgca ggtcgtcgcg 
180 

cttggggatg ccgaatcgtt cgtcgccata cgggaacggc ttcttgatgc cggtgcgcag 
240 

gtagccgcgg cgctcgtaga agcgatcaga tcgcgcgcac gtcgatcact gtcatctgca 
300 

ttaccggcac gttccattcg cgcgcggcgt gggcttcggc ggcgtccatc aa 
352 
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<210> 666 

<211> 105 

<212> PRT 

<213> Homo sapiens 


<400> 666 

Met Glu Arg Ala Gly Asn Ala Asp 

1 5 
Leu lie Ala Ser Thr Ser Ala Ala 
20 

Ser Arg Ser Arg Met Ala Thr Asn 

35 40 
Thr Cys Val Ser Arg Ser Trp Lys 

50 55 
Glu Arg Gly Leu Asp Leu Cys Leu 
65 70 
Arg Asn Glu Glu Arg Val Arg Arg 
85 

Val Gin Pro Arg Arg Arg Thr Val 
100 


Asp Ser Asp Arg Arg Ala Arg Asp 

10 15 
Ala Thr Cys Ala Pro Ala Ser Arg 
25 30 
Asp Ser Ala Ser Pro Ser Ala Thr 
45 

Ser Arg Trp Pro Gly Pro Pro Arg 
60 

Arg Arg Arg Arg Thr Ala Ala Gly 

75 80 
Ser Asp Arg Tyr Thr Asp Arg Gly 
90 95 

Arg 
105 


<210> 667 
<211> 391 
<212> DNA 

<213> Homo sapiens 
<400> 667 

nacgcgtacg aatcggtgtt gcgtcgcaac ccaggggagg ccgagttcca ccaggctgtg 
60 

cgggagatct ttgaatctct cggcccggtg ctcgacaaga atccgcagta cgtggaggca 
120 

gccgtgttgt cgcgcatctg cgaaccggaa cgccagatca ttttccgggt gccgtgggtt 
180 

gacgacgagg gcaagatccg tatcaaccgt ggcttccgcg ttgaatattc gtcggtactg 

240 

gggccgtata agggtggatt gcgattccac ccctcggtgt acttaggaac gattaagttc 
300 

cttggttttg agcagatctt caaaaatgct ctgactggca tgccgatcgg tggcgcgaag 
360 

ggtgggtcgg actttgatcc ccatgacgcg t 
391 


<210> 668 

<211> 130 

<212> PRT 

<213> Homo sapiens 


<400> 668 

Xaa Ala Tyr Glu Ser Val Leu Arg Arg Asn Pro Gly Glu Ala Glu Phe 

1 5 10 15 

His Gin Ala Val Arg Glu lie Phe Glu Ser Leu Gly Pro Val Leu Asp 

20 25 30 

Lys Asn Pro Gin Tyr Val Glu Ala Ala Val Leu Ser Arg lie Cys Glu 
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35 

40 

Pro Glu 


Gin He lie Phe Ara 

50 


55 

Lys He 

Arg 

He Asn Arg Gly Phe 

65 


70 

Gly Pro 

Tyr 

Lys Gly Gly Leu Arg 



85 

Thr He 

Lys 

Phe Leu Gly Phe Glu 



100 

Gly Met 

Pro 

He Gly Gly Ala Lys 


115 

120 

Asp Ala 



130 




45 

Val Pro Trp Val Asp Asp Glu Gly 
60 

Arg Val Glu Tyr Ser Ser Val Leu 

75 80 
Phe His Pro Ser Val Tyr Leu Gly 

90 95 
Gin He Phe Lys Asn Ala Leu Thr 
105 110 
Gly Gly Ser Asp Phe Asp Pro His 
125 


<210> 669 
<211> 707 
<212> DNA 
<213> Homo sapiens 


<400> 669 



nngagtccgt 

tccccgtcta 

agctcatcgt 

60 



attgagaaca 

cccttgctgc 

cttcggccac 

120 



actgacgttc 

acgcgaccag 

cgacggggtg 

180 



cgcgtcactg 

aatcaggcgg 

agtcatcgcc 

240 



aaggttggtg 

gcgaaccgat 

ccccacctta 

300 



ttcatcaata 

tcgacatcaa 

gcatgatggc 

360 



cgtcaccggg 

cttggagtcg 

ggtttgcgtc 

420 



ttccgtcgcc 

tggttcaggg 

acgcactgcg 

480 



gggctgtcat 

cagccctcat 

agcatgcaga 

540 



tgccgcaccg 

cttgacccgg 

tnatggggtg 

600 



gcccatcgtc 

aggggcgagc 

tgttcatgtc 

660 



gaactgatgg 

atatgggggt 

cgacggcatc 

707 




ggtggtgctg gcatggccgt caacaaggga 
gcggtcgagg tgggatgcac ctaccttgaa 
ctagtggcct tccacgatcc gatactcgat 
gccatgccgt ggcacaaggt caaacaagcc 
gatgagattt tcgacgcctt tcccgacgcg 
gccaccatgc cgctcatcga cgttctttcc 
gggtcgttca gcagtaaacg catccagacc 
actgcagtgg ggtcggtggg agtcnnggct 
tggcacagtc ccatgggaat gcgtaccagg 
ccccttgtga caccgacctt cattaaagct 
tggacggtta atgagatctc tgaggctcga 
gtcacagatc gtccgga 


<210> 670 

<211> 170 

<212> PRT 

<213> Homo sapiens 


<400> 670 

Met Ala Val Asn Lys Gly He Glu Asn Thr Leu Ala Ala Phe Gly His 

15 10 15 

Ala Val Glu Val Gly Cys Thr Tyr Leu Glu Thr Asp Val His Ala. Thr 
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20 25 30 

Ser Asp Gly Val Leu Val Ala Phe His Asp Pro lie Leu Asp Arg Val 

35 40 45 

Thr Glu Ser Gly Gly Val He Ala Ala Met Pro Trp His Lys Val Lys 

50 55 60 

Gin Ala Lys Val Gly Gly Glu Pro He Pro Thr Leu Asp Glu He Phe 
65 70 75 80 

Asp Ala Phe Pro Asp Ala Phe He Asn He Asp He Lys His Asp Gly 

85 90 95 

Ala Thr Met Pro Leu He Asp Val Leu Ser Arg His Arg Ala Trp Ser 

100 105 110 

Arg Val Cys Val Gly Ser Phe Ser Ser Lys Arg He Gin Thr Phe Arg 

115 120 125 

Arg Leu Val Gin Gly Arg Thr Ala Thr Ala Val Gly Ser Val Gly Val 

130 135 140 

Xaa Ala Gly Leu Ser Ser Ala Leu He Ala Cys Arg Trp His Ser Pro 
145 150 155 160 

Met Gly Met Arg Thr Arg Cys Arg Thr Ala 
165 170 

<210> 671 . . 

<211> 444 

<212> DNA 

<213> Homo sapiens 

<400> 671 

acgcgtgggc cttcgggttg atgggatcag aaggggacgg gacctgtaga aaggggcctg 
60 

cagctcagag catggggcgg ccttggctca ctacgcctgc agctgtgaat tcgttctccg 
120 

gtgctggaga gggatctggt tatctccatt ctcttgtctc cacgtggaaa ggaaggacgt 
180 

gcgctctcat cctacgtgtt ttgagaaatc gcattgtccc cagctctgcg ggaggatctg 
240 

gggacgcagt ggggaaccag acaggcagtt ggaggtctag tgcgcgccag aagccagttc 
300 

ccacccaggg tgccatttgc tgggcgccct agggagctgc gtgggcatcc agaggagtga 
360 

gtcgccccct gctctgctca gtgcccactt ccccgggcag ggcaggcgtt attaacgtag 
420 

agggagaaca cccatgcaca caac 
444 

<210> 672 
<211> 103 
<212> PRT 
<213> Homo sapiens 

<400> 672 

Met Gly Ser Glu Gly Asp Gly Thr Cys Arg Lys Gly Pro Ala Ala Gin 

1 5 10 15 

Ser Met Gly Arg Pro Trp Leu Thr Thr Pro Ala Ala Val Asn Ser Phe 

20 25 30 

Ser Gly Ala Gly Glu Gly Ser Gly Tyr Leu His Ser Leu Val Ser Thr 
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35 40 45 

Trp Lys Gly Arg Thr Cys Ala Leu He Leu Arg Val Leu Arg Asn Arg 

50 55 60 

He Val Pro Ser Ser Ala Gly Gly Ser Gly Asp Ala Val Gly Asn Gin 
65 70 75 80 

Thr Gly Ser Trp Arg Ser Ser Ala Arg Gin Lys Pro Val Pro Thr Gin 

85 90 95 

Gly Ala He Cys Trp Ala Pro 
100 

<210> 673 
<211> 452 
<212> DNA 
<213> Homo sapiens 

<400> 673 

acgcgtccct gcagaaatcc tctcggccta ggtcatccgc aagatgtggc agggcatgca 
60 

ccgtgaaagc cttcaagtct gccgcagcaa gaccgcacgc ctgctgaaat tcgcagttgt 
120 

gccgcggtcc ctgatgcgga caaactcggc caccacgatc agcctgacgc ttgcggacca 
180 

acgttcaaat actgtgcact tgaaacgtcc gggccgcatc acctgggtga ctttgtgcga 
240 

ccgacattac ttatgttcac gctctttcag ttcttgtcaa taccgtattt ttcgtcgacg 
300 

tctccatcag aaaaatgtcg gtgttaccgc accgcagacg atgcgtaccc ttgcgctgac 
360 

gatggaggcc ttgaaaagtg cattagccac tactgggcga atctacggca aaaagctgtt 
420 

actaggcggt gattggggag gcccgtagtg gc . 
452 

<210> 674 
<211> 134 
<212> PRT 

<213> Homo sapiens 
<400> 674 

Met Trp Gin Gly Met His Arg Glu Ser Leu Gin Val Cys Arg Ser Lys 

1 " 5 10 15 

Thr Ala Arg Leu Leu Lys Phe Ala Val Val Pro Arg Ser Leu Met Arg 

20 25 30 

Thr Asn Ser Ala Thr Thr He Ser Leu Thr Leu Ala Asp Gin Arg Ser 

35 40 45 

Asn Thr Val His Leu Lys Arg Pro Gly Arg He Thr Trp Val Thr Leu 

50 55 60 

Cys Asp Arg His Tyr Leu Cys Ser Arg Ser Phe Ser Ser Cys Gin Tyr 
65 70 75 80 

Arg He Phe Arg Arg Arg Leu His Gin Lys Asn Val Gly Val Thr Ala 

85 90 95 

Pro Gin Thr Met Arg Thr Leu Ala Leu Thr Met Glu Ala Leu Lys Ser 

100 105 HO 

Ala Leu Ala Thr Thr Gly Arg He Tyr Gly Lys Lys Leu Leu Leu Gly 


776 


WO 00/58473 


PCT/US00/08621 


115 120 125 

Gly Asp Trp Gly Gly Pro 
130 

<210> 675 
<211> 8564 
<212> DNA 

<213> Homo sapiens 

i 

<400> 675 

atgtcgggct ccacacagct tgtggcacag acgtggaggg ccactgagcc ccgctacccg 
60 

ccccacagcc tttcctaccc agtgcagatc gcccggacgc acacggacgt cgggctcctg 
120 

gagtaccagc accactcccg cgactatgcc tcccacctgt cgccgggctc catcatccag 
180 

ccccagcggc ggaggccctc cctgctgtct gagttccagc ccgggaatga acggtcccag 
240 

gagctccacc tgcggccaga gtcccactca tacctgcccg agctggggaa gtcagagatg 
300 

gagttcattg aaagcaagcg ccctcggcta gagctgctgc ctgaccccct gctgcgaccg 
360 

tcacccctgc tggccacggg ccagcctgcg ggatctgaag acctcaccaa ggaccgtagc 
420 

ctgacgggca agctggaacc ggtgtctccc cccagccccc cgcacactga ccctgagctg 
480 

gagctggtgc cgccacggct gtccaaggag gagctgatcc agaacatgga ccgcgtggac 
540 

cgagagatca ccatggtaga gcagcagatc tctaagctga agaagaagca gcaacagctg 
600 

gaggaggagg ctgccaagcc gcccgagcct gagaagcccg tgtcaccgcc gcccatcgag 
660 

tcgaagcacc gcagcctggt gcagatcatc tacgacgaga accggaagaa ggctgaagct 

720 

gcacatcgga ttctggaagg cctggggccc caggtggagc tgccgctgta caaccagccc 
780 

tccgacaccc ggcagtatca tgagaacatc aaaataaacc aggcgatgcg gaagaagcta 
840 

atcttgtact tcaagaggag gaatcacgct cggaaacaat gggagcagaa gttctgccag 
900 

cgctatgacc agctcatgga ggcctgggaa aaaaaggtgg agcgcatcga gaacaacccc 
960 

cggcggcggg ccaaggagag caaggtgcgc gagtactacg aaaagcagtt ccctgagatc 
1020 

cgcaagcagc gcgagctgca ggagcgcatg cagggcaggg tgggccagcg gggcagtggg 
1080 

ctgtccatgt cggccgcccg cagcgagcac gaggtgtcag agatcatcga tggcctctca 
1140 

gagcaggaga acctggagaa gcagatgcgc cagctggccg tgatcccgcc catgctgtac 
1200 

gacgctgacc agcagcgcat caagttcatc aacatgaacg ggcttatggc cgaccccatg 
1260 

aaggtgcaca aagaccgcca ggtcatgaac atgtggagtg agcaggagaa ggagaccttc 
1320 
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cgggagaagt tcatgcagca 
1380 

aagacagtgg ctgagtgcgt 
1440 

agcctggtga gacggagcta 
1500 

cagcagcagc agcagcagca 
1560 

aaagatgaga aggagaagga 
1620 

aacgacaagg aagacctcct 
1680 

gagaaggagg ctgtggcctc 
1740 

ggccgcatca cccgctcaat 
1800 

cagagcgccg agctggcctc 
1860 

atggaaacag ccaagaaagg 
1920 

atggtgggct ccaagactgt 
1980 

cagaacctcg atgagatctt 
2040 

cggaggaaga agaagaaagc 
2100 

gtggaggatg aggagatgga 
2160 

gaggctgaag ccttacatgc 
2220 

gccactgtca acaacagctc 
2280 

aaggacacag ggcagaatgg 
2340 

ccaggcccac ccaccccacc 
2400 

tctgaagcca ccggagcccc 
2460 

cctgtggtcc ccaaggagga 
2520 

ggggaggagc agaagccccc 
2580 

gagcccgtca agagcgagtg 
2640 

gcggaggccg ctgaggccac 
2700 

agcggcaggg ccaccactgc 
2760 

acctgcagtg cagacgaggt 
2820 

ccaaggccca gcctcctcac 
2880 

ccactggacc tgaagcagct 
2940 


tcccaagaac tttggcctga 
cctctattac tacctgacta 
tcggcgccgc ggcaagagcc 
gcagcagcag cagcccatgc 
aaaggaggcg gagaaggagg 
caaggagaag acagacgaca 
caaaggccgc aaaactgcca 
ggctaatgag gccaacagcg 
catggagctg aatgagagtt 
tctcctggaa cacggccgca 
gtcgcagtgt aagaacttct 
gcagcagcac aagctgaaga 
gccggcggcg gccagcgagg 
ggcgtcgggc gtgagcggaa 
ctctgggaat gaggtgccca 
agacaccgag agcatcccct 
gcccaagccc ccagccaccc 
acggaggaca tcccgggccc 
tacgccccca ccagcacccc 
gaaggaggag gagaccgcag 
cgcggctgag gagctggcag 
cacggaggaa gccgaggagg 
ggccgagggg gcgctcaagg 
caagagctcg ggcgcccccc 
ggatgaggcc gagggcggcg 
cccgactggc gacccccggg 
gaagcagcga gcggctgcca 


tcgcatcatt cctggagagg 
agaagaatga gaactataag 
agcagcagca acaacagcag 
cccgcagcag ccaggaggag 
aggagaagcc ggaggtggag 
cctcagggga ggacaacgac 
acagccaggg aagacgcaaa 
aggaggccat caccccccag 
ctcgctggac agaagaagaa 
actggtcggc catcgcccgg 
acttcaacta caagaagagg 
tggagaagga gaggaacgcg 
aggctgcatt cccgcccgtg 
atgaggagga gatggtggag 
gaggggaatg cagtggccca 
ctcctcacac -ggaggccgcc 
tgggcgccga cgggccaccc 
ccattgagcc caccccggcc 
catcgccctc tgcacctcct 
cagcgccccc agtggaggag 
tggacacagg gaaggccgag 
ggccggccaa gggcaaggac 
cagagaagaa ggagggcggg 
aggacagcga ctccagtgct 
acaagaaccg gctgctgtcc 
ccaatgcctc accccagaag 
tcccccccat ccaggtcacc 


778 


WO 00/58473 


PCT/US00/08621 


aaagtccatg agcccccccg ggaggacgca gctcccacca agccagctcc cccagcccca 
3000 

ccgccaccgc aaaacctgca gccggagagc gacgcccctc agcagcctgg cagcagcccc 
3060 

cggggcaaga gcaggagccc ggcacccccc gccgacaagg aggccttcgc agccgaggcc 
3120 

cagaagctgc ctggggaccc cccttgctgg acttccggcc tgcccttccc cgtgcccccc 
3180 

cgtgaggtga tcaaggcctc cccgcatgcc ccggacccct cagccttctc ctacgctcca 
3240 

cctggtcacc cactgcccct gggcctccat gacactgccc ggcccgtcct gccgcgccca 
3300 

cccaccatct ccaacccgcc tcccctcatc tcctctgcca agcaccccag cgtcctcgag 
3360 

aggcaaatag gtgccatctc ccaaggaatg tcggtccagc tccacgtccc gtactcagag 
3420 

catgccaagg ccccggtggg ccctgtcacc atggggctgc ccctgcccat ggaccccaaa 
3480 

aagctggcac ccttcagcgg agtgaagcag gagcagctgt ccccacgggg ccaggctggg 
3540 

ccaccggaga gcctgggggt gcccacagcc caggaggcgt ccgtgctgag agggacagct 
3600 

ctgggctcag ttccgggcgg aagcatcacc aaaggcattc ccagcacacg ggtgccctcg 
3660 

gacagcgcca tcacataccg cggctccatc acccacggca cgccagctga cgtcctgtac 
3720 

aagggcacca tcaccaggat catcggcgag gacagcccga gtcgcttgga ccgcggccgg 
3780 . 

gaggacagcc tgcccaaggg ccacgtcatc tacgaaggca agaagggcca cgtcttgtcc 
3840 

tatgagggtg gcatgtctgt gacccagtgc tccaaggagg acggcagaag cagctcagga 
3900 

cccccccatg agacggccgc ccccaagcgc acctatgaca tgatggaggg ccgcgtgggc 
3960 

agagccatct cctcagccag catcgaaggt ctcatgggcc gtgccatccc gccggagcga 
4020 

cacagccccc accacctcaa agagcagcac cacatccgcg ggtccatcac acaagggatc 
4080 

cctcggtcct acgtggaggc acaggaggac tacctgcgtc gggaggccaa gctcctaaag 
4140 

cgggagggca cgcctccgcc cccaccgccc tcacgggacc tgaccgaggc ctacaagacg 
4200 

caggccctgg gccccctgaa gctgaagccg gcccatgagg gcctggtggc cacggtgaag 
4260 

gaggcgggcc gctccatcca tgagatcccg cgcgaggagc tgcggcacac gcccgagctg 
4320 

cccctggccc cgcggccgct caaggagggc tccatcacgc agggcacccc gctcaagtac 
4380 

gacaccggcg cgtccaccac tggctccaaa aagcacgacg tacgctccct catcggcagc 

4440 

cccggccgga cgttcccacc cgtgcacccg ctggatgtga tggccgacgc ccgggcactg 
4500 

gaacgtgcct gctacgagga gagcctgaag agccggccag ggaccgccag cagctcgggg 
4560 
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ggctccattg cgcgcggcgc 
4620 

cccctaacct atgaggacca 
4680 

gtgaccacgc gggagcccac 
4740 

tcccaggacc gaaagctgac 
4800 

gtgcccgagc accacccaca 
4860 

ggcgtggacc tgtatcgcag 
4920 

ggcatccctc tggacgcagc 
4980 

acctacccgc acctgtaccc 
5040 

gagaaccggc agaccatcat 
5100 

gccaccgcca tggcccagcg 
5160 

ctggcactca actacgctgc 
5220 

ctgcctgtgc tcgtgccccc 
5280 

tacctcccca ccgcgcccca 
5340 

ggaggtccaa cacacttgac 
5400 

cgggatcgag agcgggaccg 
5460 

acggtggagc acgcacccat 
5520 

agcagcggcg ggggtggggg 
5580 

cactcgccca tctcccctcg 
5640 

aacacaggca tgaagggtat 
5700 

tccacctcca cctcctcacc 
5760 

ccactgggcg gcaccctcga 
5820 

aaggaggccc cccgggtcgc 
5880 

ctcgccaagc ccccagcccg 
5940 

gagccccggc ccctagtgcc 
6000 

aagaacctcg cacctcacca 
6060 

gacccgcacc gggaaaagac 
6120 

tctctgggtt accacggcag 
6180 


cccggtcatt gtgcctgagc 
cggggcaccc tttgccggcc 
gccgcgcctg caggagggca 
gtcgacgcct cgtgagatcg 
ccccatctcg ccctatgagc 
ccacatcccc ctggccttcg 
cgctgcctac tacctgcccc 
accctacctc atccgcggct 
caatgactac atcacctcgc 
agctgatatg ctgaggggcc 
gggtccccga ggcatcatcg 
gacaccaggc accccagcca 
gcccttcagc agccgccaca 
aaaaccaacc accacgtcct 
ggatcgggag cgggaaaagt 
ctggagacct ggtacagagc 
cagcagcagc cgccccgcct 
gacccaggat gccctccagc 
catcaccgct gtggagccca 
cgttcgcccg gctgccacat 
tggggtctac cctaccctca 
ccggccagag cggccccgag 
ctccgggctg gagcccgcct 
ccctgtctct ggccacgcca 
cgccagcccg gacccgccgg 
tcaaagtaaa cccttttcca 
cagctacagc cccgaagggg 
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tgggtaagcc gcggcagagc 
acctcccacg aggttcgccc 
gcctttcgtc cagcaaggca 
ccaagtcccc gcacagcacc 
acctgcttcg gggcgtgagt 
accccacctc cataccccgc 
gacacctggc ccccaacccc 
accccgacac ggcggcgctg 
agcagatgca ccacaacacg 
tctcgccccg cgagtcctcg 
acctgtccca agtgccacac 
ccgccatgga ccgccttgcc 
gcagctcccc actctcccca 
cgtccgagcg ggagcgagac 
ccatcctcac gtccaccacg 
agagcagcgg cagcagcggc 
cccactccca tgcccaccag 
agagacccag tgtgcttcac 
gcacgcccac ggtcctgagg 
tcccacctgc cacccactgc 
tggagcccgt cttgctgccc 
cagacaccgg ccatgccttc 
cctcccccag caagggctcg 
ccatcgcccg cacccctgcg 
cgccacctgc ctcggcctcg 
tccaggaact ggaactccgt 
tggagcccgt cagccctgtg 
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agctcaccca gtctgaccca 
6240 

agccacctgg agggggagct 
6300 

gccgcccacc tcccacacct 
6360 

ctccagaccg ccccaggggt 
6420 

agtgaggtca tcacacagga 
6480 

cccgcccccc tctactcctt 
6540 

cccagtgacc tctacctccc 
6600 

agcgaagggg gcaagaggtc 
6660 

gacggtattg aacctgtgtc 
6720 

gctgtgtacc cgctgctgta 
6780 

aagtctccag gcaacaccag 
6840 

tccgccatgg tcaagtccaa 
6900 

aatgagcctg aatacaatat 
6960 

accggaacag gccttatgac 
7020 

atggggctgg aggccataat 
7080 

tccccgccgc tcagcgccaa 
7140 

gctatgccca taaccgctgc 
7200 

ggcgggaagg ccaaggtctc 
7260 

ggcctggcat ctggggaccg 
7320 

aaccgccgga cgccgctcac 
7380 

acgccattcc cctacaaccc 
7440 

cccccaccgg gcctccccgc 
7500 

gaggagccca agccactgct 
7560 . 

agaacagggc gggggggggc 

7620 

caggagcggg gcggctgccg 
7680 

cctccatcca tctgtccgtc 
7740 

ctcccgcccc gggctggccc 
7800 


cgacaagggg ctccccaagc 
gcggcccaag cagccaggcc 
gcggccgctg cctgagagcc 
caaaggtcac cagcgggtgg 
ctacacccgg caccacccac 
ccctggggcc agctgccccg 
gcccccggac catggtgccc 
tccagagcca aacaagacgt 
cccaccggag ggcatgacgg 
ccgggatggg gaacagacgg 
ccagccgcca gccttcttca 
gaagcaagag atcaacaaga 
cagccagcct gggacggaga 
ctatagaagc caggcggtgc 
tagaaaggca ctcatgggta 
tgcttttaac cctctgaatg 
tgacggacgg agtgaccaca 
tggcagaccc agcagccgaa 
gccaccctct gtctcctcag 
caaccgcgtg tgggaggaca 
cctgatcatg cggctgcagg 
gggcagcggg cccctcgctg 
ctgctcgcag tacgagacac 
gggcggtgtc aggtcccagc 
actcccccaa ccaaggaagg 
cagagccggc atccttgcct 
tgtgcagacc ttactcaggg 


acctggaaga gctcgacaag 
ccgtgaagct tggcggggag 
agccctcgtc cagcccgctg 
tcaccctggc ccagcacatc 
agcagctcag cgcacccctg 
tcctggacct ccgccgccca 
cggcccgtgg ctccccccac 
cggtcttggg tggtggtgag 
agccagggca ctcccggagt 
agcccagcag gatgggctcc 
gcaagctgac cgagagcaac 
agctgaacac ccacaaccgg 
tcttcaatat gcccgccatc 
aggaacatgc cagcaccaac 
aatatgacca gtgggaagag 
ccagtgccag cctgcccgct 
cactcacctc gccaggtggc 
aagccaagtc cccggccccg 
tgcactcgga gggagactgc 
ggccctcgtc cgcaggttcc 
cgggtgtcat ggcttcccca 
gcccccacca cgcctgggac 
tctccgacag cgagtgactc 
gagccacagg aacggccctg 
agcccctgag tccgcctgcg 
gtctaaagcc ttaactaaga 
gatgtttacc tggtgctcgg 
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gaagggaggg gaaggggccg gggagggggc 
7860 

ggccagggcg gccagggacc caaagcagga 
7920 

ccgaatgcat ttggaaccaa agtctaaact 
7980 

ctcccatccc gcttagcgct ctggacagat 
8040 

ctcgttctgg tccccacaga ctgccccagc 
8100 

aggtgggcgg acaaaagggc caggtgcggc 
8160 

ctgttttttt cacacatcgt tgccgcagcg 
8220 

gttggtttac agggtatatt tttgatacct 
8280 

ggaaggactt acccagtatt actgctgctg 
8340 

gcgtgtgcag gccgacagtc ggtgacccca 
8400 

ctggctcacg ccccgctgtg tcctccctcc 
8460 

cgtattctgt ggccgccatt tgcgcagggt 
8520 

ctaattaaaa agcgaattat actccaaaaa 
8564 


acggcaggcg tgtggcagcc acacacaggc 
tgaccacgca cctccacgcc actgcctccc 
gagctcgcag cccccgcgcc ctccctccgc 
ggacgcaggc cctgtccagc ccccagtgcg 
caacgagatt gctggaaacc aagtcaggcc 
ctggggggaa cggatgctcc gaggactgga 
gtgggaagga aaggcagatg taaatgatgt 
tcaatgaatt aattcagatg ttttacgcaa 
tgcttttgat ctctgcttac cgttcaagag 
tcactcgcag gaccaagggg gcggggactg 
ctcccttcct tgggcagaat gaattcgatg 
ggtggtattc tgtcatttac acacgtcgtt 
aaaaaaaaaa aaaa 


<210> 676 
<211> 2518 
<212> PRT 

<213> Homo sapiens 
<400> 676 

Met Ser Gly Ser Thr Gin Leu Val Ala Gin Thr Trp Arg Ala Thr Glu 

15 10 15 • 

Pro Arg Tyr Pro Pro His Ser Leu Ser Tyr Pro Val Gin lie Ala Arg 

20 25 30 

Thr His Thr Asp Val Gly Leu Leu Glu Tyr Gin His His Ser Arg Asp 

35 40 45 

Tyr Ala Ser His Leu Ser Pro Gly Ser He He Gin Pro Gin Arg Arg . 

50 55 60 

Arg Pro Ser Leu Leu Ser Glu Phe Gin Pro Gly Asn Glu Arg Ser Gin 
65 70 75 80 

Glu Leu His Leu Arg Pro Glu Ser His Ser Tyr Leu Pro Glu Leu Gly 

85 90 95 

Lys Ser Glu Met Glu Phe He Glu Ser Lys Arg Pro Arg Leu Glu Leu 

100 105 HO 

Leu Pro Asp Pro Leu Leu Arg Pro Ser Pro Leu Leu Ala Thr Gly Gin 

115 120 125 

Pro Ala Gly Ser Glu Asp Leu Thr Lys Asp Arg Ser Leu Thr Gly Lys 

130 135 140 

Leu Glu Pro Val Ser Pro Pro Ser Pro Pro His Thr Asp Pro Glu Leu 
145 150 155 160 

Glu Leu Val Pro Pro Arg Leu Ser Lys Glu Glu Leu He Gin Asn Met 
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Asp Arg 

Leu Lys 

Glu Pro 
210 
Ser Leu 
225 

Ala His 

Tyr Asn 

Asn Gin 

His Ala 
290 
Leu Met 
305 

Arg Arg 

Phe Pro 

Arg Val 

Glu His 
370 
Leu Glu 
385 , 
Asp Ala 

Ala Asp 

Ser Glu 

Lys Asn 
4 50 
Glu Cys 
465 

Ser Leu 

Gin Gin 

Met Pro 

Glu Ala 
530 
Asp Leu 
545 

Glu Lys 
Gly Arg 
Ser Glu 


Val Asp 
180 
Lys Lys 
195 

Glu Lys 

Val Gin 

Arg lie 

Gin Pro 
260 
Ala Met 
275 

Arg Lys 

Glu Ala 

Arg Ala 

Glu He 
340 
Gly Gin 
355 

Glu Val 

Lys Gin 

Asp Gin 

Pro Met 
420 
Gin Glu 
435 

Phe Gly 

Val Leu 

Val Arg 

Gin Gin 
500 
Arg Ser 
515 

Glu Lys 

Leu Lys 

Glu Ala 

Arg Lys 
580 
Glu Ala 


165 

Arg Glu 

Gin Gin 

Pro Val 

He He 
230 
Leu Glu 
245 

Ser Asp 

Arg Lys 

Gin Trp 

Trp Glu 
310 
Lys Glu 
325 

Arg Lys 

Arg Gly 

Ser Glu 

Met Arg 
390 
Gin Arg 
405 

Lys Val 

Lys Glu 

Leu He 

Tyr Tyr 
470 
Arg Ser 
485 

Gin Gin 

Ser Gin 

Glu Glu 

Glu Lys 
550 
Val Ala 
565 

Gly Arg 


170 

He Thr Met Val Glu Gin 
185 

Glu Glu Glu Ala 


Gin Leu 
200 
Ser Pro 
215 

Tyr Asp 

Gly Leu 

Thr Arg 

Lys Leu 
280 
Glu Gin 
295 

Lys Lys 

Ser Lys 

Gin Arg 

Ser Gly 
- 360 
He He 
375 

Gin Leu 

He Lys 

Tyr Lys 

Thr Phe 
440 
Ala Ser 
455 

Tyr Leu 

Tyr Arg 

Gin Gin 

Glu Glu 
520 
Glu Lys 
535 

Thr Asp 


Ser Lys 
He Thr 
He Thr Pro Gin 


Pro Pro He Glu 
220 

Glu Asn Arg Lys 
235 

Gly Pro Gin Val 
250 

Gin Tyr His Glu 
265 

He Leu Tyr Phe 

Lys Phe Cys Gin 
300 

Val Glu Arg He 
315 

Val Arg Glu Tyr 
330 

Glu Leu Gin Glu 
345 

Leu Ser Met Ser 

Asp Gly Leu Ser 
380 

Ala Val He Pro 
395 

Phe He Asn Met 
410 

Asp Arg Gin Val 
425 

Arg Glu Lys Phe 

Phe Leu Glu Arg 
460 

Thr Lys Lys Asn 
475 

Arg Arg Gly Lys 
490 

Gin Gin Gin Gin 
505 

Lys Asp Glu Lys 

Pro Glu Val Glu 
540 

Asp Thr Ser Gly 
555 

Gly Arg Lys Thr 
570 

Arg Ser Met Ala 
585 

Gin Ser Ala Glu 


175 

Gin He Ser Lys 
190 

Ala Lys Pro Pro 
205 

Ser Lys His Arg 

Lys Ala Glu Ala 
240 

Glu Leu Pro Leu 
255 

Asn He Lys He 
270 

Lys Arg Arg Asn 
285 

Arg Tyr Asp Gin 

Glu Asn Asn Pro 
320 

Tyr Glu Lys Gin 
335 

Arg Met Gin Gly 
350 

Ala Ala Arg Ser 
365 

Glu Gin Glu Asn 

Pro Met Leu Tyr 
400 

Asn Gly Leu Met 
415 

Met Asn Met Trp 
430 

Met Gin His Pro 
445 

Lys Thr Val Ala 

Glu Asn Tyr Lys 
480 

Ser Gin Gin Gin 
495 

Gin Gin Gin Pro 
510 

Glu Lys Glu Lys 
525 

Asn Asp Lys Glu 

Glu Asp Asn Asp 
560 

Ala Asn Ser Gin 
575 

Asn Glu Ala Asn 
590 

Leu Ala Ser Met 
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595 600 605 

Glu Leu Asn Glu Ser Ser Arg Trp Thr Glu Glu Glu Met Glu Thr Ala 

610 615 620 

Lys Lys Gly Leu Leu Glu His Gly Arg Asn Trp Ser Ala lie Ala Arg 
625 630 635 640 

Met Val Gly Ser Lys Thr Val Ser Gin Cys Lys Asn Phe Tyr Phe Asn 

645 650 655 

Tyr Lys Lys Arg Gin Asn Leu Asp Glu lie Leu Gin Gin His Lys Leu 

660 665 670 

Lys Met Glu Lys Glu Arg Asn Ala Arg Arg Lys Lys Lys Lys Ala Pro 

675 680 685 

Ala Ala Ala Ser Glu Glu Ala Ala Phe Pro Pro Val Val Glu Asp Glu 

690 695 700 

Glu Met Glu Ala Ser Gly Val Ser Gly Asn Glu Glu Glu Met Val Glu 
705 710 715 720 

Glu Ala Glu Ala Leu His Ala Ser Gly Asn Glu Val Pro Arg Gly Glu 

725 730 735 

Cys Ser Gly Pro Ala Thr Val Asn Asn Ser Ser Asp Thr Glu Ser lie 

740 745 * 750 

Pro Ser Pro His Thr Glu Ala Ala Lys Asp Thr Gly Gin Asn Gly Pro 

755 760 • :• : " 765 

Lys Pro Pro Ala Thr Leu Gly Ala Asp Gly Pro Pro Pro Gly Pro Pro 

770 775 780 

Thr Pro Pro Arg Arg Thr Ser Arg Ala Pro lie Glu Pro Thr Pro Ala 
785 790 795 800 

Ser Glu Ala Thr Gly Ala Pro Thr Pro Pro Pro Ala Pro Pro Ser Pro 

805 810 815 

Ser Ala Pro Pro Pro Val Val Pro Lys Glu Glu Lys Glu Glu Glu Thr 

820 625 830 

Ala Ala Ala Pro Pro Val Glu Glu Gly Glu Glu Gin Lys Pro Pro Ala 

835 840 845 

Ala Glu Glu Leu Ala Val Asp Thr Gly Lys Ala Glu Glu Pro Val Lys 

850 855 860 

Ser Glu Cys Thr Glu Glu Ala Glu Glu Gly Pro Ala Lys Gly Lys Asp 
865 870 875 880 

Ala Glu Ala Ala Glu Ala Thr Ala Glu Gly Ala Leu Lys Ala Glu Lys 

885 890 895 

Lys Glu Gly Gly Ser Gly Arg Ala Thr Thr Ala Lys Ser Ser Gly Ala 

900 905 910 

Pro Gin Asp Ser Asp Ser Ser Ala Thr Cys Ser Ala Asp Glu Val Asp 

915 920 925 

Glu Ala Glu Gly Gly Asp Lys Asn Arg Leu Leu Ser Pro Arg Pro Ser 

930 935 940 

Leu Leu Thr Pro Thr Gly Asp Pro Arg Ala Asn Ala Ser Pro Gin Lys 
945 950 955 960 

Pro Leu Asp Leu Lys Gin Leu Lys Gin Arg Ala Ala Ala lie Pro Pro 

965 970 975 

He Gin Val Thr Lys Val His Glu Pro Pro Arg Glu Asp Ala Ala Pro 

980 985 990 

Thr Lys Pro Ala Pro Pro Ala Pro Pro Pro Pro Gin Asn Leu Gin Pro 

995 1000 1005 

Glu Ser Asp Ala Pro Gin Gin Pro Gly Ser Ser Pro Arg Gly Lys Ser 

1010 1015 1020 

Arg Ser Pro Ala Pro Pro Ala Asp Lys Glu Ala Phe Ala Ala Glu Ala 
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1025 1030 1035 1040 

Gin Lys Leu Pro Gly Asp Pro Pro Cys Trp Thr Ser Gly Leu Pro Phe 

1045 1050 1055 

Pro Val Pro Pro Arg Glu Val lie Lys Ala Ser Pro His Ala Pro Asp 

1060 1065 1070 

Pro Ser Ala Phe Ser" Tyr Ala Pro Pro Gly His Pro Leu Pro Leu Gly 

1075 1080 1085 

Leu His Asp Thr Ala Arg Pro Val Leu Pro Arg Pro Pro Thr He Ser 

1090 1095 HOO 

Asn Pro Pro Pro Leu He Ser Ser Ala Lys His Pro Ser Val Leu Glu 
1105 1110 H15 H20 

Arg Gin He Gly Ala lie Ser Gin Gly Met Ser Val Gin Leu His Val 

1125 H30 H35 

Pro Tyr Ser Glu His Ala Lys Ala Pro Val Gly Pro Val Thr Met Gly 

1140 H45 H50 

Leu Pro Leu Pro Met Asp Pro Lys Lys Leu Ala Pro Phe Ser Gly Val 

1155 H60 H65 

Lys Gin Glu Gin Leu . Ser Pro Arg Gly Gin Ala Gly Pro Pro Glu Ser 

1170 H75 1180 

Leu Gly Val Pro Thr Ala Gin Glu Ala Ser Val Leu Arg Gly Thr Ala 
1185 1190 H95 1200 

Leu Gly Ser Val Pro Gly Gly Ser He Thr Lys Gly He Pro Ser Thr 

1205 1210 1215 

Arg val Pro Ser Asp Ser Ala He Thr Tyr Arg Gly Ser He Thr His 

1220 1225 1230 

Gly Thr Pro Ala Asp Val Leu Tyr Lys Gly Thr He Thr Arg He He 

1235 1240 1245 

Gly Glu Asp Ser Pro Ser Arg Leu Asp Arg Gly Arg Glu Asp Ser Leu 

1250 1255 1260 

Pro Lys Gly His Val He Tyr Glu Gly Lys Lys Gly His Val Leu Ser 
1265 1270 . 1275 1280 

Tyr Glu Gly Gly Met Ser Val Thr Gin Cys Ser Lys Glu Asp Gly Arg 

1285 1290 1295 

Ser Ser Ser Gly Pro Pro His Glu Thr Ala Ala Pro Lys Arg Thr Tyr 

1300 1305 1310 

Asp Met Met Glu Gly Arg Val Gly Arg Ala He Ser Ser Ala Ser He 

1315 1320 1325 

Glu Gly Leu Met Gly Arg Ala He Pro Pro Glu Arg His Ser Pro His 

1330 1335 1340 

His Leu Lys Glu Gin His His He Arg Gly Ser He Thr Gin Gly He 
1345 1350 1355 1360 

Pro Arg Ser Tyr Val Glu Ala Gin Glu Asp Tyr Leu Arg Arg Glu Ala 

1365 1370 1375 

Lys Leu Leu Lys Arg Glu Gly Thr Pro Pro Pro Pro Pro Pro Ser Arg 

1380 1385 1390 

Asp Leu Thr Glu Ala Tyr Lys Thr Gin Ala Leu Gly Pro Leu Lys Leu 

1395 1400 1405 

Lys Pro Ala His Glu Gly Leu Val Ala Thr Val Lys Glu Ala Gly Arg 

1410 1415 1420 

Ser He His Glu He Pro Arg Glu Glu Leu Arg His Thr Pro Glu Leu 
1425 1430 1435 1440 

Pro Leu Ala Pro Arg Pro Leu Lys Glu Gly Ser He Thr Gin Gly Thr 

1445 1450 1455 

Pro Leu Lys Tyr Asp Thr Gly Ala Ser Thr Thr Gly Ser Lys Lys His 
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1460 1465 1470 

Asp Val Arg Ser Leu lie Gly Ser Pro Gly Arg Thr Phe Pro Pro Val 

1475 1480 1485 

His Pro Leu Asp Val Met Ala Asp Ala Arg Ala Leu Glu Arg Ala Cys 

1490 1495 1500 

Tyr Glu Glu Ser Leu Lys Ser Arg Pro Gly Thr Ala Ser Ser Ser Gly 
1505 1510 1515 1520 

Gly Ser He Ala Arg Gly Ala Pro Val He Val Pro Glu Leu Gly Lys 

1525 1530 1535 

Pro Arg Gin Ser Pro Leu Thr Tyr Glu Asp His Gly Ala Pro Phe Ala 

1540 1545 1550 

Gly His Leu Pro Arg Gly Ser Pro Val Thr Thr Arg Glu Pro Thr Pro 

1555 1560 1565 

Arg Leu Gin Glu Gly Ser Leu Ser Ser Ser Lys Ala Ser Gin Asp Arg 

1570 1575 1580 

Lys Leu Thr Ser Thr Pro Arg Glu He Ala Lys Ser Pro His Ser Thr 
1585 1590 1595 1600 

Val Pro Glu His His Pro His Pro He Ser Pro Tyr Glu His Leu Leu 

1605 1610 1615 

Arg Gly Val Ser Gly Val Asp Leu Tyr Arg Ser His He Pro Leu Ala 

16.20 1625 1630 

Phe Asp Pro Thr Ser He Pro Arg Gly He Pro Leu Asp Ala Ala Ala 

1635 1640 1645 

Ala Tyr Tyr Leu Pro Arg His Leu Ala Pro Asn Pro Thr Tyr Pro His 

1650 1655 1660 

Leu Tyr Pro Pro Tyr Leu He Arg Gly Tyr Pro Asp Thr Ala Ala Leu 
1665 1670 1675 1680 

Glu Asn Arg Gin Thr He He Asn Asp Tyr He Thr Ser Gin Gin Met 

1685 .1690 1695 

His His Asn Thr Ala Thr Ala Met Ala Gin Arg Ala Asp Met Leu Arg 

1700 1705 1710 

Gly Leu Ser Pro Arg Glu Ser Ser Leu Ala Leu Asn Tyr Ala Ala Gly 

1715 1720 1725 

Pro Arg Gly He He Asp Leu Ser Gin Val Pro His Leu Pro Val Leu 

1730 1735 1740 

Val Pro Pro Thr Pro Gly Thr Pro Ala Thr Ala Met Asp Arg Leu Ala 
1745 1750 1755 1760 

Tyr Leu Pro Thr Ala Pro Gin Pro Phe Ser Ser Arg His Ser Ser Ser 

1765 1770 1775 

Pro Leu Ser Pro Gly Gly Pro Thr His Leu Thr Lys Pro Thr Thr Thr 

1780 1785 1790 

Ser Ser Ser Glu Arg Glu Arg Asp Arg Asp Arg Glu Arg Asp Arg Asp 

1795 1800 1805 

Arg Glu Arg Glu Lys Ser He Leu Thr Ser Thr Thr Thr Val Glu His 

1810 1815 1820 

Ala Pro He Trp Arg Pro Gly Thr Glu Gin Ser Ser Gly Ser Ser Gly 
1825 1830 1835 1840 

Ser Ser Gly Gly Gly Gly Gly Ser Ser Ser Arg Pro Ala Ser His Ser 

1845 1850 * 1855 

His Ala His Gin His Ser Pro He Ser Pro Arg Thr Gin Asp Ala Leu 

1860 1865 1870 

Gin Gin Arg Pro Ser Val Leu His Asn Thr Gly Met Lys Gly He He 

1875 1880 1885 

Thr Ala Val Glu Pro Ser Thr Pro Thr Val Leu Arg Ser Thr Ser Thr 
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1890 1895 1900 

Ser Ser Pro Val Arg Pro Ala Ala Thr Phe Pro Pro Ala Thr His Cys 
1905 1910 1915 1920 

Pro Leu Gly Gly Thr Leu Asp Gly Val Tyr Pro Thr Leu Met Glu Pro 

1925 1930 m 1935 

Val Leu Leu Pro Lys Glu Ala Pro Arg Val Ala Arg Pro Glu Arg Pro 

1940 1945 1950 

Arg Ala Asp Thr Gly His Ala Phe Leu Ala Lys Pro Pro Ala Arg Ser 

1955 I960 1965 

Gly Leu Glu Pro Ala Ser Ser Pro Ser Lys Gly Ser Glu Pro Arg Pro 

1970 1975 1980 

Leu Val Pro Pro Val Ser Gly His Ala Thr He Ala Arg Thr Pro Ala 
1985 1990 1995 2000 

Lys Asn Leu Ala Pro His His Ala Ser Pro Asp Pro Pro Ala Pro Pro 

2005 2010 2015 

Ala Ser Ala Ser Asp Pro His Arg Glu Lys Thr Gin Ser Lys Pro Phe 

2020 2025 2030 

Ser He Gin Glu Leu Glu Leu Arg Ser Leu Gly Tyr His Gly Ser Ser 

2035 2040 2045 

Tyr Ser Pro Glu Gly Val Glu Pro Val Ser Pro Val Ser Ser Pro Ser 

2050 2055 2060 

Leu Thr His Asp Lys Gly Leu Pro Lys His Leu Glu Glu Leu Asp Lys 
2065 * 2070 2075 2080 

Ser His Leu Glu Gly Glu Leu Arg Pro Lys Gin Pro Gly Pro Val Lys 

2085 2090 2095 

Leu Gly Gly Glu Ala Ala His Leu Pro His Leu Arg Pro Leu Pro Glu 

2100 2105 2110 

Ser Gin Pro Ser Ser Ser Pro Leu Leu Gin Thr Ala Pro Gly Val Lys 

2115 2120 2125 

Gly His Gin Arg Val Val Thr Leu Ala Gin His He Ser Glu Val He 

. 2130 2135 2140 

Thr Gin Asp Tyr Thr. Arg His His Pro Gin Gin Leu Ser Ala Pro Leu 
2145 2150 2155 2160 

Pro Ala Pro Leu Tyr Ser Phe Pro Gly Ala Ser Cys Pro Val Leu Asp 

2165 2170 2175 

Leu Arg Arg Pro Pro Ser Asp Leu Tyr Leu Pro Pro Pro Asp His Gly 

2180 2185 2190 

Ala Pro Ala Arg Gly Ser Pro His Ser Glu Gly Gly Lys Arg Ser Pro 

2195 2200 2205 

Glu Pro Asn Lys Thr Ser Val Leu Gly Gly Gly Glu Asp Gly He Glu 

2210 2215 2220 

Pro Val Ser Pro Pro Glu Gly Met Thr Glu Pro Gly His Ser Arg Ser 
2225 2230 2235 2240 

Ala Val Tyr Pro Leu Leu Tyr Arg Asp Gly Glu Gin Thr Glu Pro Ser 

2245 2250 2255 

Arg Met Gly Ser Lys Ser Pro Gly Asn Thr Ser Gin Pro Pro Ala Phe 

2260 2265 2270 

Phe Ser Lys Leu Thr Glu Ser Asn Ser Ala Met Val Lys Ser Lys Lys 

2275 2280 2285 

Gin Glu He Asn Lys Lys Leu Asn Thr His Asn Arg Asn Glu Pro Glu 

2290 2295 2300 

Tyr Asn lie Ser Gin Pro Gly Thr Glu He Phe Asn Met Pro Ala He 
2305 2310 2315 2320 

Thr Gly Thr Gly Leu Met Thr Tyr Arg Ser Gin Ala Val Gin Glu His 
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2325 2330 2335 

Ala Ser Thr Asn Met Gly Leu Glu Ala He He Arg Lys Ala Leu Met 

2340 2345 2350 

Gly Lys Tyr Asp Gin Trp Glu Glu Ser Pro Pro Leu Ser Ala Asn Ala 

2355 * 2360 2365 

Phe Asn Pro Leu Asn Ala Ser Ala Ser Leu Pro Ala Ala Met Pro He 

2370 2375 2380 

Thr Ala Ala Asp Gly Arg Ser Asp His Thr Leu Thr Ser Pro Gly Gly 
2385 2390 ' 2395 2400 

Gly Gly Lys Ala Lys Val Ser Gly Arg Pro Ser Ser Arg Lys Ala Lys 

2405 2410 2415 

Ser Pro Ala Pro Gly Leu Ala Ser Gly Asp Arg Pro Pro Ser Val Ser 

2420 2425 2430 

Ser Val His Ser Glu Gly Asp Cys Asn Arg Arg Thr Pro Leu Thr Asn 

2435 2440 2445 

Arg Val Trp. Glu Asp Arg Pro Ser Ser Ala Gly Ser Thr Pro Phe Pro 

2450 2455 2460 

Tyr Asn Pro Leu He Met Arg Leu Gin Ala Gly Val Met Ala Ser Pro 
2465 2470 2475 2480 

Pro Pro Pro Gly Leu Pro Ala Gly Ser Gly Pro Leu Ala Gly Pro His 

2485 2490 2495 

His Ala Trp Asp Glu Glu Pro Lys Pro Leu Leu Cys Ser Gin Tyr Glu 

2500 2505 2510 

Thr Leu Ser Asp Ser Glu 
2515 

<210> 677 
<211> 345 
<212> DNA 

<213> Homo sapiens 


<400> 677 

gtaatgcaag gtgaacgccc aatggctgcg cagaacaaga gcattggtca gttcaccctt 
60 

gagggtatag ctccggcacg ccgtggtgtt ccacagattg aagttacttt cgatatcgat 
120 

gccaacggta tcttgaatgt gagcgcaaag gataaggcta ccggtaagga acagaagatt 
180 

cgcatcgaag cttcaagtgg tttgagtcag gaagaaatcg acagaatgaa agctgaggca 
240 

gaacagaatg cagcagcagg caaggctgaa cgcgaaaaga ttgataagct gaaccaagct 
300 

gactcaatga tttccccccc cgaaaactcc tgaaagacaa cgatn 
345 


<210> 678 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 678 

Val Met Gin Gly Glu Arg Pro Met Ala Ala Gin Asn Lys Ser He Gly 

15 10 15 

Gin Phe Thr Leu Glu Gly He Ala Pro Ala Arg Arg Gly Val Pro Gin 
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20 25 30 

lie Glu Val Thr Phe Asp lie Asp Ala Asn Gly lie Leu Asn Val Ser 

35 40 45 

Ala Lys Asp Lys Ala Thr Gly Lys Glu Gin Lys He Arg He Glu Ala 

50 55 60 

Ser Ser Gly Leu Ser Gin Glu Glu He Asp Arg Met Lys Ala Glu Ala 
65 70 75 80 

Glu Gin Asn Ala Ala Ala Gly Lys Ala Glu Arg Glu Lys He Asp Lys 

85 90 95 

Leu Asn Gin Ala Asp Ser Met He Ser Pro Pro Glu Asn Ser 
100 105 HO 

<210> 679 
<211> 362 
<212> DNA 
<213> Homo sapiens 


<400> 679 

acgcgtgacg tcaccgctcc atggggaaga tgacgactat ccctgtgaaa gtaaagcata 
60 

atgggaaaaa tgtacgttaa atgtgctaac gcgcagtatg atgtatctat gaatcttgag 
120 

ggtacaggcc tggatttcaa gcgtgccatt gctgacgtca cgcatgtgcc acccgaacgc 
180 

caaaaagtac tcatcaaggg aggattgcta aaagacgata ccccattagg taaagtgggt 
240 

gcgcgtgcag gacagcagtt catggtgctg ggtgctgtgg gtgagctgcc caaggcccca 
300 

gaaaaacctg tgctgttcct ggaggatttg ccggaagacg agctcaacaa ggctaaggat 

360 

cc 

362 

<210> 680 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 680 


Met 

Gly 

Lys 

Met 

Tyr 

Val 

Lys Cys Ala 

Asn 

Ala 

Gin Tyr Asp Val 

Ser 

1 




5 



10 


15 


Met 

Asn 

Leu 

Glu 

Gly Thr 

Gly Leu Asp 

Phe 

Lys 

Arg Ala He Ala 

Asp 




20 



25 



30 


Val 

Thr 

His 

Val 

Pro 

Pro 

Glu Arg Gin 

Lys 

Val 

Leu lie Lys Gly 

Gly 



35 




40 



45 


Leu 

Leu 

Lys 

Asp 

Asp 

Thr 

Pro Leu Gly 

Lys 

Val 

Gly Ala Arg Ala 

Gly 


50 





55 



60 


Gin 

Gin 

Phe 

Met 

Val 

Leu 

Gly Ala Val 

Gly 

Glu 

Leu Pro Lys Ala 

Pro 

65 





70 



75 


80 

Glu 

Lys 

Pro 

Val 

Leu 

Phe 

Leu Glu Asp 

Leu 

Pro 

Glu Asp Glu Leu 

Asn 





85 



90 


95 


Lys 

Ala 

Lys 

Asp 









100 
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<210> 681 
<211> 357 
<212> DNA 

<213> Homo sapiens 
<400> 681 

acgcgtccaa atggacaaac gcttgatgat ttctaccatg aaattagagc aaaatatcca 
60 

gaacaattac tgatggcaga ctgttcaaca gtagaagaaa tgattcacgc tgatgaactc 
120 

ggttttgatt ttatcggaag tactttagta ggatatacaa aacaaagtaa aggtgacaaa 
180 

atcgaagaaa atgactttga aatcttgaga acagttttag aacgaattaa acatccacta 
240 

attgcagaag gcaatatcga tacacctgaa aaggtgaaac gtgtgcttga gttaggcgcg 
300 

tatagtgtcg ttgtagggtc agcgattact cgtccacaac tcatcacgaa aaaattt 
357 

<210> 682 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 682 


Thr Arg 

Pro 

Asn 

Gly 

Gin 

Thr 

Leu Asp 

Asp 

Phe 

Tyr 

His 

Glu 

He 

Arg 

1 




5 




10 





15 


Ala 

Lys 

Tyr 

Pro 

Glu 

Gin 

Leu 

Leu Met 

Ala 

Asp 

Cys 

Ser 

Thr 

Val 

Glu 




20 




25 





30 



Glu 

Met 

He 

His 

Ala 

Asp 

Glu 

Leu Gly 

Phe 

Asp 

Phe 

He 

Gly 

Ser 

Thr 



35 





40 




45 




Leu 

val 

Gly 

Tyr 

Thr 

Lys 

Gin 

Ser Lys 

Gly 

Asp 

Lys 

He 

Glu 

Glu 

Asn 


50 





55 




60 





Asp 

Phe 

Glu 

He 

Leu 

Arg 

Thr 

Val Leu 

Glu 

Arg 

He 

Lys 

His 

Pro 

Leu 

65 





70 




75 





80 

lie 

Ala 

Glu 

Gly 

Asn 

He 

Asp 

Thr Pro 

Glu 

Lys 

Val 

Lys 

Arg 

Val 

Leu 





85 




90 





95 


Glu 

Leu 

Gly 

Ala 

Tyr 

Ser 

Val 

Val Val 

Gly 

Ser 

Ala 

He 

Thr 

Arg 

Pro 




100 




105 





110 



Gin 

Leu 

He 

Thr 

Lys 

Lys 

Phe 










115 


<210> 683 
<211> 411 
<212> DNA 

<213> Homo sapiens 
<400> 683 

ntctccgacc gcgtggtaaa actggcgacc ttaattgctg aagatgagca agctgaaatg 
60 

aatattgttt tgcccgcagc gtggttgcat gattgcgtca gttaccctaa aaaccatgta 
120 

ttaagagcac aaagtgcatt acatgcagca gataaagcga ttgtattttt gcgcagtatt 
180 
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aattacccca aacaatactt 
240 

ggtaaaatac aggcaatgag 
300 

gcgctagggg caattggcgt 
360 

ctatattctg aagttgaccc 
411 


attagcaatt catcatgcaa 
tttagaagct caaatagtgc 
ggctcgttgc attcaagtaa 
cttcagcgag acacgatctc 


tttcagcgca cagtgtcagt 
aagatgcaga tagattggat 
gtagccagtt acagcgccca 
tagtctgcat g 


<210> 684 

<211> 137 

<212> PRT 

<213> Homo sapiens 

<400> 684 


Xaa 

Ser 

Asp Arg Val Val Lys 

Leu 

Ala 

Thr 

Leu 

He 

Ala 

Glu 

Asp 

Glu 

1 


5 



10 





15 


Gin 

Ala 

Glu Met Asn He Val 

Leu 

Pro 

Ala 

Ala 

Trp 

Leu 

His 

Asp 

Cys 



20 


25 





30 



Val 

Ser 

Tyr Pro Lys Asn His 

Val 

Leu 

Arg 

Ala 

Gin 

Ser 

Ala 

Leu 

His 



35 

40 





4 5 




Ala 

Ala 

Asp Lys Ala He Val 

Phe 

Leu 

Arg 

Ser 

He 

Asn 

Tyr 

Pro 

Lys 


50 

55 





60 





Gin 

Tyr 

Leu Leu Ala He His 

His 

Ala 

He 

Ser 

Ala 

His 

Ser 

Val 

Ser 

65 

70 




75 





80 

Gly 

Lys 

He Gin Ala Met Ser 

Leu 

Glu 

Ala 

Gin 

He 

val 

Gin 

Asp 

Ala 

85 



90 





95 


Asp 

Arg 

Leu Asp Ala Leu Gly 

Ala 

lie 

Gly 

Val 

Ala 

Arg 

Cys 

He 

Gin 



100 


105 





110 



Val 

Ser 

Ser Gin Leu Gin Arg 

Pro 

Leu 

Tyr 

Ser 

Glu 

Val 

Asp 

Pro 

Phe 



115 

120 





125 




Ser 

Glu 

Thr Arg Ser Leu Val 

Cys 

Met 









130 135 


<210> 685 
<211> 417 
<212> DNA 

<213> Homo sapiens 
<400> 685 

acgcgttgcg ttgcggagtg aacccggaac gatggatgga ttgacactat tcggcctgtt 
60 

cgccgtcact gcgatgctgg tctgctatgc catggaggac cgcagccact ggttcgtgct 
120 

gctgttcgcg gccgcttggc gctcggttcg gcctacggct tcctccaagg cgcctggccg 
180 

ttcggcttcg tcgaggcgat atgggcgctc gttgcctgcg gcgtggtgga cgatcaggcc 
240 

gcgatgaccg catcgtccgg cttaagcccg gaaacgaaac cgaccagtgc gctggtttga 
300 

tgggcggcgc gtcgctggat gcacagcgtc tcgacgcgag cgtgatgatg gcctcagcgc 
360 

gtgcatgccg acgctgtcgc tcatcgcgct acgctcgacc acggcgcgcg gcaatag 
417 
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<210> 686 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<400> 686 


Met 

Pro 

Trp 

Arg 

Thr Ala Ala Thr Gly Ser Cys 

Cys Cys Ser Arg Pro 

1 




5 10 

15 

Leu 

Gly 

Ala 

Arg 

Phe Gly Leu Arg Leu Pro Pro 

Arg Arg Leu Ala Val 




20 

25 

30 

Arg 

Leu 

Arg 

Arg 

Gly Asp Met Gly Ala Arg Cys 

Leu Arg Arg Gly Gly 



35 


40 

45 

Arg 

Ser 

Gly 

Arg 

Asp Asp Arg lie Val Arg Leu 

Lys Pro Gly Asn Glu 


50 



55Y> 

60 

Thr 

Asp 

Gin 

Cys 

Ala Gly Leu Met Gly Gly Ala 

Ser Leu Asp Ala Gin 

65 




70 75 

80 

Arg 

Leu 

Asp 

Ala 

Ser Val Met Met Ala Ser Ala 

Arg Ala Cys Arg Arg 




85 90 

95 

Cys 

Arg 

Ser 

Ser 

Arg Tyr Ala Arg Pro Arg Arg 

Ala Ala He 




100 

105 

110 


<210> 687 
<211> 412 
<212> DNA 
<213> Homo sapiens 

<400> 687 

nnacgcgtga ccgaccaact gcgagccacc ctgctcgcca tggctgctat 
60 

gacggcatcg atattccgtc tggggcgatt attgaaagct gccgcacctt 
120 

ctcgatgaaa cccacggtgg tcgcacgatc gagcttcggg taccacctgc 
180 

caattggcgg ccattgagtc gggccccaac caccaccggg gcactccgcc 
240 

gagaccgacc ctgtcacctt cctgcagttg gcaactggct tctcacactg 
300 

cgctcagcag gacgggttca ggcgtctgga tcccacgtcg acgacgttgc 
360 

ccagtcgttg atatggccgg ggttttccgc gacatttttg ccgacgacta 
412 


ggggttgcac 

atcagccgtt 
gtgcgcggtt 
caatgtggcc 
gccagaaatg 
tggcgtgttc 
ga 


<210> 688 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<400> 688 

Xaa Arg Val Thr Asp Gin Leu Arg 

1 5 
Met Gly Leu His Asp Gly He Asp 
20 

Ser Cys Arg Thr Leu Ser Ala Val 


Ala Thr Leu Leu Ala Met Ala Ala 

10 15 

He Pro Ser Gly Ala He He Glu 
25 30 

Leu Asp Glu Thr His Gly Gly Arg 
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35 40 45 

Thr lie Glu Leu Arg Val Pro Pro Ala Cys Ala Val Gin Leu Ala Ala 

50 55 60 

He Glu Ser Gly Pro Asn His His Arg Gly Thr Pro Pro Asn Val Ala 
65 70 75 80 

Glu Thr Asp Pro Val Thr Phe Leu Gin Leu Ala Thr Gly Phe Ser His 

85 90 95 

Trp Pro Glu Met Arg Ser Ala Gly Arg Val Gin Ala Ser Gly Ser His 

100 105 110 

Val Asp Asp Val Ala Gly Val Phe Pro Val Val Asp Met Ala Gly Val 

115 120 125 

Phe Arg Asp He Phe Ala Asp Asp 
130 135 

<210> 689 
<211> 499 
<212> DNA 
<213> Homo sapiens 

<400> 689 

cgcgtcgcgg tactcgacgt cgattttcat cacggtaacg gcacccagaa cattttttac 
60 

ccgcgcaatg acgtgatgtt catatcgctg cacggcgagc cggccgtgtc ctatccctac 
120 

tattcggggt tcagcgatga agtcggcgca ggtgttggcg aagggttcaa cctcaactac 
180 

ccgctgccga aaaacaccgc ctgggatacc taccgcgacg ccctgctgca tgcctgcagg 
240 

aaactccagc aattctcgcc gcaggtattg gtgatctcac tgggggtcga caccttcaag 
300 

gacgacccga tcagtcactt cctgctggaa ggcgaggatt tcatcgggat cggcgagctg 
360 

atagcgagtg tgggttgccc caccctgttt gtgatggaag gcggctatat ggtcgatgaa 
420 

atcggaatca acgcggtgaa cgtactgcat ggcttcgaga gcaagcgcgc ttgagcatcc 
480 

gcccgaagac ggcgtgata 
499 

<210> 690 
<211> 157 
<212> PRT 
<213> Homo sapiens 

<400> 690 

Arg Val Ala Val Leu Asp Val Asp Phe His His Gly Asn Gly Thr Gin 

1 5 10 15 

Asn He Phe Tyr Pro Arg Asn Asp Val Met Phe He Ser Leu His Gly 

20 25 30 

Glu Pro Ala Val Ser Tyr Pro Tyr Tyr Ser Gly Phe Ser Asp Glu Val 

35 40 45 

Gly Ala Gly Val Gly Glu Gly Phe Asn Leu Asn Tyr Pro Leu Pro Lys 

50 55 60 

Asn Thr Ala Trp Asp Thr Tyr Arg Asp Ala Leu Leu His Ala Cys Arg 
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65 70 75 80 

Lys Leu Gin Gin Phe Ser Pro Gin Val Leu Val He Ser Leu Gly Val 

85 90 95 

Asp Thr Phe Lys Asp Asp Pro He Ser His Phe Leu Leu Glu Gly Glu 

100 105 HO 

Asp Phe He Gly He Gly Glu Leu He Ala Ser Val Gly Cys Pro Thr 

v 115 120 125 

Leu Phe Val Met Glu Gly Gly Tyr Met Val Asp Glu He Gly He Asn 

130 135 140 

Ala Val Asn Val Leu His Gly Phe Glu Ser Lys Arg Ala 
145 150 155 

<210> 691 
<211> 336 
<212> DNA 
<213> Homo sapiens 

<400> 691 

ntgctgcgtg aaaacgtgca gcgcggcgca tcagcgactg gcgagcgctt tggctggagt 
60 

tcgcaaaggc aaggcccctg ggagttggcc tgcgacatcg cgctgccgtg cgccacccag 
120 

aacgaactgg acgccgacgc cgcccgcacg ctgctgcgca acggctgcct ttgcgtggct 
180 

ggaggcgcga atatgccgcc cgcgcttgag gctgtggata tctttatcga ggcgggcatt 
240 

ctgttcgcgc ccggcaaggc atccaatgcc ggcggcgtgg ccgtgagtgg cctggaaatg 
300 

tcgcagaacg ccatgcgcct gctgtggacc gccggc 
336 

<210> 692 
<211> 112 
<212> PRT 
<213> Homo sapiens 

<400> 692 

Xaa Leu Arg Glu Asn Val Gin Arg Gly Ala Ser Ala Thr Gly Glu Arg 

1*5 10 15 

Phe Gly Trp Ser Ser Gin Arg Gin Gly Pro Trp Glu Leu Ala Cys Asp 

20 25 30 

He Ala Leu Pro Cys Ala Thr Gin Asn Glu Leu Asp Ala Asp Ala Ala 

35 40 45 

Arg Thr Leu Leu Arg Asn Gly Cys Leu Cys Val Ala Gly Gly Ala Asn 

50 55 60 

Met Pro Pro Ala Leu Glu Ala Val Asp He Phe He Glu Ala Gly He 
65 70 75 80 

Leu Phe Ala Pro Gly Lys Ala Ser Asn Ala Gly Gly Val Ala Val Ser 

85 90 95 

Gly Leu Glu Met Ser Gin Asn Ala Met Arg Leu Leu Trp Thr Ala Gly 
100 105 HO 

<210> 693 
<211> 580 
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<212> DNA 

<213> Homo sapiens 

c 

<400> 693 

ngggcaaccc ggaaggtccg gcgtcccagc cgcctacctc gctgggaccc tggtcttgct 
60 

gtcccccgct ggcctcctgc ccaagcgact gcggccagga tgggccggaa ggtgaccgtg 
120 

gccacctgcg cactcaacca gtgggccctg gacttcgagg gcaatttgca aagaatttta 
180 

aagagtattg aaattgccaa aaacagagga gcaagataca ggcttggacc agagctggaa 
240 

atatgcggct gcggatgttg ggatcattat tacgagtcgg acaccctctt gcactcgttt 
300 

caagtcctag cggcccttgt ggagtctccc gtcactcagg acatcatctg cgacgtgggg 
360 

atacctgtaa tgcaccgaaa cgtccgctac aactgcagag tgatattcct caacaggaag 
420 

atcctgctca tcagacccaa gatggccttg gccaatgaag gcaactaccg cgagctgcgc 
480 

tggttcaccc cgtggtcgag gagtcggtga gtcgggtgcc tgaccactcc tgggatgtgc 

540 

gttaagcacc tccgctgtgt gtagccttgg gtcctgatca 
580 

<210> 694 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<400> 694 


Met Gly 

Arg Lys 

Val Thr Val 

Ala 

Thr 

Cys Ala 

Leu Asn 

Gin 

Trp 

Ala 

1 

5 



10 



15 


Leu Asp 

Phe Glu 

Gly Asn Leu 

Gin 

Arg 

He Leu 

Lys Ser 

He 

Glu 

He 


20 



25 



30 



Ala Lys 

Asn Arg 

Gly Ala Arg 

Tyr 

Arg 

Leu Gly 

Pro Glu 

Leu 

Glu 

lie 


35 


40 



45 




Cys Gly 

Cys Gly 

Cys Trp Asp 

His 

Tyr 

Tyr Glu 

Ser Asp 

Thr 

Leu 

Leu 

50 


55 




60 




His Ser 

Phe Gin 

Val Leu Ala 

Ala 

Leu 

Val Glu 

Ser Pro 

Val 

Thr 

Gin 

65 


70 



75 




80 

Asp lie 

lie Cys 

Asp Val Gly 

He 

Pro 

Val Met 

His Arg 

Asn 

val 

Arg 



85 



90 



95 


Tyr Asn 

Cys Arg 

Val He Phe 

Leu 

Asn 

Arg Lys 

He Leu 

Leu 

lie 

Arg 


100 



105 



110 



Pro Lys 

Met Ala 

Leu Ala Asn 

Glu 

Gly 

Asn Tyr 

Arg Glu 

Leu 

Arg 

Trp 


115 


120 



125 




Phe Thr 

Pro Trp 

Ser Arg Ser 

Arg 







130 


135 









<210> 695 

<211> 439 

<212> DNA 

<213> Homo sapiens 
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<400> 695 

ntggtgactc aggcgtccaa tggcacgatg gctgacgtcg tcaatatgcc gtcctcgacc 
60 

atcatggctc tgtcgagggc tgattacctg ctcgatatcg agacttcggt gcccggtatc 
120 

ggcgacaagt tcgtcccgga cgtctggggc aaactcaaac tcggcaagga caacgagcac 
180 

accgctctgc cctggtactt cggcccgttc gtcgtgacgt acaacaagga cattttcaag 
240 

gatgttggcc tcgatcccga aatcccgccg aagacgatga ccgagtacct cgacttcgcc 
300 

aagaaaatca ccgctgccgg caagcaggcg gtctatggca acacgtcgtg gtacatgctc 
360 

gcggaatggc gtgccctcgg cgtcaaggtc atgaatgacg acttcaccaa gttcactttt 
420 

gcctcggaat ccaacgcgt 
439 

<210> 696 
<211> 146 
<212> PRT 

<213> Homo sapiens 
<400> 696 

Xaa Val Thr Gin Ala Ser Asn Gly Thr Met Ala Asp Val Val Asn Met 

1 5 10 15 

Pro Ser Ser Thr He Met Ala Leu Ser Arg Ala Asp Tyr Leu Leu Asp 

20 25 30 

He Glu Thr Ser Val Pro Gly He Gly Asp Lys Phe Val Pro Asp Val 

35 40 45 

Trp Gly Lys Leu Lys Leu Gly Lys Asp Asn Glu His Thr Ala Leu Pro 

50 55 60 

Trp Tyr Phe Gly Pro Phe Val Val Thr Tyr Asn Lys Asp lie Phe Lys 
65 70 75 80 

Asp Val Gly Leu Asp Pro Glu He Pro Pro Lys Thr Met Thr Glu Tyr 

85 90 95 

Leu Asp Phe Ala Lys Lys He Thr Ala Ala Gly Lys Gin Ala Val Tyr 

100 105 110 

Gly Asn Thr Ser Trp Tyr Met Leu Ala Glu Trp Arg Ala Leu Gly Val 

115 120 125 

Lys Val Met Asn Asp Asp Phe Thr Lys Phe Thr Phe Ala Ser Glu Ser 

130 135 140 

Asn Ala 
145 

<210> 697 
<211> 368 
<212> DNA 

<213> Homo sapiens 
<400> 697 

nggcaataac gccgtcgtcg aaatccgttc ccttgatctc gaacatgccg atgaagcggt 
60 
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tgtcggtgat ggggtcggag 
120 

tttccaccct ggagagactc 
180 

tcgccctccc gaacgagata 
240 

acaccgacgg aatgcgatgc 
300 

atcttgtctt cacgcagcga 
360 

gcgttgtn 
368 


atgtcgccct cccacaactt 
gcctgccttg aaagtcttct 
atccaagctc aagcgaccgc 
cgggatcgca tcgatgctag 
tacgggcccg ccgttggaat 


gaacttgatc ggaccaaccc 
tgcccttctt gggcaactga 
ccaccttgtc gcgcgcctcc 
cggcggtgcg tgcaatgaca 
cgaacacaaa caccttgaag 


<210> 698 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 698 

Met Pro Met Lys Arg Leu Ser Val Met Gly Ser Glu Met Ser Pro Ser 

15 10 15 

His Asn Leu Asn Leu lie Gly Pro Thr Leu Ser Thr Leu Glu Arg Leu 

20 25 30 

Ala Cys Leu Glu Ser Leu Leu Ala Leu Leu Gly Gin Leu lie Ala Leu 

35 40 45 

Pro Asn Glu lie He Gin Ala Gin Ala Thr Ala His Leu Val Ala Arg 

50 55 60 

Leu His Thr Asp Gly Met Arg Cys Arg Asp Arg He Asp Ala Ser Gly 
65 70 75 80 

Gly Ala Cys Asn Asp Asn Leu Val Phe Thr Gin Arg Tyr Gly Pro Ala 

85 90 95 

Val Gly He Glu His Lys His Leu Glu Gly Val Val 
100 105 

<210> 699. 
<211> 363 
<212> DNA 

<213> Homo sapiens " 
<400> 699 

nacgcgtaca caaatagtat cggaatcatt tcctatcatg ctgctatgac gagatttctc 
60 

cacacctcag attggcaact ggggatgact cggcactacc tgtcgaagcg cggcgacgac 
120 

gacccacagg cacggtttac tgccgatcga atcgagacgg tgcgcaggct gggcgacgtt 
180 

gcccggaagg agggctgcga gtttgtcgtc gtcgccggag atgtcttcga aacccacaat 
240 

gtctccactc agatcattgc ccgcgcgtgt gaggcgatag cctccattga tctccccgtg 
300 

tacctgctgc ccggaaatca cgacagctta gagccggggt gtctctggga tgggccagaa 

360 

ttc 

363 
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<210> 700 

<211> 121 

<212> PRT 

<213> Homo sapiens 

<400> 700 


xaa 

Ala 

Tyr 

Thr 

Asn Ser lie Gly lie He Ser 

Tyr His Ala Ala Met 

l 




5 10 

15 


Thr 

Arg 

Phe 

Leu 

His Thr Ser Asp Trp Gin Leu 

Gly Met Thr Arg 

His 




20 

25 

30 


Tyr 

Leu 

Ser 

Lys 

Arg Gly Asp Asp Asp Pro Gin 

Ala Arg Phe Thr 

Ala 



35 


40 

45 


Asp 

Arg 

lie 

Glu 

Thr Val Arg Arg Leu Gly Asp 

Val Ala Arg Lys 

Glu 


50 



55 

60 


Gly 

Cys 

Glu 

Phe 

Val Val Val Ala Gly Asp Val 

Phe Glu Thr His 

Asn 

65 




70 75 


80 

Val 

Ser 

Thr 

Gin 

He He Ala Arg Ala Cys Glu 

Ala He Ala Ser 

He 





85 90 

95 


Asp 

Leu 

Pro 

Val 

Tyr Leu Leu Pro Gly Asn His 

Asp Ser Leu Glu 

Pro 




100 

105 

110 


Gly 

Cys 

Leu 

Trp 

Asp Gly Pro Glu Phe 





115 


120 




<2I0> 701 
<211> 585 
<212> DNA 
<213> Homo sapiens 

<400> 701 

nacgcgtccg ggcacaccgt caccgaggcg acgttccacg gccaccccac gctgatctat 
60 

ttcggctacg tccattgcgc ggatgtctgc ccgctgacac tgggcaacat ggtctcggcc 
120 

ctcgatcgcc tgggctcccg ggcggacggc atcgttccga tcttcatctc cgtcgatccg 
180 

gcccgcgaca cacccgcgct ggtcggacag tatgtcgcgc atttctcgcc gcggatcgtc 
240 

gggctgaccg gcaccgcagc gcagctggcg ccggtactgg cggagttcca catcaccgcg 
300 

cgcgccgaac ctgcggcaca cgacatggcc gccgacatgt atgccgtcga ccacagcgcc 
360 

ctcctctatc tgatggacgg caacaaccgc ctgttgcggg tgatggcggt cagcgccgac 
420 

gctgcctcgc tgacgcacca gctggcggcc ggcctggccg gggcaagaat gagaccatga 
480 

aagcgatcgg accgacggac gcccccgaac aggcagcgcc gggctggtcg ttcggcatca 
540 

tcctgctgct cggcatcgcc ggcatgctcg atttcgtcga ccggt 
585 

<210> 702 
<211> 159 
<212> PRT 
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<213> Homo sapiens 
<400> 702 


Xaa 

Ala 

Ser Glv His 

Thr 

Val 

Thr 

Glu 

Ala 

Thr Phe 

His 

Glv 

His 

Pro 



c 





10 




15 


1 ili 

Leu 

Tip Tvt" Php 

Glv 

Tvr 

Val 

His 

Cys 

Ala Asp 

Val 

Cvs 

Pro 

Leu 



« w 




25 




30 




Li GUI 

vjiy «oii 

Val 
v ax 


Ala 

Leu 

Asp 

Arg Leu 

Glv 

Ser 

Aro 

Ala 



35 



40 




45 




Asp 

Gly 

lie Val Pro 

He 

Phe 

He 

Ser 

Val 

Asp Pro 

Ala 

Arg 

Asp 

Thr 


50 



55 




60 





Pro 

Ala 

Leu Val Gly 

Gin 

Tyr 

Val 

Ala 

His 

Phe Ser 

Pro 

Arg 

He 

Val 

65 



70 





75 




80 

Gly 

Leu 

Thr Gly Thr 

Ala 

Ala 

Gin 

Leu 

Ala 

Pro Val 

Leu 

Ala 

Glu 

Phe 



85 





90 




95 


His 

lie 

Thr Ala Arg 

Ala 

Glu 

Pro 

Ala 

Ala 

His Asp 

Met 

Ala 

Ala 

Asp 



100 - 




105 




110 



Met 

Tyr 

Ala Val Asp 

His 

Ser 

Ala 

Leu 

Leu 

Tyr Leu 

Met 

Asp 

Gly 

Asn 



115 



120 




125 




Asn 

Arg 

Leu Leu Arg 

Val 

Met 

Ala 

Val 

Ser 

Ala Asp 

Ala 

Ala 

Ser 

Leu 


130 



135 




140 





Thr 

His 

Gin Leu Ala 

Ala 

Gly 

Leu 

Ala 

Gly 

Ala Arg 

Met 

Arg 

Pro 


14 5 



150 





155 






<210> 703 
<211> 390 
<212> DNA 

<213> Homo sapiens 
<400> 703 

ttctctgctc catacacacc tcagcagaat ggcatcgccg agegcaagaa cataactctt 
60 

attgagatgg cccgaacgat gcttgatgag tacaagactc cgcggaagtt ctggcctgaa 
120 

gecattgata ctgcttgtca caccatcaac cgcgtttatc ttcacaaggt tttggagaaa 
180 

acctcttatg agttcctaac tggtaagaaa cccaatgtaa gctatttcag agtatttggt 
240 

getaggtget ggatcaagga tcctcatcac acttcaaaat ttgcaccgaa agcacatgaa 
300 

ggttttatgc ttggttacgg aaaggattcg cactcctaca gagtcttcaa cctctttcac 
360 

tataaagtgg ttcaaactgt ggatgtgcgn 
390 

<210> 704 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 704 

Phe Ser Ala Pro Tyr Thr Pro Gin Gin Asn Gly He Ala Glu Arg Lys 

1 5 10 15 

Asn He Thr Leu He Glu Met Ala Arg Thr Met Leu Asp Glu Tyr Lys 
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~20 



25 

30 



Thy Drn 
1 111. r L\J 


Trp Pro 

Glu 

Ala lie Asp Thr Ala 

Cys 

His 

Thr 


35 


40 

45 




lie. Asn 

Arg Val Tyr 

Leu His 

Lys 

Val Leu Glu Lys Thr 

Ser Tyr 

Glu 

50 


55 


60 




Phe Leu 

Thr Gly Lys 

Lys Pro 

Asn 

Val Ser Tyr Phe Arg 

Val 

Phe 

Gly 

65 


70 


75 



80 

Ala Arg 

Cys Trp lie 

Lys Asp 

Pro 

His His Thr Ser Lys 

Phe 

Ala 

Pro 


85 



90 


95 


Lys Ala 

His Glu Gly 

Phe Met Leu Gly Tyr Gly Lys Asp Ser 

His 

Ser 


100 



105 

110 



Tyr Arg 

Val Phe Asn 

Leu Phe 

His 

Tyr Lys Val Val Gin 

Thr 

Val 

Asp 


115 


120 

125 





Val Arg 
130 

<210> 705 
<211> 513 
<212> DNA 

<213> Homo sapiens 
<400> 705 

acgcgtattt cgtccaaatg attcaaatca aaacgccgcc gttaaaaacg atgcaggcga 
60 

agacaatgcg aataaaaaag gtggtaaata agcatgagtt ttaaaatgac acaatctcaa 
120 

tacacaagtc tttatggacc aactgtagga gactccgtga gattaggaga tacgaacttg 
180 

tttgcacaag ttgagaaaga ctatgcaaat tatggggatg aagctacttt cggtggcgga 
240 

aaatcaattc gtgatggtat ggctcaaaat cctaatgtga caagagatga taaaaatgta 
300 

gccgatttag ttttaactaa cgcattaatt attgattatg acaagattgt taaagcagat 
360 

atcggtatta aaaatggtta tatttttaag attggtaaag ctggaaaccc agatataatg 
420 

gataacgttg acatcatcat tggtgcaaca actgatatta ttgctgctga aggtaaaatt 
480 

gttactgccg gcggtatcga tacacacgtg cac 
513 

<210> 706 
<211> 140 
<212> PRT 

<213> Homo sapiens 
<400> 706 

Met Ser Phe Lys Met Thr Gin Ser Gin Tyr Thr Ser Leu Tyr Gly Pro 

15 10 15 

Thr Val Gly Asp Ser Val Arg Leu Gly Asp Thr Asn Leu Phe Ala Gin 

20 25 30 

Val Glu Lys Asp Tyr Ala Asn Tyr Gly Asp . Glu Ala Thr Phe Gly Gly 

35 40 45 

Gly Lys Ser He Arg Asp Gly Met Ala Gin Asn Pro Asn Val Thr Arg 
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50 55 60 

Asp Asp Lys Asn Val Ala Asp Leu Val Leu Thr Asn Ala Leu He He 
65 70 75 80 

Asp Tyr Asp Lys He Val Lys Ala Asp He Gly He Lys Asn Gly Tyr 

85 90 95 

He Phe Lys He Gly Lys Ala Gly Asn Pro Asp He Met Asp Asn Val 

100 105 HO 

Asp He lie He Gly Ala Thr Thr Asp He He Ala Ala Glu Gly Lys 

115 120 125 

He Val Thr Ala Gly Gly He Asp Thr His Val His 
130 135 140 

<210> 707 
<211> 409 
<212> DNA 
<213> Homo sapiens 

<400> 707 

acgcgtggca tcctcagacc accaaagaca atcctgtcct gggaggcagg gagaaagccg 
60 

gcacactaca cagtgcacag gtgaagccct cagggggtcc tggagcaggg ccacctccct 
120 

gggggatccc caggtgccat tttcatggca gtgtctatgg acggctcccc ttggcatggt 
180 

gctgggtggc aatcctggct gtagctgcca ccccctgccc tttttgcttc cctccgaggg 
240 

cattgtgatc atcagtgtga gtctgttggg aaggagagcc aggtccccag gtttgggaaa 
300 

ggagtagggt ttcccagcct gtctggccat caccccccag cccagcccct cctgctgggt 
360 

gacgtgctca gttcggcccc tgctgtactg ggagggggct aggagcata 
409 

<210> 708 
<211> 136 
<212> PRT 
<213> Homo sapiens 


<400> 708 


Met 

Leu 

Leu 

Ala 

Pro 

Ser 

Gin 

Tyr 

Ser 

Arg 

Gly 

Arg 

Thr 

Glu 

His 

Val 

1 




5 





10 





15 


Thr 

Gin 

Gin 

Glu 
20 

Gly 

Leu 

Gly 

Trp 

Gly 
25 

Val 

Met 

Ala 

Arg 

Gin 
30 

Ala 

Gly 

Lys 

Pro 

Tyr 
35 

Ser 

Phe 

Pro 

Lys 

Pro 

40. 

Gly 

Asp 

Leu 

Ala 

Leu 
45 

Leu 

Pro 

Asn 

Arg 

Leu 

Thr 

Leu 

Met 

He 

Thr 

Met 

Pro 

Ser 

Glu 

Gly 

Ser 

Lys 

Lys 

Gly 

50 





55 





60 





Arg 

Gly 

Trp 

Gin 

Leu 

Gin 

Pro 

Gly 

Leu 

Pro 

Pro 

Ser 

Thr 

Met 

Pro 

Arg 

65 





70 





75 . 





80 

Gly 

Ala 

Val 

His 

Arg 

His 

Cys 

His 

Glu 

Asn 

Gly 

Thr 

Trp 

Gly 

Ser 

Pro 




85 





90 





95 


Arg 

Glu 

Val 

Ala 

Leu 

Leu 

Gin 

Asp 

Pro 

Leu 

Arg 

Ala 

Ser 

Pro 

Val 

His 



100 





105 





110 



Cys 

Val 

Val 

Cys 

Arg 

Leu 

Ser 

Pro 

Cys 

Leu 

Pro 

Gly 

Gin 

Asp 

Cys 

Leu 
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115 120 125 

Trp Trp Ser Glu Asp Ala Thr Arg 
130 135 

<210> 709 
<211> 771 
<212> DNA 
<213> Homo sapiens 

<400> 709 

acgcgtctga cggagagcct cctgagtctc cccacgcaga ggactcagaa agggaatcgg 
60 

tgaccacacc tgggccagcg acgtgtggtg cgccagcctc cccagcggat cacctcctcc 
120 

tcccctccca ggaggagagt ttctccgaag tccccatgag tgaagcaagc tcagcgaaag 
180 

acactccact ctttaggatg gagggagagg atgcccttgt gactcagtat cagagcaaag 
240 

ccagtgacca cgaaggttta ttgtctgacc ccttgagtga ccttcagttg gtctcagatt 
300 

ttaaatctcc aatcatggcc gatctgaact taagccttcc' ttccattcct gaagtcgcat 
360 

cggatgatga aagaatagat caggttgaag atgacggaga tcaggttgaa gatgatggag 
420 

agacagcaaa gtcgtcaact ctggacatag gagctttgtc cttgggcttg gtagtcccct 
480 

gtcctgagag gggaaagggg cccagtggcg aggcagatag gttggtactg ggggagggcc 
540 

tgtgtgattt caggctgcaa gcaccccagg catctgtgac agctccttca gagcagacca 
600 

cagagttcgg aattcacaaa ccacatcttg gcaagagctc aagcttggat aaacagctgc 
660 

caggccccag tggtggtgag gaagaaaaac cgatgggaaa tgggagtcca agcccgcctc 
720 

ctggcacatc cctggacaat cctgtaccca gcccctcccc ttctgagatc t 
771 

<210> 710 
<211> 205 
<212> PRT 
<213> Homo sapiens 

<400> 710 

Met Ser Glu Ala Ser Ser Ala Lys Asp Thr Pro Leu Phe Arg Met Glu 

15 10 15 

Gly Glu Asp Ala Leu Val Thr Gin Tyr Gin Ser Lys Ala Ser Asp His 

20 25 30 

Glu Gly Leu Leu Ser Asp Pro Leu Ser Asp Leu Gin Leu Val Ser Asp 

35 40 45 

Phe Lys Ser Pro He Met Ala Asp Leu Asn Leu Ser Leu Pro Ser He 

50 55 60 

Pro Glu Val Ala Ser Asp Asp Glu Arg He Asp Gin Val Glu Asp Asp 
65 70 75 80 

Gly Asp Gin Val Glu Asp Asp Gly Glu Thr Ala Lys Ser Ser Thr Leu 
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85 

90 

95 


Asp ixe 


nlo 

T on Cor* T.on CZ 1 v 
j_tt=u Oci Jjcu uiy 

Leu Val Val 

Pro Cys Pro Glu 

Arg 


lUv 


105 

110 


Gly Lys 

m vr 
«j.y 

XT X. Sj 

Car ril -i/ nln Ala 

Asn Ara Leu 

Val Leu Gly Glu 

Gly 


115 


120 


125 


Leu Cys 

Asp 

Phe 

Arg Leu Gin Ala 

Pro Gin Ala 

Ser Val Thr Ala 

Pro 

130 



135 


140 ' 


Ser Glu 

Gin 

Thr 

Thr Glu Phe Gly 

He His Lys 

Pro His Leu Gly 

Lys 

145 



150 

155 


160 

Ser Ser 

Ser 

Leu 

Asp Lys Gin Leu 

Pro Gly Pro 

Ser Gly Gly Glu 

Glu 




165 

170 

175 


Glu Lys 

Pro 

Met 

Gly Asn Gly Ser 

Pro Ser Pro 

Pro Pro Gly Thr 

Ser 



180 


185 

190 


Leu Asp 

Asn 

Pro 

Val Pro Ser Pro 

Ser Pro Ser 

Glu He 



195 


200 


205 



<210> 711 
<211> 432 
<212> DNA 
<213> Homo sapiens 

<400> 711 

nnggatccga cggcgcaaag ccttaatgaa gggtaggcag ttacctcttt ttctgtagga 
60 

attctcctgt tttatatcta ctccccccta ggttcatcct actccctcat cttctgagct 
120 

aatgtgcccg ctttatttgc acttgcatgg aatatgatta tgaacacagt ttttatcatt 
180 

gatgaccacc ccgttatcag gttggcgatt cgtatgttgt tggaacacga gggttataag 
240 

gtcgttggtg aaacggacaa cggttgtgac gcgatccaaa tggttcgcga atgcctgccg 
300 

gacctgatca tcctggatat cagcatcccg aaactcgacg gcctcgaagt gctctgccga 
360 

ttcaacgcca tgaacacatc catgaaaacc ctgattctta ccgcccagag tccgacgttg 
420 

ttcgccacgc gt 
432 

<210> 712 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 712 

Met He Met Asn Thr Val Phe He He Asp Asp His Pro Val He Arg 

15 10 15 

Leu Ala He Arg Met Leu Leu Glu His Glu Gly Tyr Lys Val Val Gly 

20 25 30 

Glu Thr Asp Asn Gly Cys Asp Ala He Gin Met Val Arg Glu Cys Leu 

35 40 45 

Pro Asp Leu He He Leu Asp lie Ser He Pro Lys Leu Asp Gly Leu 

50 55 60 

Glu Val Leu Cys Arg Phe Asn Ala Met Asn Thr Ser Met Lys Thr Leu 
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65 70 75 80 

lie Leu Thr Ala Gin Ser Pro Thr Leu Phe Ala Thr Arg 
85 90 

<210> 713 
<211> 465 
<212> DNA 
<213> Homo sapiens 

<400> 713 

atcctgatcg ccaacggtgg tatgcagaac ccggtgggcg cggtgttcaa ccccgacacc 
60 

atgcgcatgg aaatgaccga cttcgccgcg gtgatcttca acccggtggc gcaggccaag 
120 

ttcgtgcata cggtcagcgc gggctacgtg gccggcgcca tgttcgtcat gtcgatcagc 
180 

gcctggtacc tgctcaaggg ccgccacacc gacctggcca agcgctcgat ggcggtcgcc 
240 

gccagcttcg gcctggcgtc ggcgctgtcg gtcgtcgtgc tgggtgacga aagcggttat 
300 

ctcaccaccg aacaccagaa gatgaagatc gcggccatgg aatccatgtg gcacaccgag 
360 

ccggcgcccg cgtccttcaa cctgatcgcg ctgcccaacc aggccgaacg caagaacgac 
420 

ttcgccatcg agattcccta cgtcatgngc ctcatcggca cgcgt 
465 

<210> 714 
<211> 155 
<212> PRT 
<213> Homo sapiens 

<400> 714 


He 

Leu 

He 

Ala 

Asn 

Gly 

Gly 

Met 

Gin 

Asn 

Pro 

Val 

Gly 

Ala 

Val 

Phe 

1 




5 





10 





15 


Asn 

Pro 

Asp 

Thr 

Met 

Arg 

Met 

Glu 

Met 

Thr 

Asp Phe 

Ala 

Ala 

Val 

He 




20 





25 





30 



Phe 

Asn 

Pro 
35 

Val 

Ala 

Gin 

Ala 

Lys 
40 

Phe 

Val 

His 

Thr 

Val 
45 

Ser 

Ala 

Gly 

Tyr 

val 
50 

Ala 

Gly 

Ala 

Met 

Phe 
55 

Val 

Met 

Ser 

He 

Ser 
60 

Ala 

Trp 

Tyr 

Leu 

Leu 

Lys 

Gly 

Arg 

His 

Thr 

Asp 

Leu 

Ala 

Lys 

Arg 

Ser 

Met 

Ala 

val 

Ala 

65- 





70 





75 





80 

Ala 

Ser 

Phe 

Gly 

Leu 
85 

Ala 

Ser 

Ala 

Leu 

Ser 
90 

Val 

Val 

Val 

Leu 

Gly 
95 

Asp 

Glu 

Ser 

Gly 

Tyr 
100 

Leu 

Thr 

Thr 

Glu 

His 
105 

Gin 

Lys 

Met 

Lys 

He 
110 

Ala 

Ala 

Met 

Glu 

Ser 
115 

Met 

Trp 

His 

Thr 

Glu 
120 

Pro 

Ala 

Pro 

Ala 

Ser 
125 

Phe 

Asn 

Leu 

lie 

Ala 

Leu 

Pro 

Asn 

Gin 

Ala 

Glu 

Arg 

Lys 

Asn Asp 

Phe 

Ala 

He 

Glu 


130 





135 





140 





He 

Pro 

Tyr 

Val 

Met 

Xaa 

Leu 

He 

Gly 

Thr 

Arg 







145 150 155 
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<210> 715 
<211> 354 
<212> DNA 
<213> Homo sapiens 

<400> 715 

nnaccggtgg atgccaacga atatcgtggc gagctgaaag tcggcgccat caccaccgcc 
60 

cagaccggcc tgctgcctca ggcactggtg cgtttgcgcc aggcagcgcc gacggtggag 
120 

tgcaagttgg taccgggggt ttccctggag ttgctcagcc aggtggacgc aggcgagctg 
180 

gactcggcga tcatcattcg cccgcccttt gatttgccca aggag;ttgca cgtacaggta 
240 

ctgcgcaagg agccgtttgt gttgatcgtg ccccaggcgg tcgggggtga tgacccgttg 
300 

caactgctcg aagctcatcc ccacgtgcgc tacgaccgcg cttcgtttgg cggg 
354 

<210> 716 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 716 


Xaa 

Pro 

Val 

Asp 

Ala Asn Glu Tyr Arg Gly Glu Leu 

Lys 

Val 

Gly 

Ala 

l 




5 10 



15 


He 

Thr 

Thr 

Ala 

Gin Thr Gly Leu Leu Pro Gin Ala 

Leu 

Val 

Arg 

Leu 




20 

25 


30 



Arg 

Gin 

Ala 

Ala 

Pro Thr Val Glu Cys Lys Leu Val 

Pro 

Gly 

Val 

Ser 



35 


40 

45 




Leu 

Glu 

Leu 

Leu 

Ser Gin Val Asp Ala Gly Glu Leu 

Asp 

Ser 

Ala 

lie 


50 



55 60 





He 

He 

Arg 

Pro 

Pro Phe Asp Leu Pro Lys Glu Leu 

His 

Val 

Gin 

Val 

65 




70 75 




80 

Leu 

Arg 

Lys 

Glu 

Pro Phe Val Leu He Val Pro Gin 

Ala 

Val 

Gly 

Gly 





85 90 



95 


Asp 

Asp 

Pro 

Leu 

Gin Leu Leu Glu Ala His Pro His 

Val 

Arg 

Tyr 

Asp 




100 

105 


110 



Arg 

Ala 

Ser 

Phe 

Gly Gly 






115 


<210> 717 
<211> 401 
<212> DNA 
<213> Homo sapiens 

<400> 717 

acgcgtatct tttcggtaaa cctactaatt tttcattcaa cgctcgacgc ccaggtaaag 
60 

ccgttaagtc atctaaatag gccattctgt ggctctccat cagtaagaac caaatccata 
120 

ggagaagttg agcggatagt aatgcatcaa attgatgctg agaaaccgaa aaatgggaca 
180 
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atataatcaa gctgacaata ctgatcaaac cactcgcatg aaagctacta ccgcttgacc 
240 

accaagcaga aaaaaccaat gaaatgctta aaaataaaat cgtccaaagt aaaaagctag 
300 

accaggtggt agccagatta aaaataggcc gctctagaaa atgaaaagaa atccaatgag 
360 

attcaacggc gtagcaccag cacagcaaca tagccactag t 
401 

<210> 718 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 718 

Met Leu Leu Cys Trp Cys Tyr Ala Val Glu Ser His Trp He Ser Phe 

15 10 15 

His Phe Leu Glu Arg Pro He Phe Asn Leu Ala Thr Thr Trp Ser Ser 

20 25 30 

Phe Leu Leu Trp Thr He Leu Phe Leu Ser He Ser Leu Val Phe Ser 

35 40 45 

Ala Trp Trp Ser Ser Gly Ser Ser Phe His Ala Ser Gly Leu He Ser 

50 55 • 60 

lie Val Ser Leu lie He Leu Ser His Phe Ser Val Ser Gin His Gin 
65 70 75 80 

Phe Asp Ala Leu Leu Ser Ala Gin Leu Leu Leu Trp He Trp Phe Leu 

85 90 95 

Leu Met Glu Ser His Arg Met Ala Tyr Leu Asp Asp Leu Thr Ala Leu 

100 105 HO 

Pro Gly Arg Arg Ala Leu Asn Glu Lys Leu Val Gly Leu Pro Lys Arg 
115 120 125 

Tyr Ala 
130 

<210> 719 
<211> 685 
<212> DNA 

<213> Homo sapiens 
<400> 719 

tatatagggc tatctacctt attcacagca cattccatct acacaacctt gtagcgttca 
60 

ctcttgaagg cggattttca taggcgctgc gcctctcata ttcaagcatc aaggcaatcc 
120 

aatctccctg cgttggtaac tgggcaaaag aaagacctct gcagtccagc aacctcatcg 
180 

tgcaaatgcc gtggcgtggt caactctgac ggcctggaag ctgcagacct tgtcaaagga 
240 

cctcggccga aattcaccct tgatctcttt gtcttgtcca actcttgtcc ctgagaatga 
300 

aactgtcttc tgagagtcca tcaatgcgac gctgactcgt gagaagtgct gaatcacgtc 
360 

gccattttgg agacctgcca acgcagctct ggaacctgcc aggacgcctt ccacaacacc 
420 
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agaacgcagc gactttgcgt taaatccaag ctcaaacacc tcttgctcca caggcctgag 
480 

cataaaaagg tattctgcga cgggaaatgt aaagtctgag cttaggtgca gagtaccgcc 
540 

atcgatcagt gtctgatact gcttgtccgc gacttctttg ccgagcaatg ggtatagcgt 
600 

tttcaaccaa gtggaagcag tcgtttgctc accctggcga ttccggcgag ttagggacat 
660 

gaccacgtca tcgatgggat tttgc 
685 

<210> 720 
c211> 161 
<212> PRT 

<213> Homo sapiens 


<400> 720 


Met 

Ser 

Leu Thr 

Arg Arg 

Asn 

Arg 

Gin 

Gly 

Glu 

Gin 

Thr 

Thr 

Ala 

Ser 

1 







10 





15 


Thr 

Trp 

Leu Lys 

Thr Leu 

Tyr 

Pro 

Leu 

Leu 

Gly 

Lys 

Glu 

Val 

Ala 

Asp 


20 




25 





30 



Lys 

Gin 

Tyr Gin 

Thr Leu 

lie 

Asp 

Gly 

Gly 

Thr 

Leu 

His 

Leu 

Ser 

Ser 



35 



40 





45 




Asp 

Phe 

Thr Phe 

Pro Val 

Ala 

Glu 

Tyr 

Leu 

Phe 

Met 

Leu 

Arg 

Pro 

Val 

50 



55 





60 





Glu 

Gin 

Glu Val 

Phe Glu 

Leu 

Gly 

Phe 

Asn 

Ala 

Lys 

Ser 

Leu 

Arg 

Ser 

65 



70 





75 





80 

Gly 

Val 

Val Glu 

Gly Val 

Leu 

Ala 

Gly 

Ser 

Arg 

Ala 

Ala 

Leu 

Ala 

Gly 



.85 




90 





95 


Leu 

Gin 

Asn Gly 

Asp Val 

He 

Gin 

His 

Phe 

Ser 

Arg 

val 

Ser 

Val 

Ala 



. 100 




105 





110 



Leu 

Met 

Asp Ser 

Gin Lys 

Thr 

Val 

Ser 

Phe 

Ser 

Gly 

Thr 

Arg 

Val 

Gly 



115 



120 





125 




Gin 

Asp 

Lys Glu 

He Lys 

Gly 

Glu 

Phe 

Arg 

Pro 

Arg 

Ser 

Phe 

Asp 

Lys 


130 



135 





140 





Val 

Cys 

Ser Phe 

Gin Ala 

Val 

Arg 

Val 

Asp 

His 

Ala 

Thr 

Ala 

Phe 

Ala 

145 


150 





155 





160 

Arg 















<210> 721 
<211> 579 
<212> DNA 

<213> Homo sapiens 
<400> 721 

aagcttggga tcagggtgtg gcagtgtggc gggagtgtgg aggtcctgcc ctgctcacgg 
60 

attgcccaca ttgagcgagc ccacaagccc tacacagagg acctcaccgc ccatgtccgc 
120 

aggaacgctc tcagggtggc tgaagtctgg atggatgaat ttaaaagcca cgtctactgg 
180 

catggaacat accaggagga ctcaggaatt gacattgggg acatcactgc aaggaaggct 
240 
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ctcaggaaac agctgcagtg caagaccttc cggtggtacc tggtcagcgt gtacccagag 
300 

atgaggatgt actccgacat cattgcctat ggagtgctgc agaattctct gaagactgat 
360 

ttgtgtcttg accaggggcc agatacagag aatgtcccca tcatgtacat ctgccatggg 
420 

atgacgcctc agaacgtgta ctacacgagc agtcagcaga tccatgtggg cattctgagc 
480 

cccaccgtgg atgatgatga caaccgatgc ctggtggacg tcaacagccg gccccggctc 
540 

atcgaatgca gctacgccaa agccaagagg atgaagctt 
579 

: <210> 722 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 722 

Lys Leu Gly He Arg Val Trp Gin Cys Gly Gly Ser Val Glu Val Leu 

15 10 15 

Pro Cys Ser Arg lie Ala His He Glu Arg Ala His Lys Pro Tyr Thr 

20 25 30 

Glu Asp Leu Thr Ala His Val Arg Arg Asn Ala Leu Arg Val Ala Glu 

35 40 45 

Val Trp Met Asp Glu Phe Lys Ser His Val Tyr Trp His Gly Thr Tyr 

50 55 '60 

Gin Glu Asp Ser Gly He Asp He Gly Asp lie Thr Ala Arg Lys Ala 
65 70 75 80 

Leu Arg Lys Gin Leu Gin Cys Lys Thr Phe Arg Trp Tyr Leu Val Ser 

85 90 95 

Val Tyr Pro Glu Met Arg Met Tyr Ser Asp lie. He Ala Tyr Gly Val 

100 105 HO 

Leu Gin Asn Ser Leu Lys Thr Asp Leu Cys Leu Asp Gin Gly Pro Asp 

115 120 125 

Thr Glu Asn Val Pro He Met Tyr He Cys His Gly Met Thr Pro Gin 

130 . 135 140 

Asn Val Tyr Tyr Thr Ser Ser Gin Gin He His Val Gly He Leu Ser 
145 150 155 .. 160 

Pro Thr Val Asp Asp Asp Asp Asn Arg Cys Leu Val Asp Val Asn Ser 

165 170 175 

Arg Pro Arg Leu He Glu Cys Ser Tyr Ala Lys Ala Lys Arg Met Lys 
180 185 190 

Leu 


<210> 723 
<211> 384 
<212> DNA 

<213> Homo sapiens 
<400> 723 

acgcgtcctc ttacgctcag ttttgacaat gcgtgctggc agccaaccga agccgtaaaa 
60 
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ctcaacgaaa tgctctcgct taaaccgtgc gaaggaaccc caccgcaatg gcgcttattc 
120 

cgcgaagggg attaccaaat gcgcattgat acgcgctccg gaacgcctac gctgatgctt 
180 

accgtacaaa gtgtaaccga caaacctgtt acggacgtca ctcgacaatg tcctaaatgg 
240 

gacggcaagc ccctcaccct tgacgtaacg aatacattcc cggaaggctc cgtcgtacga 
300 

gacttctaca gcaagcaaac cgctatggtg cagcaaggta aaatcacact tcagcctgcc 
360 

gctaacagca atggcctgct gctg 
384 

<210> 724 
<211> 128 
<212> PRT 

<213> Homo sapiens 


<400> 724 












Thr 

Arg 

Pro 

Leu 

Thr 

Leu 

Ser Phe 

Asp 

Asn 

Ala Cys 

Trp 

Gin 

Pro 

Thr 

. 1 




5 




10 




15 


Glu 

Ala 

Val 

Lys 
20 

Leu 

Asn 

Glu Met 

Leu 
25 

Ser 

Leu Lys 

Pro 

Cys 
30 

Glu 

Gly 

Thr 

Pro 

Pro 
35 

Gin 

Trp 

Arg 

Leu Phe 
40 

Arg 

Glu 

Gly Asp 

Tyr 
45 

Gin 

Met 

Arg 

He 

Asp 

Thr 

Arg 

Ser 

Gly Thr Pro 

Thr 

Leu 

Met Leu 

Thr 

Val 

Gin 

Ser 


50 





55 



60 





val 

Thr 

Asp 

Lys 

Pro 

Val 

Thr Asp 

Val 

Thr 

Arg Gin 

Cys 

Pro 

Lys 

Trp 

65 





70 




75 




80 

Asp 

Gly 

Lys 

Pro 

Leu 
85 

Thr 

Leu Asp 

Val 

Thr 
90 

Asn Thr 

Phe 

Pro 

Glu 
95 

Gly 

Ser 

Val 

Val 

Arg 
100 

Asp 

Phe 

Tyr Ser 

Lys 
105 

Gin 

Thr Ala 

Met 

Val 
110 

Gin 

Gin 

Gly 

Lys 

lie 
115 

Thr 

Leu 

Gin 

Pro Ala 
120 

Ala 

Asn 

Ser Asn 

Gly 
125 

Leu 

Leu 

Leu 


<210> 725 
<211> 521 
<212> DNA 
<213> Homo sapiens 

<400> 725 

tcatgacttg ctttattgca gtggtctgga actgttggat ggaacgaatt ttatctagag 
60 

cctggtgaac agcttcccag gtgtgcattt agggcctcct agggatcatc aaagttttta 
120 , 

gaaaataggt ttccttcttc cacaggcatg gagaaggaag gaaattttgc actggccttt 
180 

gggaagctga agaagagctg gggggaggct tgttctgaca aaatagtgac tctctccctg 
240 

cttgaaatgt cccacagaag gctgtttctg gttcacattt gcccctctag gtccactccc 
300 

tccccttcat cctgctcact gccagagaga ctatgctggg agtggtgcat cggtggtctc 
360 
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caggcccttt taggctcaag gtgttcattc cctggctcct tccctgccat gtctttgttc 
420 

cttcctccct ccttcccatc ccagcagcca ccctcctcct tccaccagac ctgggaacca 
480 

tcatcccaac cacaatcacc ccgtggttct attacacgcg t 
521 

<210> 726 
<211> 124 
<212> PRT 

<213> Homo sapiens 
<400> 726 


Met 

Glu 

Lys 

Glu 

Gly 

Asn Phe Ala 

Leu 

Ala 

Phe Gly 

Lys 

Leu 

Lys 

Lys 

1 




5 



10 




15 


Ser Trp 

Gly 

Glu 

Ala 

Cys Ser Asp 

Lys 

He 

Val Thr 

Leu 

Ser 

Leu 

Leu 




20 



25 




30 



Glu 

Met 

Ser 
35 

His 

Arg 

Arg Leu Phe 
40 

Leu 

Val 

His lie 

Cys 
45 

Pro 

Ser 

Arg 

Ser 

Thr 
50 

Pro 

Ser 

Pro 

Ser Ser Cys 
55 

Ser 

Leu 

Pro Glu 
60 

Arg 

Leu 

Cys 

Trp 

Glu Trp 

Cys 

He 

Gly 

Gly Leu Gin 

Ala 

Leu 

Leu Gly 

Ser 

Arg 

Cys 

Ser 

65 





70 



75 




80 

Phe 

Pro 

Gly 

Ser 

Phe 

Pro Ala Met 

Ser 

Leu 

Phe Leu 

Pro 

Pro 

Ser 

Phe 




85 



90 




95 


Pro 

Ser 

Gin 

Gin 
100 

Pro 

Pro Ser Ser 

Phe 
105 

His 

Gin Thr 

Trp 

Glu 
110 

Pro 

Ser 

Ser 

Gin 

Pro 
115 

Gin 

Ser 

Pro Arg Gly 
120 

Ser 

He 

Thr Arg 






<210> 727 
<211> 629 
<212> DNA 

<213> Homo sapiens 
<400> 727 

naccggtgtt cgtcccaact ccggtgtcta cgcccgcacg aaccagattg gtgctccggc 
60 

tctgttgcct gacggcacgg tggctcagga ctcgatctcg ggaaccttgg cgactcgcgg 
120 

tgccattatc gacgctggtg agttgaaggc tccgacgcat cgggcgtttg cgtcaatcag 
180 

tgccgcccgc cacgaggtcc aaggagaact cgaatgaatc cgaatgacta cctggtgctc 
240 

tcggcgatct tgttcgctat cggcatcgtg ggcttcctga cgaggcgtaa tgccctggtg 
300 

gcctttatgt cggtggagtt gatgctcaac gccgcgaacc tggcgctggt gactttcgct 
360 

cacgtacacg gctctctcga cggacaggtc ggggttttct tcgtgatgat cgtggcagcc 
420 

gctgaggtgg ttgtcggttt ggcgatcatc gtcactattt tccgttcccg tcgcaccact 
480 

tcggtggacg acaccaacct gctgaagttc tgagggaggt accgtgactg tcttggaaac 
540 
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cggcttgttc aacgtggcct ggctcatgat tgcggtgcca ctggtggttg ccgcgctgct 
600 

attggtgctg ggacgccgca gcgacgcgt 
629 


<210> 728 








<211> 99 








<212> PRT 








<213> Homo sapiens 






<400> 728 








Met Asn Pro 

Asn 

Asp Tyr Leu Val Leu Ser 

Ala 

He Leu 

Phe 

Ala 

He 

1 


5 10 




15 


Gly He Val 

Gly 

Phe Leu Thr Arg Arg Asn 

Ala 

Leu Val 

Ala 

Phe 

Met 


20 

25 



30 



Ser Val Glu 

Leu 

Met Leu Asn Ala Ala Asn 

Leu 

Ala Leu Val 

Thr 

Phe 

35 


40 


45 




Ala His Val 

His 

Gly Ser Leu Asp Gly Gin Val 

Gly Val 

Phe 

Phe 

Val 

50 


55 


60 




Met He Val 

Ala. 

Ala Ala Glu Val Val Val 

Gly 

Leu Ala 

He 

lie 

Val 

65 


70 

75 




80 

Thr He Phe 

Arg 

Ser Arg Arg Thr Thr Ser 

Val 

Asp Asp 

Thr 

Asn 

Leu 



85 90 




95 


Leu Lys Phe 









<210> 729 

<211> 4716 

<212> DNA 

<213> Homo sapiens 

<400> 729 

nnaggagaga agaaattgaa aagcaggcac 
60 

ttaaggaaat gctgcaggac agggaatccc 
120 

ggagaatgta ttcttttgat gatgtgctgg 
180 

tgtcagaagc aagttaccag agtgagagag 
240 

aaattcccaa agaagattct accacttttg 
300 

attcagcttc cttctcaaag tcctgtggaa 
360 

cgttcacgga gcacacaaat ggaatcaact 
420 

cggaaaactg atacagtcag gttaacatct 
480 

acaaggggaa tctcatcact ccccagatct 
540 

ggagatgttg aagacattaa gagaactcca 
600 

ccggacgcaa gccaactggc ttcaagctta 
660 


ttgagaagtc taagagaagc tttaagacgt 
aaaatcaaaa gtctacagtt ccgtcaagaa 
aggaaggaaa gcgaccccct acaatgactg 
tagaagagaa gggagcaact tattcttcag 
caaaaagaga ggacccgtgt aacaactgaa 
gaacaaagcc cagcctcttt gtcttctctg 
cgtgtttcag cttctctccc cagaagttac 
gtggtcacac caagaccctt tggctctcag 
tacacgatgg atgatgcttg gaagtataat 
aacaatgtgg tcagcacccc tgcaccaagc 
tctagccaga aagaggtagc agcaacagaa 
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gaagatgtga caaggctgcc ctctcctaca tcccccttct catctctttc ccaagaccag 
720 

gctgccactt ctaaagccac attgtcttcc acatctggtc ttgatttaat gtctgaatct 
780 

ggagaagggg aaatctcccc acaaagagaa gtctcaagat cccaggatca gttcagtgat 
840 

atgagaatca gcataaacca gacgcctggg aagagtcttg actttgggtt tacaataaaa 
900 

tgggatattc ctgggatctt cgtagcatca gttgaagcag gtagcccagc agaattttct 
960 

cagctacaag tagatgatga aattattgct attaacaaca ccaagttttc atataacgat 
1020 

tcaaaagagt gggaggaagc catggctaag gctcaagaaa ctggacacct agtgatggat 
1080 

gtgaggcgct atggaaaggc tggttcacct gaaacaaagt ggattgatgc aacttctgga 
1140 

atttacaact cagaaaaatc ttcaaatcta tctgtaacaa ctgatttctc cgaaagcctt 
1200 

cagagttcta atattgaatc caaagaaatc aatggaattc atgatgaaag caatgctttt 
1260 

gaatcaaaag catctgaatc catttctttg aaaaacttaa aaaggcgatc acaatttttt 
1320 

gaacaaggaa gctctgattc ggtggttcct gatcttccag ttccaaccat cagtgccccg 
1380 

agtcgctggg tgtgggatca agaggaggag cggaagcggc aggagaggtg gcagaaggag 
1440 

caggaccgcc tactgcagga aaaatatcaa cgtgagcagg agaaactgag ggaagagtgg 
1500 

caaagggcca, aacaggaggc agagagagag aattccaagt acttggatga ggaactgatg 
1560 

gtcctaagct caaacagcat gtctctgacc acacgggagc cctctcttgc cacctgggaa 
1620 

gctacctgga gtgaagggtc caagtcttca gacagagaag gaacccgagc aggagaagag 
1680 

gagaggagac agccacaaga ggaagttgtt catgaggacc aaggaaagaa gccgcaggat 
1740 

cagcttgtta ttgagagaga gaggaaatgg gagcaacagc ttcaggaaga gcaagagcaa 
1800 

aagcggcttc aggctgaggc tgaggagcag aagcgtcctg cggaggagca gaagcgccag 
1860 

gcagagatag agcgggaaac atcagtcaga atataccagt acaggaggcc tgttgattcc 
1920 

tatgatatac caaagacaga agaagcatct tcaggttttc ttcctggtga caggaataaa 
1980 

tccagatcta ctactgaact ggatgattac tccacaaata aaaatggaaa caataaatat 
2040 

ttagaccaaa ttgggaacac gacctcttca cagaggagat ccaagaaaga acaagtacca 
2100 

tcaggagcag aattggagag gcaacaaatc cttcaggaaa tgaggaagag aacacccctt 
2160 

cacaatgaca acagctggat ccgacagcgc agtgccagtg tcaacaaaga gcctgttagt 
2220 

cttcctggga tcatgagaag aggcgaatct ttagataacc tggactcccc ccgatccaat 
2280 
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tcttggagac 

agcctccttg 

2340 


caagacttta 

gtcgcccacc 

2400 


aacccctcct 

ccagcgtgcc 

2460 


gtggccacca 

cacagtcccc 

2520 


tctcagctgc 

gtaacaggtc 

2580 


ctgggcaaag 

gagccgccat 

2640 


tttaagtgtg 

ttgcctgtga 

2700 


atcagaaacc 

accaactgta 

2760 


accgccatgt 

gatgtaagcc 

2820 


tgctgctcat 

gtagatctat 

2880 


aaaagaataa 

ctttttttgc 

2940 


cagtattttt 

gttgtttatt 

3000 


tgttgaattc 

agcatcttga 

3060 


ggcagataat 

gatctagttt 

3120 


gttttttaaa 

aaaaggttct 

3180 


atttgctctg 

tttattgtaa 

3240 


taaaatctat 

ccccaaatgt 

3300 


aaaaatgcag 

ttaatgtacc 

3360 


gaaatgttgc 

taagtaattc 

3420 


atggtttgta 

tactagaagt 

T A a n 


tgtaaataaa 

cctgccgatg 

-5 34 U 


ctgacctcag 

gccttttagc 

3600 


ccagtagctt 

tactaaggta 

3660 


ttgacaaatt 

ttgacatggt 

3720 


tgaaacattt 

taataaggaa 

3780 


ttgtatggtg 

agagtgatga 

3840 


gataaaagga 

gaagacaaca 

3900 



gctcaatcag cccacaggat 
acctcagctg gtgtccacat 
cccaccttca gctggctccg 
caccccgaga agccattccc 
agtcagtggg aagcgcatat 
gatcatcgag tccctgggtc 
gtgtgacctc ggaggctctt 
ctgcaacgac tgctatctca 
tccatacgaa agcactgttg 
aaatatgtgt tgtatgtctt 
ctctttagat tacatagaag 
tataaggtaa ttgtgtgtgg 
gagcacaagg gaaaaaataa 
gactttctag ttagtggtgt 
taaacattat ttgaaatagt 
tgtattctaa attaatgcag 
gctttctgta tccttccttc 
atttatttgc ttgatgaagg 
ccaatagaaa gctgcttatt 
cttcttcaga aactggtgag 
catttaacga gtgggtcgtc 
catatttcag tatgtggcct 
taattgatgt aataaactgc 
gtataccttc gaaactatgc 
gtttattttt gataaagtta 
attgttggat catttgaata 
gtgagcttag aatatctata 


tctatgcttc ttcctctgtg 
caaaccgtgc ctacatgcgg 
tgaagacctc caccacaggt 
cttcagcttc acagtcaggc 
gctcctactg caataacatt 
tttgttatca tttgcattgt 
cctcaggagc tgaagtcagg 
gattcaaatc tggacggcca 
cagatagaag aagaggtggt 
ttttgctttt ttttttaaaa 
cattgtagtc ttggtagaac 
ggaaaagtgc agtatttacc 
gaacctacga atatttttga 
tttgaagagg gtattttatt 
taatataaat acataattgc 
aaccatatgg aaaatttcat 
tacctattat tctgattttt 
gagctctatt ttctttacca 
ttcattaatg aaaaataacc 
cctttctgtt caattgcatt 
tttttcttag gtgtatgtgt 
tttttgatgt tatgttttat 
atatatttaa agtgtatact 
cacagtctgg atgtgtttac 
tgtttttgga tacaatatat 
aaatctttta ctaaccccat 
aagcaaaaaa tgtagtctct 
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tgtttaaaaa atctggagcg ggaatgcaag gatacaaaac tttagcatgc tttgagcaaa 
3960 

aatttaaact tactggaatc ttttataata atgtaagtgg aatggaggat tctaggaact 
4020 

gagaactgta ttggaatagg ttcaaaatat gtaagaaatg ctaatgtggg agataaaaat 
4080 

tttatttagt acttattctg attattatta aagtaataat gtgttccttg aggataactt 
4140 

gtcaaatgcc ccaaagcata aagaatataa ttctgaatcc caaattccaa agacaagaac 
4200 

tctgtgtttg aattcattct gcatataatt atttataagt atagattgtg aatttttcca 
4260 

tgttcttaaa attattttta tcttttttca tggttgcata gtgctccatt gtttggcctt 
4320 

ggtaatattt agttgataat tccattactg tgtatttttc acttgtttct aagatcaaac 
4380 

attttaatat gtgcatgtta tatataaata tgtaaattct gtgatactct atgatcatct 

4440 

ctttctttat attattttca tagacatgaa atagttgctc agagattatg cattttaaga 
4500 

cactcatagt atatattgcc aaagtggttt ccagaaaggc actgctggct tcgactccta 
4560 

taagcagcac gtgggcttgt tcatctcact gcatgtttat gaagatacag ttcttttgcc 
4620 

ttgttctctg cctgatgtgt atgcagaggc agccctcaat atgcagtggt tgaataaatg 
4680 

aatgaagaaa ccactatcaa aaaaaaaaaa aaaaaa 
4716 

<210> 730 
<211> 797 
<212> PRT 

<213> Homo sapiens 


<400> 730 


Met 

Glu 

Ser 

Thr 

Arg 

val 

Ser 

Ala 

Ser 

Leu 

Pro Arg 

Ser 

Tyr Arg 

Lys 

1 




5 





10 



15 


Thr 

Asp 

Thr 

Val 

Arg 

Leu 

Thr 

Ser 

Val 

Val 

Thr Pro 

Arg 

Pro Phe 

Gly 




20 





25 




30 


Ser 

Gin 

Thr 

Arg 

Gly 

lie 

Ser 

Ser 

Leu 

Pro 

Arg Ser 

Tyr 

Thr Met 

Asp 



35 





40 




45 



Asp 

Ala 

Trp 

Lys 

Tyr 

Asn 

Gly 

Asp 

Val 

Glu Asp lie 

Lys 

Arg Thr 

Pro 


50 





55 




60 




Asn 

Asn 

Val 

Val 

Ser 

Thr 

Pro 

Ala 

Pro 

Ser 

Pro Asp 

Ala 

Ser Gin 

Leu 

65 





70 





75 



80 

Ala 

Ser 

Ser 

Leu 

Ser 

Ser 

Gin 

Lys 

Glu 

Val 

Ala Ala 

Thr 

Glu Glu 

Asp 





85 





90 



95 


val 

Thr 

Arg 

Leu 

Pro 

Ser 

Pro 

Thr 

Ser 

Pro 

Phe Ser 

Ser 

Leu Ser 

Gin 




100 





105 




110 


Asp 

Gin 

Ala 

Ala 

Thr 

Ser 

Lys 

Ala 

Thr 

Leu 

Ser Ser 

Thr 

Ser Gly 

Leu 



115 





120 




125 



Asp 

Leu 

Met 

Ser 

Glu 

Ser 

Gly 

Glu 

Gly 

Glu 

He Ser 

Pro 

Gin Arg 

Glu 


130 





135 




140 




Val 

Ser 

Arg 

Ser 

Gin 

Asp 

Gin 

Phe 

Ser 

Asp 

Met Arg 

He 

Ser He 

Asn 
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145 150 155 160 

Gin Thr Pro Gly Lys Ser Leu Asp Phe Gly Phe Thr lie Lys Trp Asp 

165 170 175 

He Pro Gly He Phe Val Ala Ser Val Glu Ala Gly Ser Pro Ala Glu 

180 185 190 

Phe Ser Gin Leu Gin Val Asp Asp Glu He He Ala He Asn Asn Thr 

195 200 205 

Lys Phe Ser Tyr Asn Asp Ser Lys Glu Trp Glu Glu Ala Met Ala Lys 

210 215 220 

Ala Gin Glu Thr Gly His Leu Val Met Asp Val Arg Arg Tyr Gly Lys 
225 230 235 240 

Ala Gly Ser Pro Glu Thr Lys Trp He Asp Ala Thr Ser Gly lie Tyr 

245 250 255 

Asn Ser Glu Lys Ser Ser Asn Leu Ser Val Thr Thr Asp Phe Ser Glu 

260 265 270 

Ser Leu Gin Ser Ser Asn He Glu Ser Lys Glu He Asn Gly He His 

275 280 285 

Asp Glu Ser Asn Ala Phe Glu Ser Lys Ala Ser Glu Ser He Ser Leu 

290 295 300 

Lys Asn Leu Lys Arg Arg Ser Gin Phe Phe Glu Gin Gly Ser Ser Asp 
305 310 315 320 

Ser Val Val Pro Asp Leu Pro Val Pro Thr He Ser Ala Pro Ser Arg 

325 330 335 

Trp Val Trp Asp Gin Glu Glu Glu Arg Lys Arg Gin Glu Arg Trp Gin 

340 345 350 

Lys Glu Gin Asp Arg Leu Leu Gin Glu Lys Tyr Gin Arg Glu Gin Glu 

355 360 365 

Lys Leu Arg Glu Glu Trp Gin Arg Ala Lys Gin Glu Ala Glu Arg Glu 

370 3.75 380 

Asn Ser Lys Tyr Leu Asp Glu Glu Leu Met Val Leu Ser Ser Asn Ser 
385 390 395 400 

Met Ser Leu Thr Thr Arg Glu Pro Ser Leu Ala Thr Trp Glu Ala Thr 

405 410 415 

Trp Ser Glu Gly Ser Lys Ser Ser Asp Arg Glu Gly Thr Arg Ala Gly 

420 425 430 

Glu Glu Glu Arg Arg Gin Pro Gin Glu Glu Val Val His Glu Asp Gin 

435 440 445 

Gly Lys Lys Pro Gin Asp Gin Leu Val He Glu Arg Glu Arg Lys Trp 

450 455 460 

Glu Gin Gin Leu Gin Glu Glu Gin Glu Gin Lys Arg Leu Gin Ala Glu 
465 470 475 480 

Ala Glu Glu Gin Lys Arg Pro Ala Glu Glu Gin Lys Arg Gin Ala Glu 

485 490 495 

He Glu Arg Glu Thr Ser Val Arg He Tyr Gin Tyr Arg Arg Pro Val 

500 505 510 

Asp Ser Tyr Asp He Pro Lys Thr Glu Glu Ala Ser Ser Gly Phe Leu 

515 520 525 

Pro Gly Asp Arg Asn Lys Ser Arg Ser Thr Thr Glu Leu Asp Asp Tyr 

530 535 540 

Ser Thr Asn Lys Asn Gly Asn Asn Lys Tyr Leu Asp Gin He Gly Asn 
545 550 555 560 

Thr Thr Ser Ser Gin Arg Arg Ser Lys Lys Glu Gin Val Pro Ser Gly 

565 570 575 

Ala Glu Leu Glu Arg Gin Gin He Leu Gin Glu Met Arg Lys Arg Thr 
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580 585 



590 



Pro 

Leu 

ui e Ren len A QT1 C^r TrO II© 
nia nail nay noil OCi x x. lv xxc 


Gin 

Arg Ser Ala 

Ser 

Val 



595 600 



605 



Asn 

Lys 

pi ii Dt-o \7a 1 Cpr T ,01 1 Pro fil v 
ulU cx.\J vol ocsx JjCU tr ±\j \j a. y 

He 

Met 

Ara Arcr Glv 

Glu 

Ser 


oxu 

615 



620 



Leu 

Asp 

A C n T.^ii a cn Cp>* Pro Arcr Ser 

Alall IjCU nap OCX riu my ocx.- 

Asn 

Ser 

Trp Arg Gin 

Pro 

Pro 



630 


635 



640 

Trp 

Leu 

ASH oxll riu iiii. uxy cite ±j*- 

Ala 

Ser 

Ser Ser Val 

Gin 

ASD 


645 

650 



655 


Pne 

Ser 

Arg fro iriO riO olU ucU VaX 

Ser 

Thr 

cpy< Asn A TO 

Ala 

Tvr 



WWW W V ^ 



670 



Met 

Arg 

A o«>a' Cav Car Coy \7a 1 Dro 

ASn rto ser oci oci vai riu 

Pro 

Pro 

Cpr Ala Glv 

Ser 

Val 



/•tc con 



685 



Lys 

Thr 

Ser Tnr Tnr tj±y vai A±a inr 

Thr 

Gin 

cpr ■ Prn Thr 
OCX riy llix 

Pro 

Ara 



695 



700 



Ser 

His 

Ser pro ber A±a oer oxn oer 

Gly Ser 

uiii iicu niy 

Asn 

Ara 

705 


710 


715 



720 

Ser 

Val 

Ser Gly Lys Arg lie Cys Ser 

Tyr Cys 

Asn Asn He 

Leu 

Gly 



725 

730 



735 


Lys 

Gly 

Ala Ala Met He He Glu Ser 

Leu Gly 

Leu Cys Tyr 

His 

Leu 



740 745 



750 



His 

Cys 

Phe Lys Cys Val Ala Cys Glu 

Cys Asp 

Leu Gly Gly 

Ser 

Ser 



755 760 



765 



Ser 

Gly 

Ala Glu Val Arg lie Arg Asn 

His 

Gin 

Leu Tyr Cys 

Asn 

Asp 


770 

775 



780 



Cys 

Tyr 

Leu Arg Phe Lys Ser Gly Arg 

Pro 

Thr 

Ala Met 



785 


790 


795 





<210> 731 
<211> 513 
<212> DNA 

<213> Homo sapiens 
<400> 731 

tcgcgagcac actccagcct ctgettttet cagtggcttg gecagaacag aatttgttct 
60 

actcgaatga ccccagattc cctccaagaa cttccctcct ctcattcagc ttctctggat 
120 

tcttcaaatg actgactggg gaaacagatt gttggaaaaa cacttteggg ttgectcgat 
180 

ggggtcaata ccttatcagg ccacaggaaa gacaaaggaa aatgettect gctggagcat 
240 

gtgeacatat gttgttcctt taactccaaa taegtatgea ggggtggtgg taggatcaga 
300 

aaatgtgtga tcagaaagtg accagttccc caccattttg tgtgggtttt attttctttc 
360 

tgctccgtgt tgactctttt ccccacaaca eggaagctge ttaatccaaa gacttggacc 
420 

atttcattct gtttcagatc cattccaaca aaatgatcag ttggtggctt atgtaaaaag 
480 

cagctccatg actacattta aatattgact agt 
513 

<210> 732 
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<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 732 

Met Asp Leu Lys Gin Asn Glu Met Val Gin Val Phe Gly Leu Ser Ser 

1 5 10 15 

Phe Arg Val Val Gly Lys Arg Val Asn Thr Glu Gin Lys Glu Asn Lys 

20 25 30 

Thr His Thr Lys Trp Trp Gly Thr Gly His Phe Leu He Thr His Phe 

35 40 45 

Leu He Leu Pro Pro Pro Leu His Thr Tyr Leu Glu Leu Lys Glu Gin 

50 55 60 

His Met Cys Thr Cys Ser Ser Arg Lys His Phe Pro Leu Ser Phe Leu 
65 70 75 80 

Trp Pro Asp Lys Val Leu Thr Pro Ser Arg Gin Pro Glu Ser Val Phe 

85 90 95 

Pro Thr lie Cys Phe Pro Ser Gin Ser Phe Glu Glu Ser Arg Glu Ala 
100 105 HO 

Glu 


<210> 733 

<211> 4366 . 

<212> DNA 

<213> Homo sapiens 

<400> 733 

nttttaacaa aaaaaatata ttaataaaaa agttcaaaaa agggggggga ttgtcatctc 

. 60 

ctttggggtg cgatggcttc aaatccaaac tgaggctctc cgggtggtaa ggatgtgcga 
120 

ggaggcctct tgaagaactc caggcctatc atgctgtctc tccgctaaag cctgaggccc 
180 

gaggtcagag gattcaggaa ggctctgcag tcggcccagg agggcggggt cccgtggtgg 
240 

aggcggggag agggaaggac cgcacggagc accaacccct gctcggcccc gtaccaggaa 
300 - 

gcgctggggg gcagaggagc ggagttgagg cagaagccag gtgaggctgg agtcctgggg 
360 

taggcaggct gtcgctgccg ccgccgctgc ctgagatgga aatcggggga ggaagctcgc 
420 

ggaagaaaca gcggagggtt cgtggaaaaa aaagcaatgg ctgagctaag ggatggggta 
480 

ccaggttagg gggaggaaac ggtagagaga aataggtggg gctcccgcgc atgctcaata 
540 

gggaaggggc gcccgtgggg tgcggacgca tgcgtagtgg gcttctcggg cggtggggtg 
600 

ggcgcggaat ttggagaccc acttcgggaa aggtaaaatg cgggcgcaat tttagggtac 
660 

ctgtgggacc cgggctctta gggtcttgac acaggacggg cctgggccga aagcccaggc 
720 

acgcccgacc agagagtgtt tctccactcc cggactctgc cagtcaggat ggtggtgcct 
780 


817 


WO 00/58473 


PCT/US00/08621 


tcgctgaagc ttcaggacct catcgaagag attcgcgggg ccaagactca ggcccaggag 
840 

cgggaggtga tccaaaagga gtgtgcccac atccgggcct ccttccgcga cggggaccca 
900 

gtgcacaggc accggcagct ggccaaactg ctctacgtcc acatgttggg ctaccccgcc 
960 

cactttggac agatggagtg cctgaaactg atcgcctcct ccagattcac agacaagagg 
1020 

gtgggctacc tgggggccat gcttctattg gatgagaggc acgatgccca cctgctcatt 
1080 

accaacagca tcaagaatga cctgagccag gggattcagc cagtacaagg cctggccttg 
1140 

tgcactttga gcaccatggg ctctgctgag atgtgccgag acctggcccc agaggtggag 
1200 

aaactgctcc tgcagcccag tccctacgtg cgcaagaagg ctattctgac tgcagtgcac 
1260 

atgatccgga aggtccctga actctccagt gtcttcctcc caccctgtgc ccaactgctt 
1320 

catgagcgtc accatggcat cctgctgggc accatcacgc tgatcacgga gctctgcgaa 
1380 * " 

cgaagccctg cagccctcag gcacttccga aaggtggtac cccagctggt acacatcctc 
1440 

cggactctgg tgacaatggg atactccaca gaacacagca tatctggagt cagcgacccc 
1500 

ttcctgcagg tccagatact tcgtctgctt cggatcctgg gccggaacca cgaggagagc 
1560 

agtgagacca tgaatgactt gctggcccag gtggccacta acacggacac cagccgaaat 
1620 

gccggaaatg cggtcctgtt tgagacagta ctcaccatca tggatatccg ctctgcagct 
1680 

ggcctacggg ttctagctgt caacattctt ggtcgcttcc tactcaacag tgacaggaac 
1740 

attaggtatg tagccctgac atcactgctt cgactggtgc agtctgatca cagtgctgtg 
1800 

cagcggcatc ggcccactgt ggtggaatgt ctacgggaaa, ctgatgcctc cctcagccgg 
1860 

tgagccctgg aactaagcct ggctctggta aatagctcca atgtgcgagc catgatgcaa 
1920 

gagctgcagg cctttctgga gtcctgccct cctgacctac gggctgactg tgcctcaggc 
1980 

atcctgctgg ctgcagagag gtttgctcca accaaacgct ggcacataga caccatcctg 
2040 

catgtgctga caacggcggg cacccatgtg cgggatgatg cagtggccaa cctgacccag 
2100 

ctgattgggg gggcccagga gctacatgcc tactctgtgc gccgcctcta caatgccctg 
2160 

gcagaagaca tttcccagca accactggtg caggtggcag cctggtgcat tggggagtat 
2220 

ggggacctcc tgctggcagg gaactgcgag gagattgagc cccttcaggt ggacgaagag 
2280 

gaagtgctgg cattgctgga aaaggtgctg cagtcccaca tgtccctgcc agccactcga 
2340 

ggatatgccc tcacagccct catgaagctc agcactcgcc tctgtgggga caacaaccgc 
2400 
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atccgccagg tggtgtccat ctacgggagc tgcttggacg tggagctgca gcagcgggct 
2460 

gtggagtatg acacactctt ccggaaatac gaccacatga gggctgccat cctggaaaaa 
2520 

atgcctcttg tggagcgaga tggccctcag gctgatgagg aagcaaagga aagcaaagaa 
2580 

gcagcccagc tttcagaagc agccccagtg cccacagagc cccaggcctc acagctcctg 
2640 

gatctgctag atctcctgga tggggcttct ggggatgtcc agcatcctcc ccatctggac 
2700 

ccctccccag gaggtgccct ggtacacctg cttgaccttc cctgtgtacc tccaccccca 
2760 

gctcccatcc cagatctcaa agtgtttgag cgtgagggag tacagctgaa tctgtctttc 
2820 

attcgacccc ctgaaaaccc tgctttgctg ttaatcacca tcactgccac caacttctca 
2880 

gagggtgatg tcacccattt catctgccag gctgctgtgc ccaagagtct ccagctgcag 
2940 

ctgcaggccc ccagtgggaa cacagttcca gctcggggtg gccttcctat cacccagctc 
3000 

ttcagaatcc tcaatcctaa caaggccccc ctgcggctaa agctgcgcct cacctacgac 
3060 

cactttcacc agtcggtgca ggagatcttt gaggtgaaca acttgcctgt ggaatcgtgg 
3120 

cagtaactgt ctccactcac agcctgaaat tctcctgtgt cccaaacccc agggggcccc 
3180 V 

agcagcttcg aacctacacc tgagggctac cagcaggtgg cgctctggct ttgcactgca 
3240 

aaaactgggg accagccccc ttctcccaca aataaagccc aataaagcct gagaagtgag 
3300 

gaaagccata tttgggtata tttgaagtgg aaagtgtgta tgaataacag caagggaaga 
3360 

gcattcttac ataggaggta tgcatcttcc cctgagcctt gagaacctgt ctcaacacgg 
3420 

gggcggggag ggggcagctg ttggttcttt ctaaccctct ccaggtcagg gaacaaattt 
3480 

gcccctaaac ttccacagga ggcactctac cctctgggcc agagctgggc acagtggcaa 
3540 

agtcagatta gaatttctag agttctaaca gcgattccca accatttcct caacttttct 
3600 

tctgcttccc acatcccaag gcagggaaat ccctgctgcc tctcctcatc ttctaactca 
3660 

gctgtaaggc ggtttaggag ccgctggcag aatcaatggc atcgaccaag ggaggggggg 
3720 

tggcaaggga ttttcctgtg cttaactact gatcacggct aagtggaaat cctataaaca 
3780 

cgagcggaaa tcaatggagg ctgcttagcg gccaggggag aggggcggcc cacagattgc 
3840 

atctgacgga tgagcgagag gaagcagcca gggagggctc aaggaagagt agcttagagg 
3900 

agggggaaga aacaggcagc gctggagaga gaggagtcac tgtcagaagg gacactgagg 
3960 

ggagaggcac agtgggccca ggagtggact ccgttagacc cagagttccc ttccccttct 
4020 
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aggaagtgac acccctagcc caggcagtgg tcaggatctt cagtctcctg tggcctctct 
4080 

ctggagctgt tcacttctag caggcgctga tagtcttgag gccggaaacg ctgtagatac 
4140 

acaatcagct tggctggtgc tgtctcctgt gcaggcacac ctcaaagccc gagagtctcc 
4200 

tcgcgggacc cacagagggg gaagggagcc cacgccatac actcgcgagg aatgccggga 
4260 

gcagttccgg atcccggacc tcggcccgac cctccgcgcg cccggcaggt cccggcacca 
4320 

gcggccatat tacgcccgtt gtggcggtgc cgagagcagg ccaggc 
4366 

<210> 734 
<211> 364 
<212> PRT 
<213> Homo sapiens 


<400> 734 


Met 

Val 

Val Pro 

Ser 

Leu 

Lys 

Leu 

Gin 

Asp 

Leu 

He 

Glu 

Glu 

He 

Arg 

1 



5 





10 





15 


Gly 

Ala 

Lys Thr 

Gin 

Ala 

Gin 

Glu 

Arg 

Glu 

Val 

He 

Gin 

Lys 

Glu 

Cys 



20 





25 





30 



Ala 

His 

lie Arg 

Ala 

Ser 

Phe 

Arg 

Asp 

Gly 

Asp 

Pro 

Val 

His Arg 

His 



35 




40 





45 




Arg 

Gin 

Leu Ala 

Lys 

Leu 

Leu 

Tyr 

val 

His 

Met 

Leu 

Gly 

Tyr 

Pro 

Ala 


50 




55 





60 





His 

Phe 

Gly Gin 

Met 

Glu 

Cys 

Leu 

Lys 

Leu 

He 

Ala 

Ser 

Ser Arg 

Phe 

65 




70 





75 





80 

Thr 

Asp 

Lys Arg 

Val 

Gly 

Tyr 

Leu 

Gly 

Ala 

Met 

Leu 

Leu 

Leu Asp 

Glu 




85 





90 





95 


Arg 

His 

Asp Ala 

His 

Leu 

Leu 

lie 

Thr 

Asn 

Ser 

He 

Lys 

Asn Asp 

Leu 



100 





105 





110 



Ser 

Gin 

Gly He 

Gin 

Pro 

Val 

Gin 

Gly 

Leu 

Ala 

Leu 

Cys 

Thr 

Leu 

Ser 



115 




120 





125 




Thr 

Met 

Gly Ser 

Ala 

Glu 

Met 

Cys 

Arg 

Asp 

Leu 

Ala 

Pro 

Glu 

Val 

Glu 


130 




135 





140 





Lys 

Leu 

Leu Leu 

Gin 

Pro 

Ser 

Pro 

Tyr 

Val 

Arg 

Lys 

Lys 

Ala 

He 

Leu 

145 




150 





155 





160 

Thr 

Ala 

Val His 

Met 

He 

Arg 

Lys 

val 

Pro 

Glu 

Leu 

Ser 

Ser 

Val 

Phe 




165 





170 





175 


Leu 

Pro 

Pro Cys 

Ala 

Gin 

Leu 

Leu 

His 

Glu 

Arg 

His 

His 

Gly 

lie 

Leu 



180 





185 





190 



Leu 

Gly 

Thr lie 

Thr 

Leu 

He 

Thr 

Glu 

Leu 

Cys 

Glu 

Arg 

Ser 

Pro 

Ala 



195 




200 





205 




Ala 

Leu 

Arg His 

Phe 

Arg 

Lys 

Val 

val 

Pro 

Gin 

Leu 

Val 

His 

He 

Leu 


210 




215 





220 





Arg 

Thr 

Leu Val 

Thr 

Met 

Gly 

Tyr 

Ser 

Thr 

Glu 

His 

Ser 

He 

Ser 

Gly 

225 




230 





235 





240 

Val 

Ser 

Asp Pro 

Phe 

Leu 

Gin 

Val 

Gin 

He 

Leu 

Arg 

Leu 

Leu Arg 

lie 




245 





250 





255 


Leu 

Gly 

Arg Asn 

His 

Glu 

Glu 

Ser 

Ser 

Glu 

Thr 

Met 

Asn 

Asp 

Leu 

Leu 



260 





265 





270 



Ala 

Gin 

Val Ala 

Thr 

Asn 

Thr 

Asp 

Thr 

Ser 

Ars 

Asn 

Ala 

Gly Asn 

Ala 
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275 280 285 

Val Leu Phe Glu Thr Val Leu Thr He Met Asp He Arg Ser Ala Ala 

230 295 300 

Gly Leu Arg Val Leu Ala Val Asn He Leu Gly Arg Phe Leu Leu Asn 
305 310 315 320 

Ser Asp Arg Asn He Arg Tyr Val Ala Leu Thr Ser Leu Leu Arg Leu 

325 330 335 

Val Gin Ser Asp His Ser Ala Val Gin Arg His Arg Pro Thr Val Val 

340 345 350 

Glu Cys Leu Arg Glu Thr Asp Ala Ser Leu Ser Arg 
355 360 

<210> 735 
<211> 597 
<212> DNA 

<213> Homo sapiens , 
<400> 735 

gtcgactagc caaaccgccc gggaaagtct tgtaccaccg atcctggttt atgcggatct 
60 

catcgccacc atggactcgc gcaatctgga aaccgccaac cttattccag aaaaaataat 
120 

tgcttggtgt cctcgatccc gctctgaccg cccactggac cgctcaaccc aggacatcct 
180 

cagtgccatc cacgacgtgg ctgcaccgct ggcactaccc atcttcgtgg tgggtgccac 
240 

agcgcgcgac attctgctga cacacgtgtt cggtatcgag accggacgtg ccacgctcga 
300 

cgtggatttc gccgttgccg tagaacattg gccgcagttc gaaaacatca agcagcacct 
360 

gctagccaac gaccatttcg actctgccgc cagcatcacc catcgactgc tctatcgcac 
420 

gagcgacaac acgatcgccc ggccaatcga tctcatccca ttcggcggca tcgaacagcc 
480 

gccagccacc atcaaatggc cgcccgacat ggctgtcatg atgaatgttg ctggctacgc 
540 

agatgcctgg cgggccgcag tcgaagtaga gtttgtgccc gggcgcagca tacgcgt 
597 

<210> 736 
<211> 175 
<212> PRT 

<213> Homo sapiens 
<400> 736 

Met Asp Ser Arg Asn Leu Glu Thr Ala Asn Leu He Pro Glu Lys lie 

15 10 15 

lie Ala Trp Cys Pro Arg Ser Arg Ser Asp Arg Pro Leu Asp Arg Ser 

20 25 30 

Thr Gin Asp He Leu Ser Ala He His Asp Val Ala Ala Pro Leu Ala 

35 40 45 

Leu Pro He Phe Val Val Gly Ala Thr Ala Arg Asp He Leu Leu Thr 

50 55 60 

His Val Phe Gly He Glu Thr Gly Arg Ala Thr Leu Asp Val Asp Phe 
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65 70 75 80 

Ala Val Ala Val Glu His Trp Pro Gin Phe Glu Asn He Lys Gin His 

85 90 95 

Leu Leu Ala Asn Asp His Phe Asp Ser Ala Ala Ser He Thr His Arg 

100 105 HO 

Leu Leu Tyr Arg Thr Ser Asp Asn Thr He Ala Arg Pro He Asp Leu 

115 120 125 

He Pro Phe Gly Gly He Glu Gin Pro Pro Ala Thr He Lys Trp Pro 

130 135 140 

Pro Asp Met Ala Val Met Met Asn Val Ala Gly Tyr Ala Asp Ala Trp 
145 150 155 160 

Arg Ala Ala Val Glu Val Glu Phe Val Pro Gly Arg Ser He Arg 
165 170 175 

<210> 737 
<211> 497 
<212> DNA 
<213> Homo sapiens 

<400> 737 

ntgcgcctgg ccaattccgg cgccatcctc gggcacgatc tggggaaaac ctccatggtg 
60 

cgcgccggca tcgttgggta cggatacgat cccaaccctc acgccgaccg tgccgaccta 
120 

caccctgccc tgtcctggat cagccacgtc accttcgtta aaactgtcag tgtgggggat 
180 

accatcggct acggcagaac atggacagcc agcgaaacga caaaaatcgc caccgtccca 
240 

gtcggttacg ccgacggact gtcccgagga ctgtcaaata aaggacacgt tctcattaga 
300 

gggtccgttc atcccatcgt cggtcggatc tgcatggacc aattcatggt cgatcttggc 
360 

cccgattcga acgtcacggt gggagatgag gtggtgctca ttggaaccca ggaggacgaa 
420 

actctgaccg ctgatgacat ggccgaactc ctcggaacca ttagctacga gatcacttgc 
480 

gccatttcca aacgcgt 
497 


<210> 738 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 738 

Xaa Arg Leu Ala Asn Ser Gly Ala 

1 5 
Thr Ser Met Val Arg Ala Gly He 
20 

Pro His Ala Asp Arg Ala Asp Leu 

35 40 
His Val Thr Phe Val Lys Thr Val 

50 55 
Gly Arg Thr Trp Thr Ala Ser Glu 


He Leu Gly His Asp Leu Gly Lys 

10 15 
Val Gly Tyr Gly Tyr Asp Pro Asn 
25 30 
His Pro Ala Leu Ser Trp He Ser 
45 

Ser Val Gly Asp Thr He Gly Tyr 
60 

Thr Thr Lys He Ala Thr Val Pro 
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65 


70 

75 




80 

Val 

Gly Tyr Ala 

Asp Gly 

Leu Ser Arg Gly Leu 

Ser Asn Lys Gly His 



85 

90 



95 


Val 

Leu lie Arg 

Gly Ser 

Val His Pro He Val 

Gly Arg 

He 

Cys 

Met 


100 


105 


110 



Asp 

Gin Phe Met 

Val Asp 

Leu Gly Pro Asp Ser 

Asn Val 

Thr 

Val 

Gly 


115 


120 

125 




Asp 

Glu Val Val 

Leu lie 

Gly Thr Gin Glu Asp 

Glu Thr 

Leu 

Thr 

Ala 


130 


135 

140 




Asp 

Asp Met Ala 

Glu Leu 

Leu Gly Thr He Ser 

Tyr Glu 

He 

Thr 

Cys 

145 


150 

155 




160 

Ala 

lie Ser Lys 

Arg 







165 


<210> 739 

<211> 438 

<212> DNA 

<213> Homo sapiens 


<400> 739 

cggctgcggg aagagcgggc gcacgcgctc aagaccaagg aaaagctggc acagaccgcc 
60 

acggcctcat cagcagctgt gggctcaggc ccccctcccg aggcggagca ggcgtggccg 
120 

cagagcagcg gggaggagga gctgcagctc cagctggccc tggccatgag caaggaggag 
180 

gccgaccagc ccccgtcctg cggccccgag gacgacgccc agctccagct ggcccttagt 
240 

ttgagccgag aagagcatga taaggaggag cggatccgtc gcggggatga cctgcggctg 
300 

cagatggcaa tcgaggagag caagagggag actgggggca aggaggagtc gtccctcatg 
360 

gaccttgctg acgtcttcac gcccccagct cctgccccga ccacagaccc ctgggggggc 
420 

ccagcaccca tggctgct 
^438 

<210> 740 
<211>. 146 
<212> PRT 

<213> Homo sapiens 


<400> 740 


Arg Leu Arg 

Glu 

Glu 

Arg 

Ala 

His 

Ala 

Leu 

Lys 

Thr Lys Glu Lys 

Leu 

1 


5 





10 


15 


Ala Gin Thr 

Ala 

Thr 

Ala 

Ser 

Ser 

Ala 

Ala 

Val 

Gly Ser Gly Pro 

Pro 


20 





25 



30 


Pro Glu Ala 

Glu 

Gin 

Ala 

Trp 

Pro 

Gin 

Ser 

Ser 

Gly Glu Glu Glu 

Leu 

35 





40 




45 


Gin Leu Gin 

Leu 

Ala 

Leu 

Ala 

Met 

Ser 

Lys 

Glu 

Glu Ala Asp Gin 

Pro 

50 




55 





60 


Pro Ser Cys 

Gly 

Pro 

Glu 

Asp 

Asp 

Ala 

Gin 

Leu 

Gin Leu Ala Leu 

Ser 

65 



70 





75 


80 

Leu Ser Arg 

Glu 

Glu 

His 

Asp 

Lys 

Glu 

Glu 

Arg 

He Arg Arg Gly Asp 
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85 

Asp Leu Arg Leu Gin Met Ala lie 
100 

Gly Lys Glu Glu Ser Ser Leu Met 
115 120 
Pro Ala Pro Ala Pro Thr Thr Asp 

130 135 
Ala Ala 
145 


90 95 
Glu Glu Ser Lys Arg Glu Thr Gly 
105 110 
Asp Leu Ala Asp Val Phe Thr Pro 
125 

Pro Trp Gly Gly Pro Ala Pro Met 
140 


<210> 741 

<211> 726 

<212> DNA 

<213> Homo sapiens 


<400> 741 

gcctctctcc gaccgcgttg ttgtaaggat gtcgcgacgg tgcgcaaaaa tgaatatgtg 
60 

aatttgccgg tcatctgcct cgtcgggccc actgctagcg gaaaatcagg gctagcggtg 
120 

cgagtgtgcc gccgcttgta tgtcgatgag caccccgccg aaattattaa tactgactcg 
180 

atggtggtgt atcgcgggat ggacattggc actgccaccc ctacactgcg cgagcagcgc 
240 

acggtagtgc atcacctggt gtcgattctt gatgtgactg tgccctcctc gctagtactg 
300 

atgcagacgc tggcccgtga tgccgtcgag gattgtctgt cgcgtggtgt catccctgtc 
360 

ttggtgggag ggtctgcgct gtacaccaag gccatcattg acgaaatgtc catcccgcca 
420 

actgatccgg aagtgagggc tcggtggcag gagaagctag atgccgaggg gccgcgagtt 
480 

ctgcatgacg agcttgcccg tcgcgatccc aaggcggctg agtcaatctt gcccggcaac 
540 

ggcaggcgaa tcgtttcgtg ccctcgaagt ttattgaccc tgacagggtc ctttactgcc 
600 

accgatcccc gacgggaccc tccactggcc aagacggtgc aaatgggctt agaactgtcg 
660 

cgcaaagaca tagaccagcg tattgccgat cgggttgacc agatgtgggc atacggtttc 
720 

gtcgac 
726 

<210> 742 
<211> 242 
<212> PRT 

<213> Homo sapiens 
<400> 742 

Ala Ser Leu Arg Pro Arg Cys Cys Lys Asp Val Ala Thr Val Arg Lys 

15 10 15 

Asn Glu Tyr Val Asn Leu Pro Val lie Cys Leu Val Gly Pro Thr Ala 

20 25 30 

Ser Gly Lys Ser Gly Leu Ala Val Arg Val Cys Arg Arg Leu Tyr Val 
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35 

Asp Glu His 
50 

Arg Gly Met 
65 

Thr Val Val 

Ser Leu Val 

Leu Ser Arg 
115 

Thr Lys Ala 

130 
Val Arg Ala 
145 

Leu His Asp 

Leu Pro Gly 

Thr Leu Thr 
195 

Leu Ala Lys 

210 
Asp Gin Arg 
225 

Val Asp 


Pro Ala 

Asp lie 

His His 

85 
Leu Met 
100 

Gly Vai 

lie He 

Arg Trp 

Glu Leu 
165 
Asn Gly 
180 

Gly Ser 
Thr Val 
He Ala 


Glu He 
55 

Gly Thr 
70 

Leu Val 

Gin Thr 

He Pro 

Asp Glu 
135 
Gin Glu 
150 

Ala Arg 

Arg Arg 

Phe Thr 

Gin Met 
215 
Asp Arg 
230 


40 

He Asn 

Ala Thr 

Ser He 

Leu Ala 
105 
Val Leu 
120 

Met Ser 

Lys Leu 

Arg Asp 

He Val 
185 
Ala Thr 
200 

Gly Leu 
Val Asp 


Thr Asp Ser 
60 

Pro Thr Leu 
75 

Leu Asp Val 
90 

Arg Asp Ala 

val Gly Gly 

He Pro Pro 
140 

Asp Ala Glu 

155 
Pro Lys Ala 
170 

Ser Cys Pro 

Asp Pro Arg 

Glu Leu Ser 
220 

Gin Met Trp 
235 


45 

Met Val 

Arg Glu 

Thr Val 

Val Glu 
110 
Ser Ala 
125 

Thr Asp 

Gly Pro 

Ala Glu 

Arg Ser 
190 
Arg Asp 
205 

Arg Lys 
Ala Tyr 


Val Tyr 

Gin Arg 

80 
Pro Ser 
95 

Asp Cys 

Leu Tyr 

Pro Glu 

Arg Val 
160 
Ser He 
175 

Leu Leu 

Pro Pro 

Asp He 

Gly Phe 
240 


<210> 743 
<211> 430 
<212> DNA 
<213> Homo sapiens 

<400> 743 

naaaaaagtg atggtttcgg atctgtggcc agtcgtcttg caagaaatca ttatgacgtg 
60 

gatgagggca acagcancat tcatgttaat caagacattg cgcgcagaac agggacggga 
120 

aagctattgg tacgagtgtg cccggcgcac gtgtactcag aggagcccga tggcactatt 
180 

tccgtggagt acgcagcgtg tctggagtgt ggcacttgtc tggcggttgc tgcgccaggg 
240 

tcgcttgaat ggcactatcc cgcaggtgca atgggtattt cgttcagaga aggatgaagt 
300 

ccttgtgggc gactgtaaag cgacatggcc gtcgctcggt aggaggaatt gtggtgtccg 
360 

caccaaatag tgctcaggat gaagttcgtc atggaaatcc ggctccaacc gtttcgggag 
420 

ctggtcgcga 
430 

<210> 744 
<211> 98 
<212> PRT 
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<213> Homo sapiens 
<400> 744 

Xaa Lys Ser Asp Gly Phe Gly Ser Val Ala Ser Arg Leu Ala Arg Asn 

15 * 10 15 

His Tyr Asp Val Asp Glu Gly Asn Ser Xaa He His Val Asn Gin Asp 

20 25 30 

He Ala Arg Arg Thr Gly Thr Gly Lys Leu Leu Val Arg Val Cys Pro 

35 40 45 

Ala His Val Tyr Ser Glu Glu Pro Asp Gly Thr He Ser Val Glu Tyr 

50 55 60 

Ala Ala Cys Leu Glu Cys Gly Thr Cys Leu Ala Val Ala Ala Pro Gly 
65 70 75 80 

Ser Leu Glu Trp His Tyr Pro Ala Gly Ala Met Gly He Ser Phe Arg 
. 85 90 95 

Glu Gly 


<210> 745 
<211> 362 
<212> DNA 
<213> Homo sapiens 

<400> 745 

cggccgattg aagcgtcgct gcggtttgag tcggtgatgg atgcggtgga cggtgcttcg 
60 

gcgtcgtggt ggcgcatggc gcggtatttc atcgccgagc ttgaacgcag cagcgagttg 
120 

tatgagcagg cggcgtttac ccgcgatctg gaaagctcgc tgatcaaggg cctgatcctc 
180 

gcccagccga acaactactc cgaagaactg cgcgacgtac tcggcgtgaa gctgccgcat 
240 

tacttgattc gcgcgcggca gtacatccac gacaacgccc gcgaagccgt gcatctggaa 
300 

gacctggaaa ccgctgccgg ggtatcgcgg ttcaagttgt tcgatgcgtt tcgcaaatac 

360 

tt 

362 

<210> 746 
< 2 11 > 108 
<212> PRT 
<213> Homo sapiens 

<400> 746 

Met Asp Ala Val Asp Gly Ala Ser Ala Ser Trp Trp Arg Met Ala Arg 

15 10 15 

Tyr Phe He Ala Glu Leu Glu Arg Ser Ser Glu Leu Tyr Glu Gin Ala 

20 25 30 

Ala Phe Thr Arg Asp Leu Glu Ser Ser Leu He Lys Gly Leu He Leu 

35 40 45 

Ala Gin Pro Asn Asn Tyr Ser Glu Glu Leu Arg Asp Val Leu Gly Val 

50 55 60 

Lys Leu Pro His Tyr Leu lie Arg Ala Arg Gin Tyr lie His Asp Asn 
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65 70 75 80 

Ala Arg Glu Ala Val His Leu Glu Asp Leu Glu Thr Ala Ala Gly Val 

85 90 95 

Ser Arg Phe Lys Leu Phe Asp Ala Phe Arg Lys Tyr 
100 105 

<210> 747 
<211> 416 
<212> DNA 
<213> Homo sapiens 

<400> 747 

nacgcgttga tcgccgccga ccgtttcatc ccgcaatcac ccgacatggc ggcctatttt 
60 

ctgaatgccg atggcacgcc taaagccacc ggcacgctgc tcaagaaccc agcgctggcc 
120 

gccgtgttca aacgtatcgc caaggaagga ccggacgcgc tgtaccacgg gccgattgcc 
180 

gacgagatcg cgcgcaaggt tcagggcaac cgcaatgcgg gcagcctgtc gcaagcggac 
240 

ctcaaggctt acaccgccaa ggaacgcacg ccgctgtgca ccgactacaa gcaatatcag 
300 

gtgtgcggca tgccaccgcc gtcgtcaggc gggattgcgg tggcgcagat cctcggcacg 
360 

ctgcaggccg tggaagcccg cgacccacgc ctggccatcg cccccatgaa accggt 
416 

<210> 748 
<211> 138 
<212> PRT 

<213> Homo sapiens 
<400> 748 


Xaa Ala 

Leu 

He 

Ala 

Ala 

Asp 

Arg 

Phe 

He 

Pro 

Gin Ser 

Pro 

Asp 

Met 

1 



5 





10 




15 


Ala Ala 

Tyr 

Phe 

Leu 

Asn 

Ala 

Asp 

Gly 

Thr 

Pro Lys Ala 

Thr 

Gly 

Thr 



20 





25 




30 



Leu Leu 

Lys 

Asn 

Pro 

Ala 

Leu 

Ala 

Ala 

Val 

Phe Lys Arg 

He 

Ala 

Lys 


35 





40 




45 




Glu Gly 

Pro 

Asp 

Ala 

Leu 

Tyr 

His 

Gly 

Pro 

He 

Ala Asp 

Glu 

He 

Ala 

50 





55 





60 




Arg Lys 

Val 

Gin 

Gly 

Asn 

Arg 

Asn 

Ala 

Gly 

Ser 

Leu Ser 

Gin 

Ala 

Asp 

65 




70 





75 




80 

Leu Lys 

Ala 

Tyr 

Thr 

Ala 

Lys 

Glu 

Arg 

Thr 

Pro 

Leu Cys 

Thr 

Asp 

Tyr 




85 





90 




95 


Lys Gin 

Tyr 

Gin 

Val 

Cys 

Gly 

Met 

Pro 

Pro 

Pro 

Ser Ser 

Gly 

Gly 

He 



100 





105 




110 



Ala Val 

Ala 

Gin 

He 

Leu 

Gly 

Thr 

Leu 

Gin 

Ala 

Val Glu 

Ala 

Arg 

Asp 


115 





120 




125 




Pro Arg 

Leu 

Ala 

He 

Ala 

Pro 

Met 

Lys 

Pro 







130 135 


<210> 749 
<211> 1211 
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<212> DNA 

<213> Homo sapiens 

<400> 749 

nagtcctaga cgccagaccc gctcagaccc tcctgccagg tgacagccgc caagatgggg 
60 

tcttgggccc tgctgtggcc tcccctgctg ttcaccgggc tgctcgtccg acccccgggg 

120 

accatggccc aggcccagta ctgctctgtg aacaaggaca tctttgaagt agaggagaac 
180 

acaaatgtca ccgagccgct ggtggacatc cacgtcccgg. agggccagga ggtgaccctc 
240 

ggagccttgt ccaccccctt tgcatttcgg atccagggaa accagctgtt tctcaacgtg 
300 

actcctgatt acgaggagaa gtcactgctt gaggctcagc tgctgtgtca gagcggaggc 
360 

acattggtga cccagctaag ggtgttcgtg tcagtgctgg acgtcaatga caatgccccc 

420 

gaattcccct ttaagaccaa ggagataagg gtggaggagg acacgaaagt gaactccacc 
480 

gtcatccccg agacgcaact gcaggctgag gaccgcgaca aggacgacat tctgttctac 
540 

accctccagg aaatgacagc aggtgccagt gactacttct ccctggtgag tgtaaaccgt 
600 

cccgccctga ggctggaccg gcccctggac ttctacgagc ggccgaacat gaccttctgg 
660 

ctgctggtgc gggacactcc gggggagaat gtggaaccca gccacactgc caccgccaca 
720 

ctagtgctga acgtggtgcc cgccgacctg .cggcccccgt ggttcctgcc ctgcaccttc 
780 

tcagatggct acgtctgcat tcaagctcag taccacgggg ctgtccccac ggggcacata 
840 

ctgccatctc ccctcgtcct gcgtcccgga cccatctacg ctgaggacgg agaccgcggc 
900 

atcaaccagc ccatcatcta cagcatcttt aggggaaacg tgaatggtac attcatcatc 
960 

cacccagact cgggcaacct caccgtggcc aggagtgtcc ccagccccat gaccttcctt 
1020 

ctgctggtga agggccaaca ggccgacctt gcccgctact cagtgaccca ggtcaccgtg 
1080 

gagggctgtg gctgcggccg ggagcccgcc ccgcttcccc cagagcctgt atcgtggcac 
1140 

cgtggcgcgt ggcgctggag cgggcgttgt ggtcaaggat gcagctgccc cttttcagcc 
1200 

tctgaggatc c 
1211 

<210> 750 
<211> 385 
<212> PRT 

<213> Homo sapiens 
<400> 750 

Met Gly Ser Trp Ala Leu Leu Trp Pro Pro Leu Leu Phe Thr Gly Leu 
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1 


5 

10 



15 


Leu 

Val 

Bro Pro Pro 

Glv Thr Met Ala Gin Ala Gin 

Tyr 

Cys 

Ser 

Val 



20 

25 


30 



Asn Lys 

Aen Tie Phe 

nln Val Glu Glu Asn Thr Asn 

Val 

Thr 

Glu 

Pro 



35 

40 

45 




Leu 

Val 

Ben Tie His 

Val Pro Glu Glv Gin Glu Val 

Thr Leu Gly 

Ala 


50 


55 60 





Leu 

Ser 

Thr* Pro Phe 

1 1 11 IT J. w t HC 

Ala Phe Aror He Gin Glv Asn 

Gin 

Leu 

Phe 

Leu 

65 



70 75 




80 

Asn Val 

TViy* Dro len 
mi riu mo^j 

Tvrr Rlu Glu Lvs Ser Leu Leu 

Glu 

Ala 

Gin 

Leu 



85 

90 



95 


Leu Cys 

f2l n Car f»1 Vf 
oiu oci vuxy 

Glv Thr Leu Val Thr Gin Leu 

ui y i in ucu vai i in win uwm 

Arg 

Val 

Phe 

Val 



100 

105 


110 



Ser 

Val 

L>eu Asp vai 

Aen A e« Ron TV 1 » Dm f^l 11 Dhft 
ASll /iSp rtSIl Ala f iQ vlu flic 

Pro 

Phe 

Lys 

Thr 

X 111 



lie 


125 




Lys 

Glu 

lie Aiy Vdl 

oi n f*7l ii Acn TVi v* T.v/e \7a 1 Tien 
UlU ulU /isp llli U/S Vdl Mail 

Ser 

Thr 

Val 

He 


130 


lJ J llw 





Pro 

Glu 

Thr Gin Leu 

pi Ala r 1 ! n TV cn A >-<^r A cn T i/e 
bill Ala UIU ASp Aig Asp Jj/S 

Asp Asp 

He 


145 



15U 13 3 




160 

Phe 

Tyr 

Thr Leu Gin 

Pin Ma TVi v Al a fll \/ 6l a Cor 

uiu Piet inr Aia oiy Aid aer 

Asp 

Tyr 

Phe 

SCI 



lbs 

1 "70 
1 / u 



175 


Leu 

Val 

Ser Val Asn 

A 0-*^*-\ Ala T an A v /'t T on A en 

Arg fro Aia lieu Arg lcu Asp 

Arg 

Pro 

Leu 

Asp 



i an 

185 

lOJ 


190 



Phe Tyr 

Glu Arg Pro 

A Mo^ f n v» hVia I'm T oil T.oii 

Asn net inr fne irp ijcu jjcu 

Val 

Arg Asp 

Thr 
a in 



1 OR 
1 jD 

200 

205 




Pro Gly 

pi,, Aen Va 1 
VjlU ASI1 Val 

pi n Car Ui e Thr* 2X1 a Thr* 
uiu rj.u oci nio i ill. i-iia nil 

Ala 

Thr 

Leu 

Val 


210 


91 5 220 





Leu 

Asn 

vai vai fro 

Ala A en T oi i A y <t Dvrt Prft Tm 
Ala ASp bcu Aiy riO f IU Alt' 

Phe 

Leu 

Pro 

Cys 

225 



^ ^ \j i j j 




240 

Thr 

Phe 

oer Asp oiy 

iyr Val tyj) lie uiu nxa oin 

Tyr 

His 

Gly 

Ala 



4 1 J 

250 



255 


Val 

Pro 

inr ijxy riita 

Tl o T.oii Prn Cpr Pro Tipu Val 
XI c J_rt5 Li c i u o c i riu ucu vai 

Leu Arg 

Pro 

Glv 



260 

265 


270 



Pro 

He 

iyr nia uiu 

a cn fZl v A c?n Ira Rl v T 1 p A«?n 

noU \jly nsu vj vjiy lie nou 

Gin 

Pro 

He 

He 



275 

280 

285 




Tyr 

Ser 

lie fne Aig 

i» a cn Val Ben f^l vr Thr Pho 
ul y noH vai Msii ui y 1111 nic 

He 

He 

His 

Pro 


290 


295 300 





Asp 

Ser 

Gly Asn Leu 

Thr Val Ala Arg Ser Val Pro 

Ser 

Pro 

Met 

Thr 

305 



310 315 




320 

Phe 

Leu 

Leu Leu Val 

Lys Gly Gin Gin Ala Asp Leu 

Ala Arg Tyr 

Ser 



325 

330 



335 


val 

Thr 

Gin Val Thr 

Val Glu Gly Cys Gly Cys Gly 

Arg 

Glu 

Pro 

Ala 



340 

345 


350 



Pro 

Leu 

Pro Pro Glu 

Pro Val Ser Trp His Arg Gly 

Ala 

Trp Arg 

Trp 



355 

360 

365 




Ser Gly 

Arg Cys Gly 

Gin Gly Cys Ser Cys Pro Phe 

Ser 

Ala 

Ser 

Glu 


370 


375 380 






Asp 
385 

<210> 751 

<211> 345 

<212> DNA 

<213> Homo sapiens 


829 


WO 00/58473 


PCT/US00/08621 


<400> 751 

cgcgtcgcgg tcatcgtcaa cgacatgagc gaggtcaaca tcgacgcggc gctggtggcg 
60 

gcaggcggcg ggctgtcgcg caccgaggag aagctcgtcg agatgtcgaa cggctgcatc 
120 

tgctgcacgc tgcgcgacga cctgatgcag gaagtggcga gactggcggg cgaaggccgc 
180 

ttcgatgcgc tggtcatcga gagcaccggc gtgtccgagc cgatgccggt cgccgccacg 
240 

ttcgatttcc gtgaccagga cggcgtctcg ctcgccgacg tcgcgcggct ggataccatg 
300 

gtcaccgtcg tcgacgccgc gtccttcctg cgcgactacg gctcg 
345 

<210> 752 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 752 

Arg Val Ala Val He Val Asn Asp Met Ser Glu Val Asa He Asp Ala 

1-5 10 15 

Ala Leu Val Ala Ala Gly Gly Gly Leu Ser Arg Thr Glu Glu Lys Leu 

20 25 30 

Val Glu Met Ser Asn Gly Cys He Cys Cys Thr Leu Arg Asp Asp Leu - 

35 40 45 

Met Gin Glu Val Ala Arg Leu Ala Gly Glu Gly Arg Phe Asp Ala Leu 

50 55 60 

Val He Glu Ser Thr Gly Val Ser Glu Pro Met Pro Val Ala Ala Thr 
65 70 75 80 

Phe Asp Phe Arg Asp Gin Asp Gly Val Ser Leu Ala Asp Val Ala Arg 

85 90 95 

Leu Asp Thr Met Val Thr Val Val Asp Ala Ala Ser Phe Leu Arg Asp 
100 105 HO 

Tyr Gly Ser 
115 

<210> 753 

<211> 352 

<212> DNA 

<213> Homo sapiens 

<400> 753 

gcgcgccagt acgccaagac cgtccgcaag gaccgcaagg gcgaacggcg gcgtcggggc 
60 

gcgtcggact agtccacgat gcatccgaac cgcgccttcc gctttgccga tgatgtctcg 
120 

atgctcgatt tcgcggccaa gcgagccttt gcgcacatct tcgtgagcac gcccgagggg 
180 

cctatggtag cgcatgcccc ggttacgccc ttcgacggag ccttccgctt ccatgtcgcg 
240 

cgcggcaatc ggatcgcgcg gcacctggat ggcgcgacgc tgctgctcag catcagcgcg 
300 
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accgacggct atatcagccc gagctggtac gccgacccgc agggaccaca gt 
352 

<210> 754 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<400> 754 

Met His Pro Asn Arg Ala Phe Arg Phe Ala Asp Asp Val Ser Met Leu 

15 10 15 

Asp Phe Ala Ala Lys Arg Ala Phe Ala His He Phe Val Ser Thr Pro 

20 25 30 

Glu Gly Pro Met Val Ala His Ala Pro Val Thr Pro Phe Asp Gly Ala 

35 40 45 

Phe Arg Phe His Val Ala Arg Gly Asn Arg He Ala Arg His Leu Asp 

50 55 60 

Gly Ala Thr Leu Leu . Leu Ser He Ser Ala Thr Asp Gly Tyr lie Ser 
65 70 75 ^ 80 

Pro Ser Trp Tyr Ala Asp Pro Gin Gly Pro Gin 
85 , 90 


<210> 755 
<211> 301 
<212> DNA 
<213> Homo sapiens 

<400> 755 

tgggatgcag ggtctttctt ctccaaggat ttcattcctg gagggagaaa agggccccag 
60 

ctgtctgcca tcaaaccggg ttgccgggct ggagctcctc ccaggcccgt gtgaggaaga 
120 

gcaaaggccg gcaggggctc gatgggacca gtcgctcgct caggcccagg aaaaccacac 
180 

agctgggggc tgtcaggatt ggaccagggt caggccggcc aggcgatggc gggaaaagca 
240 

ggcccactct gcagacctca atgtctcagg tgcactgcag ggcaaccccg cctaccccgg 

300 

9 

301 

<210> 756 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<400> 756 

Met Gin Gly Leu Ser Ser Pro Arg He Ser Phe Leu Glu Gly Glu Lys 

15 10 15 

Gly Pro Ser Cys Leu Pro Ser Asn Arg Val Ala Gly Leu Glu Leu Leu 

20 25 30 

Pro Gly Pro Cys Glu Glu Glu Gin Arg Pro Ala Gly Ala Arg Trp Asp 

35 40 45 

Gin Ser Leu Ala Gin Ala Gin Glu Asn His Thr Ala Gly Gly Cys Gin 
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50 55 60 

Asp Trp Thr Arg Val Arg Pro Ala Arg Arg Trp Arg Glu Lys Gin Ala 
65 70 75 80 

His Ser Ala Asp Leu Asn Val Ser Gly Ala Leu Gin Gly Asn Pro Ala 
85 90 95 

Tyr Pro Gly 


<210> 757 
<211> 311 
<212> DNA 

<213> Homo sapiens 
<400> 757 ..... 

actgaggcga tcgccagagg ggtgggcgtg cgagggctgc tcaacatcca gttcgccctg 
60 

gtctccgatg ttctctacgt catcgaggcc aaccccaggg catcgcgcac agtccccttc 
120 

gtctcaaagg catccggcgt gcagctcgcc aaagcggcgg ccctcatcat gacaggggag 
180 

acgatcgcct cgctcaggcg ctccggccac ctgcccgagg ccgacgccgc cgtcaccgat 
240 

cccgatgacc cgatcgccgt caaggaggcg gtcctaccct tcaaacgatt ccgcaccacc 
300 

gagggacgcg t 
311 


<210> 758 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 758 

Thr Glu Ala He Ala Arg Gly Val Gly Val Arg Gly Leu Leu Asn He 

15 10 15 

Gin Phe Ala Leu Val Ser Asp Val Leu Tyr Val He Glu Ala Asn Pro 

20 25 30 

Arg Ala Ser Arg Thr Val Pro Phe Val Ser Lys Ala Ser Gly Val Gin 

35 40 45 

Leu Ala Lys Ala Ala Ala Leu He Met Thr Gly Glu Thr He Ala Ser 

50 55 60 

Leu Arg Arg Ser Gly His Leu Pro Glu Ala Asp Ala Ala Val Thr Asp 
65 70 75 80 

Pro Asp Asp Pro He Ala Val Lys Glu Ala Val Leu Pro Phe Lys Arg 

85 90 95 

Phe Arg Thr Thr Glu Gly Arg 
100 


<210> 759 
<211> 391 
<212> DNA 

<213> Homo sapiens 


<400> 759 


832 
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gtgcacaccg gcaagctggt gtggaactgg gacagcggca acccggacga cactacgccg 
60 

attgccgagg gcaagaccta cacccgcaac tcgccgaaca ■ tgtggtccat gttcgccgtc 
120 

gacgaaaaac tcggcatgct ctacctgccg atgggcaacc agaccccgga ccagttcggg 
180 

ggctaccgca cgcctgcgtc ggaactgcac gctgccggcc tgacagcgct ggatatcgac 
240 

actggtaaag tgcgctggca ctaccagttc acccaccatg acctgtggga catggacgtg 
300 

ggcggccagc cgagcctgat cgacatcaag accgccgccg gcgtgaaaca agccgtgatg 
360 

gcctcgacca agcaaggcag catctacgcg t 
391 

<210> 760 
<211> 130 
<212> PRT 
<213> Homo sapiens 

<400> 760 

Val His Thr Gly Lys Leu Val Trp Asn Trp Asp Ser Gly Asn Pro Asp 

1 5 10 15 

Asp Thr Thr Pro He Ala Glu Gly Lys Thr Tyr Thr Arg Asn Ser Pro 

20 25 30 

Asn Met Trp Ser Met Phe Ala Val Asp Glu Lys Leu Gly Met Leu Tyr 

35 40 45 

Leu Pro Met Gly Asn Gin Thr Pro Asp Gin Phe Gly Gly Tyr Arg Thr 

50 55 60 

Pro Ala Ser Glu Leu His Ala Ala Gly Leu Thr Ala Leu Asp He Asp 
65 70 75 80 

Thr Gly Lys Val Arg Trp His Tyr Gin Phe Thr His His Asp Leu Trp 

85 90 95 

Asp Met Asp Val Gly Gly Gin Pro Ser Leu He Asp He Lys Thr Ala 

100 105 HO 

Ala Gly Val Lys Gin Ala Val Met Ala Ser Thr Lys Gin Gly Ser He 
115 120 125 

Tyr Ala 
130 

<210> 761 
<211> 324 
<212> DNA 
<213> Homo sapiens 

<400> 761 

cctaggtagg cccaaagggg cctaactttc ttgctgccct ggtggagcaa gaaatatctt 
60 

ctaggagagg ccaatccttc cctgccccac agctccttct ctgcaaagct cagggggcaa 
120 

tcaggtacct cctgcccaag aggcccccat ggttcctcgc ctaaggaagg cagggcgggg 
180 

cattgggagc cgttgacagc tgggctcagc tggggggagg ggtcagtttg ggagcaggtg 
240 
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cagatttcag ggaggggggg gcctaaaggg aagtagggat cttggtaggc tgcaaaattt 
300 

tcctccccat cccccatcca caga 
324 

<210> 762 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 762 


Met 

Gly 

Asp Gly 

Glu Glu Asn 

Phe Ala 

Ala Tyr Gin Asp Pro Tyr 

Phe 

l 



5 


10 15 


Pro 

Leu 

Gly Pro 

Pro Leu Pro 

Glu lie 

Cys Thr Cys Ser Gin Thr 

Asp 



20 


25 

30 


Pro 

Ser 

Pro Gin 

Leu Ser Pro 

Ala Val 

Asn Gly Ser Gin Cys Pro 

Ala 



35 


40 

45 


Leu 

Pro 

Ser Leu 

Gly Glu Glu 

Pro Trp 

Gly Pro Leu Gly Gin Glu 

Val 


50 


55 


60 


Pro 

Asp 

Cys Pro 

Leu Ser Phe 

Ala Glu 

Lys Glu Leu Trp Gly Arg 

Glu 

65 



70 


75 

80 

Gly 

Leu 

Ala Ser 

Pro Arg Arg 

Tyr Phe 

Leu Leu His Gin Gly Ser 

Lys 




85 


90 95 


Lys 

Val 

Arg Pro 

Leu Trp Ala 

Tyr Leu 





100 


105 




<210> 763 
<211> 301 
<212> DNA 

<213> Homo sapiens 
<400> 763 

acgcgttatg ggcggcccgg atgggcgatg cgctatccca cacctcgatg atggcggaca 
60 

tcctcggcgg tgtgctggaa gtggcggcca atatcgcgat tactgcgggc gcgaccgctg 
120 

ccgcggtggc cgccaccggc tttaccgagg ccaccggcgg cctcggctgc ttcctgctgg 
180 

gcgctgcctt gggcaccatt gccggcctgg ccatgagcaa cattggcgcg gacacagggc 
240 

tgaccaagat atgcaatgcc tttaacaacg ccttatttgc gcccaccgtg catgcgaaca 

300 

t 

301 

<210> 764 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 764 

Met Phe Ala Cys Thr Val Gly Ala Asn Lys Ala Leu Leu Lys Ala Leu 

1 5 10 15 

His He Leu Val Ser Pro Val Ser Ala Pro Met Leu Leu Met Ala Arg 
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20 25 30 

Pro Ala Met Val Pro Lys Ala Ala Pro Ser Arg Lys Gin Pro Arg Pro 

35 40 45 

Pro Val Ala Ser Val Lys Pro Val Ala Ala Thr Ala Ala Ala Val Ala 

50 : 55 60 

Pro Ala Val He Ala He Leu Ala Ala Thr Ser Ser Thr Pro Pro Arg 
65 70 75 80 

Met Ser Ala He He Glu Val Trp Asp Ser Ala Ser Pro He Arg Ala 
85 90 95 

Ala His Asn Ala 
100 

<210> 765 
<211> 831 
<212> DNA 
<213> Homo sapiens 

<400> 765 

ngcacactcc agcctctgtt ctttctctcc ttgtgccttt gcccttacca cggttcctca 
60 

taacattgtt gttcctgtat ttaaggccct ataaacaggg agatgcgcca cctcatcagt 
120 

agcctccaga atcacaatca ccagctgaaa ggggaggtcc tgagatataa gcggaaattg 
180 

agagaa'gccc agtctgacct gaacaagaca cgcctgcgta gtggtagtgc cctcctgcag 
240 

tcccagtcta gtactgagga cccgaaggat gagcctgcgg agctaaaacc agattctggg 
300 

gacttatcct cccagtcctc agcttcaaag gcatctcagg aggatgccaa tgaaatcaag 
360 

tctaaacggg atgaagaaga acgagaacga gaaaggaggg agaaggagag ggaacgagaa 
420 

agagaacggg agaaggagaa ggagagagaa cgagagaagc agaagctaaa agagtcagaa 
480 

aaagagagag attctgctaa ggataaagag aaaggcaaac atgatgatgg acggaaaaag 
540 

gaagcagaaa ttatcaaaca attgaagatt gaactcaaga aggcacagga gagccaaaag 
600 

gagatgaaac tattgctgga tatgtaccgt tctgccccaa aggaacagag agacaaagtt 
660 

cagctgatgg cagctgagaa gaagtctaag gcagagttgg aagatctaag gcaaagactc 
720 

aaggatctgg aagataaaga gaagaaagag aacaagaaaa tggctgatga ggatgccttg 
780 

aggaagatcc gggcagtgga ggagcagata gaatacctac agaagaagct a 
831 

<210> 766 
<211> 243 
<212> PRT 
<213> Homo sapiens 

<400> 766 

Met Arg His Leu He Ser Ser Leu Gin Asn His Asn His Gin Leu Lys 
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15 10 15 

Gly Glu Val Leu Arg Tyr Lys Arg Lys Leu Arg Glu Ala Gin Ser Asp 

20 25 30 

Leu Asn Lys Thr Arg Leu Arg Ser Gly Ser Ala Leu Leu Gin Ser Gin 

35 40 45 

Ser Ser Thr Glu Asp Pro Lys Asp Glu Pro Ala Glu Leu Lys Pro Asp 

50 55 60 

Ser Gly Asp Leu Ser Ser Gin Ser Ser Ala Ser Lys Ala Ser Gin Glu 
65 70 75 80 

Asp Ala Asn Glu He Lys Ser Lys Arg Asp Glu Glu Glu Arg Glu Arg 

85 90 95 

Glu Arg Arg Glu Lys Glu Arg Glu Arg Glu Arg Glu Arg Glu Lys Glu 

100 105 HO 

Lys Glu Arg Glu Arg Glu Lys Gin Lys Leu Lys Glu Ser Glu Lys Glu 

115 120 125 

Arg Asp Ser Ala Lys Asp Lys Glu Lys Gly Lys His Asp Asp Gly Arg 

130 135 140 

Lys Lys Glu Ala Glu He He Lys Gin Leu Lys He Glu Leu Lys Lys 
145 150 155 160 

Ala Gin Glu Ser Gin Lys Glu Met Lys Leu Leu Leu Asp Met Tyr Arg 

165 170 175 

Ser Ala Pro Lys Glu Gin Arg Asp Lys Val Gin Leu Met Ala Ala Glu 

180 185 190 

Lys Lys Ser Lys Ala Glu Leu Glu Asp Leu Arg Gin Arg Leu Lys Asp 

195 200 205 

Leu Glu Asp Lys Glu Lys Lys Glu Asn Lys Lys Met Ala Asp Glu Asp 

210 215 220 

Ala Leu Arg Lys He Arg Ala Val Glu Glu Gin He Glu Tyr Leu Gin 
225 230 235 240 

Lys Lys Leu 


<210> 767 
<211> 431 
<212> DNA 

<213> Homo sapiens 
<400> 767 

gctagctcgc tcgcactcat tctcgggagg cttccccgcg ccggccgcgt cccgcccgct 
60 

ccccggcacc agaagttcct ctgcgcgtcc gacggcgaca tgggcgtccc cacggccccg 
120 

gaggccggca gctggcgctg gggatccctg ctcttcgctc tcttcctggc tgcgtcccta 
180 

ggtccggtgg cagccttcaa ggtcgccacg ccgtattccc tgtatgtctg tcccgagggg 
240 

cagaacgtca ccctcacctg caggctcttg ggccctgtgg acaaagggca cgatgtgacc 
300 

ttctacaaga cgtggtaccg cagctcgagg ggcgaggtgc agacctgctc agagcgccgg 
360 

cccatccgca acctcacgtt ccaggacctt cacctgcacc atggaggcca ccaggctgcc 
420 

aacaccagcc a 
431 
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<210> 768 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 768 

Met Gly Val Pro Thr Ala Pro Glu Ala Gly Ser Trp Arg Trp Gly Ser 

1 5 10 15 

Leu Leu Phe Ala Leu Phe Leu Ala Ala Ser Leu Gly Pro Val Ala Ala 

20 25 30 

Phe Lys Val Ala Thr Pro Tyr Ser Leu Tyr Val Cys Pro Glu Gly Gin 

35 40 45 

Asn Val Thr Leu Thr Cys Arg Leu Leu Gly Pro Val Asp Lys Gly His 

50 55 60 

Asp Val Thr Phe Tyr Lys Thr Trp Tyr Arg Ser Ser Arg Gly Glu Val 
65 70 75 80 

Gin Thr Cys Ser Glu Arg Arg Pro He Arg Asn Leu Thr Phe Gin Asp 

85 90 95 

Leu His Leu His His Gly Gly His Gin Ala Ala Asn Thr Ser 
100 105 HO 

<210> 769 
<211> 422 
<212> DNA 

<213> Homo sapiens 
<400> 769 

tgtacacctc gtaatacatg atcgcgatac cgcccgcgat gaccctaagc aactcattct 
60 

cgacttcgaa ctccatcaag tgatttttgc ggtcgacgaa tctggtttcc gtatgaaaga 
120 

acggtatgtt ttgtatgtcg cggccctgcc actcaaacct caccgtgtca cccacctcaa 
180 

aaaaatcccg ggtcggccca caaataaatc aattgcgccg ctcctccgag ttcttccatg 
240 

tcaacgatct cccctggctg ctcaagccaa ggccctcgcg gccgtgggac tccaaggttg 
300 

acgttgaccc gactgatttc ggaccagttg gcgtcggtat tgggggcagg gtagttaccg 
360 

cccatgtcga tgatctacat cgccaccggc agcgtgtctt cgtagtcgtc atgcctgatc 

420 

an 

422 

<210> 770 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<400> 770 

Met Phe Cys Met Ser Arg Pro Cys His Ser Asn Leu Thr Val Ser Pro 

1-5 10 15 

Thr Ser Lys Lys Ser Arg Val Gly Pro Gin He Asn Gin Leu Arg Arg 
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20 

Ser Ser Glu Phe Phe His Val Asn 

35 40 
Arg Pro Ser Arg Pro Trp Asp Ser 

50 55 
Phe Gly Pro Val Gly Val Gly lie 
65 70 
Val Asp Asp Leu His Arg His Arg 
85 

Pro Asp Xaa 


25 30 
Asp Leu Pro Trp Leu Leu Lys Pro 
45 

Lys Val Asp Val Asp Pro Thr Asp 
60 

Gly Gly Arg Val Val Thr Ala His 

75 80 
Gin Arg Val Phe Val Val Val Met 
90 95 


<210> 771 

<211> 369 ^ 

<212> DNA 

<213> Homo sapiens 

<400> 771 

gcctacgcgc aattcctcgc gggtatggcg tttaacaatg cgtctctcgg gtatgtgcat 
60 

gcaatggcgc atcagctggg cggtttttac gatctgccgc acggcgtgtg caatgcgata 
120 

ctgttgccac acgtgcagac gtttaactgc aaagtggcgg cctcgcgcct gcgtgattgc 
180 

gcccaggcca tgggtgtcga tgtcagtcaa atgacagcag aacagggcgc acaggcgtgt 
240 

atcgcagaga ttcgctctct ggcacgtcag gtgaatatcc cggtgggatt gcgtgacctc 
300 

aacgtgaagg aagcggactt cccgattctg gcgaccaacg cgctaaaaga ccctgtgggt 
360 

ttgattaat 
369 

<210> 772 
<211> 123 
<212> PRT 
<213> Homo sapiens 


<400> 772 

Ala Tyr Ala Gin Phe Leu Ala Gly Met Ala Phe Asn Asn Ala Ser Leu 

15 10 15 

Gly Tyr Val His Ala Met Ala His Gin Leu Gly Gly Phe Tyr Asp Leu 

20 25 30 

Pro His Gly Val Cys Asn Ala lie Leu Leu Pro His Val Gin Thr Phe 

35 40 45 

Asn Cys Lys Val Ala Ala Ser Arg Leu Arg Asp Cys Ala Gin Ala Met 

50 55 60 

Gly Val Asp Val Ser Gin Met Thr Ala Glu Gin Gly Ala Gin Ala Cys 
65 ~ 70 75 80 

lie Ala Glu He Arg Ser Leu Ala Arg Gin Val Asn He Pro Val Gly 

85 90 95 

Leu Arg Asp Leu Asn Val Lys Glu Ala Asp Phe Pro He Leu Ala Thr 

100 105 HO 

Asn Ala Leu Lys Asp Pro Val Gly Leu He Asn 
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115 120 

<210> 773 
<211> 309 
<212> DNA 
<213> Homo sapiens 

<400> 773 

ccgccgttgc cggcggtgga ttttctggta ggcttgaatc agcgcctggc tgccgacatc 
60 

ggttacttga tccgcgtgga gccgggcgta caaactccgg aattcaccct ggaaaacgcc 
120 

tccggttcct gccgggattc ggcgtggttg ctggtgcaac tgctgcgcaa cctgggcctg 
180 

gcggcgcgat ttgtgtctgg ctatctgatc caactgaccg ccgacgtcaa agccctcgac 
240 

ggcccgtccg gcaccgaggt ggatttcacc gacctgcatg cctggtgcga agtgtatttg 
300 

cccggcgcc 
309 

<210> 774 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 774 


Pro Pro 

Leu 

Pro 

Ala 

Val 

Asp 

Phe 

Leu Val Gly Leu Asn Gin Arg Leu 

1 



5 




10 15 

Ala Ala 

Asp 

He 
20 

Gly 

Tyr 

Leu 

He 

Arg Val Glu Pro Gly Val Gin Thr 
25 30 

Pro Glu 

Phe 
35 

Thr 

Leu 

Glu 

Asn 

Ala 
40 

Ser Gly Ser Cys Arg Asp Ser Ala 
45 

Trp Leu 

Leu 

Val 

Gin 

Leu 

Leu 

Arg 

Asn Leu Gly Leu Ala Ala Arg Phe 

50 





55 


60 

Val Ser 

Gly 

Tyr 

Leu 

He 

Gin 

Leu 

Thr Ala Asp Val Lys Ala Leu Asp 

65 




70 



75 80 

Gly Pro 

Ser 

Gly 

Thr 

Glu 

val 

Asp 

Phe Thr Asp Leu His Ala Trp Cys 



85 




90 95 

Glu Val 

Tyr 

Leu 
100 

Pro 

Gly 

Ala 




<210> 775 

<211> 4125 

<212> DNA 

<213> Homo sapiens 

<400> 775 

nncaggatgg gcgcgaacaa tggcaaacag tacggcagtg agggcaaagg cagctcgagc 
60 

atctcatctg acgtgagttc aagtacagat cacacgccca ctaaagccca gaagaatgtg 
120 

gctaccagcg aagactccga cctgagcatg cgcacactga gcacgcccag cccagccctg 
180 
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atatgtccac 

cgaatctccc 

240 


tccatcaccg 

gggagacggt 

300 


ccgctcatcc 

ggctcgcctc 

360 


gaccactcca 

tggtgcagat 

420 


cgagtgtgcc 

gccgctggta 

480 


ctgacgggcg 

agaccatcaa 

540 


caggacaccc 

ccaacgtgtg 

600 


ctcacagacc 

gagggctgta 

660 


gtctcaggct 

gttacaatat 

720 


aatctggagc 

acctggatgt 

780 


gaggcctcca 

ttaaactgtc 

840 


atgacggact 

gcttcgtgct 

900 


cagctcaccc 

acctctacct 

960 


ctggtgatct 

actgcgcctc 

1020 


gacttcggcc 

tgcgggagat 

1080 


cactgcggcc 

gggtcaccga 

1140 


cgctacctca 

acgcgagggg 

1200 


aagaactgca 

ccaaactcaa 

1260 


ggcctggagt 

gcctggccct 

1320 


gagagcatca 

ccggccaggg 

1380 


ctgaatgtcc 

aggactgcga 

1440 


aagcgctgcg 

tcatcgagca 

1500 


gcgttgtatt 

cacacaaacc 

1560 


ccgacaccca 

ctcaaaacag 

1620 


ttttcctcat 

ttctcatggg 

1680 


aggcattttg 

gtcaggtcat 

1740 


aggctgatcg 

ctgttccttg 

1800 



aggatttcag aatggaaggg 
ggccatggtg cactccccgc 
cagaccccag aaggatcagg 
cttctccttc ctgcccacca 
caacctggcc tgggacccgc 
cgtggaccgc gccctcaagg 
tctcatgctg gaaaccgtaa 
caccatcgcc cagtgctgcc 
ctccaacgag gccgtctttg 
gtcaggatgc tccaaagtga 
acccttgcat ggcaaacaga 
ggaggacgaa ggcctgcaca 
gcgccgctgc gtccgcctga 
catcaaggag ctgagcgtca 
cgccaagctg gagtcccgcc 
cgtgggcatc cgctacgtgg 
ctgcgagggc atcacggacc 
atccctggat atcggcaaat 
gaactgcttc aacctcaagc 
cttgcagatc gtggccgcca 
ggtctccgtg gaggccctgc 
caccaacccg gctttcttct 
tgaacaaagc aaattttttt 
ctctttcttc cgggaaggtt 
caacagaggc caaagaaacg 
ttgtaggcag tttctcttct 
agcaaggcgc ttactctcct 


gctcgtccac ctcctcgtcc 
ccccgacccg cctcacacac 
ccagcataga ccggctcccg 
accagctgtg ccgctgcgcg 
ggctctggag gactatccgc 
tgctgacccg cagactctgc 
ctgtcagtgg ctgcaggcgg 
ccgaactgag gcgactggaa 
atgtggtgtc cctctgccct 
cctgcatcag cttgacccgg 
tttccatccg ctacctggac 
ccatcgcggc gcactgcacg 
ccgacgaagg cctgcgctac 
gcgactgccg cttcgtcagc 
tgcggtacct gagcatcgcg 
ccaagtactg cagcaagctg 
acggtgtgga gtacctcgcc 
gccctttggt atccgacacg 
ggctcagcct caagtcctgc 
actgctttga cctccagacg 
gctttgtcaa acgccactgc 
gaagggacag agttcatccg 
aaaagcagcg tatgtaagca 
attaggaatc tggcctttat 
aagcaagaca aacagcaaac 
cacaaaagat gtacttaagc 
ccgctcaggc ccccaaggcc 
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. gccctttccc tcgcacacag 
1860 

accctccctc cctagagcag 
1920 

ctcctctcta aactgcttca 
1980 

ttcttgtcaa ctcaatacca 
2040 

aaaaattcat tacagcaaac 
2100 

tgactatgac cttggccaaa 
2160 

agaggccaca cagcccaaag 
2220 

acccatacac agaagcacct 
2280 

tgattctgtg gatggatgtg 
2340 

ggtcctgtat gtcctttggc 
2400 

cctctcccac ctcctcacat 
2460 

atactttctg cattcccccc 
2520 

gcaaagccca gatcccccca 
2580 

cccttgcaat ttttaattaa 
2640 

ctgatccctc gccttgcaca 
2700 

gacagatgcc tcggttcttt 
. 2760 

tctttataca tccagacttc 
2820 

attgtgcaaa ttgccaccct 
2880 

gaatgcaaag cagacttcca 
2940 

gaagagggaa cacactgaga 
3000 

aatactaaaa tcattacaag 
3060 

tggatagaag tctatattct 
3120 

attgctggtt ttcacgaaat 
3180 

attattctct agccaagccc 
3240 

aaaatgccca ttatccaaat 
3300 

tcaaacttag acacccttga 
3360 

cttctgtggg ggatggagag 
3420 


gccccacccc cacagttcca 
cagcgaggat ccatcatcag 
ttgacctaag tcactctctt 
tagcactttg cataggcaaa 
agctggggaa ggacatgcag 
gcacttcact gctctgggct 
attagcttca tgtccattat 
tggcatagag cacccaggca 
atttcaggag attgtgcagt 
tgcaaatcac ccacttccct 
cctcttttgc caggctggat 
tccacaccat cctagcgagg 
tcagttgctt ttactcagtg 
caagcaaggc ccaagggaac 
cctggcatgc atcaggcaca 
gtcattcaga ttgcatttga 
atcacatgaa gcctattggg 
gtgtacctcc tccatgtctg 
ggtgtttaaa ttctgttcac 
tgacttagac tctggtccac 
gtatggattt taaatggatg 
agcctcattt gcatgaagtc 
tcacttgtct tttgctaata 
cacctttgtt acgttgaaat 
gcagaacctc tgcatctcca 
caactgcact cctactgtag 
gttagtgtga tgaggtggtg 

841 


cgcccccccc ccaaggccac 
aatcacagtg ctctccagac 
caatcccaca cccatggaca 
atacttttca ggccttttta 
tcctccccca gctctgtcaa 
gcagcttcca gcactgaatc 
agcattgagg gagcagagat 
tcgacctctt ccaggagaac 
gccagcatca gtgcataaag 
gtgtttcagt gggagaattt 
gctgtcgtct ctgtacacaa 
caccagcaca cctaatcaca 
ttttcaaata ggagtaaagg 
acatgtcctc aaaagttttt 
tctgtcctac agctggcaga 
cctcttctca tctatttatt 
gttaagtttg taagtgttta 
tctgcgtgtt ttccaccaaa 
tcaacaatgc cagatgaatg 
caaccagacc cttggaaagg 
aaacttcaaa ttatcttatt 
agatagccag aagaaattcc 
aacacatggc cctttcccag 
ccctcattta ttttctxctc 
agccagttat gctgaatttg 
gctcctgtgc atactgtcgt 
tctgcccagg aggtttcttt 
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caaacatcat ggcctcccat ccaatcaaca tcatcaaatt acatgtgtaa tcaaggctct 
3480 

gtgccatggg ggaaatgaat catttagcta ggccaggatc tagtgaaagc cacagagttt 
3540 

aaaaccatga aagaagttga aggcagcatt cctcagctct gtgacttgtg accctatttg 
3600 

aagtttcagg atttgggtgt cacaaaggat tgtccctaat ccttggccct ggggtcttcc 
3660 

gagtgagctg gtttaatact ctgagaatga gcagggagat ccagagaatg aatccctgac 
3720 

cgcatcacct aaactgtctt ccaaacatga gacaaagctg actgttcaca ctgattgccc 
3780 

agcacatacc gtcttgccag tttcttcttt tctcccagtc tcctgttcat ccattctgtt 
3840 

ctcccttggg gtgggaatct atgatggagg ttactgggga aacagctcag cagatttttg 
3900 

gagaccaaac caaaggtctc actaggaaat ttatctgttt taaaacattg cttccttcct 
3960 

ggctctgcta aattgaatgc tcattgtttg ttgttgttgt tttttaattc taatgttcaa 
4020 

atcactgcgt gctgtatgaa tctagaaagc cttaatttac taccaagaaa taaagcaata 
4080 

tgttcgtaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 
4125 

<210> 776 
<211> 483 
<212> PRT 

<213> Homo sapiens 


<400> 776 


Tyr 

Gly 

Ser 

Glu 

Gly 

Lys 

Gly 

Ser 

Ser 

Ser 

He 

Ser 

Ser 

Asp 

Val 

Ser 

1 




5 





10 





15 


Ser 

Ser 

Thr 

Asp 

His 

Thr 

Pro 

Thr 

Lys 

Ala 

Gin 

Lys 

Asn 

Val 

Ala 

Thr 




20 





25 





30 



Ser 

Glu 

Asp 

Ser 

Asp 

Leu 

Ser 

Met 

Arg 

Thr 

Leu 

Ser 

Thr 

Pro 

Ser 

Pro 



35 





40 





45 




Ala 

Leu 

He 

Cys 

Pro 

Pro 

Asn 

Leu 

Pro 

Gly 

Phe 

Gin 

Asn 

Gly 

Arg 

Gly 


50 





55 





60 





Ser 

Ser 

Thr 

Ser 

Ser 

Ser 

Ser 

He 

Thr 

Gly 

Glu 

Thr 

Val 

Ala 

Met 

Val 

65 





70 





75 





80 

His 

Ser 

Pro 

Pro 

Pro 

Thr 

Arg 

Leu 

Thr 

His 

Pro 

Leu 

lie 

Arg 

Leu 

Ala 





85 





90 





95 


Ser 

Arg 

Pro 

Gin 

Lys 

Asp 

Gin 

Ala 

Ser 

He 

Asp 

Arg 

Leu 

Pro 

Asp 

His 




100 





105 





110 



Ser 

Met 

Val 

Gin 

He 

Phe 

Ser 

Phe 

Leu 

Pro 

Thr 

Asn 

Gin 

Leu 

Cys 

Arg 



115 





120 





125 




Cys 

Ala 

Arg 

Val 

Cys 

Arg 

Arg 

Trp 

Tyr 

Asn 

Leu 

Ala 

Trp 

Asp 

Pro 

Arg 


130 





135 





140 





Leu 

Trp 

Arg 

Thr 

lie 

Arg 

Leu 

Thr 

Gly 

Glu 

Thr 

He 

Asn 

val 

Asp 

Arg 

145 





150 





155 





160 

Ala 

Leu 

Lys 

Val 

Leu 

Thr 

Arg 

Arg 

Leu 

Cys 

Gin 

Asp 

Thr 

Pro 

Asn 

Val 




165 





170 





175 


Cys 

Leu 

Met 

Leu 

Glu 

Thr 

Val 

Thr 

Val 

Ser 

Gly 

Cys 

Arg 

Arg 

Leu 

Thr 
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180 



185 

190 


Asp 

Arg 

Gly Leu 

Tyr Thr 

He 

Ala Gin Cvs Cvs Pro 

Glu Leu Arg Arg 



195 




200 

205 


Leu 

Glu 

Val 

Ser 

Gly Cys 

Tyr 

Asn He Ser Asn Glu 

Ala Val 

Phe Asp 


210 




215 

220 



val 

Val 

Ser 

Leu 

Cys Pro 

Asn 

Leu Glu His Leu Aso 

Val Ser Gly Cys 

225 




230 


235 


240 

Ser Lys 

Val 

Thr 

Cys He 

Ser 

L.eu Thr Ara Glu Ala 

Ser He 

Lys Leu 





245 


250 


255 

Ser 

Pro 

Leu 

His 

Gly Lys 

Gin 

Tie ^er lie Aro Tvr 

Leu Asp 

Met Thr 




260 



265 

270 


Asp 

Cys 

Phe 

Val 

Leu Glu Asp 

fjl ii f!l v T.eti His Thr 
ui u uiy ljcli ni9 nil 

He Ala 

Ala His 



275 




280 

285 


Cys 

Thr 

Gin 

Leu 

Thr His 

Leu 

Txry T.aii Zirvr A yrr Pue 

iyr ijcu HTy ml y ^ys 

Val Arg Leu Thr 


290 




295 

300 



Asp Glu 

Gly Leu 

Arg Tyr 

Leu 

vai lie lyi \myo Hia 

Ser He 

Lys Glu 

305 




310 


315 


320 

Leu 

Ser 

Val 

Ser 

Asp Cys 

Arg 

rile Val bci MSp xriie 

Gly Leu Arg Glu 





325 




335 

lie 

Ala 

Lys 

Leu 

Glu Ser 

Arg 

Leu Arg iyr .L»eu ber 

He Ala 

His Cys 




340 




350 


Gly Arg 

Val 

Thr 

Asp Val 

Gly 

lie Miry -^yr vai Mia 

Lys Tyr 

Cys Ser 



355 




JOU 

365 


Lys 

Leu 

Arg Tyr 

Leu Asn 

Ala 

ml y uiy ^ys uiu wiy 

He Thr Asp His 


370 




375 

380 



Gly Val 

Glu Tyr 

Leu Ala 

Lys 

Moil Lyo x iil uy ss ucu 

Lys Ser 

Leu Asp 

385 




390 




400 

lie Gly 

Lys 

Cys 

Pro Leu 

val 

Ser Asp Thr Gly Leu 

Glu Cys 

Leu Ala 





405 


410 


415 

Leu 

Asn 

Cys 

Phe 

Asn Leu 

Lys 

Arg Leu Ser Leu Lys 

Ser Cys 

Glu Ser 




420 



425 

430 


He 

Thr 

Gly Gin 

Gly Leu Gin 

lie Val Ala Ala Asn 

Cys Phe 

Asp Leu 



435 




440 

445 


Gin 

Thr 

Leu 

Asn 

Val Gin Asp 

Cys Glu Val Ser Val 

Glu Ala 

Leu Arg 


450 




455 

460 



Phe 

Val 

Lys Arg 

His Cys 

Lys 

Arg Cys Val lie Glu 

His Thr 

Asn Pro 

465 




470 


475 


480 

Ala 

Phe 

Phe 








<210> 777 
<211> 705 

<212> DNA > 
<213> Homo sapiens 

<400> 777 

ggtaccatcg tttttaaacc taattaagat attactcatt cttgttggtg cccaattcca 
60 

caccaatctg ctctttaatg ccagactgat ggctctaaca atccttatta actccttttt 
120 

gtggcttcaa ggaaaaacaa aaacctcttc tctcattcac cacctctagg ccaggagaaa 
180 

ttatttttgg ttcaggcttt cacagtgggg gtctgaaagt gaccagtcta gaaaaggatg 
240 
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actcagcaaa aggagagctc tgaaggtccc tgaggcggca cggtccagca ttattaggtc 
300 

acatggtatg acctgaaaca aatacgttct tcccaaatgt ggcaggaccg ggagagcttc 
360 

tcaccaggag ggaaccgccg caatgaccgc cggacgtcca gcaacacttg ttggtagtcc 
420 

ttgctcatct gccgtaggtt cttccctgat ataggaggtg ggtcattggc attgacattg 

480 

aggagcttgg gccacacttt tcgtctgatc tcatcagtca ggagccctcc ttcactgata 
540 

gccatgcgtc taagggcagc cacatcagtg ggatcactgt tcagagcctg gtgtatctct 
600 

aacactttct ttttcctttt ggcgttaaag tctgccttct ccgcgccgcc gtcccagtgg 
660 

ccggaggtgg gccgtcccct gcgcactccg gaggccatcc ccggg 
705 

<2l0> 778 
<211> 134 
<212> PRT 
<213> Homo sapiens 

<400> 778 


Met 

Ala 

Ser 

Gly 

Val 

Arg 

Arg 

Gly 

Arg 

Pro 

Thr 

Ser 

Gly 

His 

Trp 

Asp 

1 




5 





10 





15 


Gly 

Gly 

Ala 

Glu 
20 

Lys 

Ala, 

Asp 

Phe 

Asn 
25 

Ala 

Lys 

Arg 

Lys 

Lys 
30 

Lys 

Val 

Leu 

Glu 

He 
35 

His 

Gin 

Ala 

Leu 

Asn 
40 

Ser 

Asp 

Pro 

Thr 

Asp 
45 

Val 

Ala 

Ala 

Leu 

Arg 
50 

Arg 

Met 

Ala 

He 

Ser 
55 

Glu 

Gly 

Gly 

Leu 

Leu 
60 

Thr 

Asp 

Glu 

He 

Arg 

Arg 

Lys 

Val 

Trp 

Pro 

Lys 

Leu 

Leu 

Asn 

Val 

Asn 

Ala 

Asn 

Asp 

Pro 

65 





70 





75 





80 

Pro 

Pro 

He 

Ser 

Gly 
85 

Lys 

Asn 

Leu 

Arg 

Gin 
90 

Met 

Ser 

Lys 

Asp 

Tyr 
95 

Gin 

Gin 

Val 

Leu 

Leu 
100 

Asp 

Val 

Arg 

Arg 

Ser 
105 

Leu 

Arg 

Arg 

Phe 

Pro 
110 

Pro 

Gly 

Glu 

Lys 

Leu 
115 

Ser 

Arg 

Ser 

Cys 

His 
120 

He 

Trp 

Glu 

Glu 

Arg 
125 

He 

Cys 

Phe 

Arg 

Ser 

Tyr 

His 

Val 

Thr 












130 


<210> 779 
<211> 322 
<212> DNA 
<213> Homo sapiens 

<400> 779 

tccggacatg tgcaaacaat tcaatgatgt ggtgcgtcga catggtgtgc atcactctgt 
60 

gactgtgagt gattctgagg ataccgttgc gccgtcccag ctggttcgat cccctcgtaa 
120 

cgccttgcct ttgaaggaac ccagtgggaa ggctagacca agtaaatatg aatcaccaaa 
180 
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cgccagcaac ttcatcgtca ggcatgtggc aactggcaaa gagggcactg atgatgagta 
240 

tgctaactca aactactact actcgatgtc tgccaatcga ctaggagacg aggaaacgga 
300 

ggaaatgata ggtttggcta cc 
322 

<210> 780 
<211> 105 
<212> PRT 
<213> Homo sapiens 


<400> 780 





Met 

Cys 

Lys 

Gin 

Phe 

Asn Asp Val Val 

Arg Arg His Gly Val His His 

1 




5 


10 15 

Ser Val 

Thr 

Val 

Ser 

Asp Ser Glu Asp 

Thr Val Ala Pro Ser Gin Leu 




20 


25 

30 

Val 

Arg 

Ser 

Pro 

Arg 

Asn Ala Leu Pro 

Leu Lys Glu Pro Ser Gly Lys 



35 



40 

45 

Ala 

Arg 

Pro 

Ser 

Lys 

Tyr Glu Ser Pro 

Asn Ala Ser Asn Phe He Val 


50 




55 

60 

Arg 

His 

Val 

Ala 

Thr 

Gly Lys Glu Gly 

Thr Asp Asp Glu Tyr Ala Asn 

65 





70 

75 80 

Ser 

Asn 

Tyr 

Tyr 

Tyr 

Ser Met Ser Ala 

Asn Arg Leu Gly Asp Glu Glu 





85 


90 95 

Thr 

Glu 

Glu 

Met 

He 

Gly Leu Ala Thr 





100 


105 



<210> 781 
<211> 297 
<212> DNA 
<213> Homo sapiens 

<400> 781 

nntcgcgtgc ctggaatgtg tgtctgtgta tgtgtgtgta tgtatgtgtg tatggaatgt 
60 

gtgtgtatgn gaatatgtgt gtgtatgnga atgtgtgtgt gtgtttggaa tgtgtgtatg 
120 

gaatgtgtgt ctgtgtatgg aatatgtgtg agtatgngaa tgtgtgtgtg tgtttggaat 
180 

gtatcgaatg tgtgtctgtg tgtaaggaat gtgtgtgtat ggaatgtgtt tacgtgcatg 
240 

tgtctggaat gtgtgtgtat ggaatgtgtg tgtatgtgta tgngaatgtg tgtgtgt 
297 

<210> 782 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<400> 782 

Xaa Arg Val Pro Gly Met Cys Val Cys Val Cys Val Cys Met Tyr Val 

15 10 15 

Cys Met Glu Cys Val Cys Met Xaa He Cys Val Cys Met Xaa Met Cys 
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20 

Val Cys Val Trp Asn Val Cys Met 

35 40 
Cys Val Ser Met Xaa Met Cys Val 

50 55 
Cys Leu Cys Val Arg Asn Val Cys 
65 70 
Cys Leu Glu Cys Val Cys Met Glu 
85 

Cys Val Cys 


25 30 
Glu Cys Val Ser Val Tyr Gly He 
45 

Cys Val Trp Asn Val Ser Asn Val 

60 * 

Val Trp Asn Val Phe Thr Cys Met 

75 80 
Cys Val Cys Met Cys Met Xaa Met 
90 95 


<210> 783 

<211> 612 

. <212> DNA 

<213> Homo sapiens 

<400> 783 

accggtgacg taactgctcc cgctggcagc ttcgagggcg atgtcgattt gcgtgcccgg 
60 

caccgggtcg agtgagctgc ccagcagcaa gcccaccaca tcggtgacca gaccgatcac 
120 

tttgttgagc acgtcgatga cgggcaactt caaggaaatc caggtgcgga cttgcgcggt 
180 

ccgcacaaaa atcggctggg tgtcgatcaa ctgcgggttg ccaatcgcag aatttgcgcg 
240 

gttcgatgac acgtgtcttc accgtgatat tcagcagccc cagtacgtcc accggcaact 
300 

cgacggccac cgcgctggct ttgttggaca gctgcacaaa gccctgaatc aggttgaaca 
360 

gttgcaggtt gacgtccagg gcgctcttgt ccgtgccgtt ttgtatattg atcaggtcgc 
420 

ccaggtgcag gatctgcgtg cctggggcaa tcagcttgat tgcttcgagg ttattgatca 
480 

ccacctggac cgcattaccg cccagcttga gcacatcgat ggcggcctgg atcaactggc 
540 

cgacggtcgc gtcggtcttg agcaactggt cgtagttgcc ggcgctgacg ttgaggcgga 
600 

tggccgacgc gt 
612 

<210> 784 
<211> 190 
<212> PRT 

<213> Homo sapiens 

<400> 784 

Met Ser lie Cys Val Pro Gly Thr Gly Ser Ser Glu Leu Pro Ser Ser 

15 10 15 

Lys Pro Thr Thr Ser Val Thr Arg Pro He Thr Leu Leu Ser Thr Ser 

20 25 30 

Met Thr Gly Asn Phe Lys Glu He Gin Val Arg Thr Cys Ala Val Arg 

35 40 45 

Thr Lys He Gly Trp Val Ser He Asn Cys Gly Leu Pro He Ala Glu 
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50 55 60 

Phe Ala Arg Phe Asp Asp Thr Cys Leu His Arg Asp He Gin Gin Pro 
65 70 75 80 

Gin Tyr Val His Arg Gin Leu Asp Gly His Arg Ala Gly Phe Val Gly 

85 90 . 95 

Gin Leu His Lys Ala Leu Asn Gin Val Glu Gin Leu Gin Val Asp Val 

100 105 110 

Gin Gly Ala Leu Val Arg Ala Val Leu Tyr He Asp Gin Val Ala Gin 

115 120 125 

Val Gin Asp Leu Arg Ala Trp Gly Asn Gin Leu Asp Cys Phe Glu Val 

130 135 140 

He Asp His His Leu Asp Arg He Thr Ala Gin Leu Glu His He Asp 
145 150 155 . 160 

Gly Gly Leu Asp Gin Leu Ala Asp Gly Arg Val Gly Leu Glu Gin Leu 

165 170 175 

Val Val Val Ala Gly Ala Asp Val Glu Ala Asp Gly Arg Arg 
180 185 190 

<210> 785 
<211> 408 
<212> DNA 

<213> Homo sapiens 
<400> 785 

accttggact acttcactat cgaccctcgg ctaggcgacg acgatgactt cgatcacctg 
60 

cttcaggccg cccacgctcg tggtctgtca gtactgctcg acggggtggt caaccacgtc 
120 

tcgcgtcgca accgcatcgt gcaggatgcg cagagtgctg ggccagattc agacgccggc 
180 

cgtatggttc gctggtgtga ggggcgcctc gacgttttcg agggtcatag tgacctggtc 
240 

gcactcaacc acgacaaccc cgcagtgcgg gaacatgtca cccggatcat gaactattgg 
300 

tgcggtcgcg gtgttgacgg ctggcggctg gacgccgcta ttccgtcaat cctgagttct 
360 

gggctgcggt gctgcctccg gtgcgagaga agcgccctga cgtgagga 
408 

<210> 786 
<211> 134 
<212> PRT 

<213> Homo sapiens 
<400> 786 

Thr Leu Asp Tyr Phe Thr He Asp Pro Arg Leu Gly Asp Asp Asp Asp 

15 10 15 

Phe Asp His Leu Leu Gin Ala Ala His Ala Arg Gly Leu Ser Val Leu 

20 25 30 

Leu Asp Gly Val Val Asn His Val Ser Arg Arg Asn Arg He Val Gin 

35 40 45 

Asp Ala Gin Ser Ala Gly Pro Asp Ser Asp Ala Gly Arg Met Val Arg 

50 55 60 

Trp Cys Glu Gly Arg Leu Asp Val Phe Glu Gly His Ser Asp Leu Val 
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65 70 - 75 80 

Ala Leu Asn His Asp Asn Pro Ala Val Arg Glu His Val Thr Arg He 

85 90 95 

Met Asn Tyr Trp Cys Gly Arg Gly Val Asp Gly Trp Arg Leu Asp Ala 

100 105 HO 

Ala He Pro Ser He Leu Ser Ser Gly Leu Arg Cys Cys Leu Arg Cys 

115. 120 125 

Glu Arg Ser Ala Leu Thr 
130 

<210> 787 
<211> 310 
<212> DNA 
<213> Homo sapiens 

<400> 787 

acgcgtgaag gggaatgaaa gggtttttcc tggatcaaaa tgatgcttgt ggcagacaca 
60 

gttggaacca cagacgatgc cacgcttgtg tcagcagtgc gacactggcc cacgtggcgt 
120 

ccttggtctc tcctcattgc tgccgtcact gtgtgctggg catgccctgc agttacccca 
180 

aagctttatg tcacaacatt gaggctggcg gagaaagacc ggccccttca ccccacctta 
240 

gacttcctgg aagggccgcc cgggtccaca acctggcccg ttaactccct gggcagctgc 
300 

tgggggagaa 
310 

<210> 788 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 788 

Met Met Leu Val Ala Asp Thr Val Gly Thr Thr Asp Asp Ala Thr Leu 

1 5 10 15 

Val Ser Ala Val Arg His Trp Pro Thr Trp Arg Pro Trp Ser Leu Leu 

20 25 30 

He Ala Ala Val Thr Val Cys Trp Ala Cys Pro Ala Val Thr Pro Lys 

35 ' 40 45 

Leu Tyr Val Thr Thr Leu Arg Leu Ala Glu Lys Asp Arg Pro Leu His 

50 55 60 

Pro Thr Leu Asp Phe Leu Glu Gly Pro Pro Gly Ser Thr Thr Trp Pro 
65 70 75 80 

Val Asn Ser Leu. Gly Ser Cys Trp Gly Arg 
85 90 

<210> 789 
<211> 369 
<212> DNA 
<213> Homo sapiens 

c400> 789 
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acgcgtgaag ttgcagcagc aagcaatctg cctcgcttct ggtgcccacc gaaaccaagg 
60 

tctgccagac agcagcgctg ggacctctcc cctccccagc aggatgggcc ggctctggaa 
120 

gcacgaggtg ttccaaagtg caaacaagct gctgttaaat aattattccc aaacgccaaa 
180 

gcccttgctg gtttgcttgc ttgctttttt ctttttttgc ctcgcacaga tatcgctagg 
240 

gcagagtatt gacatttcgt tttctttttg ttatgggtga taaagcacgg tgtttcttgt 
300 

gagtgtatgc ctgtatttcc ctgcagagct gattgccagt ccattttctt ctatcccatc 
360 

cccattttc 
369 

<210> 790 
<211> 114 
<212> PRT 
<213> Homo sapiens 


<400> 790 


Met Asp 

Trp Gin 

Ser Ala Leu Gin Gly 

Asn 

Thr Gly 

He 

His Ser 

Gin 

1 


5 

10 



15 


Glu Thr 

Pro Cys 

Phe He Thr His Asn 

Lys 

Lys Lys 

Thr 

Lys Cys 

Gin 


20 

25 




30 


Tyr Ser 

Ala Leu 

Ala He Ser Val Arg 

Gly 

Lys Lys 

Arg 

Lys Lys 

Gin 


35 

40 



45 



Ala Ser 

Lys Pro 

Ala Arg Ala Leu Ala 

Phe 

Gly Asn 

Asn 

Tyr Leu 

Thr 

50 


55 


60 




Ala Ala 

Cys Leu 

His Phe Gly Thr Pro 

Arg 

Ala Ser 

Arg 

Ala Gly 

Pro 

65 


70 


75 



80 

Ser Cys 

Trp Gly 

Gly Glu Arg Ser Gin 

Arg 

Cys Cys 

Leu 

Ala Asp 

Leu 



85 

90 



95 


Gly Phe 

Gly Gly 

His Gin Lys Arg Gly 

Arg 

Leu Leu 

Ala 

Ala Ala 

Thr 


100 

105 




110 



Ser Arg 


<210> 791 
<211> 420 
<212> DNA 
<213> Homo sapiens 

<400> 791 

nctctgacca aaaggaaggt atatgaaaac acaacactag gcttcattgt tgaagttgaa 
60 

ggtcttccag ttcctggtgt gaaatggtat cgaaataaat ctttactaga gccagatgaa 
120 

agaatcaaaa tggaaagagt gggtaatgtg tgttcactgg aaatttctaa cattcaaaaa 
180 

ggagaagggg gagagtacat gtgtcatgct gtaaacatca taggggaagc aaagagcttt 
240 

gcaaatgtag acataacgcc ccaggaagaa agagtggtgg cactaccacc tccagtaaca 
300 
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catcagcatg tcatggagtt tgatttggaa cacaccacat catcaagaac accttctcct 
360 

caagaaattg tcctggaagt tgaattaagt gaaaaagacg ttaaagaatt tgagaagcag 

420 ' 

<210> 792 
<211> 138 
<212> PRT 

<213> Homo sapiens 
<400> 792 

Thr Lys Arg Lys Val Tyr Glu Asn Thr Thr Leu Gly Phe lie Val Glu 

15 10 15 

Val Glu Gly Leu Pro Val Pro Gly Val Lys Trp Tyr Arg Asn Lys Ser 

20 25 30 

Leu Leu Glu Pro Asp Glu Arg lie Lys Met Glu Arg Val Gly Asn Val 

35 40 45 

Cys Ser Leu Glu lie Ser Asn lie Gin Lys Gly Glu Gly Gly Glu Tyr 

50 55 60 

Met Cys His Ala Val Asn lie He Gly Glu Ala Lys Ser Phe Ala Asn 
65 70 75 * 80 

Val Asp He Met Pro Gin Glu Glu . Arg val Val Ala Leu Pro Pro Pro 

85 90 95" 

Val Thr. His Gin His Val Met Glu Phe Asp Leu Glu His Thr Thr Ser 

100 105 HO 

Ser Arg Thr Pro Ser Pro Gin Glu He Val Leu Glu Val Glu Leu Ser 

115 120 125 

Glu Lys Asp Val Lys Glu Phe Glu Lys Gin 
130 135 

<210> 793 
<211> 479 
<212> DNA 

<213> Homo sapiens 
<400> 793 

nacgcgtgcc ggttctcgga aattcattat gggaatgtgc gcgttgtgga gatgctcaga 
60 

ccgcgaacag tactgcggga acccaaacga tcatttttaa ccccagacgt ccctgaacca 
120 

aagccaaagt ctacaggtca ctggggcaga ggccgcccga aaccagcttc ccctcccggc 
180 

ctaggcgcgc caggtccccg cccagccggg gcgatccttt ggtcggacag tgaggttggg 
240 

agcccaccgc acccaagtcc gccgcatcca cccggcgcag gcgacccccg acgggcagcc 
300 

gctcaccttc tcctggcccc ggcttcagga aaactgcctg gaggtggccg gggttcccta 
360 

gcggaggctg ggcggcgggc ttcgcgcctg cctcagtctc cccatccgtg gcccggggga 
420 v 

tggagcccgc tgcgcgcaga ggctgcggca ggtcccagcc aggtgccctg gaacgtgga 
479 

<210> 794 
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<211> 159 

<212> PRT 

<213> Homo sapiens 

<400> 794 


Xaa Ala 

Cys 

Arg 

Phe Ser Glu lie His Tyr Gly 

Asn Val Arg Val 

Val 

1 



5 


10 

15 


Glu Met 

Leu 

Arg 

Pro Arg Thr Val 

Leu Arg Glu 

Pro Lys Arg Ser 

Phe 



20 


25 


30 


Leu Thr 

Pro 

Asp 

Val Pro Giu Pro 

Lys 

Pro Lys 

Ser Thr Gly His 

Trp 


35 


40 



45 


Gly Arg 

Gly 

Arg 

Pro Lys Pro Ala 

Ser 

Pro Pro 

Gly Leu Gly Ala Pro 

50 



55 



60 


Gly Pro 

Arg 

Pro 

Ala Gly Ala lie 

Leu 

Trp Ser 

Asp Ser Glu Val 

Gly 

65 



70 


75 


80 

Ser Pro 

Pro 

His 

Pro Ser Pro Pro 

His 

Pro Pro 

Gly Ala Gly Asp Pro 




85 


90 

95 


Arg Arg 

Ala 

Ala 

Ala His Leu Leu 

Leu 

Ala Pro 

Ala Ser Gly Lys 

Leu 



100 


105 


110 


Pro Gly 

Gly 

Gly 

Arg Gly Ser Leu Ala 

Glu Ala 

Gly Arg Arg Ala 

Ser 


115 


120 



125 


Arg Leu 

Pro 

Gin 

Ser Pro His Pro 

Trp 

Pro Gly 

Gly Trp Ser Pro 

Leu 

130 



135 



140 


Arg Ala 

Glu 

Ala 

Ala Ala Gly Pro 

Ser 

Gin Val 

Pro Trp Asn Val 


145 



150 


155 




<210> 795 

<211> 1418 

<212> DNA 

<213> Homo sapiens 

<400> 795 

gccggcggcg gggaggccgg ggcctgcagg cccccggtac gacaagatcc ggactccggc 
60 

ccggactacg aggcgctgcc ggctggagcc actgtcacca cgcacatggt ggcaggcgcc 
120 

gtggcaggga tcctggagca ctgcgtgatg taccccatcg actgcgtcaa gacccggatg 
180 

cagagtctac agcctgaccc agctgcccgc tatcgcaatg tgttggaggc cctctggagg 
240 

attataagaa cggagggcct atggaggccc atgagggggc tgaacgtcac agcaacaggc 
300 

gcagggcctg cccacgccct ttattttgcc tgctacgaaa agttaaaaaa gacattgagt 
360 

gatgtaatcc accctggggg caatagccat attgccaatg gtgcggccgg gtgtgtggca 
420 

acattacttc atgatgcagc catgaaccct gcggaaggct gatctgctga cttggggctc 
480 

tgaatctgga tactctccat caccggttgg ctgctgtcac catttccttc ctcgttgatg 
540 

gcactactag tggtcaagca gaggatgcag atgtacaact caccatacca ccgggtgaca 
600 

gactgtgtac gggcagtgtg gcaaaatgaa ggggccgggg ccttttaccg cagctacacc 
660 
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acccagctga ccatgaacgt 
720 

caggagcact ttaaccccca 
780 

tgcgcaggag ctgtagctgc 
840 

aacacccagg agtccttggc 
900 

agtgccttca ggacggtata 
960 

gccagagtaa tttaccagat 
1020 

aaatacctaa tcactaaaag 
1080 

cgaagccagg ggttcagatg 
1140 

gctcccacct caagtggagt 
1200 

ttttgactaa caccagttcc 
1260 

agcacgtgca gcaaagcaca 
1320 

tgacctgctc tagactgtta 
1380 

agcctttaaa ttaaaaaaaa 
1418 


tcctttccaa gccattcact 
gagacggtac aacccaagct 
cgcagccaca accccactgg 
tttgaactca cacattacag 
tcaagtaggt ggggtgaccg 
cccctccaca gccatcgcat 
gcaagaagag tggagggctg 
acactgctgc atcctggtca 
tagaaggaag gtagaggggc 
tgccaacctc tgttgccacc 
ccacagcacc tttgataacc 
tagagggata agcagctcat 
aaaaaaaaaa aaaaaaaa 


tcatgaccta 

tgaattcctg 

cccacgtcct 

ctctggagct 

acgtttgcaa 

aacactgctc 

gacatatcac 

aggcatggct 

cctatttccg 

aggggtgcag 

ggtctgtgta 

tgagttcttc 

gcaagtgaag 

tagcactgaa 

cattctctgt 

ctcctggaat 

tctcccccag 

gattttggtg 

acctttcctt 

ccaggcccta 

tctctccatc 

ctgggcctga 

tcccctggtt 

cctaataaaa 


<210> 796 
<211> 176 
<212> PRT 

<213> Homo sapiens 
<400> 796 

Met Ala Leu Leu Val Val Lys Gin Arg Met Gin Met Tyr Asn Ser Pro 

X 5 10 15 

Tyr His Arg Val Thr Asp Cys Val Arg Ala Val Trp Gin Asn Glu Gly 

20 25 30 

Ala Gly Ala Phe Tyr Arg Ser Tyr Thr Thr Gin Leu Thr Met Asn Val 

35 40 45 

Pro Phe Gin Ala lie His Phe Met Thr Tyr Glu Phe Leu Gin Glu His 

50 55 60 

Phe Asn Pro Gin Arg Arg Tyr Asn Pro Ser Ser His Val Leu Ser Gly 
65 70 75 80 

Ala Cys Ala Gly Ala Val Ala Ala Ala Ala Thr Thr Pro Leu Asp Val 

85 90 95 

Cys Lys Thr Leu Leu Asn Thr Gin Glu Ser Leu Ala Leu Asn Ser His 

100 105 HO 

He Thr Gly His He Thr Gly Met Ala Ser Ala Phe Arg Thr Val Tyr 

115 120 125 

Gin Val Gly Gly Val Thr Ala Tyr Phe Arg Gly Val Gin Ala Arg Val 

130 135 140 

He Tyr Gin He Pro Ser Thr Ala He Ala Trp Ser Val Tyr Glu Phe 
145 150 155 160 

Phe Lys Tyr Leu He Thr Lys Arg Gin Glu Glu Trp Arg Ala Gly Lys 
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165 170 175 

<210> 797 
<211> 585 
<212> DNA 

<213> Homo sapiens 
<400> 797 

aaatttaccg gcggcaaaac ccacgtcacc gactacacca acgcctcgcg caccatgctc 
60 

ttcaacatcc acacgctgga gtgggatgcg aagatgctgg agattctcga cgtgccgcgc 
120 

gagatgctgc cggaagttaa gtcgtcttca gaaatctacg gccgcaccaa aagcggtatc 
180 

gctatcggcg gcatcgcggg cgaccaacag gctgctctgt tcggccagat gtgcgtggaa 
240 

gccgggcagg ccaagaacac ttatggcacc ggctgcttcc tgctgatgaa caccggcgac 
300 

aaagccgtca aatccaaaca cggcatgctc accaccatcg cctgcggtcc acgcggcgaa 
360 

gtggcttatg cgctggaagg cgcggtgttc aacggtggtt cccccgtgca gtggctgcgt 
420 

gatgagctga agatcatcgc ggacgccacc gacaccgaat acttcgccgg caaggtcaag 
480 

gacagcaacg gcgtctacct ggtgccggcc tttaccggcc tgggcgctcc gtactgggac 
540 

ccgtatgccc gtggcgcttt gtttggcctg actcgtggcg tacgc 
585 

<210> 798 
<211> 195 
<212> PRT 

<213> Homo sapiens 


<400> 798 


Lys 

Phe 

Thr 

Gly 

Gly Lys Thr His Val Thr 

Asp 

Tyr 

Thr 

Asn 

Ala Ser 

1 




5 10 





15 

Arg 

Thr 

Met 

Leu 

Phe Asn He His Thr Leu 

Glu 

Trp 

Asp 

Ala 

Lys Met 



20 

25 




30 


Leu 

Glu 

He 

Leu 

Asp Val Pro Arg Glu Met 

Leu 

Pro 

Glu 

Val 

Lys Ser 



35 


40 



45 



Ser 

Ser 

Glu 

lie 

Tyr Gly Arg Thr Lys Ser 

Gly 

He 

Ala 

He 

Gly Gly 


50 - 



55 


60 




He 

Ala 

Gly 

Asp 

Gin Gin Ala Ala Leu Phe 

Gly 

Gin 

Met 

Cys 

Val Glu 

65 



70 

75 




80 

Ala 

Gly 

Gin 

Ala 

Lys Asn Thr Tyr Gly Thr 

Gly 

Cys 

Phe 

Leu 

Leu Met 





85 90 





95 

Asn 

Thr 

Gly 

Asp 

Lys Ala Val Lys Ser Lys 

His 

Gly 

Met 

Leu 

Thr. Thr 




100 

105 




110 


He 

Ala 

Cys 

Gly 

Pro Arg Gly Glu Val Ala 

Tyr 

Ala 

Leu 

Glu 

Gly Ala 



115 


120 



125 



Val 

Phe 

Asn 

Gly 

Gly Ser Pro Val Gin Trp 

Leu 

Arg 

Asp 

Glu 

Leu Lys 


130 



135 


140 




He 

He 

Ala 

Asp 

Ala Thr Asp Thr Glu Tyr 

Phe 

Ala 

Gly 

Lys 

Val Lys 
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145 150 155 

Asp Ser Asn Gly Val Tyr Leu Val Pro Ala Phe 

165 170 
Pro Tyr Trp Asp Pro Tyr Ala Arg Gly Ala Leu 
180 185 

Gly val Arg 
195 

<210> 799 
<211> 2152 
<212> DNA 

<213> Homo sapiens 
<400> 799 

nntttttttt tttttttgat ggtgcatgta gttttattta tgtgttttca tctggaaaac 

60 ."* . 

caagtgtccc agcagcatga ctgaacatca ctcacttccc ctacttgatc tacaaggcca 
120 

acgccgagag cccagaccag gattccaaac acactgcacg agaatattgt ggatccgctg 
180 

tcaggtaagt gtccgtcact gacccagacg ctgttacgtg gcacatgact gtacagtgcc 
240 

acgtaacagc actgtacttt tctcccataa acagttacct gccatgtatc tacatgattc 
300 

agaacatttt gaacagttaa ttctgacact tgaataatcc catcaaaaac cgtaaaatca 
360 

ctttgatgtt gtaacgacaa catagcatca ctttacgaca gaatcatctg gaaaaacaga 
420 

acaacgaata catacatctt aaaaaatgct ggggtgggcc aggcacagct cacgcctgta 
480 

atcccagcac tttgggaggc tgaggcgggt ggatcacgta atcccagcac tttgaggggc 
540 

agaggtggac agatcatgag gtcaagagat caagaccatc ctggtcaaaa tggtgaaacc 
600 

ccgtctctac taaaaataca aaaattagct gagcttagtg gcacacacct gtagtcccag 
660 

ctacttggga ggctgaggca ggagaatcgc ttgaacccag gagacacagg ctgcagtgac 
720 

tcgagatcac gccactgcac tccagcctgg cgacagagcg agactccatc tcaaaaaaaa 
780, 

aaaccaacaa aaaaactggg gtgaaaatct aacggataat tcagcattgc cgcatagaaa 
840 

cctccgcaaa accggccaaa caaacgcgga caggcggccc tggcgtcagc gcacgacagt 
900 

cacgtgggga ggggcagtgg ccaggtcggc cttggacggg tacaccacct tcaggctccc 
960 

ttccagatcc accacccgga cctgctccac caccagaagg gagggcccgt cctttccagc 
1020 

actgggattc gttgtgggat ctggaagttg tccagagact gcatcggctt cagtatctga 
1080 

gagtgatcct tcctctttat tttctaaagt gtactttttc atttctgcca ttttcagaat 
1140 

gagggcatcc atgacatcct tgcaaatctg cagactggtg gcacttgtta cttccaaaaa 
1200 


160 

Thr Gly Leu Gly Ala 
175 

Phe Gly Leu Thr Arg 
190 
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caaatcagaa 
1260 

aatcacatca 
1320 

aaggtatctg 
1380 

ctccagctgc 
1440 

aatcttgagg 
1500 

ctcgtgggtg 
1560 

ctgcgaggtg 
1620 

ggcccccaca 
1680 

tacggggttt 
. 1740 
ctgctcctcc 
1800 

ctcttccttc 
1860 

gcgcaggtac 
1920 

gtccctcagc 
1980 

tgcagggatc 
2040 

ggcgatgtcg 
2100 
, gggcagcgcg 
2152 

<210> 800 
<211> 95 
<212> PRT 
<213> Homo 


gtcgttttct 
ccgtctgcat 
tgcaggcccg 
agctgccgca 
tcctgtgggg 
gcaagggtgg 
aggaagcgct 
atgtagggcc 
tcagagacgt 
ccatcaccac 
tccgagccct 
tccaggatgg 
ttgttcccac 
tcgctcagct 
gggctgagtt 
ccggggcgaa 

sapiens 


taacctttgt 
ccacaagaca 
acacactctg 
ccagctcctt 
gccgggcgca 
cagccgtcct 
tgagtgcatt 
gcacatcccg 
gcaggaccct 
cttcccgcct 
cggcacggcc 
atctggtctg 
ggaaattgat 
ggttgttcga 
ctcggaggca 
agagctcggc 


cttctcactg 
cgggtaattt 
ccgcttcttc 
ggccttggct 
gtacagcagg 
cttctcacag 
ccctggctgc 
gacctcgggg 
gagcagcagc 
ctgcttcctc 
cttgcccttc 
gcagccgctg 
ctccttgagc 
gaggtccaac 
gttgtcagca 
gggaaaggag 


ttggttattg 
tcatttccat 
tgcttcctct 
tctttccgcc 
ggccctttga 
agatcttcgt 
aggtccatgc 
ctcactctga 
cggccggcat 
tccctcctct 
ccgccaccac 
accatcttct 
ttggggcagt 
gtcttgagcg 
gccgccagtt 
tctaggcaat 


gtgggaagga 
ccagcaagtg 
gctcctcggc 
ccaaggggac 
cggcacggag 
ggagcttggt 
ctcgcaccac 
ctgtcagagg 
ctcccacgtc 
tcctccggct 
ggcctccgac 
ccaggcgctt 
ccgcaagctc 
aggccaggtg 
cactgagcag 
tg 


<400> 800 

Cys Cys Asn Asp Asn lie Ala Ser 

1 5 
Asn Arg Thr Thr Asn Thr Tyr lie 
20 

Ala Gin Leu Thr Pro Val He Pro 

35 40 
Gly Ser Arg Asn Pro Ser Thr Leu 

50 55 
Arg Ser Arg Asp Gin Asp His Pro 
65 70 
Leu Leu. Lys He Gin Lys Leu Ala 
85 


Leu Tyr Asp Arg He He Trp Lys 

10 15 
Leu Lys Asn Ala Gly Val Gly Gin 
25 30 
Ala Leu Trp Glu Ala Glu Ala Gly 
45 

Arg Gly Arg Gly Gly Gin lie Met 
60 

Gly Gin Asn Gly Glu Thr Pro Ser 

75 80 
Glu Leu Ser Gly Thr His Leu 
90 95 


<210> 801 
<211> 424 
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<212> DNA 

<213> Homo sapiens 

<400> 801 

nntcatgaat cgttataaac acaatggtta gtgtatatca tatctatagg agatactatg 
60 

tatcaaatta atcagctgtc tttttcttat gaaacaaaag aagtgttaaa gaatatttct 
120 

gtaacatttc ctaccaataa aataacagcc ataattggac cgaatggatg tggtaagtct 
180 

accctactta gccatctata tcgacttcat tcaacaaaaa acaaaatcac attaaacgga 

240 

aaacctttag agtcttataa aggtcgcgaa tttgctcaat . tggtagcagt cttaacacaa 
300 

tctagagacg ctatgattga tgattttctc gtaaaagata tcgttctcat gggacgggat 
360 

ccgtacaaac aacactttgg cacctatagt tctgaagatg ttaaaattgc agagcattat 

420 

atgn 

424 

<210> 802 
<211> 122 
<212> PRT 
<213> Homo sapiens 

<400> 802 


Met 

Tyr 

Gin 

lie 

Asn 

Gin 

Leu Ser 

Phe 

Ser 

Tyr Glu 

Thr 

Lys 

Glu 

Val 

1 




5 




10 




15 


Leu 

Lys 

Asn 

lie 
20 

Ser 

Val 

Thr Phe 

Pro 
25 

Thr 

Asn Lys 

He 

Thr 
30 

Ala 

He 

lie 

Gly 

Pro 
35 

Asn 

Gly 

Cys 

Gly Lys 
40 

Ser 

Thr 

Leu Leu 

Ser 
45 

His 

Leu 

Tyr 

Arg 

Leu 
50 

His 

Ser 

Thr 

Lys 

Asn Lys 
55 

He 

Thr 

Leu Asn 
60 

Gly 

Lys 

Pro 

Leu 

Glu 

Ser 

Tyr 

Lys 

Gly 

Arg 

Glu Phe 

Ala 

Gin 

Leu Val 

Ala 

Val 

Leu 

Thr 

65 





70 




75 




80 

Gin 

Ser 

Arg 

Asp 

Ala 
85 

Met 

He Asp 

Asp 

Phe 
90 

Leu Val 

Lys 

Asp 

He 
95 

val 

Leu 

Met 

Gly 

Arg 
100 

Asp 

Pro 

Tyr Lys 

Gin 
105 

His 

Phe Gly 

Thr 

Tyr 
110 

Ser 

Ser 

Glu 

Asp 

Val 
115 

Lys 

He 

Ala 

Glu His 
120 

Tyr 

Met 







<210> 803 

<211> 6863 

<212> DNA 

<213> Homo sapiens 

<400> 803 

gcgcggcccg gctggccgtc tgcgcaccct ctctcccctc ggctctttcc taggaaagct 
60 

gagcctcata gcttccggga gaaggttttc cggaagaaac ctccagtctg tgcagtatgt 
120 
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aaggtgacca tcgatgggac 
180 

aaatgtgaag caaaggtgac 
240 

aacacggccc cagtcaggcg 
300 

aagcagcgca gcactctgcc 
360 

gacttagacc tcacctacgt 
420 

gatgaacagc ggcaccgggg 
480 

cgggacaagt acctgctctt 
540 

cccaaggttc aagacttcgg 
600 

tccatctgca aagccatgga 
660 

tactgcaagg gaaacaaggg 
720 

aagatctctg caggggcgga 
780 

gacaaggtgg ccacagaact 
840 

ctgctatctg gctccatcag 
.900 

cccatgctgc cagcctttga 
960 

tccatgcagc ttgtctacac 
1020 

ctttgcatca gcctggagcc 
1080 

cacaagggtg gccggggcac 
1140 . 

accatccacg gaccacagct 
1200 

gagaggttcc ccttccaagc 
1260 

aaaggcagca ctccacggaa 
1320 

gccgtgcgct gggactccta 
1380 

tccttgaccc acacccgggg 
1440 

ccccggcaga cccccccggc 
1500 

agcagcgact caggccattc 
1560 

cggccgcccc ctacagctgc 
1620 

gtggccagtg ggggccgggg 
1680 

cccactgtgg gcggaggccc 
1740 


aggcgtttcg tgcagagtct 
ttcagcctgt caggccttgc 
catagagcac ctgggatcca 
caggagcttc agcctggacc 
gacggagcgc atcttggccg 
ccacctgcgc gagctggccc 
caacctttca gagaaaaggc 
ctggcctgag ctgcatgctc 
gacatggctc agtgctgacc 
caagcttggg gtcatcgttt 
ccaggcactg gccactctta 
gcagccctcc cagcgtcgat 
aatgaacagc agccctctct 
acctggcaca ggcttccagc 
atctggagtc tatcacattg 
agccctcctc ctcaaaggcg 
agaccggacc ctcgtgttcc 
cactttcccc aaggaccagc 
ctccgtggag tttgtcttct 
cgacccctcg gtctctgtcg 
tgagaacttc aaccagcacc 
tcccctggat ggcagtcctt 
accctctcca gagcctccac 
ctccacgctg accacagagc 
tgaacggcag gagctggatc 
agctgggcgc gagacggcca 
ccacctcgga gcgtacccag 


gcaaggtggc gacgcacaga 
ctcccgtgga gttgcggcga 
ccaaatctct gaaccactca 
cgctcatgga gcggcgctgg 
ccgccttccc cgcgcggccc 
atgtgctgca atccaagcac 
atgacctgac ccgcttaaac 
cacccctgga caagctgtgc 
cacagcacgt ggtcgtacta 
ctgcctacat gcactacagc 
ccatgcggaa attctgcgag 
atatcagcta cttcagtggg 
tcctgcacta tgtgctcatc 
ccttccttaa aatctaccag 
caggccctgg tccccagcag 
atgtcatggt aacatgttat 
gagtccagtt ccacacctgc 
ttgacgaggc ctggactgat 
cctccagccc cgagaagatc 
actacaacac cactgagcca 
acgaggacag tgtggatggc 
atgcccaggt gcagcggcct 
caccccccat gctctctgtc 
cggctgctga gtcccctggc 
gcctcctagg aggctgcgga 
tcctagatga cgaagagcag 
gccataggcc tggcctcagc 


857 


WO 00/58473 


PCT/US00/08621 


cgccactgct cctgccgcca 
1800 

taccggccag agggaaccct 
1860 

ccccagggct acgccgaggc 
1920 

gggctatacc cctacccacc 
1980 

gccccaggct accgggaggt 
2040 

tgcccagcct gcgaggagaa 
2100 

gagagggagg ctggagaagg 
2160 

cggcctgggc acccgctgcc 
2220 

cctgactaca gctgcctgaa 
2280 

tacaccatgt gccccgaagg 
2340 

agctatggag gagcagttcc 
2400 

ggctctccag gagagggcag 
2460 

tccatttccc cgggcagccc 
2520 

acggaggagg gaggggacag 
2580 

gcatctgcag agtcgctgga 
2640 

ctgcctcggt ctccccgaga 
2700 

acgcccctgc acaccagcag 
2760 

aggtccccca cctcagcgcc 
2820 

tcccaggcag gcaccggaaa 
2880 

gcccctagcc cagtctctcc 
2940 

aggagtccag ggggccactc 
3000 

cctggcctcc gccacgcccc 
3060 

tctcccctca ctcctgtgcc 
3120 

cagagctcac ctacacctgc 
3180 

cagcccccac ttcctgagaa 
3240 

ggcccagagc aggcatcatc 
3300 

ctgctctcag ataatgtccc 
3360 


gggctaccgg gagccctgcg 
ggagaggagg cgactggcct 
ctcgatggag aagaggcgcc 
tgagatgggg aaaccagcca 
ggtcatcctg gaggaccctg 
gctggcgctg cctacagcag 
gtgggcaagt gaggctggca 
tctgctcttg cctgcctgtg 
gccacccaag gcaggcgagg 
caggtatggg catccagggt 
cagttactgc ccagcatatg 
agggtatccc agccctggtg 
gccctatcca caatctagga 
gtacccattg cctgggcacc 
gccggtgtcc tggagggagg 
tgccccatgc agtgcttcgt 
tccagtccag ggcaaggaaa 
cactcagaga ctgagtcctg 
ggcccctgag ctgccgtcgg 
gaccttccct cccagctcgc 
agatggcgcc agtcctcgga 
ctggcaaggc cctcgaggcc 
ttcccagatg ccctggcttg 
tttccccctg gctgcctcct 
acgccacctg cccgggccgg 
gccagccaga ggcatcagtc 
ccaaacccca gagcctccta 


gggttcccaa 

tgggggctac 

acgggggcta 

tgagggatcc 

tctgccgatc 

gctgtcagag 

ctggggactt 

tggctaccgc 

ggctgcctgc 

cctataccca 

ccttgtatgg 

actgcggctg 

agcctctcct 

gcacccagtg 

ggcatcacca 

tgccccgatg 

aagggcacga 

gggctgctcc 

accctgccct 

ggtgacatac 

gccgtgtgcc 

tcatagctgt 

cccactcccc 

acgggctggc 

agctgagcta 

cgagatccct 

tggcctcagc 

aggacctttg 

gccccagtgg 

gcacagcaca 

cagagttgtc 

tggtccctcc 

gcacccggcg 

acaggacacc 

gcgaggcctt 

gccccctgtt 

gaagtgggcc 

tgagcctctg 

ccagtgactg 

gcctcaggaa 

gccctgtgcc 

caccacactt 

cccccgacag 

cccagatggg 

tggccagccc 

agagccgcct 

atgacaccaa 

tggccttagc 

ggcaacagcc 

aggaccctgg 

accatgtcac 

cttcgcacct 

cacaagagag 

ccaaagcaat 
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gtcaagtttg tccaggatac 
3420 

gccattgccc tgctgaagga 
3480 

ttccaaggag cttatgggct 
3540 

tggaaagggg accccgtgga 
3600 

ggggtgaaga tcaagggctg 
3660 

tcccagcact ccatctcccc 
3720 

cctctggaag agaccccaga 
3780 

ctgcgtcagg gtgctgcctg 
3840 

acgggccccc aagctgtggc 
3900 

acaccagctg ttgtccactt 
3960 

aggaagctct tctttcgccg 
4020 

cctcaagacc ggagatggac 
4080 

gccaagaagc cgggaagccc 
4140 

gatcagcctg ctggcgccat 
4200 

tgaaggaagg ccacaagctc 
4260 

gccctcacat cccctggcct 
4320 

tgaggagtgg gcatcaggcc 
4380 

taagtggaca ggcccacaag 
4440 

aggggtgagg aggcatcagc 
4500 

agaacgtcag ccctccaggg 
4560 

aggtgccagc acggcaggga 
4620 

agagattcag agtaggatca 
4680 

ataaagaatt tctataaact 
4740 

aaagcctcat ctcccagggg 
4800 

tatgattccc atccctggcc 
4860 

gctgccccca tccagcagtc 
4920 

gccatactga taaatacgga 
4980 


atccaagttc tggtacaagc 
caaggaccct ggggccttcc 
ggccctcaag gtggccacac 
acagctggtc cgccatttcc 
ccccagtgag ccctactttg 
catctccctg ccctgctgcc 
ggctccagtg cccaccaaca 
cagcgtgctc tacttgacct 
ccgggccagc tctgcagctc 
caaggtgtca gcccagggca 
ccattatcca gtgaacagca 
caacccagac gggaccacct 
ctgggagaat gtgtgtcacc 
tgtcaccttc atcaccaaag 
agagcccaca tcaacactgc 
ggacccagga gacccaggag 
tgggacactg ctctccttcc 
atgaccttgc atgtgagcag 
agttgagccc cgaaggagat 
gattacaggg gatcagcccc 
tgggagaggg gtggggagcg 
catgaatagg ggaaaaaaga 
ttagccgaaa ttggagtcaa 
acgtatctgt gctcaggcct 
caacattggt ccacatctcc 
ctgttcctag cccagtggac 
aactccatct ttatcggctg 


cacacctgtc ccgtgaccaa 
tgatcaggga cagtcattca 
cgccacccag tgcccagccc 
tcatcgagac tgggcccaaa 
gcagcctgtc cgccttggtc 
tgcgcattcc cagcaaagat 
tgagcacagc ggcagacctc 
cagtggagac agagtcactg 
tgagctgtag cccccgcccg 
ttacactgac ggacaaccaa 
tcaccttctc cagcactgac 
ccaagatctt tggtttcgtg 
tctttgcaga gcttgaccca 
ttctactggg ccagagaaaa 
ccccctccca gcaccccaca 
aaagcaccct cccttaggaa 
ccgcccccag cctgctaagt 
atggcagaga tgggtgtgtg 
caggcagccc cacctgcagg 
tgccagttcc acccagctgc 
agtcactgcc tcctctgagc 
gagtctattt ttgtctaata 
cacttattca caggaaggtc 
gtagccaggc ccatggaaca 
ccatgagcaa gctgccttcg 
tagaaaggct cctggttccg 
tataaacatc tctggtctgt 
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acatacattt catacatcgt 
5040 

acagctcacc cgctttccct 
5100 

ctgctgcctc ttcctccctg 
5160 

attagaagga gatagagggc 
5220 

gaagcgaaac aggcaactgg 
5280 

gggagggagg ggccacgctg 
5340 

ctcacgctgg cagggagaca 
5400 

atgggtggca ctggtaaaga 
5460 

tgtcacctca cagcccctct 
5520 

gtatggggag ccagagacct 
5580 

agctctcaag ggaaagatgg 
5640 

ggacagagat . gaccaaagag 
5700 

gttcacacaa ccaggaaaga 
5760 

taggggaggg ggctgtctac 
5820 

atagggtgct cacgcctctc 
5880 

cccactgacc aaagcgagtg 
5940 

tgtccaacca gggactcagg 
6000 

tgggcacaga gaagcgtgac 
6060 

caggggcctg ctgggtaaac 
6120 

agagggtgag cagggagaag 
6180 

cagatctact ttgaccttct 
6240 

agaaggaaca acagcatcct 
6300 

caccttcctg ccctcatgct 
6360 

ctcctcttcc tcttcccctt 
6420 

ccgggcagtc ggagacagga 
6480 

caaaacgtag tcccggggga 
6540 

tggcccaaag gggtccccca 
6600 


agggtgggaa gcgagggcca 
acagccctac ccgctctgtg 
gaaaagtcac tgttacgggg 
ttggtgggga ggacacatgt 
cacaagcagc aagctgaggc 
cccctctggg cttgctcagc 
ggccccagag cctcagcccc 
aaggatggaa - ggggagaaag 
ctcttaaaca tgcaacaggc 
agatcctctg tggtgcctga 
agagcctaga ggagtcttcc 
aggtcccctg gccctgccag 
aaacaagaaa gaggaattca 
tctaccctct acaaagcatc 
cacccacaca gggccggtga 
ggaccaccca cataccaaca 
cccagggact gacaacagtg 
aggggcctga gccagtgggg 
gaagcctctg ggaagtcagg 
gagcaggtct ggaggggagg 
ccccgcagct cagcattcca 
tcttcccaat gatcttgcca 
ccggctctat ctcttcccca 
cctggtgcag gtacatgaca 
tcactgtgtc acaactgtca 
acatgattcc acagcccatg 
caccactgcc atggaagatc 


aagggaggcc cagcagcaca 
caaaccaagg ccaacagctc 
agggggccag gggttgaagg 
aagtgctaga atcaaacact 
atgggacggg gcaggaaaag 
taaggctctg gggtcttgcc 
aatacccggg agctagggac 
gagtgaaggc cctagtgccc 
acccacccat gtgggtccag 
gcaggttggg gtggggagcc 
tggggcagca gccagtgaaa 
gggtatgaca gcagcaactg 
aggagaaata ccatggtgag 
atgcccgaat. agcagctgag 
gggaaagggg gacccagaag 
ccattctttg ggtccattcc 
gcagcaccag gtcagaaacg 
gcagagtgac tacacacctc 
aactgggtgc ctggcccagc 
ccctagccac tcaaggggtg 
atggtgggga agaagcctcc 
ttccgagtga agaaaaccac 
tcctcttcct cttcctcttc 
ttccgcacgt tccggacggc 
tcactgtccc cctcactgtc 
atgtcccctt tgtaacagcg 
ttcccatcgt ctgcatgata 
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agccacagac cctctgctcc agccagggtg cctgttcttg ggatagtcct tccgtgccag 
6660 

ccccagggcg atgtagcatt tctctccagg gtccacgatc tccacctcga agtagtggct 
6720 

gcgggtgctg agtgggtgcc gggcctgggc cagccccaca tccacgatgc ttttgccctt 
6780 

ccctaagtac tccagcagag tcccacagac tctgacatca tgtagccggc cccattcatc 
6840 

ctcgtagctg tccaccatca tga 
6863 

<210> 804 
<211> 1400 
<212> PRT 

<213> Homo sapiens 
<400> 804 

Ala Arg Pro Gly Trp Pro Ser Ala His Pro Leu Ser Pro Arg Leu Phe 

15 10 15 

Pro Arg Lys Ala Glu Pro His Ser Phe Arg Glu Lys Val Phe Arg Lys 

20 25 30 

Lys Pro Pro Val Cys Ala Val Cys Lys Val. Thr lie Asp Gly Thr Gly 

35 40 45 

Val Ser Cys Arg Val Cys Lys Val Ala Thr. His Arg Lys Cys Glu Ala 

50 55 60 

Lys Val Thr Ser Ala Cys Gin Ala Leu Pro Pro Val Glu Leu Arg Arg 
65 70 75 80 

Asn Thr Ala Pro Val Arg Arg He Glu His Leu Gly Ser Thr Lys Ser 

85 90 95 

Leu Asn His Ser Lys Gin Arg Ser Thr Leu Pro Arg Ser Phe Ser Leu 

100 105 HO 

Asp Pro Leu Met Glu Arg Arg Trp Asp Leu Asp Leu Thr Tyr Val Thr 

115 120 125 

Glu Arg He Leu Ala Ala Ala Phe Pro Ala Arg Pro Asp Glu Gin Arg 

130 135 140 

His Arg Gly His Leu Arg Glu Leu Ala His Val Leu Gin Ser Lys His 
145 150 155 160 

Arg Asp Lys Tyr Leu Leu Phe Asn Leu Ser Glu Lys Arg His Asp Leu 

165 170 175 

Thr Arg Leu Asn Pro Lys Val Gin Asp Phe Gly Trp Pro Glu Leu His 

180 185 190 

Ala Pro Pro Leu Asp Lys Leu Cys Ser He Cys. Lys Ala Met Glu Thr 

195 200 205 

Trp Leu Ser Ala Asp Pro Gin His Val Val Val Leu Tyr Cys Lys Gly 

210 215 220 

Asn Lys Gly Lys Leu Gly Val He Val Ser Ala Tyr Met His Tyr Ser 
225 230 235 ' 240 

Lys He Ser Ala Gly Ala Asp Gin Ala Leu Ala Thr Leu Thr Met Arg 

245 250 255 

Lys Phe Cys Glu Asp Lys Val Ala Thr Glu Leu Gin Pro Ser Gin Arg 

260 265 270 

Arg Tyr He Ser Tyr Phe Ser Gly Leu Leu Ser Gly Ser He Arg Met 

275 280 285 

Asn Ser Ser Pro Leu Phe Leu His Tyr Val Leu He Pro Met Leu Pro 


861 


WO 00/58473 


PCT/US00/08621 


290 



295 




300 





Ala Phe 

Glu 

Pro 

Glv Thr Glv 

Phe 

Gin Pro 

Phe 

Leu 

Lys 

He 

Tyr 

Gin 

305 



310 



315 





320 

Ser Met 

Gin 

Leu 

Val Tyr Thr 

Ser 

Gly Val 

Tyr 

His 

lie 

Ala 

Gly 

Pro 




325 


330 





335 


Gly Pro 

Gin 

Gin 

Leu Cys He 

Ser 

Leu Glu 

Pro 

Ala 

Leu 

Leu 

Leu 

Lys 



340 



345 




350 



Glv Aso 

Val 

Met 

Val Thr Cvs 

Tvr 

His Lys 

Gly 

Gly 

Arg 

Gly 

Thr 

Asp 


355 



360 




365 




Arg Thr 

Leu 

Val 

Phe Ara Val 

Gin 

Phe His 

Thr 

Cys 

Thr 

He 

His 

Gly 

370 



375 




380 





Pro Gin 

Leu 

Thr 

Phe Pro Lys 

Asp 

Gin Leu 

Asp 

Glu 

Ala 

Trp 

Thr 

Asp 

"IOC 



390 



395 





400 

bill Mi y 


Pro 

Dho CZ 1 n Hi a 
flic VJl.ll nld 

Ser 

Val Glu 

Phe 

Val 

Phe 

Ser 

Ser 

Ser 




405 


.410 





415 


Pro Glu 

Lys 

Tip 

lie 

T Are f2l \/ C o y 
ljyo uiy OCX 

Thr 

1 I IX 

P r o Arg 

Asn 

Asp 

Pro 

Ser 

Val 

Ser 



4 0 ft 
1 £ U 



425 




430 



vdl ASp 

Tyr 

Asn 

i nr i xix ui u 

Dro 
ri \J 

Ala Val 

A rer 

Trt5 

Asp 

Ser 

Tvr 
i yx 

Glu 


** J 3 



440 




445 




Asn rne 

Asn 


rixS nib uiu 

ft en 

Cor Val 

OCX V CI X 

Asp 

Glv 
vjxy 

Ser 

Leu 

Thr 

His 

13U 



455 




460 





l nr Arg 


Pro 

bell nop uly 

Cor* 

OCX 

Dro Tvr 
Jr x w i y x 

Ala 

Gin 

Val 

Gin 

Ara 

Pro 

403 



470 



475 





480 

rTO Aiy 

bin 

1 11 X 

riu riu Hi d 

tr i- u 

Ser Pro 

Glu 

Pro 

Pro 

Pro 

Pro 

Pro 




485 


490 





495 



Ser 

Va 1 

vdl 

Coy* Qor Zlcri 
jci OCX rio Ly 

OCX 

Gly His 

Ser 

Ser 

Thr 

Leu 

Thr 

Thr 


500 



505 




510 



- 

GJ-U Pro 

Ala 

Ala 

CZ 1 i] Coy* Pro 

vlU OCX f Xw 

Glv 

Arg Pro 

Pro 

Pro 

Thr 

Ala 

Ala 

Glu 


515 



520 




525 






T .pi i 

Ben Ar£J T.O\l 

Leu 

Gly Gly 

Cys 

Glv 

Val 

Ala 

Ser 

Gly 

530 



535 




540 






Gly 

Ala 

Glv Ara Glu 

Thr 

Ala lie 

Leu 

Asp 

Asd 

Glu 

Glu 

Gin 

54 5 



550 



555 





560 

riu lux 

v ax 

Gl v 
v?xy 

Glv Glv Pro 

His 

Leu Gly 

Val 

Tvr 
* 

Pro 

Glv 

His 

Ara 




565 


570 





575 


Orrt Gl v 
ri u vjx y 

Leu 

Ser 

Arc His Cvs 

Ser 

Cys Arg 

Gin 

Glv 

Tyr 

Ara 

Glu 

Pro 



580 



585 




590 



PV«5 Glv 
\-y 9 ox j 

val 

Pro 

Asn Glv Glv 

Tvr 

Tvr Ara 

Pro 

Glu 

Gly 

Thr 

Leu 

Glu 


595 



600 




605 




Arg Arg 

Aro 
aj -j 

Leu 

Ala Tyr Gly 

Glv 

Tyr Glu 

Gly 

Ser 

Pro 

Gin 

Gly 

Tyr 

610 



615 




620 





Ala Glu 

Ala 

Ser 

Met Glu Lys 

Ara 

Arg Leu 

Cys 

Arg 

Ser 

Leu 

Ser 

Glu 

625 



630 



635 





640 

Gly Leu 

Tyr 

Pro 

Tyr Pro Pro 

Glu 

Met Gly 

Lys 

Pro 

Ala 

Thr 

Gly 

Asp 




645 


650 





655 


Phe Gly 

Tyr 

Arg 

Ala Pro Gly 

Tyr 

Arg Glu 

Val 

Val 

He 

Leu 

Glu 

Asp 



660 



665 




670 



Pro Gly 

Leu 

Pro 

Ala Leu Tyr 

Pro 

Cys Pro 

Ala 

Cys 

Glu 

Glu 

Lys 

Leu 


675 



680 




685 




Ala Leu 

Pro 

Thr 

Ala Ala Leu 

Tyr 

Gly>. Leu 

Arg 

Leu 

Glu 

Arg 

Glu 

Ala 

690 



695 




700 





Gly Glu 

Gly 

Trp 

Ala Ser Glu 

Ala 

Gly Lys 

Pro 

Leu 

Leu 

His 

Pro 

Val 

705 



710 



715 





720 

Arg Pro 

Gly 

His 

Pro Leu Pro 

Leu 

Leu Leu 

Pro 

Ala 

Cys 

Gly 

His 

His 
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725 





730 





735 


ui c Ala 

tr L \J 

Met 

Pro" Asp 

Tvr 

Ser 

Cvs 

Leu 

Lys 

Pro 

Pro 

Lys 

Ala 

Gly 



740 





745 





750 



ulU VjIU 

\j±. y 
755 

Hi <2 


tjiy 


Ser 
760 

Tvr 

Thr 

Met 

Cvs 

Pro 
765 

Glu 

Gly 

Arq 

Tyx Gly 

US e 

Pro 

wiy 

Tyr 

Pro 

Ala 

Leu 

Val 

Thr 

Tvr 

Ser 

Tvr 

Gly 

Gly 






775 





780 





Ala val 

rl U 

Co v 

Tyr 

Cys 

C 1. w 

Ala 

Tvr 

* 

Glv 

Arc 

Val 

Pro 

His 

Ser 

Cys 

785 




*7 on 





795 





800 

Gly Ser 

Ovs*\ 

rlO 

vj±y 

bill 

805 

vjxy 

Arg 


Tyr 

810 

Ser 

Pro 

Glv 

Ala 

His 
815 

Ser 

Pro Arg 

A J. a 

oiy 
820 

ser 

lie 

Cor 

OCX 

Pro 

825 


Pro 

Pro 

Tvr 
i yx 

Pro 
830 

Gin 

Ser 

Arg Lys 

Leu 

QIC 

O J J 

oer 

Tyr 

GlU 

lie 


i nr 

VJlU 

\3X U 

fil v 

VJJ- Jf 

Glv 
845 

Asp 

Arcr 

Tvr 
y 

Pro Leu 

Pro 

Giy 

His 

Leu 

Aid 

Ser 

Ala. 

oly 

tr L \j 

T.011 
uC Li 

Ala 

Ser 

Ala 

Glu 

OCA 

8 50 





ODD 
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Ser Leu 

Glu 

Pro 

Val 

Ser 

Trp 

Arg 

ulU 

uiy 

Pro 

Car 
OCX 

£31 v 

<jiy 

His 

Ser 

Thr 

865 




870 





875 





880 

Leu Pro 

Arg 

Ser 

Pro 
885 

Arg 

Asp 

Ala 

Pro 

Cys 
890 

Ser 

Aia 

Cot* 

Cot- 
OCX 

895 


Ser Gly 

Pro 

Ser 

Thr 

Pro 

Leu 

HIS 

rnr 

OKI 

oer 

rlO 

val 


Gly 

Lys 







one 





910 



Glu Ser 

Thr 

QT C. 

Arg 

Arg 

Gin 

ASp 

Thr 
920 

Arg 

Car 

Pro 

1 HIT 

Ser 
925 

Ala 

Pro 

Thr 

Gin Arg 

Leu 

Ser 

Pro 

Gly 

GlU 

Ala 

Leu 

Pro 


Val 

Ser 

Gin 

Ala 

Glv 

930 





935 





940 





Thr Gly 

Lys 

ft 1 a 
Aid 

Pro 

Glu 

Leu 

Pro 

Ser 

vjiy 

Ser 

Gly 

Pro 

Glu 

Pro 

Leu 

945 




950 





955 





960 

Ala Pro 

Ser 

Pro 

Val 
965 

Ser 

Pro 

Thr 

Phe 

Pro 
970 

Pro 

Ser 

Ser 

Pro 

Ser 
975 

Asp 

Trp Pro 

Gin 

Glu 
980 

Arg 

Ser 

Pro 

Gly 

Gly 
985 

His 

Ser 

Asp 

Gly 

Ala 
990 

Ser 

Pro 

Arg Ser 

Pro 

Val 

Pro 

Thr 

Thr 

Leu 

Pro 

Gly 

Leu 

Arg 

His 

Ala 

Pro 

Trp 


995 





1000 




1005 



Gin Gly 

Pro 

Arg 

Gly 

Pro 

Pro 

Asp 

Ser 

Pro 

Asp 

Gly 

Ser 

Pro 

Leu 

Thr 

1010 




1015 




1020 




Pro Val 

Pro 

Ser 

Gin 

Met 

Pro Trp 

Leu 

Val 

Ala 

Ser 

Pro 

Glu 

Pro 

Pro 

1025 




1030 




1035 




104C 

Gin Ser 

Ser 

Pro 

Thr 

Pro 

Ala 

Phe 

Pro 

Leu 

Ala 

Ala 

Ser 

Tyr 

Asp 

Thr 




1045 




1050 




1055 

Asn Gly Leu 

Ser 

Gin 

Pro 

Pro 

Leu 

Pro 

Glu Lys Arg His 

Leu 

Pro Gly 



1060 




1065 




1070 


Pro Gly Gin 

Gin Pro Gly Pro Trp Gly Pro 

Glu 

Gin 

Ala 

Ser 

Ser 

Pro 


1075 




1080 




1085 



Ala Arg Gly He Ser His His Val Thr Phe Ala 

Pro 

Leu 

Leu Ser Asp 

1090 




1095 




1100 




Asn Val 

Pro 

Gin 

Thr 

Pro 

Glu 

Pro 

Pro 

Thr 

Gin 

Glu 

Ser 

Gin 

Ser 

Asn 


1105 1110 1115 1120 

Val Lys Phe Val Gin Asp Thr Ser Lys Phe Trp Tyr Lys Pro His Leu 

1125 1130 1135 

Ser Arg Asp Gin Ala lie Ala Leu Leu Lys Asp Lys Asp Pro Gly Ala 

1140 1145 1150 

Phe Leu lie Arg Asp Ser His Ser Phe Gin Gly Ala Tyr Gly Leu Ala 
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1155 1160 1165 

Leu Lys Val Ala Thr Pro Pro Pro Ser Ala Gin Pro Trp Lys Gly Asp 

1170 1175 1180 

Pro Val Glu Gin Leu Val Arg His Phe Leu lie Glu Thr Gly Pro Lys 
1185 1190 1195 1200 

Gly Val Lys He Lys Gly Cys Pro Ser Glu Pro Tyr Phe Gly Ser Leu 

1205 1210 1215 

Ser Ala Leu Val Ser Gin His Ser He Ser Pro He Ser Leu Pro Cys 

1220 1225 1230 

Cys Leu Arg He Pro Ser Lys Asp Pro Leu Glu Glu Thr Pro Glu Ala 

1235 1240 1245 

Pro Val Pro Thr Asn Met Ser Thr Ala Ala Asp Leu Leu Arg Gin Gly 

1250 1255 1260 

Ala Ala Cys Ser Val Leu Tyr Leu Thr Ser Val Glu Thr Glu Ser Leu 
1265 1270 1275 1280 

Thr Gly Pro Gin Ala Val Ala Arg Ala Ser Ser Ala Ala Leu Ser Cys 

1285 1290 1295 

Ser Pro Arg Pro Thr Pro Ala Val Val His Phe Lys Val Ser Ala Gin 

1300 1305 1310 

Gly lie Thr Leu Thr Asp Asn Gin Arg Lys Leu Phe Phe Arg Arg His 

1315 1320 1325 

Tyr Pro Val Asn Ser He Thr Phe Ser Ser Thr Asp Pro Gin Asp Arg 

1330 1335 1340 

Arg Trp Thr Asn Pro Asp Gly Thr Thr Ser Lys He Phe Gly Phe Val 
1345 1350 1355 1360 

Ala Lys Lys Pro Gly Ser Pro Trp Glu Asn Val Cys His Leu Phe Ala 

1365 1370 1375 

Glu Leu Asp Pro Asp Gin Pro Ala Gly Ala He Val Thr Phe He Thr 

1380 1385 1390 

Lys Val Leu Leu Gly Gin Arg Lys 
1395 1400 

<210> 805 
<211> 550 
<212> DNA 
<213> Homo sapiens 

<400> 805 

cccgagagag gcttcaatcc aatgagctgc cagctgaact tactcaacaa gcaaggaccc 
60 

atgggcagac ccaggaaatc tcgccaagta ccccattcat gggaggccag cagcacaatt 
120 

agtcatccat ttacttatca agctgttact gtgtgtgcaa gaagcgccag agagatgata 
180 

tcaaggagct cttaccatgg ctggcataga gcggctgatg agtaagttcc gtctgcacaa 
240 

agagtcccta agcattcatt cttggctgac attcttggct cagggggtct ccatggcctt 
300 

gttcccctcc tcgggtcacc agttcaggtc gagggggcct atgcttggaa gggccacacc 
360 

aatggacctt gccaggacac tcagtcacag gtttcacacc caaagagaag acagcccaac 
420 

ccagaccctc aaaagagagc acctggggga agggagcgtg gaaaccagga ctcagaaaga 
480 
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cacaagagaa aaagaagctg tacactgggg aggcttccgg ggtacctgtg cctgccatgt 
540 

ctctgaaggc 
550 

<210> 806 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 806 


Met 

Ala 

Gly 

He 

Glu 

Arg 

Leu 

Met 

Ser 

Lys 

Phe Arg 

Leu 

His 

Lys 

Glu 

1 



5 





10 




15 


Ser 

Leu 

Ser 

lie 
20 

His 

Ser 

Trp 

Leu 

Thr 
25 

Phe 

Leu Ala 

Gin 

Gly 
30 

Val 

Ser 

Met 

Ala 

Leu 

Phe 

Pro 

Ser 

Ser 

Gly 

His 

Gin 

Phe Arg 

Ser 

Arg 

Gly 

Pro 



35 





40 




45 



His 

Met 

Leu 
50 

Gly 

Arg 

Ala 

Thr 

Pro 
55 

Met 

Asp 

Leu 

Ala Arg 
60 

Thr 

Leu 

Ser 

Arg 

Phe 

His 

Thr 

Gin 

Arg 

Glu 

Asp 

Ser 

Pro 

Thr Gin 

Thr 

Leu 

Lys 

Arg 

65 





70 





75 




80 

Glu 

His 

Leu 

Gly 

Glu 
85 

Gly 

Ser 

val 

Glu 

Thr 
90 

Arg Thr 

Gin 

Lys 

Asp 
95 

Thr 

Arg 

Glu 

Lys 

Glu 

Ala 

Val 

His 

Trp 

Gly 

Gly 

Phe Arg 

Gly 

Thr 

Cys 

Ala 


100 





105 




110 



Cys 

His 

Val 
115 

Ser 

Glu 

Gly 











<210> 807 
<211> 287 
<212> DNA 

<213> Homo sapiens 
<400> 807 

acgcgtcgat ggcggttgcc ctgcctcact ggcaagacgc gaaatttctt gccatgattt 
60 

cccgaggtgg gagagcgcgc ggcatggcga ccgtaaacgt atcgttgtcc gatgcgatga 
120 

ccgagtgggt cgaagctcag accgggacag gccgctatac cagcgcgagc gattatatct 
180 

gcgccctgat tcgccaggac caggagcgaa gcgacggcct caggcagctt caaacgttga 
240 

tcaccgaggg gttcgacagc ggcatcagcg cctcgtcgct tgatgac 
287 

<210> 808 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 808 

Met Ala Val Ala Leu Pro His Trp Gin Asp Ala Lys Phe Leu Ala Met 

1 5 10 15 

He Ser Arg Gly Gly Arg Ala Arg Gly Met Ala Thr Val Asn val Ser 
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20 25 30 

Leu Ser Asp Ala Met Thr Glu Trp Val Glu Ala Gin Thr Gly Thr Gly 

35 40 45 

Arg Tyr Thr Ser Ala Ser Asp Tyr lie Cys Ala Leu lie Arg Gin Asp 

50 55 60 

Gin Glu Arg Ser Asp Gly Leu Arg Gin Leu Gin Thr Leu He Thr Glu 
65 70 75 80 

Gly Phe Asp Ser Gly He Ser Ala Ser Ser Leu Asp Asp 
85 90 

<210> 809 
<211> 405 
<212> DNA 

<213> Homo sapiens 
<400> 809 

nngggggggg gggggggggg ggtttttttc cccccaaaga aaaaaaaagg gggggggggg 
60 

gggccccccc cccccccccc cctttttttc ccccgggggg tttattccca gggccaacag 
120 

gacgcgtggt cgcgtcaaat ggagagacga tcggtgccgc ccttgcccca cgatcctgat 
180 

ggccccgaga ttcctgacga tgtcaccacc ctcgcccaac aggtaatggg tctgccacgt 
240 

cacctgggta tccactcagc tggaatggtg ctgacgcgag aaccagtagg acgcatctgc 
300 

cccattgagc cggctcgaat gtttggtcgc acggggctgc agtgggacaa anaaaactgt 
360 

gcctggatgg ggttggggaa gtttgatctg cttgggttgg ggatg 
405 

<210> 810 
c211> 135 
<212> PRT 

<213> Homo sapiens 


<400> 810 


Xaa 

Gly 

Gly 

Gly 

Gly 

Gly 

Gly 

Val 

Phe 

Phe Pro Pro Lys 

Lys 

Lys 

Lys 

1 




5 





10 


15 


Gly 

Gly 

Gly 

Gly 

Gly 

Pro 

Pro 

Pro 

Pro 

Pro Pro Leu Phe 

Phe 

Pro 

Arg 




20 





25 


30 



Gly 

Val 

Tyr 

Ser 

Gin 

Gly 

Gin 

Gin 

Asp 

Ala Trp Ser Arg 

Gin 

Met 

Glu 



35 





40 


45 




Arg 

Arg 

Ser 

Val 

Pro 

Pro 

Leu 

Pro 

His 

Asp Pro Asp Gly 

Pro 

Glu 

He 


50 





55 



60 




Pro 

Asp 

Asp 

Val 

Thr 

Thr 

Leu 

Ala 

Gin 

Gin Val Met Gly 

Leu 

Pro 

Arg 

65 





70 




75 



80 

His 

Leu 

Gly 

He 

His 

Ser 

Ala 

Gly 

Met 

Val Leu Thr Arg 

Glu 

Pro 

Val 





85 





90 


95 


Gly 

Arg 

lie 

Cys 

Pro 

He 

Glu 

Pro 

Ala 

Arg Met Phe Gly 

Arg 

Thr 

Gly 




100 





105 


110 



Leu 

Gin 

Trp 

Asp 

Lys 

Xaa 

Asn 

Cys 

Ala 

Trp Met Gly Leu 

Gly 

Lys 

Phe 



115 





120 


125 




Asp 

Leu 

Leu 

Gly 

Leu 

Gly 

Met 
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130 135 

<210> 811 
<211> 642 
<212> DNA 
<213> Homo sapiens 

<400> 811 

acgcgtgaag gggcagtgat aggcgcgcac catttgagcc cccagtgtga tgaatgtaag 
60 

cagtgccaat gactgccaat ggcaaagaag agctccaacc aaacaccagg tgcttcatgg 
120 

tggtgacaca ttaacaacac ccgggaagca gtactgccaa cacctagata tgagaaaaag 
180 

aaaacaggca cttaaagcga ggctaaccca ctttcaggaa tgataaaggg cagaggaccc 
240 

tgtcacctct acccctgcta ctaaaggcgt ggcccacaga gcagcagcac cagcagcaca 
300 

taaaatgggg ttaaatatga caggaaaaac aaggtgacag ggaaatgggg tgaagatcaa 
360 

gttcgtggta ngtctttctt tcctagaggc tttgggcctg agctcttgga gaaagctctc 
420 

caacacctca gggtgtgcct gttcccctgc cctgtgggga tgctctttgt acgggtggct 

480 

gactggctcc cactttcctc cgtattgttg tcttgtctct tccctcacaa ccatcaaggc 
540 

tctttccctt aattctataa gacagtacct ctggcttaga aattatatgc cctcctttaa 
600 

aaaaacgaaa tgctagagga catagaactt gaggaaaaat tt 
642 

<210> 812 
<211> 106 
<212> PRT 
<213> Homo sapiens 

<400> 812 


Met Val 

Val 

Arg 

Glu 

Glu Thr 

Arg 

Gin 

Gin 

Tyr Gly 

Gly 

Lys 

Trp 

Glu 

1 


5 




10 





15 


Pro Val 

Ser 

His 

Pro 

Tyr Lys 

Glu 

His 

Pro 

His 

Arg 

Ala 

Gly 

Glu 

Gin 



20 




25 





30 



Ala His 

Pro 

Glu 

Val 

-Leu Glu 

Ser 

Phe 

Leu 

Gin 

Glu 

Leu 

Arg 

Pro 

Lys 


35 




40 





45 




Ala Ser 

Arg 

Lys 

Glu 

Arg Xaa 

Thr 

Thr 

Asn 

Leu 

lie 

Phe 

Thr 

Pro 

Phe 

50 




55 





60 





Pro Cys 

His 

Leu 

Val 

Phe Pro 

Val 

lie 

Phe 

Asn 

Pro 

He 

Leu 

Cys 

Ala 

65 




70 




75 





80 

Ala Gly 

Ala 

Ala 

Ala 

Leu Trp 

Ala 

Thr 

Pro 

Leu 

Val 

Ala 

Gly 

Val 

Glu 



85 




90 





95 


Val Thr 

Gly 

Ser 

Ser 

Ala Leu 

Tyr His 

Ser 








100 . 105 


<210> 813 
<211> 558 
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<212> DNA 

<213> Homo sapiens 
<400> 813 

cccgggcgat agtcgcgtgg ggtcatggcg gatgaggggt taagagcgcg tttactgcgg 
60 

cgcccgactc cgatcagccg ttcggaaagg cgacgccgaa gatcatgaca ttctcggccg 
120 

gttcgctgac cagcaccggg ccgcccggct gggccgggaa accgtggaac aagggaagcg 
180 

ggggcggcgc gcggggtgac gccttcggcc ccctcgcctt cggtcagcgt gcggcgcaat 
240 

tcggggtcga ggatgatccg cggcccttcg atcttgacca cgatctccag ttgcccgcca 
300 

ttgtcttcgc cgccgacatc cagcgtgccg ccgcgcacca gcgcctcgct ggcgatcagg 
360 

gcgaggttca gcatcacctt cagcgcggac ttgggcagcg tctccgtttc cacccaccag 
420 

ttgaattgcg tgcgcttatt gtcggcaacc agcccctcgt tcgcggtttt cgcttcgcgc 
480 

gcgtcgacct gttcgccgaa cccgccggcg gcgcagaagg cgaggcggaa gaatttgagc 
540 

ttgttggcgg atacgcgt 
558 


<210> 814 

<211> 151 

<212> PRT 

<213> Homo sapiens 

<400> 814 


Met Thr 

Phe Ser Ala 

Gly 

Ser 

Leu 

Thr 

Ser Thr 

Gly 

Pro 

Pro 

Gly 

Trp 

l 

5 





10 




15 


Ala Gly 

Lys Pro Trp 

Asn 

Lys 

Gly 

Ser 

Gly Gly 

Gly 

Ala 

Arg 

Gly 

Asp 


20 




25 




30 



Ala Phe 

Gly Pro Leu 

Ala 

Phe 

Gly 

Gin 

Arg Ala 

Ala 

Gin 

Phe 

Gly 

Val 


35 



40 




45 




Glu Asp 

Asp Pro Arg 

Pro 

Phe 

Asp 

Leu 

Asp His 

Asp 

Leu 

Gin 

Leu 

Pro 

50 



55 




60 





Ala lie 

Val Phe Ala 

Ala 

Asp 

He 

Gin 

Arg Ala 

Ala 

Ala 

His 

Gin 

Arg 

65 


70 




75 





80 

Leu Ala 

Gly Asp Gin 

Gly 

Glu 

Val 

Gin 

His His 

Leu 

Gin 

Arg 

Gly 

Leu 


85 





90 




95 


Gly Gin 

Arg Leu Arg 

Phe 

His 

Pro 

Pro 

Val Glu 

Leu 

Arg 

Ala 

Leu 

He 


100 




105 




110 



Val Gly 

Asn Gin Pro 

Leu 

Val 

Arg 

Gly 

Phe Arg 

Phe 

Ala 

Arg 

Val 

Asp 


115 



120 




125 




Leu Phe 

Ala Glu Pro 

Ala 

Gly 

Gly 

Ala 

Glu Gly 

Glu 

Ala 

Glu 

Glu 

Phe 

130 



135 




140 





Glu Leu 

Val Gly Gly 

Tyr 

Ala 










145 150 


<210> 815 
<211> 315 


868 
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<212> DNA 

<213> Homo sapiens 
<400> 815 

acgcgttgag actgtcacaa ggctaggcta acttcatata gctatgccat cagatctgcc 
60 

caaagtggac gatgagaaag ctcacgacgc gcctcacacg gatgggtcgg agcctggaca 
120 

agctagcgca ggagaaagcc gagacctcac gtccgaagcg gattcagcaa gtgcacaacc 
180 

ttctacccac gctgaggttt ccagtgaagt tactgctacg tccagtatag atgagcaggt 
240 

agacctcatt gctgcaccgt taagcgaaga gtccaatgtc agcaagctcg ggccgtcccc 
300 

tgaggccgat acatc 
315 

<210> 816 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 816 

Met Pro Ser Asp Leu Pro Lys Val Asp Asp Glu Lys Ala His Asp Ala 

1 5 10 15 

Pro His Thr Asp Gly Ser Glu Pro Gly Gin Ala Ser Ala Gly Glu Ser 

20 25 30 

Arg Asp Leu Thr Ser Glu Ala Asp Ser Ala Ser Ala Gin Pro Ser Thr 

35 40 45 

His Ala Glu Val Ser Ser Glu Val Thr Ala Thr Ser Ser lie Asp Glu 

50 55 60 

Gin Val Asp Leu lie Ala Ala Pro Leu Ser Glu Glu Ser Asn Val Ser 
65 70 75 80 

Lys Leu Gly Pro Ser Pro Glu Ala Asp Thr 
85 90 

<210> 817 
<211> 321 
<212> DNA 

<213> Homo sapiens 
<400> 817 

gaattcaaag agaaatatct gcctagacct tatgtgatta atctaatgga cgaactgacc 
60 

ctgaaaggaa tcacacaata ttatgctttt gttgaagagg ggcagaaggt tcattgcctg 
120 

aatacacttt tctcaaagct tcaaattaat caatccatta tattctgcaa ctctgttaat 
180 

agtgttgagc tgctggctaa aaaaataact gaactcggtt attcatgctt ctacattcat 
240 

gctaagatgt tgcaagacca cagaaatcga gtattccatg attgtcgtaa tggtgcttgc 
300 

agaaaccttg tgtgcacaga t 
321 
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<210> 818 








<211> 107 








<212> PRT 








<213> Homo sapiens 






<400> 818 








Glu Phe 

Lys 

Glu 

Lys Tyr Leu Pro Arg Pro Tyr 

Val 

He 

Asn 

Leu 

Met 

1 



5 • 10 




15 


Asp Glu 

Leu 

Thr 

Leu Lys Gly lie Thr Gin Tyr 

Tyr Ala 

Phe 

Val 

Glu 


20 

25 



30 



Glu Gly 

Gin 

Lys 

Val His Cys Leu Asn Thr Leu 

Phe 

Ser 

Lys 

Leu 

Gin 


35 


40 


45 




lie Asn 

Gin 

Ser 

He He Phe Cys Asn Ser Val 

Asn 

Ser 

Val 

Glu 

Leu 

50 



55 

60 





Leu Ala 

Lys 

Lys 

He Thr Glu Leu Gly Tyr Ser 

Cys 

Phe 

Tyr 

He 

His 

65 


70 75 





80 

Ala Lys 

Met 

Leu 

Gin Asp His Arg Asn Arg Val 

Phe 

His 

Asp 

Cys 

Arg 



85 90 




95 


Asn Gly 

Ala 

Cys 

Arg Asn Leu Val Cys Thr Asp 







100 105 


<210> 819 

<211> 3422 

<212> DNA 

<213> Homo -sapiens 

<400> 819 

atgaacagta agaaactgtc 
60 

gaggccctgc agcctggggg 
120 

gcaggggccc atggactctc 
180 

ctgcccctga ctccccgaga 
240 

ggtggaggag gcaagaagcc 
300 

ggcaggccct gccagcccca 
360 

agctattcca agcggaagcg 
420 

tgtaaggggc gtgccaagcg 
480 

cctgaaatcc gcctcaagta 
540 

cccgccttct cacccttcgt 
600 

gttgtcaact cccctggaga 
660 

tcttcctcat cctcgtcctc 
720 

cctggaggct ccatcctgca 
780 


ttctactgac tgtttcaaaa 
gactgccctg gcgcctaaga 
caaaggcccg ctggagaagc 
cagggccagt ggcacacaag 
aaagatggag gagctgggcc 
gacaagggca cagaaacagc 
cctcactcgg ggccgggcca 
acgacgacag cagcaggtgc 
catttcctct tgcaagcggc 
gcgggtggag aagcgagacg 
tgcgcccaag ccccacagga 
gttctccttg gatgcagccg 
gccgcggccc tccttgcccc 


ccgaggcctt cacatccccg 
agaggagccg gaaaggccgg 
ggccctatct tggcccggct 
gggccagtga ggacaactct 
tggcctccca ccccccggag 
caggccacac caactacagc 
agaacaccac ctcttcaccc 
tgcccctgga tcccgcagag 
tgaggtcaga cagccggacc 
cgttcaccac catatgcact 
agccttcctc ctctgcctcc 
gggcctccct ggccacactc 
tctcctccac gatgcacttg 
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gggcctgtgg tttccaaggc 
840 

ccggccaact tcaaggacct 
900 

cccaaaaaga agccaaaact 
960 

tcgctgccgc ttgagagaac 
1020 

aagcccccca ggcctgacgg 
1080 

gcccggggcc tgtcccggag 
1140 

ggcgaggagg cagccccagc 
1200 

gcagagcccg gcggggaggc 
1260 

ggcggcgtct acctggtggc 
1320 

gtggacatga tgtgttccag 
1380 

ggatgcctcc acacctacca 
1440 

gagaactttt ctttgaaatg 
1500 

gccggaggag ccgccggagc 
1560 

gcagcccccg ggcctttgag 
1620 

tcccggatcg tggatccggc 
1660 

acccgttccg gagccgcctg 
1740 

aggggccagg cttgcggagg 
1800 

ctccggcgag ggtgggagac 
i860 

cgacgtggca cacactccac 
1920 

tgggagccct gggcttgggg 
1980 

cctagctccg tggactaggc 
2040 

cactggagag gccggagcct 
2100 

cccagccttt gccagatctc 
2160 

ctcagttagg ggttgcggga 
2220 

gtttgtcccc tttccagtcc 
2260 

caagaagcgg ccagaacgca 
2340 

gggaccgccg cgcctactct 
2400 


cctgagtacc tcttgccttg 
tggggacctc tgtgggccct 
caaggagaag gtgcggccag 
actcaaaggt cccgagtgtg 
cccagctgac ccggccaagc 
gctgcagagc tgctactgct 
cgacaagggt cgcaaacatg 
ccaggagcac tgggtgcatg 
cgggaagctc tttgggctgc 
ctgccaagaa gccggggcca 
ctacccgtgt gccagcgatg 
tcccaaacat aagaggctgc 
ccgcctgccc gcccgccgcc 
ctgctcccag cgctggtcca 
cgcctagggc tcagacttgc 
ctcccggaac cggacggcac 
gggagcccgc ggagcggcca 
ggctttgtcc tggggacact 
gtgggtgctg ccgccacccc 
gtgggggtcg aaacagtact 
gggggagaaa ggaagccttt 
ttggaacaaa ccgtgcggaa 
tcgtgcggtt cgggcaaagc 
tccccgagtg tgggcgggac 
tccaccccac ccctggagcc 
cctccggctc cggcggacgc 
gcacgggagc agggacagcg 


tttgctgcct 

ctgccaaaac 

actaccctga 

acactgcctc 

aaggcacctg 

tgaggaggcc 

cagctgccgc 

cactgccggg 

agggcccact 

gcgcaccagt 

gtgatggccg 

ggaggatggg 

agtgcagcaa 

ggaggctccg 

aggcctgtgc 

cgtgtggacc 

aggaggccat 

gaaggtggcc 

ccatcgggtg 

ctgccacaaa 

caggttgcat 

attcatcgaa 

cgtagtaatc 

caccccaacg 

gaaggagagg 

agccgcctgc 

gagccgatcc 

ttgatccggg 

ggccccgggt 

tgggaggaaa 

agggcgttct 

tgcccacccc 

gactccccgg 

ggcgctcagc 

ttccctctgg 

aatctcaaga 

agtcggtcgt 

ggcgtgcagc 

ggaagaggcg 

gagggcggct 

ctgagagcgg 

gctaggccgg 

cgcgtccagg 

ggccttcccg 

cggggtagac 

ctgggctatg 

tgggacaccc 

tttggcctct 

cagcctggga 

gcgcaaaacc 

gcgaccgttg 

tgcaccacca 

ctagatttcg 

tgtacaaaac 
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ctgtgtaccc ctctatatat atgttacata gaatgtatat atgttgggaa catgctcgct 
2460 

tctcccgtgt gtcgccgccg tgcgtcgtgc gcccgcaaca gagccccaac cgggcctttg 
2520 

• ccgggtaagg ggctaccgcg acgccacttg tccacgcagc caccaccggc ccgggccagt 
2580 

ccctgccagt ccgtccgcct gtccgtccgt gtcctcagct ctgtccacgc ttcgataggc 
2640 

ctgacgcagc ccccagccca gggccgccct agcaacttcc tgtacatatg actgtaaaat 
2700 

ggtaaacgtg tgtattatat ctggcctcgt tatatagtgt atatatatgt atacatatac 
2760 

atatatataa tatatatgaa gactgtaaat gttaagacga ctagtgttct tattagtata 
2820 

ttgcttcaca ctgaagattg tgtgtatcga gctgtttcta aaagatgttt attttcctta 
2880 

agagtaaaaa acagtcattg cattcagaaa aaaaaaaaaa aagtcaataa agatacaacg 
2940 

attgttttgg aaaatctgca gcccgtggat tccgaccaga ttcagctggg agccgggcca 
3000 

ggctttaggt tggggaatgg gaatgaaggg aggggctggg ggggggggca tgaatggagt 
3060 

cagggagtcg gcctttcaca gaacaggaaa cctcccccgc ccctgtgccc cctctccagt 
3120 

gtggcggcag gtcgggaggg aggaggcttc tttgctgtga aatgaccagg ggccgggatg 
3180 

ggggaggtga gacgtgccag acttcttgca gggagaccca agctgtagct cctgtcacac 
3240 

aacaggtcct ggaagtcagt ccatcctccc gtgccaccca gggaccttgt gtccggaggg 
3300 

ggaggggaag cctttgccta ggtgctgggg gagggcccaa gcactctcac tagtcagcac 
3360 

atccatcagc tgaagacaca aaacccagat tataaataat ttcattttta attctctgta 

3420 

ca 

3422 

<210> 820 
<211> 494 
<212> PRT 
<213> Homo sapiens 


<400> 820 


Met Asn Ser Lys 

Lys 

Leu 

Ser Ser 

Thr Asp 

Cys 

Phe Lys Thr 

Glu 

Ala 

1 

5 



10 



15 


Phe Thr Ser Pro 

Glu 

Ala 

Leu Gin 

Pro Gly 

Gly 

Thr Ala Leu 

Ala 

Pro 

20 




25 


30 



Lys Lys Arg Ser 

Arg 

Lys 

Gly Arg 

Ala Gly 

Ala 

His Gly Leu 

Ser 

Lys 

35 



40 



45 



Gly Pro Leu Glu 

Lys 

Arg 

Pro Tyr 

Leu Gly 

Pro 

Ala Leu Pro 

Leu 

Thr 

50 



55 



60 



Pro Arg Asp Arg 

Ala 

Ser Gly Thr 

Gin Gly 

Ala 

Ser Glu Asp 

Asn 

Ser 

65 


70 



75 



80 

Gly Gly Gly Gly 

Lys 

Lys 

Pro Lys 

Met Glu 

Glu 

Leu Gly Leu Ala Ser 
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S3 


90 




9S 


His Pro 

Pro Glu 

Gly Arg Pro 

Cys Gin 

Pro Gin 

i nr 

Arg 

Ala 

Gin 

Lys 


1 Art 

100 


105 




110 



Gin Pro 

Gly His 

Thr Asn Tyr 

Ser Ser Tyr Ser 

Lys 

Arg 

Lys Arg 

Leu 


TIC 

lis 


120 



125 




Thr Arg 

Gly Arg 

Ala Lys Asn 

Thr Thr 

Ser Ser 

Pro 

Cys 

Lys Gly 

Arg 

130 


1 35 



If* u 





Ala Lys 

Arg Arg 

Arg tain (jin 

Gin Val 

Leu Pro 

T .oil 

Asp 

Pro 

Ala 

Glu 

145 




155 





160 

Pro Glu 

lie Arg 

Leu Lys Tyr 

lie Ser Ser Cys 

Lys 

Arg 

Leu 

Arg 




165 


170 




175 


Asp Ser 

Arg Thr 

Pro Ala Pne 

Ser Pro 

Phe Val 

Arg 

Val 

Glu Lys 

Arg 


180 


. 185 




190 



Asp Ala 

Phe Thr 

Thr lie Cys 

Thr Val 

Val Asn 

Ser 

Pro Gly Asp 

Aid 


195 


200 



205 




Pro Lys 

Pro His 

Arg Lys Pro 

Ser Ser 

Ser Ala 

Ser 

Ser 

Ser 

Ser 

ser 

210 


215 



220 





Ser Ser 

Ser Phe 

Ser Leu Asp 

Ala Ala 

Gly Ala 

Ser 

Leu 

Ala 

Thr 

Leu 

225 


230 


235 





o a n 

Pro Gly 

Gly Ser 

lie Leu Gin 

Pro Arg 

Pro Ser 

Leu 

Pro 

Leu 

Ser 

Ser 



245 


250 




255 


Thr Met 

His Leu 

Gly Pro Val 

Val Ser 

Lys Ala 

Leu 

Ser 

Thr 

Ser 

Cys 


260 


265 




270 



Leu Val 

Cys Cys 

Leu Cys Gin 

Asn Pro 

Ala Asn 

Phe 

Lys 

Asp 

Leu 

Giy 


275 


280 



285 




Asp Leu 

Cys Gly 

Pro Tyr Tyr 

Pro Glu 

His Cys 

Leu 

Pro Lys 

Lys 

Lys 

.290 


295 



300 





Pro Lys 

Leu Lys 

Glu Lys Val 

Arg Pro Glu Gly Thr 

Cys 

Glu 

Glu 

Ala 

305 

310 


315 






Ser Leu 

Pro Leu 

Glu Arg Thr 

Leu Lys Gly Pro 

Glu 

Cys 

Ala 

Ala 

Aid 



325 


330 




335 


Ala Thr 

Ala Gly 

Lys Pro Pro 

Arg Pro Asp Gly 

Pro 

Ala 

Asp 

Pro 

Ala 


340 


345 




350 



Lys Gin 

Gly Pro 

Leu Arg Thr 

Ser Ala Arg Gly Leu 

Ser 

Arg Arg 

Leu 


3 55 


360 



365 




Gin Ser 

Cys Tyr 

Cys Cys Asp 

Gly Arg Glu Asp Gly 

Gly Glu Glu 


370 


J / 3 



380 





Ala Pro 

Ala Asp 

Lys Gly Arg 

Lys His 

Glu Cys 

Ser 

Lys 

Glu 

Ala 






395 





400 

Ala Glu 

Pro Gly 

Gly Glu Ala 

Gin Glu 

His Trp Val 

His 

Glu 

Ala 

Cys 



405 


410 




415 


Ala Val 

Trp Thr 

Gly Gly Val 

Tyr Leu Val Ala Gly 

Lys 

Leu 

Phe 

Gly 


420 


425 




430 



Leu Gin 

Glu Ala 

Met Lys Val 

Ala Val Asp Met Met 

Cys 

Ser 

Ser 

Cys 


435 


440 



445 




Gin Glu 

Ala Gly 

Ala Thr He 

Gly Cys 

Cys His 

Lys 

Gly Cys 

Leu 

His 

450 


455 



460 





Thr Tyr 

His Tyr 

Pro Cys Ala 

Ser Asp Ala Gly Cys 

He 

Phe 

He 

Glu 

465 


470 


475 





480 

Glu Asn 

Phe Ser 

Leu Lys Cys 

Pro Lys 

His Lys 

Arg 

Leu 

Pro 




485 490 


<210> 821 
<211> 420 
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<212> DNA 

<213> Homo sapiens 
<400> 821 

acgcgtcccg tcacctgcgg tatggaccaa gtgagttgtg tgctcgacaa tgggttcgcc 
60 

gccatcatgg atgtgccggg tttcaactat cgcgcccatc gttacaccga agcctatcgg 
120 

cgtttgccgc aaaatgtggt gctaggttcg gaaacgacct cgacggtgag cagccgtggt 
180 

gtctacaagt ttcctgttgt gctgaagtcc gatgccatct atcccgacca tcagtcgtca 
240 

ggctacgaca cagagtattg ttcgtggtcg aacacccccg atgtcgattt cgccctcgcc 
300 

gaagactatc cctggacgat ggggcagttt gtctggacgg gcttcgacta cctcggtgaa 
360 

ccttcgcctt acgacaccga tgcctggccc tctcacgcct ccctcttcgg cattgtcgac 
420 

<210> 822 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<400> 822 


Met 

Asp 

Gin 

Val 

Ser 

Cys 

Val 

Leu 

Asp 

Asn 

Gly 

Phe 

Ala 

Ala 

He 

Met 

1 



5 





10 





15 


Asp 

val 

Pro 

Gly 

Phe Asn 

Tyr 

Arg 

Ala 

His 

Arg 

Tyr 

Thr 

Glu 

Ala 

Tyr 



20 





25 





30 



Arg 

Arg 

Leu 

Pro 

Gin 

Asn 

Val 

Val 

Leu 

Gly 

Ser 

Glu 

Thr 

Thr 

Ser 

Thr 


35 





40 





45 




val 

Ser 
50 

Ser 

Arg 

Gly 

Val 

Tyr 
55 

Lys 

Phe 

Pro 

Val 

val 
60 

Leu 

Lys 

Ser 

Asp 

Ala 

He 

Tyr 

Pro 

Asp 

His 

Gin 

Ser 

Ser 

Gly 

Tyr 

Asp 

Thr 

Glu 

Tyr 

Cys 

65 





70 





75 





80 

Ser 

Trp 

Ser 

Asn 

Thr 

Pro 

Asp 

Val 

Asp 

Phe 

Ala 

Leu 

Ala 

Glu 

Asp 

Tyr 




85 





90 





95 


Pro 

Trp 

Thr 

Met 

Gly 

Gin 

Phe 

Val 

Trp 

Thr 

Gly 

Phe 

Asp 

Tyr 

Leu 

Gly 



100 





105 





110 



Glu 

Pro 

Ser 
115 

Pro 

Tyr 

Asp 

Thr 

Asp 
120 

Ala 

Trp 

Pro 

Ser 

His 
125 

Ala 

Ser 

Leu 

Phe 

Gly 

He 

Val 

Asp 













130 


<210> 823 
<211> 550 
<212> DNA 
<213> Homo sapiens 

<400> 823 

tctagattct tgggcagccg agcccctctt gaattcctca gcctaccatc atgatcaaca 
60 

cctcccatgt tccgtccatg aatgaccgca ctgacagcac tggagagatt taatgggtca 
120 
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ccaattgagg cagtgaaggc actcatggca ctcagagctg gaatggggct gatctgagtt 
180 

gtactgttga ctgcagtggt gatgacaacc tgcattcctt tgctggctgc atcgacaact 
240 

gctttgtaaa tggcatctac ggaagcatca cctgggccac ccacaacgag gccatccttc 
300 

acctgttgac caagagatgg gtcaatcctc ggttgcaact cacaaggtgt atcttgaaaa 
360 

ggtggaagtg tagtgtttgg attctcagga agtgctgtga gcccaggctg agtgcttatt 
420 

cttttgttta ggagagctgc atcttcctgc attctcacct gaaagttctg aaacagacaa 
480 

gccatggggt tattgttagc tgggcaagga attgtggact gtccttggaa cgcctggaga 
540 

ttctggtacc 
.550 

<210> 824 
<211> 161 
<212> PRT 
<213> Homo sapiens 

<400> 824 

Met Ala Cys Leu Phe Gin Asn Phe Gin Val Arg Met Gin Glu Asp Ala 

15 10 15 

Ala Leu Leu Asn Lys Arg lie Ser Thr Gin Pro Gly Leu Thr Ala Leu 

20 25 30 

Pro Glu Asn Pro Asn Thr Thr Leu Pro Pro Phe Gin Asp Thr Pro Cys 

35 40 45 

Glu Leu Gin Pro Arg He Asp Pro Ser Leu Gly Gin Gin Val Lys Asp 

50 55 60 

Gly Leu Val Val Gly Gly Pro Gly Asp Ala Ser Val Asp Ala He Tyr 
65 . 70 75 80 

Lys Ala Val Val Asp Ala Ala Ser Lys Gly Met Gin Val Val He Thr 

85 90 95 

Thr Ala Val Asn Ser Thr Thr Gin He Ser Pro He Pro Ala Leu Ser 

100 105 HO 

Ala Met Ser Ala Phe Thr Ala Ser He Gly Asp Pro Leu . Asn Leu Ser 

115 120 '125 

Ser Ala Val Ser Ala Val He His Gly Arg Asn Met Gly Gly Val Asp 

130 135 140 

His Asp Gly Arg Leu Arg Asn Ser Arg Gly Ala Arg Leu Pro Lys Asn 
145 150 155 160 

Leu 


<210> 825 
<211> 327 
<212> DNA 
<213> Homo sapiens 

<400> 825 

gcgtttgcga ccggccgtaa cccgcagaat gcggcggtgt gttgcactga gggtattttg 
60 
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cagttgctgg atgagcgcga gatgcgcggc gtgctcggcc acgagctgat gcacgtgtac 
120 

aaccgcgata tcctcacctc ttcggtggcg gcgggtatcg cctccatcat cggtacgatt 
180 

gcgcagattc tttcgtttgg cgcgatgttc ggtggatcca accgcgatgg tgaacgttcc 
240 

aaccccctcg ccatgttcgt ggttgctatg ctggctccca ttgctactca ggtcatccag 
300 

atggctatta gccgcacccg tgaattc 
327 

<210> 826 
<211> 109 
<212> PRT 

<213> Homo sapiens 
<400> 826 

Ala Phe Ala Thr Gly Arg Asn Pro Gin Asn Ala Ala Val Cys Cys Thr 

15 10 15 

Glu Gly He Leu Gin Leu Leu Asp Glu Arg Glu Met Arg Gly Val Leu 

20 2 5 30 

Gly His Glu Leu Met His Val Tyr Asn Arg Asp He Leu Thr Ser Ser 

35 40 45 

Val Ala Ala Gly He Ala Ser He He Gly Thr He Ala Gin He Leu 

50 55 60 

Ser Phe Gly Ala Met Phe Gly Gly Ser Asn Arg Asp Gly Glu Arg Ser 
65 70 75 80 

Asn Pro Leu Ala Met Phe Val Val Ala Met Leu Ala Pro He Ala Thr 

85 90 95 

Gin Val He Gin Met Ala He Ser Arg Thr Arg Glu Phe 
100 105 

<210> 827 
<211> 534 
<212> DNA 

<213> Homo sapiens 
<400> 827 

nacgcgtacg tcaatatgca tcgtccagtc gttatcgcaa cgccgaaatc gatgctgcgc 
60 

aacaagatgg cgacctcgga tcccgaagag ttcaccaccg gtaggtggcg tcctgttcta 
120 

cccgacccat cgatcaccga cccgacggcc gttacgagga ttatcttgtg ctctggcaag 
180 

gcgcggtggg agctggtcaa gcaacgtaag gccgccagtc ttgacggaca gctcgccatc 
240 

atcccgatgg agcgtctcta cccgctacca gtcgacgagt tggctgaggt ttttgcgcct 
300 

tacaccaacg tcacggatgt ccgctgggtc caagaagagc cagagaacca gggcgcctgg 
360 

tactacatgc tgacccacct gccccaggcc atgtcggaga agctgccagg attctttgat 
420 

gggttagtcg gcatcacccg cccaccgtcc tcagctccgt cggtgggaca gcacagcgtc 
480 
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cacatccgtg aagagcagga gttactcgag aaggctatag cctgagcgac ctga 
534 

<210> 828 
<211> 174 
<212> PRT 

<213> Homo sapiens 
<400> 828 

Xaa Ala Tyr Val Asn Met His Arg Pro Val Val He Ala Thr Pro Lys 

15 10 15 

Ser Met Leu Arg Asn Lys Met Ala Thr Ser Asp Pro Glu Glu Phe Thr 

20 25 30 

Thr Gly Arg Trp Arg Pro Val Leu Pro Asp Pro Ser He Thr Asp Pro 

35 40 45 

Thr Ala Val Thr Arg He He Leu Cys Ser Gly Lys Ala Arg Trp Glu 

50 55 60 

Leu Val Lys Gin Arg Lys Ala Ala Ser Leu Asp Gly Gin Leu Ala He 
65 70 75 80 

lie Pro Met Glu Arg Leu Tyr Pro Leu Pro Val Asp Glu Leu Ala Glu 

85 90 95 

Val Phe Ala Pro Tyr Thr Asn Val Thr Asp Val Arg Trp Val Gin Glu 

100 105 HO 

Glu Pro Glu Asn Gin Gly Ala Trp Tyr Tyr Met Leu Thr His Leu Pro 

115 120 125 

Gin Ala Met Ser Glu Lys Leu Pro Gly Phe Phe Asp Gly Leu Val Gly 

130 135 140 

He Thr Arg Pro Pro Ser Ser Ala Pro Ser Val Gly Gin His Ser Val 
145 150 155 160 

His He Arg Glu Glu Gin Glu Leu Leu Glu Lys Ala He Ala 
165 170 

<210> 829 
<211> 492 
<212> DNA 
<213> Homo sapiens 

<400> 829 

nagtggccgg gtggccggcg ggtgccagcc gccatggagg ccgtgccccg catgcccatg 
60 

atctggctgg acctgaagga ggccggtgac tttcacttcc agccagctgt gaagaagttt 
120 

gtcctgaaga attatggaga gaacccagaa gcctacaatg aagaactgaa gaagctggag 
180 

ttgctcagac agaatgctgt ccgtgtccca cgagactttg agggctgtag tgtcctccgc 
240 

aagtacctcg gccagcttca ttacctgcag agtcgggtcc ccatgggctc gggccaggag 
300 

gccgctgtcc ctgtcacatg gacagagatc ttctcaggca agtctgtggc ccatgaggac 
360 

atcaagtacg agcaggcctg tattttctcc aacnttggag cgctgcactc catgctgggg 
420 

gccatggaca agcgggtgtc tgaggagggc atgaaggtct cctgtaccca tttccagtgc 
480 
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gcagccggcg cc 
492 

<210> 830 
<211> 164 
<212> PRT 

<213> Homo sapiens 
<400> 830 

Xaa Trp Pro Gly Gly Arg Arg Val Pro Ala Ala Met Glu Ala Val Pro 

1 5 10 15 

Arg Met Pro Met lie Trp Leu Asp Leu Lys Glu Ala Gly Asp Phe His 

20 25 30 

Phe Gin Pro Ala Val Lys Lys Phe Val Leu Lys Asn Tyr Gly Glu Asn 

35 40 45 

Pro Glu Ala Tyr Asn Glu Glu Leu Lys Lys Leu Glu Leu Leu Arg Gin 

50 55 60 

Asn Ala Val Arg Val Pro Arg Asp Phe Glu Gly Cys Ser Val Leu Arg 
65 70 75 80 

Lys Tyr Leu Gly Gin Leu His Tyr Leu Gin Ser Arg Val Pro Met Gly 

85 90 95 

Ser Gly Gin Glu Ala Ala Val Pro Val Thr Trp Thr Glu He Phe Ser 

100 105 HO 

Gly Lys Ser Val Ala His Glu Asp He Lys Tyr Glu Gin Ala Cys He 

115 120 125 

Phe Ser Asn Xaa Gly Ala Leu His Ser Met Leu Gly Ala Met Asp Lys 

130 135 140 

Arg Val Ser Glu Glu Gly Met Lys Val Ser Cys Thr His Phe Gin Cys 
145 150 155 160 

Ala Ala Gly Ala 


<210> 831 
<211> 303 
<212> DNA 

<213> Homo sapiens 
<400> 831 

gcgttgctgc ggcgtggcga gaccatgacg gcggagaatc agcgtgccaa tgtgcgcatc 
60 

gccgcaaacc acatcaagga ggttgcggtc gatcacgagg tcgttgtagc ccatggtaat 
120 

ggcccccagg taggtctgtt ggctctgcaa tcgacagcct acgaggaagt cggtatctat 
180 

ccgctggatg tcctgggcgc agagtcacag gccatgatcg gctacatgat cgagcaggaa 
240 

ctcggcaatg tgatgcctca ggatcagcag atcgtcacca tgatcacgat gacagtcgtc 

300 

gac 

303 

<210> 832 
<211> 101 
<212> PRT 
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<213> Homo sapiens 
<400> 832 


Ala Leu Leu 

Arg 

Arg Gly Glu Thr Met Thr 

Ala Glu Asn Gin Arg 

Ala 

1 


5 10 

15 


Asn Val Arg 

He 

Ala Ala Asn His He Lys 

Glu Val Ala Val Asp 

His 


20 

25 

30 


Glu Val Val 

Val 

Ala His Gly Asn Gly Pro 

Gin Val Gly Leu Leu 

Ala 

35 


40 

45 


Leu Gin Ser 

Thr 

Ala Tyr Glu Glu Val Gly 

He Tyr Pro Leu Asp 

Val 

50 


55 

60 


Leu Gly Ala 

Glu 

Ser Gin Ala Met He Gly 

Tyr Met He Glu Gin 

Glu 

65 


70 

75 

80 

Leu Gly Asn 

Val 

Met Pro Gin Asp Gin Gin 
85 90 

He Val Thr Met He 
95 

Thr 

Met Thr Val 

Val 
100 

Asp 




<210> 833 

<211> 466 

<212> DNA 

<213> Homo sapiens 

<400> 833 

nngatccgcg cgatcgacga ggcgggtgcg tgatgttgac agcgaaaatg cgcagccggc 
60 

catttgacga gggctgaaaa cgtcttctac cggtctgctg tgccgcctgg tgtcagcaaa 
120 \ 

cgacgccatg atcgtccagt gggtatcgat ttgttctgcg gcgctggggg attcagttgc 
180 

ggattccacc aggccgggtg gcatgttgcg gcggcggttg agcacgacgt gtcggcgtct 
240 

ctgacctatg tcatgaatct cgctcggccc ggcgtcaaga ttcacatcga ccccgagcac 
300 

ccggagctgg gcccaagacc accgcgaacc aagaagaaga gcggcggcgc agtgccgttc 

360 

gatgcgcatg tcggaactgg gtggatcgcc agcgagcccg ccgacgatcc cggctgcgaa 

420 

cacttctacg tgtacgacgt caagaacctc agcggcgagc ggatcc 
466 

<210> 834 
<211> 142 
c212> PRT 
<213> Homo sapiens 

<400> .834 

Gin Arg Lys Cys Ala Ala Gly His Leu Thr Arg Ala Glu Asn Val Phe 

1 5 10 15 

Tyr Arg Ser Ala Val Pro Pro Gly Val Ser Lys Arg Arg His Asp Arg 

20 25 30 

Pro Val Gly He Asp Leu Phe Cys Gly Ala Gly Gly Phe Ser Cys Gly 

35 40 45 

Phe His Gin Ala Gly Trp His Val Ala Ala Ala Val Glu His Asp Val 
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50 55 60 

Ser Ala Ser Leu Thr Tyr Val Met Asn Leu Ala Arg Pro Gly Val Lys 
65 70 75 80 

He His He Asp Pro Glu His Pro Glu Leu Gly Pro Arg Pro Pro Arg 

85 90 95 

Thr Lys Lys Lys Ser Gly Gly Ala Val Pro Phe Asp Ala His Val Gly 

100 105 110 

Thr Gly Trp He Ala Ser Glu Pro Ala Asp Asp Pro Gly Cys Glu His 

115 120 125 

Phe Tyr Val Tyr Asp Val Lys Asn Leu Ser Gly Glu Arg He 
130 135 140 

<210> 835 
<211> 482 
<212> DNA 

<213> Homo sapiens 
<400> 835 

acgcgtgaag ggattttgat cacccagaac aaccacctgt ctttttagat caagaagcag 
60 

aagctcagag caaagaacat cacaccacgt ccctcagtga ttgaagcagt gattgagtca 
120 

cagaataaat ctggaactca ggtcttctga tctttgctcc agatgttaga gacaaaacta 
180 

aaagtaaaat accaagtgaa atcaaagcat cacgattgag cccagaacat gaaaaagaac 
240 

ttcctggccc acttgagaaa ctgttaaacc ggacatacct ttggggactt cttcccttct 
300 

ctggaataag attgatgttt ccatgctgtg aaagacgatg atgttccttc tcccagattc 
360 

ctgctgtctt caaaaggcct agcaaaaacc actgctgctg ggtgcagttg agaaagggaa 
420 

tgaagaacaa tcccatggcc atgcaggcac tcctcccctc cacctctctg cccttcacgc 
480 

482 

<210> 836 
<211> 120 
<212> PRT 

<213> Homo sapiens 


<400> 836 


Met Ala Met 

Gly 

Leu 

Phe Phe 

He 

Pro Phe 

Leu Asn Cys 

Thr Gin Gin 

1 


5 



10 


15 . 

Gin Trp Phe 

Leu 

Leu 

Gly Leu 

Leu 

Lys Thr 

Ala Gly He 

Trp Glu Lys 


20 




25 


30 

Glu His His 

Arg 

Leu 

Ser Gin 

His 

Gly Asn 

He Asn Leu 

He Pro Glu 

35 




40 


45 


Lys Gly Arg 

Ser 

Pro 

Gin Arg 

Tyr 

Val Arg 

Phe Asn Ser 

Phe Ser Ser 

50 



55 



60 


Gly Pro Gly 

Ser 

Ser 

Phe Ser 

Cys 

Ser Gly 

Leu Asn Arg 

Asp Ala Leu 

65 



70 



75 

80 

He Ser Leu 

Gly 

He 

Leu Leu 

Leu 

Val Leu 

Ser Leu Thr 

Ser Gly Ala 
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85 90 95 

Lys He Arg Arg Pro Glu Phe Gin He Tyr Ser Val Thr Gin Ser Leu 

100 105 110 

Leu Gin Ser Leu Arg Asp Val Val 
115 120 

<210> 837 
<211> 509 
<212> DNA 

<213> Homo sapiens 
<400> 837 

acgcgtggac ccccgttctg cccgcctttg cagtcatcgc cctccctgaa gtcaccgctg 
60 

cagaaatacg caggcactga cctgggggta cagccaggca agggagagac gaggggctca 
120 

ctctgcacca gccaaggcct gtgtcctggc atggctcccc caggaagcga ggatggcggt 
180 

gcctggcggt cgagcccctc ttatcctggg gaatgctggg gggcgttcct gagcagacct 
240 

gcctgctgcc cctgctggct ggcactgccc ctcccccggg gaaaggttgg gtggtccccc 
300 

caggggaact caaagcaggg gagcccctgg aggccccaag tccctggaat atcttggcgc 
360 

tcagatggcc cccctcgaac accctcacac gggggggccg cgcggtggga ggtgacccag 
420 

cagccactct tacttggcga agacttttct cccaatgcga gcgcgggtgg tatcagcctg 
480 

agccttcagg ttggtgaggc tggggtacc 
509 

<210> 838. 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 838 


Met Ala 

Pro 

Pro 

Gly 

Ser 

Glu 

Asp 

Gly 

Gly Ala Trp Arg 

Ser 

Ser 

Pro 

1 



5 





10 


15 


Ser Tyr 

Pro 

Gly 

Glu 

Cys 

Trp 

Gly 

Ala 

Phe Leu Ser Arg 

Pro 

Ala 

Cys 



20 





25 


30 



Cys Pro 

Cys 

Trp 

Leu 

Ala 

Leu 

Pro 

Leu 

Pro Arg Gly Lys Val 

Gly 

Trp 


35 





40 


45 




Ser Pro 

Gin 

Gly 

Asn 

Ser 

Lys 

Gin 

Gly 

Ser Pro Trp Arg 

Pro 

Gin 

Val 

50 





55 



60 




Pro Gly 

lie 

Ser 

Trp 

Arg 

Ser 

Asp 

Gly 

Pro Pro Arg Thr 

Pro 

Ser 

His 

65 




70 




75 



80 

Gly Gly 

Ala 

Ala 

Arg 

Trp 

Glu 

Val 

Thr 

Gin Gin Pro Leu 

Leu 

Leu 

Gly 




85 





90 


95 


Glu Asp 

Phe 

Ser 

Pro 

Asn 

Ala 

Ser 

Ala 

Gly Gly He Ser 

Leu 

Ser 

Leu 



100 





105 


110 



Gin Val 

Gly 

Glu 

Ala 

Gly 

Val 








115 


881 
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<210> 839 

<211> 347 

<212> DNA 

<213> Homo sapiens 

<400> 839 

acgcgtctcg tgttcgtgcg gcacggcagg acggcgttca atgtggaggg tcggctccag 
60 

ggccgtctcg acatgccgtt ggatgaggtg gggcgccgtc aggcactcac agtggctcaa 
120 

gtcatcgccg agatggaacc tgacgcgatc atggcctctc cgctacaacg tgcgcgcgac 
180 

acagctcagg caatcggtgc ttgtgctgga ttgggcgtac agctggatga tcgactcatc 
240 

gagatcgatg tcggacgttg gtcgggacaa cgggctgcgg acctgcgtcg caacgatcct 
300 

gagtacgcag caagtgtggt cagccctatc gattaccggg tcggagn 
347 

<210> 840 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 840 

Thr Arg Leu Val Phe Val Arg His Gly Arg Thr Ala Phe Asn Val Glu 

15 10 15 

Gly Arg Leu Gin Gly Arg Leu Asp Met Pro Leu Asp Glu Val Gly Arg 

20 25 30 

Arg Gin Ala Leu Thr Val Ala Gin Val lie Ala Glu Met Glu Pro Asp 

35 40 45 

Ala He Met Ala Ser Pro Leu Gin Arg Ala Arg Asp Thr Ala Gin Ala 

50 55 60 

He Gly Ala Cys Ala Gly Leu Gly Val Gin Leu Asp Asp Arg Leu He 
65 70 75 80 

Glu He Asp Val Gly Arg Trp Ser Gly Gin Arg Ala Ala Asp Leu Arg 

85 90 95 

Arg Asn Asp Pro Glu Tyr Ala Ala Ser Val Val Ser Pro He Asp Tyr 
100 105 110 

Arg Val Gly 

<210> 841 
<211> 351 
<212> DNA 
<213> Homo sapiens 

<400> 841 

tccggaactc accccgacgc cgtcattatg gacgtcatga tgccgcgtct agatggcttg 
60 

gaagccaccc ggatgctgcg cagcaatggc aacgacgtcc cgatcctcgt cctcaccgcc 
120 

cgcgatgctg tcgacgatcg cgttgacggc ctcgacgctg gcgccgatga ctacatggtc 
180 
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aagcccttcg ccctcgacga actcctcgct cgcctacgcg ccctcactcg tcgttcccgt 
240 

cccgagccag agcaaaacga ggcccctgaa caactctcct tcgctgacct cacccttgat 
300 

ccaggcaccc. gcgagatcac ccgcgggaac cgtcgcatca gtttgacgcg t 
351 

<210> 842 
<211> 117 
<212> PRT 
<213> Homo sapiens 

<400> 842 


Ser 

Gly 

Thr 

His 

Pro 

Asp 

Ala 

Val 

He 

Met 

Asp 

Val 

Met 

Met 

Pro 

Arg 

1 



5 





10 





15 


Leu 

Asp 

Gly 

Leu 

Glu 

Ala 

Thr 

Arg 

Met 

Leu 

Arg 

Ser 

Asn 

Gly 

Asn 

Asp 



20 





25 





30 



Val 

Pro 

He 
35 

Leu 

Val 

Leu 

Thr 

Ala 
40 

Arg 

Asp 

Ala 

Val 

Asp 
45 

Asp 

Arg 

Val 

Asp 

Gly 
50 

Leu 

Asp 

Ala 

Gly 

Ala 
55 

Asp 

Asp 

Tyr 

Met 

Val 
60 

Lys 

Pro 

Phe 

Ala 

Leu 

Asp 

Glu 

Leu 

Leu 

Ala 

Arg 

Leu 

Arg 

Ala 

Leu 

Thr 

Arg 

Arg 

Ser 

Arg 

65 




70 





75 





80 

Pro 

Glu 

Pro 

Glu 

Gin 
85 

Asn 

Glu 

Ala 

Pro 

Glu 
90 

Gin 

Leu 

Ser 

Phe 

Ala 
95 

Asp 

Leu 

Thr- 

Leu 

Asp 
100 

Pro 

Gly 

Thr 

Arg 

Glu 
105 

He 

Thr 

Arg 

Gly 

Asn 
110 

Arg 

Arg 

He 

Ser 

Leu 

Thr 

Arg 













115 


<210> 843 
<211> 393 
<212> DNA 
<213> Homo sapiens 

<400> 843 

ctagcccagg ctctcgtcca cgaggggctg cgcgctgtgg cctctggggc aaacccggtc 
60 

ggcctcaagc gcggtatcga gaaggctgtc gacgccgttg tggaggagct ccgctctatc 
120 

tcgcgcgcca tcgacaccac ctcggacatg gccagcgttg ccaccatctc cagccgtgac 
180 

gagaccatcg gcgccctcat cgctgaggcc ttcgacaagg ttggtaagga cggggttatc 
240 

accgtcgacg agtcgcagac cttcggcact gagcttgact tcaccgaggg catgcagttc 
300 

gacaagggtt acctgtcgcc ctacatggtc accgaccagg ttcgcatgga ggctgtgatc 
360 

gaggatcctt acatcctcat tcactcccgc aag 
393 


<210> 844 
<211> 131 
<212> PRT 
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<213> Homo sapiens 


<400> 844 
Leu Ala Gin Ala 
1 

Ala Asn Pro Val 
20 

Val Val Glu Glu 
35 

Asp Met Ala Ser 
50 

Ala Leu lie Ala 
65 

Thr Val Asp Glu 


Leu Val 
5 

Gly Leu 

Leu Arg 

Val Ala 

Glu Ala 

70 
Ser Gin 
85 

Asp Lys 


Gly Met Gin Phe 
• 100 

Gin Val Arg Met Glu Ala 
115 

Ser Arg Lys 
130 


His Glu 

Lys Arg 

Ser He 

40 
Thr He 
55 

Phe Asp 

Thr Phe 

Gly Tyr 

Val He 
120 


Gly Leu 

10 
Gly lie 
25 

Ser Arg 

Ser Ser 

Lys Val 

Gly Thr 

90 
Leu Ser 
105 

Glu Asp 


Arg Ala Val Ala 
Glu Lys 
Ala He 


Arg Asp 

60 
Gly Lys 
75 

Glu Leu 
Pro Tyr 
Pro Tyr 


Ala Val 
30 

Asp Thr 
45 

Glu Thr 


Asp Gly 

Asp Phe 

Met Val 
110 
He Leu 
125 


Ser Gly 
15 

Asp Ala 

Thr Ser 

He Gly 

Val He 

80 
Thr Glu 
95 

Thr Asp 
He His 


<210> 845 

<211> 505 

<212> DNA 

<213> Homo sapiens 


<400> 845 

gccacctgcc caaggctgga tgacgggcct agggcacatc taaggaacaa ggacaggaca 
60 

gaagcaaagc cacagctgct ggggcagggt gggggccggt atgtctggcc agcagcatca 
120 

cccctgcccc cggcggggct ccaggaccgg gagactcatc agccggaagc tcttggagga 
180 

ggcggctgcc gtgaagacag gcacccttgc tcctgagagg ggcacccaga gaaccaagac 
240 

tcagcagagg gaacacaggg ctacgcccag gccccaggcc tgatatccag agtctaaatc 
300 

ccacctcagc ccagggggga gccttgagag gagctatgtc cctcatggac cccagtttcc 
360 

tctgcatacg ggctccgagc cctgcactgc ctccagggta gttcccaagg tcttttccca 
420 

ttacctccta cgtgagcact cagtaaacca atacacatac acaagggtga cattaattcc 
480 

agccacagaa tcccaggcca cgcgt 
505 

<210> 846 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 846 

Met Gly Lys Asp Leu Gly Asn Tyr Pro Gly Gly Ser Ala Gly Leu Gly 
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J. 




^ 10 

15 


Ala 

Arg 



7\ «-/~r T \/q T on CZ 1 vr Cpr Mot" 
M.xry Xjys Leu \jiy oci ncu 

7\ y-rr Ren T 1 o &1 a Pt*0 
nty hsu lie Mia ci-^j 

Leu 





25 

30 


Lys 


Pro 

Pro 

T-rri Ala filu Val Glv Phe 

lip Aid Villi vai ui jr rue 

Arer T.on Tm Tie SeiT 

Glv 



35 





Leu 

Gly 

Pro 

Gly 

Arg Ser Pro Val Phe Pro 

Leu Leu Ser Leu Gly 

Ser 


50 



55 

60 


Leu 

Gly 

Ala 

Pro 

Leu Arg Ser Lys Gly Ala 

Cys Leu His Gly Ser 

Arg 

65 




70 

75 

80 

Leu 

Leu 

Gin 

Glu 

Leu Pro Ala Asp Glu Ser 

Pro Gly Pro Gly Ala 

Pro 





85 90 

95 


Pro 

Gly 

Ala 

Gly 

Val Met Leu Leu Ala Arg 

His Thr Gly Pro His 

Pro 




100 

105 

110 


Ala 

Pro 

Ala 

Ala 

Val Ala Leu Leu Leu Ser 

Cys Pro Cys Ser Leu 

Asp 



115 


120 

125 


Val 

Pro 







130 


<210> 847 
<211> 448 
<212> DNA 

<213> Homo sapiens 
<400> 847 

aagcttttaa aggagcaaga aaacatgaaa gagctagtag tcaaccttct ccgcatgact 
60 

caaatcaaaa ttgatgaaaa ggaacaaaag tccaaggatt tcctgaaagc tcagcaaaaa 
120 

tacaccaaca ttgttaaaga aatgaaagca aaggatcttg aaatcaggat acacaagaag 
180 

aaaaaatgtg aaatttatcg gagactgaga gagcttgcta aactgtatga caccattcga 
240 

aatgaaagaa acaaatttgt taacttactc cacaaagctc atcagaaagt aaatgaaata 
300 

aaagaaaggc ataaaatgtc attaaatgaa cttgaaattc tgagaaatag tgccgttagt 
360 

caagaaagaa agctacaaaa ttccatgctg aaacacgcca acaatgttac catcagagag 
420 

agcatgcaaa acgatgtgcg caaaattt 
448 

<210> 848 
<211> 149 
<212> PRT 

<213> Homo sapiens 
<400> 848 

Lys Leu Leu Lys Glu Gin Glu Asn Met Lys Glu Leu Val Val Asn Leu 

15 10 15 

Leu Arg Met Thr Gin He Lys He Asp Glu Lys Glu Gin Lys Ser Lys 

20 25 30 

Asp Phe Leu Lys Ala Gin Gin Lys Tyr Thr Asn He Val Lys Glu Met 

35 40 45 

Lys Ala Lys Asp Leu Glu He Arg He His Lys Lys Lys Lys Cys Glu 
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50 55 60 

lie Tyr Arg Arg Leu Arg Glu Leu Ala Lys Leu Tyr Asp Thr lie Arg 
65 70 75 80 

Asn Glu Arg Asn Lys Phe Val Asn Leu Leu His Lys Ala His Gin Lys 

85 90 95 

Val Asn Glu lie Lys Glu Arg His Lys Met Ser Leu Asn Glu Leu Glu 

100 105 110 

lie Leu Arg Asn Ser Ala Val Ser Gin Glu Arg Lys Leu Gin Asn Ser 

115 120 125 

Met Leu Lys His Ala Asn Asn Val Thr lie Arg Glu Ser Met Gin Asn 

130 135 140 

Asp Val Arg Lys lie 
145 

<210> 849 
<211> 463 
<212> DNA 
<213> Homo sapiens 

<400> 849 

nnacgcgtga ttgttggggc caaggaatgc catgtggaga gtgcaggtga agtgataagt 
60 

cttttggaga tggggaatgc agccagacat acaggtacca ctcaaatgaa tgagcactcc 
120 

agcagatcac atgcaatttt tacaatcagc atttgtcaag ttcataaaaa tatggaggca 
180 

gctgaagatg gatcatggta ttcccctcgg catattgtct caaagttcca ctttgtggat 
240 

ttggcaggat cagaaagagt aaccaaaacg gggaatactg gtgaacggtt caaagaatcc 
300 

attcaaatca atagtggatt gctggcttta ggaaatgtaa taagcgctct tggggaccca 
360 

cgcaggaaga gttcacatat tccatatagg gatgctaaaa ttacccggct tctgaaagat 
420 

tctctgggag gcagtgctaa gactgtcatg atcacatgtg tea 
463 


<210> 850 
<211> 154 
<212> PRT 

<213> Homo sapiens 
<400> 850 

Xaa Arg Val He Val Gly Ala Lys 

1 5 
Glu Val He Ser Leu Leu Glu Met 
20 

Thr Thr Gin Met Asn Glu His Ser 

35 40 
He Ser He Cys Gin Val His Lys 

50 55 
Ser Trp Tyr Ser Pro Arg His He 
65 70 
Leu Ala Gly Ser Glu Arg Val Thr 


Glu Cys His Val Glu Ser Ala Gly 

10 15 
Gly Asn Ala Ala Arg His Thr Gly 
25 30 
Ser Arg Ser His Ala He Phe Thr 
45 

Asn Met Glu Ala Ala Glu Asp Gly 
60 

Val Ser Lys Phe His Phe Val Asp 

75 80 
Lys Thr Gly Asn Thr Gly Glu Arg 
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85 90 95 

Phe Lys Glu Ser He Gin He Asn Ser Gly Leu Leu Ala Leu Gly Asn 

100 105 110 

Val He Ser Ala Leu Gly Asp Pro Arg Arg Lys Ser Ser His He Pro 

115 120 125 

Tyr Arg Asp Ala Lys He Thr Arg Leu Leu Lys Asp Ser Leu Gly Gly 

130 135 140 

Ser Ala Lys Thr Val Met lie Thr Cys Val 
145 150 


<210> 851 

<211> 372 

<212> DNA 

<213> Homo sapiens 


<400> 851 

aaatttcctg tttctgatcg acgaaataaa gtttagcgtg atgagtgagc tgcttatgca 
60 

gttcctccat tcgcttataa acagttttat ttctcatttc gaaaactctc gatgcagaat 
120 

aaaggctaga gtctggggac caagtcccca gctccgttta cgcgacttcc ttgaccttgt 
180 

ttgttatgct gataaggtta ttcagcttga cgatttgttc gtggtctttc aaccgttttg 
240 

cagctggtcg acgatattcc tggtaggaac tacgatagaa gaccagcatc ggaagaactt 
300 

tgtagatgct gaacaaacac ccaccgatca cttcagcctc gaagtaaggg ttatactgtc 
360 

taacccacgc gt 
372 

<210> 852 

<211> 110 

<212> PRT . 

<213> Homo sapiens 


<400> 852 


Met Ser 

Glu 

Leu 

Leu 

Met 

Gin 

Phe 

Leu 

His 

Ser Leu lie Asn 

Ser Phe 

l 



5 





10 


15 

He Ser 

His 

Phe 

Glu 

Asn 

Ser 

Arg 

Cys 

Arg 

He Lys Ala Arg 

Val Trp 



20 





25 


30 


Gly Pro 

Ser 

Pro 

Gin 

Leu 

Arg 

Leu 

Arg 

Asp 

Phe Leu Asp Leu 

Val Cys 


35 





40 



45 


Tyr Ala 

Asp 

Lys 

Val 

He 

Gin 

Leu 

Asp 

Asp 

Leu Phe Val Val 

Phe Gin 

50 





55 




60 


Pro Phe 

Cys 

Ser 

Trp 

Ser 

Thr 

He 

Phe 

Leu 

Val Gly Thr Thr He Glu 

65 




70 





75 

80 

Asp Gin 

His 

Arg 

Lys 

Asn 

Phe 

Val 

Asp 

Ala 

Glu Gin Thr Pro 

Thr Asp 




85 





90 


95 

His Phe 

Ser 

Leu 

Glu 

Val 

Arg 

Val 

He 

Leu 

Ser Asn Pro Arg 




100 





105 


110 



<210> 853 
<211> 423 
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<212> DNA 

<213> Homo sapiens 
<400> 853 

acgcgttcag aaacttatgg tgaaatggcc gaactagaaa acctagtcga cgaatattac 
60 

caagctatgg gcatggatgt gcgtcgagaa acctggctgc gcgagcagat actcaagaaa 
120 

gtccaagaaa cgcatttgtt agaagagctt gcaggcatag aatcaggtga tgatggcgca 
180 

gtggtggaag agagcgtatt agaaggcctc gatacctatt tatgtgagat aaaagaagca 
240 

cagattcgtc atggattgca tcgtcttgga gaattaccag aagacgataa attggccgat 
300 

accttggtcg ccttattgcg tttaccccgt ggcagtgaca ttaccagcaa gggaattttg 
360 

catgccttaa tggcagattt agagttagaa caagacgatt ttgacccaat gcaaagcacg 

420 

cgt 

423 

<210> 854 
<211> 141 
<212> PRT 

<213> Homo sapiens 
<400> 854 


Thr Arg 

Ser Glu Thr 

Tyr Gly 

Glu 

Met 

Ala 

Glu Leu 

Glu 

Asn 

Leu 

Val 

1 

5 




10 




15 


Asp Glu 

Tyr Tyr Gin 

Ala Met 

Gly 

Met 

Asp 

Val Arg 

Arg 

Glu 

Thr 

Trp 


20 



25 




30 



Leu Arg 

Glu Gin He 

Leu Lys 

Lys 

val 

Gin 

Glu Thr 

His 

Leu 

Leu 

Glu 


35 


40 




45 




Glu Leu 

Ala Gly He 

Glu Ser 

Gly 

Asp 

Asp 

Gly Ala 

Val 

Val 

Glu 

Glu 

50 


55 




60 





Ser Val 

Leu Glu Gly 

Leu Asp 

Thr 

Tyr 

Leu 

Cys Glu 

He 

Lys 

Glu 

Ala 

65 


70 




75 




80 

Gin He 

Arg His Gly 

Leu His 

Arg 

Leu 

Gly 

Glu Leu 

Pro 

Glu 

Asp 

Asp 


85 




90 




95 


Lys Leu 

Ala Asp Thr 

Leu Val 

Ala 

Leu 

Leu 

Arg Leu 

Pro 

Arg 

Gly 

Ser 


100 



105 




110 



Asp He 

Thr Ser Lys 

Gly He 

Leu 

His 

Ala 

Leu Met 

Ala 

Asp 

Leu 

Glu 


115 


120 




125 




Leu Glu 

Gin Asp Asp 

Phe Asp 

Pro 

Met 

Gin 

Ser Thr 

Arg 




130 


135 




140 






<210> 855 
<211> 338 
<212> DNA 

<213> Homo sapiens 
<400> 855 

acgcgtgaag ggggagctca aagtagatgg acctctgact agatggagct ctgagtaaga 
60 
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tgaatgtctg tgcggatgtt gctcacagca agatagtgct tggagcgatt ggcacttcga 
120 

acaagatgga gcatggagca gatggagctc tgagcaagat ggagcgtgga gtagatagag 
180 

cttggagcaa gaaggagctc caagcaagat ggagcttgca gcaggtgctt ctcagtgtaa 
240 

gatggagctc agagaagatg atgctcagag taagattgag ctcggtgatt ggcactccaa 
300 

acattgctct gagcccattg gagnctctga gcagaaag 
338 

<210> 856 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 856 

Met Asn Val Cys Ala Asp Val Ala His Ser Lys He Val Leu Gly Ala 

1 5 10 15 

lie Gly Thr Ser Asn Lys Met Glu His Gly Ala Asp Gly Ala Leu Ser 

20 25 30 

Lys Met Glu Arg Gly Val Asp Arg Ala Trp Ser Lys Lys Glu Leu Gin 

35 40 45 

Ala Arg Trp Ser Leu Gin Gin Val Leu Leu Ser Val Arg Trp Ser Ser 

50 55 60 

Glu Lys Met Met Leu Arg Val Arg Leu Ser Ser Val He Gly Thr Pro 
65 70 75 80 

Asn He Ala Leu Ser Pro Leu Glu Xaa Leu Ser Arg Lys 
85 90 

<210> 857 
<211> 435 
<212> DNA 
c213> Homo sapiens 

<400> 857 

ccggacagtg ggccaccagt gtttgccccc agcaatcatg tcagtgaagc ccaacctcgg 
60 

gagacacccc ggcccctcat gcctcctacc aagcctttcc tagcacctga gaccaccagc 
120 

cctggtgaca gggtggagac ccctgtgggg gagagagccc caacccctgt ctcagcaagc 
180 

tctgaggtct cccctgagag ccaagaggac tcagagaccc cagcagagga ggacagtggc 
240 

tctgagcagc ctcccaacag cgtcctgcct gacaaactga aggtgagctg ggagaacccc 
300 

agcccccagg aggcccctgc tgcagagagt gcagaaccgt cccaggcacc ctgttctgag 
360 

acttctgagg ctgcccccag ggagggtggg aagcccccta cacccccacc caagatctta 
420 

tcagagaaac tgaaa 
435 

<210> 858 
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<211> 145 

<2i2> prt •'. 

<213> Homo sapiens 
<400> 858 

Pro Asp Ser Gly Pro Pro Val Phe Ala Pro Ser Asn His Val Ser Glu 

1 5 . - W10 15 

Ala Gin Pro Arg Glu Thr Pro Arg Pro Leu Met Pro Pro Thr Lys Pro 

20 25 30 

Phe Leu Ala Pro Glu Thr Thr Ser Pro Gly Asp Arg Val Glu Thr Pro 

35 40 45 

Val Gly Glu Arg Ala Pro Thr Pro Val Ser Ala Ser Ser Glu Val Ser 

50 55 60 

Pro Glu Ser Gin Glu Asp Ser Glu Thr Pro Ala Glu Glu Asp Ser Gly 
65 70 75 80 

Ser Glu Gin Pro Pro Asn Ser Val Leu Pro Asp Lys Leu Lys Val Ser 

85 90 95 

Trp Glu Asn Pro Ser Pro Gin Glu Ala Pro Ala Ala Glu Ser Ala Glu 

100 105 HO 

Pro Ser Gin Ala Pro Cys Ser Glu Thr Ser Glu Ala Ala Pro Arg Glu 

115 120 125 

Gly Gly Lys Pro Pro Thr Pro Pro Pro Lys He Leu Ser Glu Lys Leu 
130 135 140 

Lys 
145 

<210> 859 
<211> 561 
<212> DNA 

<213> Homo sapiens 
<400> 859 

nacgcgtggt gtggtaatcc ggtttctggt ggcgacggct gccacccctc gtggcaagac 
60 

atgccgttgc gtgccgatat gccatacgaa gcttggccta gtgcgaaaag ctcgctggaa 
120 

ccctcgaaga ggcagggtcg gcaggttacc gtggtcggtg tacgcatcgt ttcgacgatg 
180 

aaccccattc tgggagcaga tatgacgacg taccagtacc tcattgtcgg tggcgggatg 
240 

gccgctgatt ctgccgcccg cggtatccgc gacatcgaca. agaaagggtc gatcgccatc 
300 

ctcagcgctg acgtcgacgc cccgtatcct cggccagcgc tgagcaagaa gctgtggact 
360 

gaccctgagt tcacctggga ccaggtcgac cttgctactg tcgctgacac cggcgcggaa 
420 

ttgcggctcg gcactgaggt gctcagcatt gaccgtgacg gcaagaccgt cctgaccgct 
480 

tccggccagg tattcggcta ccagaagttg ctgctcgtta ccggccttac cccgtcgcgc 
540 

attgacgacg acggcgatgc c 
561 

<210> 860 
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<211> 187 
<212> PRT 

<213> Homo sapiens 
<400> 860 

Xaa Ala Trp Cys Gly Asn Pro Val Ser Gly Gly Asp Gly Cys His Pro 

15 10 15 

Ser Trp Gin Asp Met Pro Leu Arg Ala Asp Met Pro Tyr Glu Ala Trp 

20 25 30 

Pro Ser Ala Lys Ser Ser Leu Glu Pro Ser Lys Arg Gin Gly Arg Gin 

35 40 45 

Val Thr Val Val Gly val Arg He Val Ser Thr Met Asn Pro He Leu 

50 55 60 

Gly Ala Asp Met Thr Thr Tyr Gin Tyr Leu He Val Gly Gly Gly Met 
65 70 75 80 

Ala Ala Asp Ser Ala Ala Arg Gly He Arg Asp He Asp Lys Lys Gly 

85 90 95 

Ser He Ala lie Leu Ser Ala Asp Val Asp Ala Pro Tyr Pro Arg Pro 

100 105 HO 

Ala Leu Ser Lys Lys Leu Trp Thr Asp Pro Glu Phe Thr Trp Asp Gin 

115 120 125 

Val Asp Leu Ala Thr Val Ala Asp Thr Gly Ala Glu Leu Arg Leu Gly 

130 135 140 

Thr Glu Val Leu Ser He Asp Arg Asp Gly Lys Thr Val Leu Thr Ala 
145 150 155 160 

Ser Gly Gin Val Phe Gly Tyr Gin Lys Leu Leu Leu Val Thr Gly Leu 

165 170 175 

Thr Pro Ser Arg He Asp Asp Asp Gly Asp Ala 
180 185 


<210> 861 
<211> 352 
<212> DNA 

<213> Homo sapiens 
<400> 861 

ccatgggttt ctatgctctg aggtttcatc tgtggggaac agtattgact tacttacaaa 
60 

gagataatgg tcatacccta tggtcactca ccatagtctg gcggtacatg gacttctcag 
120 

ccccagtaag atctgtatcc acaggacact taaagtcacc ttacagaggg ctatcccagt 
180 

gcctgaggcc tattagaggc gtctcttttc agccatcagt gttagaggcc atctgcatgg 

240 • " ; : 

gatcccagag cctgcctcgg gaatggcaga agctggctgg tgcttggcgt gggctttgcc 
300 

tgtttcactg ctttcaggga ggcctgccac aggggagaaa ctgggggggg ga 
352 


<210> 862 

<211> 116 

<212> PRT 

<213> Homo sapiens 
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<400> 862 

Met Gly Phe Tyr Ala Leu Arg Phe His Leu Trp Gly Thr Val Leu Thr 

1 5 10 15 

Tyr Leu Gin Arg Asp Asn Gly His Thr Leu Trp Ser Leu Thr lie Val 

20 25 30 

Trp Arg Tyr Met Asp Phe Ser Ala Pro Val Arg Ser Val Ser Thr Gly 

35 40 45 

His Leu Lys Ser Pro Tyr Arg Gly Leu Ser Gin Cys Leu Arg Pro lie 

50 55 60 

Arg Gly Val Ser Phe Gin Pro Ser Val Leu Glu Ala lie Cys Met Gly 
65 70 75 80 

Ser Gin Ser Leu Pro Arg Glu Trp Gin Lys Leu Ala Gly Ala Trp Arg 

85 90 95 

Gly Leu Cys Leu Phe His Cys Phe Gin Gly Gly Leu Pro Gin Gly Arg 

100 105 110 

Asn Trp Gly Gly 
115 


<210> 863 
<211> 327 
<212> DNA 
<213> Homo sapiens 


<400> 863 

tccggatcga cccggacgaa ttccacggtc cagccattga cttccaaatg ctctttgaca 
60 

tacgccgtga catgttcaat gtccaactta cgcatgtcca cccgctcacc ggtctcattg 
120 

agtttgagct gcgagtagac gttgcggtag ttctcgttga ccgactgctc atacgagatg 
180 

tgcagaagca tcggtttgcg gccatcctcg gacggcattg gcttgttgta catggccgct 
24 0 

tggcggaaca tgttcagggt aaagcccgac ttgaagttgt gcgacagggc agaaacacac 
300 

agcatttctg accggcgatg acccatn 
327 

<210> 864 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 864 

Met Gly His Arg Arg Ser Glu Met Leu Cys Val Ser Ala Leu Ser His 

1 5 10 15 

Asn Phe Lys Ser Gly Phe Thr Leu Asn Met Phe Arg Gin Ala Ala Met 

20 25 30 

Tyr Asn Lys Pro Met Pro Ser Glu Asp Gly Arg Lys Pro Met Leu Leu 

35 40 45 

His lie Ser Tyr Glu Gin Ser Val Asn Glu Asn Tyr Arg Asn Val Tyr 

50 55 60 

Ser Gin Leu Lys Leu Asn Glu Thr Gly Glu Arg Val Asp Met Arg Lys 
65 70 75 80 

Leu Asp He Glu His Val Thr Ala Tyr Val Lys Glu His Leu Glu Val 
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85 90 
Asn Gly Trp Thr Val Glu Phe Val Arg Val Asp Pro 
100 105 


95 


<210> 865 

<211> 729 

<212> DNA 

<213> Homo sapiens 

<400> 865 

acgcgtcatc ctcattcaag aggcccagga ggagcaccac cctccgcata ttgcgcgtgc 
60 

agctctcgtt ctggtctctg agcatgccca cggcgctctg cacacagctt ctcagcagcc 
120 

tggtggtgtc caggatcgac acatcactgc ct'ccgagttc agaggtttcc tttcccacct 
180 

tctcagaact ttctgtttcc atggcctcct ctgccacctc tgccacctcc cctgatgtgc 
240 

tggcctccgt ctccatcgcc tcctcatggc cgtcttccgc ccggtgttcc aagcccagct 
300 

caggcaagtc tccgggcgcg aacagctggc tgatggtgac atgctgcagc ctggtcacat 
360 

cagaaaccat gagggtggat ctccggaggt catcgatgtg gacagactgc cacagccctc 
420 

cgtggaagcc cacataggct gttcctcttc ccacccggga cagttttgtg atgaaataga 
480 

cgaagatacg gtcctcattt tctcgtattt tgttgatttc atttataaca gaatacttag 
540 

ctgaggcaat gagctgggcg ctacggattc catcttcaaa atctgtctga aaaatgagga 
600 

ttttacattt ggctgtattc gttaaacagt ttcggacttc tttgaggaat gagtactcgg 
660 

tgtcaaactg ctgcagccac aggagtgtgg gtttcggagc cctgcctgtg acctctgatt 
720 

ctaaaattt 


<210> 866 

<211> 83 

<212> PRT 

<213> Homo sapiens 

<400> 866 

Ala Cys Pro Arg Arg Ser Ala His Ser Phe Ser Ala Ala Trp Trp Cys 

1 5 10 15 

Pro Gly Ser Thr His His Cys Leu Arg Val Gin Arg Phe Pro Phe Pro 

20 25 30 

Pro Ser Gin Asn Phe Leu Phe Pro Trp Pro Pro Leu Pro Pro Leu Pro 

35 40 45 

Pro Pro Leu Met Cys Trp Pro Pro Ser Pro Ser Pro Pro His Gly Arg 

50 55 60 

Leu Pro Pro Gly Val Pro Ser Pro Ala Gin Ala Ser Leu Arg Ala Arg 
65 70 75 80 

Thr Ala Gly 
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<210> 867 
<211> 640 
<212> DNA 

<213> Homo sapiens 
<400> 867 

nntccggaac atcaagatcc aggcgcagaa gaccgtcaga agctgcactg gccacctcct 
60 

tcaggtggac tctcgttggt ggccggcgtc gctggccccc tcgcacccgg tcccgtgtca 
120 

catgctccag ggcgcagctc ttgtccacct ttacctcatc gaaagccttg tttttgcctc 
180 

ggttaatccc ttcattgagg gctttgatcc aggattcctt ctcctccccg gtgggtgcct 
240 

ggaatttgat gtcgctgacc ttgttccctg gggatcgcag caggataaag cggtgttttc 
300 

gcttgaggag ggcacgaagg tcctggcact tctcatagct gcccagctcc acagtctcca 
360 

cacacttctg atcatcctca ttctcataga ccagcagctg ggcctggcag aggagcagat 
420 

atcggtcttt ccagaaaccc aggaggcccc cactgctctt cttgatccag ccagccttgt 
480 

ccaccatctg tgctccccga ggcttctcac cggcttcctt cacaccctcc tcctccatgg 
540 

cgagtccgcc gaggtcccgc cgctccgcca ctcgcttcca gcgccgcgcg ggctctgcca 
600 

ccgcgtctac gcccggccag gcggcgactc tccgcgttct 
640 

c210> 868 
<211> 52 
<212> PRT 

<213> Homo sapiens 
<400> 868 

Gly Gly His Glu Gly Pro Gly Thr Ser His Ser Cys Pro Ala Pro Gin 

1 5 10 15 

Ser Pro His Thr Ser Asp His Pro His Ser His Arg Pro Ala Ala Gly 

20 25 30 

Pro Gly Arg Gly Ala Asp lie Gly Leu Ser Arg Asn Pro Gly Gly Pro 

35 40 45 

His Cys Ser Ser 
50 

<210> 869 
<211> 321 
<212> DNA 

<213> Homo sapiens 
<400> 869 

ngggtgatgc tgctcgcggc attgagcatc tttgtgctca gcgcgctgtt tatcgacaac 
60 
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ttcctgtcgc cgctgaatat gcgcgggctg ggcctggcga tttcgacggt gggcatcgct 
120 

gcgtgcacca tgctgttctg cctggcgtcg gggcatttcg acttgtcggt gggctcggtg 
180 

atcgcctgtg ccggtgtggt cgcggggatt gtgattcgtg acaccgatag cgtggcactc 
240 , 

ggcgtgtccg ctgcgttggc catgggcctg gtagtggggc tgatcaacgg catcgtgatc 
300 

gccaagctgc gcatcaacgc g 
321 

<210> 870 
<211> 107 
<212> PRT 
<213> Homo sapiens 


<400> 870 








Xaa Val Met 

Leu 

Leu Ala Ala Leu Ser 

He 

Phe 

Val 

Leu Ser Ala 

Leu 

1 


5 

10 



15 


Phe He Asp 

Asn 

Phe Leu Ser Pro Leu 

Asn 

Met 

Arg 

Gly Leu Gly Leu 


20 

25 




30 


Ala He Ser 

Thr 

Val Gly He Ala Ala 

Cys 

Thr 

Met 

Leu Phe Cys 

Leu 

35 


40 




45 


Ala Ser Gly 

His 

Phe Asp Leu Ser Val 

Gly 

Ser 

Val 

He Ala Cys 

Ala 

50 


55 



60 



Gly Val Val 

Ala 

Gly He Val He Arg 

Asp 

Thr Asp 

Ser Val Ala 

Leu 

65 


70 


75 



80 

Gly Val Ser 

Ala 

Ala Leu Ala Met Gly 

Leu 

Val 

Val 

Gly Leu He. 

Asn 



85 

90 



95 


Gly He Val 

He 

Ala Lys Leu Arg He 

Asn 

Ala 





100 

105 







<210> 871 
<211> 320 
<212> DNA 
<213> Homo sapiens 

<400> 871 

agatcttcag agtcctcgtc ttttaaatgg gggtaacagc agcaagtcct cagaggtgtc 
60 

ctgagcctca aaacacatcc tggtttgtaa cgtccgcagc ctcagcaggg gctaggcaca 
120 

gaacaagcat tcaggacctg gaaggtacca gcgacacctg gtcctccctt cccaggcaca 
180 

aggcagcccc tctccattca agctctgccc cagcccagca aagagagggg tcctcagcca 
240 

ctgcccccac cactaccaca atcatactca cctctcctgg tccatacgtg acaaaggacc 
300 

tgccacggcc agggagacaa 
320 

<210> 872 
<211> 98 
<212> PRT 
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<213> Homo sapiens 
<400> 872 

Met Gly Val Thr Ala Ala Ser Pro 

1 5 
Thr Ser Trp Phe Val Thr Ser Ala 
20 

Thr Ser He Gin Asp Leu Glu Gly 

35 40 
Pro Arg His Lys Ala Ala Pro Leu 

50 55 
Gin Arg Glu Gly Ser Ser Ala Thr 
65 70 
Leu Thr Ser Pro Gly Pro Tyr Val 
85 

Arg Gin 


Gin Arg Cys Pro Glu Pro Gin Asn 

10 15 
Ala Ser Ala Gly Ala Arg His Arg 
25 30 
Thr Ser Asp Thr Trp Ser Ser Leu 
45 

His Ser Ser Ser Ala Pro Ala Gin 
60 

Ala Pro Thr Thr Thr Thr He He 

75 80 
Thr Lys Asp Leu Pro Arg Pro Gly 
90 95 


<210> 873 
<211> 363 
<212> DNA 

<213> Homo sapiens 


<400> 873 

nttgtttagc atcgtttttt acgggtgtat cagcgcgttt agcagcgttt ttagcggatg 
60 

catcagcatg ttttgcgtca cgttttacaa ctgtgctacc gtgtttagca tcatttttga 
120 

cggaggtatc aatacgttta gcatcgtttt taacagatgt atcaacacgg ggttcatccg 

180 ... .. 

ctttagcaga atccccagct ctagtagcca ctttagatac ttcagatttt atatgagtcg 
240 

cagttgtttc agcgtgagcc atgctgaatg tagaaccaag ggccaatgta attgctaaag 
300 

acaaagataa tttatttagt ttcatgttcg gagagaagtg tgcgaattcg gcgatacagt 

360 

cag 

363 

<210> 874 
<211> 108 
<212> PRT 
<213> Homo sapiens 

<400> 874 

Met Lys Leu Asn Lys Leu Ser Leu Ser Leu Ala He Thr Leu Ala Leu 

15 10 15 

Gly Ser Thr Phe Ser Met Ala His Ala Glu Thr Thr Ala Thr His He 

20 25 30 

Lys Ser Glu Val Ser Lys Val Ala Thr Arg Ala Gly Asp Ser Ala Lys 

35 40 45 

Ala Asp Glu Pro Arg Val Asp Thr Ser Val Lys Asn Asp Ala Lys Arg 

50 55 60 

He Asp Thr Ser Val Lys Asn Asp Ala Lys His Gly Ser Thr Val Val 
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65 70 75 80 

Lys Arg Asp Ala Lys His Ala Asp Ala Ser Ala Lys Asn Ala Ala Lys 

85 90 95 

Arg Ala Asp Thr Pro Val Lys Asn Asp Ala Lys Gin 
100 105 

<210> 875 
<211> 355 
<212> DNA 
<213> Homo sapiens 

<400> 875 

acgcgtgaag gggaccctaa ctcgtctggg ctgtaggatg cgggcgaggc ttccacaaac 
60 

tcactgtctg ggggagaaga aaagcagaaa acaactcgaa tcgctaccat tcaggacgaa 
120 

cccgccaagc accagctcaa gcgcaggtcc ccgggaaaaa gcgcgggctt ctctctccca 
180 

gcgctcagaa tccctgagcc ggaggccccg cgggattcag accgccagat ccccagggag 
240 

tgacaaatcg ccgcagaaac ttgggggaca actcggccct ggcaccgcgc ggcttccagg 
300 

cgcgggcagg cgcgcgccaa ctttccccgc gtgccacccc gcggctcccc cggcn 
355 

<210> 876 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 876 

Met Arg Ala Arg Leu Pro Gin Thr His Cys Leu Gly Glu Lys Lys Ser 

15 10 15 

Arg Lys Gin Leu Glu Ser Leu Pro Phe Arg Thr Asn Pro Pro Ser Thr 

20 25 30 

Ser Ser Ser Ala Gly Pro Arg Glu Lys Ala Arg Ala Ser Leu Ser Gin 

35 40 45 

Arg Ser Glu Ser Leu Ser Arg Arg Pro Arg Gly lie Gin Thr Ala Arg 

50 55 60 

Ser Pro Gly Ser Asp Lys Ser Pro Gin Lys Leu Gly Gly Gin Leu Gly 
65 70 75 80 

Pro Gly Thr Ala Arg Leu Pro Gly Ala Gly Arg Arg Ala Pro Thr. Phe 

85 90 95 

Pro Ala Cys His Pro Ala Ala Pro Pro Ala 
100 105 

<210> 877 
<211> 487 
<212> DNA 
<213> Homo sapiens 

<400> 877 

acgcgtactt tgggtaatga actgacgacc gctgagatcg actgccttta tctgtgttac 
60 
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caatccacct atgctaaacg tggtcagcaa ggttatctca cacgagaatt 
120 

ttggccaata ccatgggaga tcaaatcctt ttagtacagg cgtacagaga 
180 

atcgccgcgt cgtggtgttt ctttgatgat cattcactat atgggcgtta 
240 

atggaagaag tggattgcct gcattttgaa gcttgttatt accaaggaat 
300 

ctcgaaaaag ggttacagca tttcgatccg ggtacacaag gggaacacaa 
360 

ggctttgaac ctgtttttag ccacagcgtg cattacattg ctcatcaagg 
420 

gcgattggga atttctgtga ggaagaagcg caagctgtgc gcgagtatca 
480 

cacgcgt 
487 

<210> 878 
<211> 162 
<212> PRT 

<213> Homo sapiens 


<400> 878 


Thr 

Arg 

Thr 

Leu 

Gly Asn 

Glu 

Leu 

Thr 

Thr 

Ala 

Glu 

He 

Asp 

Cys 

Leu 

1 




5 





10 





15 


Tyr 

Leu 

Cys 

Tyr 
20 

Gin 

Ser 

Thr 

Tyr 

Ala 
25 

Lys 

Arg 

Gly 

Gin 

Gin 
30 

Gly 

Tyr 

Leu 

Thr 

Arg Glu 

Phe 

Phe 

Gly 

Leu 

Leu 

Ala 

Asn 

Thr 

Met 

Gly 

Asp 

Gin 



35 





40 





45 




Il'e 

Leu 
50 

Leu 

Val 

Gin 

Ala 

Tyr 
55 

Arg 

Glu 

Gly 

Glu 

Ala 
60 

He 

Ala 

Ala 

Ser 

Trp 

Cys 

Phe 

Phe 

Asp 

Asp 

His 

Ser 

Leu 

Tyr 

Gly 

Arg 

Tyr 

Trp 

Gly 

Cys 

65 





70 





75 





80 

Met 

Glu 

Glu 

Val 

Asp 
85 

Cys 

Leu 

His 

Phe 

Glu 
90 

Ala 

Cys 

Tyr 

Tyr 

Gin 
95 

Gly 

lie 

Glu 

Phe Cys 

Leu 

Glu 

Lys 

Gly 

Leu 

Gin 

His 

Phe 

Asp 

Pro 

Gly 

Thr 




100 





105 





110 



Gin 

Gly 

Glu 
115 

His 

Lys 

He 

Ala 

Arg 
120 

Gly 

Phe 

Glu 

Pro 

Val 
125 

Phe 

Ser 

His 

Ser 

Val 
130 

His 

Tyr 

lie 

Ala 

His 
135 

Gin 

Gly 

Phe 

Arg 

Glu 
14 0 

Ala 

He 

Gly 

Asn 

Phe 

Cys 

Glu 

Glu 

Glu 

Ala 

Gin 

Ala 

Val 

Arg 

Glu 

Tyr 

His 

Gin 

Asp 

Thr 

145 




150 





155 





160 


His Ala 


<210> 879 
<211> 993 
<212> DNA 
<213> Homo sapiens 

<400> 879 

nncttagcat ttaagccaac gaggcagcta atgtcctctg aacagcaaag gaaattcagc 
60 


ctttggtttg 
aggcgaagcg 
ttggggctgt 
cgagttttgt 
gattgcgcgc 
ttttcgtgaa 
tcaagatacc 
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agccagtcca gtagggctct gacccctcct tcctacagta ctgctaaaaa ttcattggga 
120 

tcaagatcca gtgaatcctt tgggaagtac acatcgccag taatgagtga gcatggggac 
180 

gagcacaggc agctcctctc tcacccaatg caaggccctg gactccgtgc agctacctca 

240 

tccaaccact ctgtggacga gcaactgaag aatactgaca cgcacctcat cgacctggta 
300 

accaatgaga ttatcaccca aggacctcca gtggactgga atgacattgc tggtctcgac 
360 

ctggtgaagg ctgtcattaa agaggaggtt ttatggccag tgttgaggtc agacgcgttc 
420 

agtggactga cggccttacc tcggagcatc cttttatttg gacctcgggg gacaggcaaa 
480 

acattattgg gcagatgcat cgctagtcag ctgggggcca catttttcaa aattgccggt 
540 

tctggactag tcgccaaggg gttaggagaa gcagagaaaa ttatccatgc ctcttttctt 
600 

gtggccaggt gtcgccagcc ctcggtgatt tttgttagtg acattgacat gcttctctcc 
660 

tctcaagtga atgaggaaca tagtccagtc agtcggatga gaaccgaatt tctgatgcaa 
720 

ctggacactg tactaacttc ggctgaggac caaatcgtag taatttgtgc caccagtaaa 
780 

ccagaagaaa tagatgaatc ccttcggagg tacttcatga aacgactttt aatcccactt 
840 

cctgacagca cagcgaggca ccagataata gtacaactgc tctcacagca caattactgt 
900 

ctcaatgaca aggagtttgc actgctcgtc cagcgcacag aaggcttttc tggactagat 
960 

gtggctcatt tgtgtcagga agcagtggtg ggc 
993 

<210> 880 
<211> 331 
<212> PRT 
<213> Homo sapiens 


<400> 880 


Xaa 

Leu 

Ala 

Phe 

Lys 

Pro 

Thr 

Arg 

Gin 

Leu 

Met 

Ser 

Ser 

Glu 

Gin 

Gin 

l 




5 





10 





15 


Arg 

Lys 

Phe 

Ser 

Ser 

Gin 

Ser 

Ser 

Arg 

Ala 

Leu 

Thr 

Pro 

Pro 

Ser 

Tyr 




20 





25 





30 



Ser 

Thr 

Ala 

Lys 

Asn 

Ser 

Leu 

Gly 

Ser 

Arg 

Ser 

Ser 

Glu 

Ser 

Phe 

Gly 



35 





40 





45 




Lys 

Tyr 

Thr 

Ser 

Pro 

Val 

Met 

Ser 

Glu 

His 

Gly 

Asp 

Glu 

His 

Arg 

Gin 


50 





55 





60 





Leu 

Leu 

Ser 

His 

Pro 

Met 

Gin 

Gly 

Pro 

Gly 

Leu 

Arg 

Ala 

Ala 

Thr 

Ser 

65 





70 





75 





80 

Ser 

Asn 

His 

Ser 

Val 

Asp 

Glu 

Gin 

Leu 

Lys 

Asn 

Thr 

Asp 

Thr 

His 

Leu 





85 





90 





95 


lie 

Asp 

Leu 

Val 

Thr 

Asn 

Glu 

He 

He 

Thr 

Gin 

Gly 

Pro 

Pro 

Val 

Asp 




100 





105 





110 



Trp 

Asn 

Asp 

He 

Ala 

Gly 

Leu 

Asp 

Leu 

Val 

Lys 

Ala 

Val 

He 

Lys 

Glu 
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115 120 125 

Glu Val Leu Trp Pro Val Leu Arg Ser Asp Ala Phe Ser Gly Leu Thr 

130 135 140 

Ala Leu Pro Arg Ser He Leu Leu Phe Gly Pro Arg Gly Thr Gly Lys 
145 150 155 160 

Thr Leu Leu Gly Arg Cys He Ala Ser Gin Leu Gly Ala Thr Phe Phe 

165 170 175 

Lys He Ala Gly Ser Gly Leu Val Ala Lys Gly Leu Gly Glu Ala Glu 

180 185 190 

Lys He He His Ala Ser Phe Leu Val Ala Arg Cys Arg Gin Pro Ser 

195 200 205 , 

Val He Phe Val Ser Asp He Asp Met Leu Leu Ser Ser ,Gln Val Asn 

210 215 220 

Glu Glu His Ser Pro Val Ser Arg Met Arg Thr Glu Phe Leu Met Gin 
225 230 235 240 

Leu Asp Thr Val Leu Thr Ser Ala Glu Asp Gin He Val Val He Cys 

245 250 255 

Ala Thr Ser Lys Pro Glu Glu He Asp Glu Ser Leu Arg Arg Tyr Phe 

260 265 270 

Met Lys Arg Leu Leu He Pro Leu Pro Asp Ser Thr Ala Arg His Gin 

275 280 285 

He lie Val Gin Leu Leu Ser Gin His Asn Tyr Cys Leu Asn Asp Lys 

290 295 300 

Glu Phe Ala Leu Leu Val Gin Arg Thr Glu Gly Phe Ser Gly Leu Asp 
305 310 . 315 320 

Val Ala His Leu Cys Gin Glu Ala Val Val Gly 
325 330 

<210> 881 
<211> 313 
<212> DNA 
<213> Homo sapiens 

<400> 881 

cgcgtgagcg tcgacaatgc tccaggaacc ggtgtgtatg aggccgggga ttctaccggt 
60 

cgtggtttgc agggcatgcg tgagcgcgcc cgtatccatg gcggcaccgc gcgctggggc 
120 

gactcgcagt attatgaagg cggtttcaac gtcacggtgg agattccaac atgagcggcc 
180 

aaaggatgaa catggacacg acgcgcccca atcacggtcg gggcttgccg acgatcagcc 
240 

ggctgggtgc gcaccggttt tgccatggtg ctggattcgc aggacgacat cacggtggcc 
300 

tggcaagccg acn 
313 

<210> 882 
<211> 57 
<212> PRT 

<213> Homo sapiens 
<400> 882 

Arg Val Ser Val Asp Asn Ala Pro Gly Thr Gly Val Tyr Glu Ala Gly 
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15 10 15 

Asp Ser Thr Gly Arg Gly Leu Gin Gly Met Arg Glu Arg Ala Arg He 

20 25 30 

His Gly Gly Thr Ala Arg Trp Gly Asp Ser Gin Tyr Tyr Glu Gly Gly 

35 40 45 

Phe Asn Val Thr Val Glu He Pro Thr 
50 55 


<210> 883 

<211> 576 

<212> DNA 

<213> Homo sapiens 


<400> 883 

naattaagat ctggggtccc agtgtcattg gtgaaggcct tgggattcga ggcagctgag 
60 

tcctcactga ccaaggcaag ccatgcttct gagtgcttga ggccaccgaa atgaacaaat 
120 

ggaaaacact cccatctttt tcaagcctac cttttagcag aagaggcaga tacacaagcc 
180 

ctaaagatgt aacatcaggc tgagtggagg aaggctgaga agaaaaataa agcaggctca 
240 

ggaggagaga gtgatgtcag gatgcccttg tgcttactcc agcctccttg tgaaaaccca 
300 

gctctcctgt ctcccagtga agacttggat ggcagccatc agggaaggct gggtcccagc 
360 

tgggagtatg ggtgtgagct ctatagacca tccctctctg caatcaataa acacttgcct 
420 

gtgaaagagg cccaagccac catccgcatg gacaccagtg caagtggccc cacccgcctg 
480 

gtcctcagtg actgtgccac cagccatggg agcctgcgca tccaactgct gcataagctc 
54 0 

tccttcctgg tgaacgcctt agctaagcag gtcatg 
576 

<210> 884 
<211> 105 
<212> PRT 

<213> Homo sapiens 


<400> 884 


Met Pro 

Leu 

Cys 

Leu 

Leu 

Gin 

Pro 

Pro 

Cys 

Glu 

Asn 

Pro 

Ala 

Leu 

Leu 

1 



5 





10 





15 


Ser Pro 

Ser 

Glu 

Asp 

Leu 

Asp 

Gly 

Ser 

His 

Gin Gly Arg Leu Gly Pro 



20 





25 





30 

f 


Ser Trp 

Glu 
35 

Tyr 

Gly 

Cys 

Glu 

Leu 
40 

Tyr 

Arg 

Pro 

Ser 

Leu 
45 

Ser 

Ala 

He 

Asn Lys 

His 

Leu 

Pro 

Val 

Lys 

Glu 

Ala 

Gin 

Ala 

Thr 

lie 

Arg 

Met 

Asp 

50 





55 





60 





Thr Ser 

Ala 

Ser 

Gly 

Pro 

Thr 

Arg 

Leu 

Val 

Leu 

Ser 

Asp 

Cys 

Ala 

Thr 

65 




70 





75 





80 

Ser His 

Gly 

Ser 

Leu 
85 

Arg 

He 

Gin 

Leu 

Leu 
90 

His 

Lys 

Leu 

Ser 

Phe 
95 

Leu 

Val Asn 

Ala 

Leu 

Ala 

Lys 

Gin 

Val 

Met 
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100 105 

<210> 885 
<211> 370 
<212> DNA' 
<213> Homo sapiens 

<400> 885 

actagtggcg ccctcatccg ggccgctgtc ccgctctcgg agtcggctgc gttggagtcc 
60 

ggtgaggcga tgctgacgaa cgacacaccg gtgacttggg atggcgggaa agtacggggc 
120 

aggcgggtgt cgcgcctcgg tgcgatcgag ttgtcgtcga ccccggtccg cccagatccg 
180 

gtacgggctc gccacgtggc gctggaagca gtgaggtctg ggggacttga cgtagcgagc 
240 

ctgacgaaga acggtgaatc tttgcgacgc cgtcttgccc tggcccatcg ggtgtttggt 
300 

gatccctggc ccgatgtcag cgatgaggct ctgctagcct gcgccgagga gtggcttgac 
360 

ctcgacgcgt 
370 

<210> 886 
<211> 123 
<212> PRT 

<213> Homo sapiens 


Thr 

Ser 

Gly 

Ala 

Leu He 

Arg Ala 

Ala 

Val 

Pro 

Leu 

Ser 

Glu 

Ser 

Ala 

1 




5 



10 





15 


Ala 

Leu 

Glu 

Ser 

Gly Glu 

Ala Met 

Leu 

Thr 

Asn Asp 

Thr 

Pro 

Val 

Thr 




20 


25 





30 



Trp 

Asp 

Gly 
35 

Gly 

Lys Val 

Arg Gly 
40 

Arg 

Arg 

Val 

Ser 

Arg 
45 

Leu 

Gly 

Ala 

He 

Glu 
50 

Leu 

Ser 

Ser Thr 

Pro Val 
55 

Arg 

Pro 

Asp 

Pro 
60 

Val 

Arg 

Ala 

Arg 

His 

val 

Ala 

Leu 

Glu Ala 

Val Arg 

Ser 

Gly 

Gly Leu 

Asp 

Val 

Ala 

Ser 

65 




70 




75 





80 

Leu 

Thr 

Lys 

Asn 

Gly Glu 
85 

Ser Leu 

Arg 

Arg 
90 

Arg 

Leu 

Ala 

Leu 

Ala 
95 

His 

Arg 

Val 

Phe 

Gly 
100 

Asp Pro 

Trp Pro 

Asp 
105 

Val 

Ser 

Asp 

Glu 

Ala 
110 

Leu 

Leu 

Ala 

Cys 

Ala 
115 

Glu 

Glu Trp 

Leu Asp 
120 

Leu 

Asp 

Ala 







<210> 887 

<2ll> 447 

<212> DNA 

<213> Homo sapiens 


<400> 887 

cagggcgttg cgctcggtcg cgtgctgccg atggtcatgc tcggaggctt aaccgccatc 
60 


902 


WO 00/58473 


PCT/USOO/08621 


attatctccg gctgcctgaa ccagcttggt aaacgctatc cgcatctgac cggcgaaggc 
120 

caactgatgc caaaccgtgc taatgctgat accacggctt cccaaccggc gttctccggt 
180 

aaagcggacg tgaccaccat tgcctccggc gcgttgctgg ccgtgctgct ttacatggtg 
240 

ggtaggttgg ttcacaagtt gattggcctg cctgctccgg ttggcatgtt gtttgtggcg 
300 

gtgctggtca aactgtgcaa cggcgcttct ccccgcctgc tcgaaggctc gcaggtggtt 
360 

tacaaattct tccagacctc cgtcacctat ccgattctgt tcgccgttgg cgtggcgatt 
420 

acgccgtggc aggaactggt caacgcg 
447 

<210> 888 
<211> 149 
<212> PRT 
<213> Homo sapiens 

<400> 888 


Gin Gly 

Val 

Ala 

Leu 

Gly 

Arg 

Val 

Leu 

Pro 

Met 

Val 

Met 

Leu 

Gly 

Gly 

l 



5 





10 





15 


Leu Thr 

Ala 

He 
20 

He 

He 

Ser 

Gly 

Cys 
25 

Leu 

Asn 

Gin 

Leu 

Gly 
30 

Lys 

Arg 

Tyr Pro 

His 
35 

Leu 

Thr 

Gly 

Glu 

Gly 
40 

Gin 

Leu 

Met 

Pro 

Asn 
45 

Arg 

Ala 

Asn 

Ala Asp 

Thr 

Thr 

Ala 

Ser 

Gin 

Pro 

Ala 

Phe 

Ser 

Gly 

Lys 

Ala 

Asp 

Val 

50 





55 





60 





Thr Thr 

He 

Ala 

Ser 

Gly 

Ala 

Leu 

Leu 

Ala 

Val 

Leu 

Leu 

Tyr 

Met 

Val 

65 




70 





75 





80 

Gly Arg 

Leu 

Val 

His 

Lys 

Leu 

He 

Gly 

Leu 

Pro 

Ala 

Pro 

Val 

Gly 

Met 



85 





90 





95 


Leu Phe 

Val 

Ala 
100 

Val 

Leu 

Val 

Lys 

Leu 
105 

Cys 

Asn 

Gly 

Ala 

Ser 
110 

Pro 

Arg 

Leu Leu 

Glu 
115 

Gly 

Ser 

Gin 

Val 

Val 
120 

Tyr 

Lys 

Phe 

Phe 

Gin 
125 

Thr 

Ser 

Val 

Thr Tyr 

Pro 

lie 

Leu 

Phe 

Ala 

Val 

Gly 

Val 

Ala 

He 

Thr 

Pro 

Trp 

Gin 


130 135 140 

Glu Leu Val Asn Ala 
145 


<210> 889 
<211> 450 
<212> DNA 
<213> Homo sapiens 

<400> 889 

ggtaccaccc cacacctgac aagaggtggc cagggaggaa gggagggttc ttacctcccc 
60 

atctcccctc agtaaaattc aggatgccca gtgaagtttg aatgtcagat aaacaatttg 
120 

ttagtataag gatgtaccta gcattgaaat gatgccttgt aatttactaa atctgcaact 
180 
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atgcagcctt atttcatggc gggcagtggc ggtgatccca ggtttcaggg gcggggaagg 
240 

gtgctgggga gatcctgagg tcaggaaccc gtacacctct gcttctgccc tctcttccct 
300 

gtgccggcca caaggcaatg actcctgtgt gggtgcagag gcagaaatgg gtctggaagg 
360 

ggattcccag tgtctggcaa gttctggtaa attctgcatt ggaggttctc tctgtagtaa 
420 

ggggagttgg cctggccgcc cttcacgcgt 
450 

<210> 890 
<211> 100 
<212> PRT 
<213> Homo sapiens 

<400> 890 

Met Met Pro Cys Asn Leu Leu Asn Leu Gin Leu Cys Ser Leu He Ser 

1 5 10 15 

Trp Arg Ala Val Ala Val He Pro Gly Phe Arg Gly Gly Glu Gly Cys 

20 25 30 

Trp Gly Asp Pro Glu Val Arg Asn Pro Tyr Thr Ser Ala Ser Ala Leu 

35 40 45 

Ser Ser Leu Cys Arg Pro Gin Gly Asn Asp Ser Cys Val Gly Ala Glu 

50 55 60 

Ala Glu Met Gly Leu Glu Gly Asp Ser Gin Cys Leu Ala Ser Ser Gly 
65 70 75 80 

Lys Phe Cys He Gly Gly Ser Leu Cys Ser Lys Gly Ser Trp Pro Gly 
85 90 95 

Arg Pro Ser Arg 
100 

<210> 891 
<211> 318 
<212> DNA 
<213> Homo sapiens 

<400> 891 

nncaccgtcc ccgtactgga tccgcgcgag gatttcgccg actgcatgca cattgacgta 
60 

ctggatccct tccacactga caacaccagt gagcacagtg acctggccac agatggccag 
120 

actaacggcc cggctgatag cgggactggc acccactctg agcagggaaa ctccgacata 
180 

tctagccccg tcagctctag tgacgctgct aacaccaccg acagcactgc tggcaatacc 
240 

ggtgaaggta ctgccgcgaa tatgcctggt gacatggctc attcttcgac ggctacccac 
300 

ccctatgcaa gcaccggt 
318 

<210> 892 
<211> 106 
<212> PRT 
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<2l3> Homo sapiens 
<400> 892 

Xaa Thr Val Pro Val Leu Asp Pro Arg Glu Asp Phe Ala Asp Cys Met 

1-5 10 15 

His He Asp Val Leu Asp Pro Phe His Thr Asp Asn Thr Ser Glu His 

20 25 30 

Ser Asp Leu Ala Thr Asp Gly Gin Thr Asn Gly Pro Ala Asp Ser Gly 

35 40 45 

Thr Gly Thr His Ser Glu Gin Gly Asn Ser Asp He Ser Ser Pro Val 

50 55 60 

Ser Ser Ser Asp Ala Ala Asn Thr Thr Asp Ser Thr Ala Gly Asn Thr 
65 70 75 80 

Gly Glu Gly Thr Ala Ala Asn Met Pro Gly Asp Met Ala His Ser Ser 

85 90 95 

Thr Ala Thr His Pro Tyr Ala Ser Thr Gly 
100 105 

<210> 893 
<211> 510 
<212> DNA 

<213> Homo sapiens 
<400> 893 

nnggatccta tccctgaatc taaggttggt gacacatgtg tttgggatag caaggtagag 
60 

aagtcacaga aaaagcctgt ggaaaacagg atgaaggagg acaaaagcag catcagggaa 
120 

gcaatcagca aagccaagag tacagcaaat ataaagacag aacaggaagg tgaggcatct 
180 

gagaagagct tgcatctgag cccacagcat atcacacacc agactatgcc tataggacag 

240 

agaggcagtg agcaaggcaa acgtgtggag aacattaatg gaacctccta ccctagtcta 
300 

cagcagaaaa ccaatgctgt taagaaatta cataaatgtg atgaatgtgg gaaatccttc 
360 

aaatataatt cccgccttgt tcaacataaa attatgcaca ctggggaaaa gcgctatgaa 
420 

tgtgatgact gtggagggac tttccggagc agctcgagcc ttcgggtcca caaacggatc 
480 

cacactgggt acggagagaa gacaacgcgt 
510 

<210> 894 
<211> 170 
<212> PRT 

<213> Homo sapiens 
<400> 894 

Xaa Asp Pro He Pro Glu Ser Lys Val Gly Asp Thr Cys Val Trp Asp 

15 10 15 

Ser Lys Val Glu Lys Ser Gin Lys Lys Pro Val Glu Asn Arg Met Lys 

20 25 30 J 

Glu Asp Lys Ser Ser He Arg Glu Ala He Ser Lys Ala Lys Ser Thr 
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35 40 45 

Ala Asn He Lys Thr Glu Gin Glu Gly Glu Ala Ser Glu Lys Ser Leu 

50 55 60 

His Leu Ser Pro Gin His lie Thr His Gin Thr Met Pro He Gly Gin 
65 70 75 80 

Arg Gly Ser Glu Gin Gly Lys Arg Val Glu Asn He Asn Gly Thr Ser 

85 90 95 

Tyr Pro Ser Leu Gin Gin Lys Thr Asn Ala Val Lys Lys Leu His Lys 

100 105 110 

Cys Asp Glu Cys Gly Lys Ser Phe Lys Tyr Asn Ser Arg Leu Val Gin 

115 120 125 

His Lys He Met His Thr Gly Glu Lys Arg Tyr Glu Cys Asp Asp Cys 

130 135 140 

Gly Gly Thr Phe Arg Ser Ser Ser Ser Leu Arg Val His Lys Arg He 
145 150 155 160 

His Thr Gly Tyr Gly Glu Lys Thr Thr Arg 
165 170 

<210> 895 
<211> 1119 
<212> DNA 

<213> Homo sapiens 


<400> 895 


cggccgcaga 

attgggtcgg gcatttccag 

60 



acgttcggga 

gagggtcgat 

tcaactcccc 

120 



ccgcaccgga 

atcgggcttt 

tcctggggct 

180 



aggcctggcc 

tggcggcggt ggagcagacc 

240 



gtccgatcag 

tgcgggatgg 

gggccgggca 

300 



ttgcaggcca 

tggttcgaaa 

tgatccagtc 

360 



cgggaggcac 

atttcccgcc 

cgcggtgccg 

420 



gtggctacag 

cggcacagcg 

actacgcgag 

480 



ccagctccac 

aaccacgccg 

tgccagcgaa 

540 



cgtagcacga 

tgcctctcgc 

cgagctttcc 

600 



actatgagcc 

gcgaaccagg 

aagcttacgc 

660 



ggtcggtagg 

cttgcggtgt 

gagacttctt 

720 



acgcttaccg 

ccttggtagc 

cgatccccgt 

780 



gatgcagcag 

taggacggca 

ccgtactcca 

840 



gaactcggta 

tccccgccat 

taaggcgacc 

900 




atgttcccgt ggttgattcg tccggcaatc 
gattaatcgt tgccacccca agggccgaac 
gccttcctaa atgcggtgtc ctccttgtcg 
gtcgatcggt ggatggcaat cctggccttg 
gttatcgtcg ggccttcgga ggacgccgcc 
gggtgggcga cacgtgaact cgccgatcgt 
tgcggaattg tcgacggtga cccgaaagcg 
tggttcggaa ccgaccttga gatgcttggc 
tcggaacggg atcgaattat cgtgcgtcct 
cagggtctat ttcggctacg ttccaaacac 
gtggtcatcg acccggccaa cttgttgtga 
tttgctggta ccccggacgt ggccgtccca 
cacgaggtag ctgccgtcct gacgcgtccg 
cgtccatgcc cggtcgccaa ggctgccgag 
agcgtgaagt ccggcgaggg tcacgatgcc 
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gtcacttccc tcgatgtcga cgtagccgtc gtcgtagcct acggaggtct cattcccgcc 
960 

gatctgctgg cagtaccacg acacggctgg attaacttac acttttctct cctaccgcga 
1020 

tggcgcggcg ctgctcccat acaacgggcc atcatggcgg gggatgagga gacgggcgct 
1080 

tgtgtctttc agctagttga aagcctcgat gccggaccg 
1119 

<210> 896 
<211> 147 
<212> PRT 

<213> Homo sapiens 
<400> 896 


Val Arg 

Leu 

Leu 

Phe Ala Gly 

Thr 

Pro 

Asp 

Val 

Ala 

val 

Pro 

Thr 

Leu 

1 



5 



10 





15 


Thr Ala 

Leu 

Val 

Ala Asp Pro 

Arg 

His 

Glu 

Val 

Ala 

Ala 

Val 

Leu 

Thr 



20 



25 





30 



Arg Pro 

Asp 

Ala 

Ala Val Gly 

Arg 

His 

Arg 

Thr 

Pro 

Arg 

Pro 

Cys 

Pro 


35 



40 





45 




Val Ala 

Lys 

Ala 

Ala Glu Glu 

Leu 

Gly 

He 

Pro 

Ala 

He 

Lys 

Ala 

Thr 

50 



55 





60 





Ser Val 

Lys 

Ser 

Gly Glu Gly 

His 

Asp 

Ala 

Val 

Thr 

Ser 

Leu 

Asp 

Val 




70 




75 





80 

Asp val 

Ala 

Val 

Val Val Ala 

Tyr 

Gly 

Gly 

Leu 

He 

Pro 

Ala 

Asp 

Leu 




85 



90 





95 


Leu Ala 

Val 

Pro 

Arg His Gly 

Trp 

lie 

Asn 

Leu 

His 

Phe 

Ser 

Leu 

Leu 



100 



105^ 





110 



Pro Arg 

Trp 

Arg 

Gly Ala Ala 

Pro 

He 

Gin 

Arg Ala 

He 

Met 

Ala 

Gly 


115 



120 





125 




Asp Glu 

Glu 

Thr 

Gly Ala Cys 

Val 

Phe 

Gin 

Leu 

Val 

Glu 

Ser 

Leu 

Asp 

130 



135 





140 






Ala Gly Pro 

145 

<210> 897 
<211> 384 
<212> DNA 

<213> Homo sapiens 
<400> 897 

gagctcgagg ctggcaagcc ggaagtgccg ctgttcccga cgcccgacgg catgtcgctc 
60 

gacgactacc tcgtccagct gtcgaaggaa gggctcgaga cccgtctcgc gcagctgtat 
120 

ccggtcgaag cccgacgcga cgcgcagcgc gacacctact acaagcgcct cgaattcgag 
180 

tgcgggacca tcacgaagat gggctttccc ggctacttcc tgatcgtcgc ggacttcatc 
240 

aactgggcaa agaacaacgg cgtgccggtc ggcccgggcc gcggctcggg cgccggttcg 
300 

ctggtcgcgt atgcgctcgg cattaccgat ctcgaagtac tgcgctacga cctgctgttc 
360 
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gagcgcttcc tgaacccgga acgc 
384 

<210> 898 
<211> 128 
<212> PRT 
<213> Homo sapiens 


<400> 898 


Glu Leu 

Glu 

Ala 

Gly Lys Pro Glu Val 

Pro 

Leu 

Phe 

Pro 

Thr Pro Asp 

1 



5 

10 




15 

Gly Met 

Ser 

Leu 

Asp Asp Tyr Leu Val 

Gin 

Leu 

Ser 

Lys 

Glu Gly Leu 



20 

25 





30 

Glu Thr 

Arg 

Leu 

Ala Gin Leu Tyr Pro 

Val 

Glu Ala Arg 

Arg Asp Ala 


35 


40 




45 


Gin Arg 

Asp 

Thr 

Tyr Tyr Lys Arg Leu 

Glu 

Phe 

Glu 

Cys 

Gly Thr He 

50 



55 



60 



Thr Lys 

Met 

Gly 

Phe Pro Gly Tyr Phe 

Leu 

lie 

Val 

Ala 

Asp Phe He 




70 


75 



80 

Asn Trp 

Ala 

Lys 

Asn Asn Gly Val Pro 

Val Gly Pro Gly 

Arg Gly Ser 




85 

90 




95 

Gly Ala 

Gly 

Ser 

Leu Val Ala Tyr Ala 

Leu Gly 

He 

Thr 

Asp Leu Glu 



100 

105 





110 

Val Leu 

Arg 

Tyr 

Asp Leu Leu Phe Glu 

Arg 

Phe 

Leu 

Asn 

Pro Glu Arg 


115 


120 




125 



<210> 899 

<211> 6171 

<212> DNA 

<213> Homo sapiens 

<400> 899 

ttctccaagg ccttaaatct cagatacttg aatgcatctg caaatagtct ggagtcttta 
60 

ccatccgcct gcactggaga ggagagtttg agtatgctgc agctgcttta tctgaccaac 
120 

aatctcctga cggatcagtg catacctgtc ctggtagggc acctgcacct gcgaatcttg 
180 

caccttgcaa acaatcagtt acagaccttt cctgcaagca aactaaataa attggagcaa 
240 

ttggaggaac tgaacctaag tggcaacaag cttaaaacca ttcccacaac catagcaaac 
300 

tgtaaaaggc tgcacaccct tgttgcacac tccaacaaca tcagcatttt cccagaaata 
360 

ctgcagttgc ctcagatcca gtttgtagac ctaagttgca acgacttgac agaaatcctg 
420 

attccagagg ctttgcctgc tacattacaa gaccttgacc tgactggaaa tacaaatctg 

480 

gttctggaac acaagacact ggacatattt agccatatca caaccctgaa aattgatcag 
540 

aaacctttgc caaccacaga ttctacagtt acgtcaacct tctggagcca tggactggct 
600 

gagatggcag ggcagagaaa taagctgtgt gtctcagcac ttgctatgga tagctttgca 
660 
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gagggggtgg 

gagctgtgta 

720 


ctgctgcagt 

gtacgatggc 

780 


acagttttca 

tggctaacac 

840 


aagttgggct 

cctccgctct 

900 


agctttagct 

tgactgtagc 

960 


aagccagtgc 

ccctctctaa 

1020 


gtgaaggacc 

aaaaagccat 

1080 


acccggatgc 

tgggctgtac 

1140 


tccactccgc 

tgaccattca 

1200 


cacttgtcct 

acacagaagc 

1260 


gctaagaagc 

tgtgcacatt 

1320 


gtagtttatt 

tgaatattgg 

1380 


ccaggtcctg 

tgqgatttgc 

w 333 3 

1440 


ccatcctcta 

qcaqtggqat 

1500 


aqcaqtqaaq 

tggggtccac 

ZJ ZJ J z> 

1560 


ttgcttccga 

ggccagagcg 

1620 


cagcgccagc 

cttcttctgc 

1680 


gatgatgacc 

agcccgttga 

1740 


gacatccact 

gctgcagggg 

1800 


cctaccctgt 

gttctgagga 

1860 


agtgtgaata 

gtggcatgct 

1920 


ccctccacct 

cctgcctcta 

1980 


gacagcctga 

acctcattga 

2040 


gctgccccca 

ctcagatgga 

2100 


gaagtgaagg 

aacaaatgaa 

2160 


gaggatcgga 

ccgagccccc 

2220 


cagtgtggga 

ggaggctgtg 

2280 



tggcatgttt gatggagacc 
agatgtgctt ttagaagagg 
cttcttggta tctcacagga 
cctgtgctac atccgccctg 
caatgttggc acgtgccaag 
agtcttcagc ctggagcagg 
catcacagag gacaacaaag 
atacctctac ccttggatcc 
agatgagttg ctgattctgg 
tgtcaatgct gtacgtcacg 
agcgcagagc tatggctgtc 
tgaggaaggc tgcacttgtg 
ttcaaccacc actatcaagg 
tgcctctgag ttcagcagtg 
tgcttctgat gagcataatg 
gcgctgcagc ctccacccaa 
taccttctcc agtaaccagt 
gggggtcata accaatggca 
gagggatctg gagaactcac 
acatgctaga gggtcgtgtt 
cctgccaatg agcaaggaca 
tgggaagaaa ctctccaatg 
agtggccaca gaagtgccca 
accagaggac cagtttgttg 
acagcaccag gacagccggc 
ggaggagttc gacacagcac 
cagggttggg gtagggactt 


gaaatgagga gctcccgcgc 
tacagcagtc aactaatgac 
aattaggaat ggctggccag 
acactgccga tccagcaagt 
cagtcctgtg ccgaggtggg 
acccagagga ggctcaaagg 
tgaatggggt aacctgctgt 
tccccaagcc ccacatatct 
gaaacaaagc attgtgggaa 
tacaagaccc attagcagct 
aggacagtgt aggggcgatg 
aaatgaatgg gctcaccctc 
atgcccctaa gccagccact 
agatgtccac ctcagaggtg 
ctgggggcct ggacactgcc 
cacccacctc tgggctgttt 
ctgacaacgg cctggacagt 
gcaaggtaga ggtggaagta 
cccctctcat agagagttct 
ttgggatccg aagacagaac 
ggatggagtt acagaagtct 
gctctattgt gcccctagag 
agaggaaaac tggctatttt 
tgcctcatga cctggaagaa 
tcgagcctga gccccatgaa 
tatgactgcc ccactgggca 
gctagaggca ttctgcctct 
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acatttcttt ttgtttgttc 
2340 

cagtcgctca ggctggagtg 
2400 

gttcaagcca ttctcctgtc 
2460 

atgcccggct aagttttatt 
2520 

ggtgttgaac tcttgacctc 
2580 

acaggcctca gccaccatgc 
2640 

gttgaactcg gagccaaaaa 
2700 

gccactatca gtgttaagtt 
2760 

agaaagcagc tgttctgtat 
2820 

cattttgaga atttgcctgc 
2880 

aagattgatt ctctttacta 
2940 

tctcagacta. atggggtgtg 
3000 

atacagccta tcaaaatgat 
3060 

gtatgtaatg taatgagagc 
3120 

ctcgagccaa tcttcttaga 
3180 

ggtgttggag acttattcga 
3240 

atgtcagact gtgaaagctc 
3300 

aaatggggaa ggcgtgagga 
3360 

ccttgacaaa tatgatacct 
3420 

ccctagcatg tggaggaatt 
3480 

ccgacactgc ttgcatccac 
3540 

ggccaatgag aacagatgga 
3600 

aggagaggga tggttctcta 
3660 

gaacagtgta ctcttctgaa 
3720 

caatactaac ataagaaaga 
3780 

ctctttgcac attccacata 
3840 

ttccattgga agatttgctt 
3900 


gttttttttt tgtttgtttg 
caatggtggg gtctcgggtc 
tcagcctccc gagtagctgg 
ttttttttta gagacggggt 
aggtgatcca ccctcctctg 
ccagccctgc gtctacattt 
gtgtgagagc catcaggggc 
tcacatttaa cctgcattgg 
cagtcctacc acctgccatt 
ctgggcagga aagggactat 
gttgctgctg atggatctct 
atgtgactag tcacatggct 
gtctgttgga aatgtagaac 
acttttcatt gactgtgaac 
ggcagcccgg caccttcatc 
gggtatagga agggccctgt 
ctgagaaact tggggtaata 
cctagactac ttctccctag 
gctaggtatt tcccagggaa 
ggcagacagc ttcctaaggg 
gtgaccttaa gttatggcag 
tggagcactc aggttagact 
gaatgttgga ggtgagttga 
aactgcatat tcactttatg 
cacttcattg agaaattctt. 
accctagcaa aatgcagttt 
aggaaaatta attcctattt 


ttttgagacg gagtcttgct 
actgcagcct ctgtccctgg 
gattacaggc acctgccatt 
ttcaccatgt tggccaggct 
cctcccaaag tgctgtgatt 
ctaaaccata gctgtgtggg 
tggctctgga taaactggta 
aattcccagg ggtactggga 
aaccctttct ctcctaggat 
ttctgtggag gaaaaaagtg 
gtgacagaga aatcacctta 
tttcattctt ctctacgaga 
caatcaaaca gataatttat 
tttttatttt tgaatctgca 
cataggcaga gagagaactg 
gaagttgatt taacttttgg 
ggatcttctt ttggggatga 
atcagaaaaa gagaattacc 
atttagggat tggcctcttt 
cggggagcgg gggcccaagg 
atgactctga aacggactga 
tgttccttct cctatgctgg 
gagctcgcct cttgaatgtt 
tggtttcaga atactgggct 
aagcttacag aaaacctata 
cttcatactt ctgtcacttt 
attcccacaa aatgttggca 
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ttgcttgatt 

ttacccaatg 

3960 


aaataaagta 

gggccatttt 

4020 


atataaatat 

attttcgtgt 

4080 


tcagatgacc 

tgtccataat 

4140 


tgcacgtgtc 

attgggatac 

4200 


ttcaacccct 

cgagaatctg 

4260 


gaga a t ttta 

gaactcaggt 

4320 


L l L ^-j * — t " 3 

ttagaaagat 

4380 



atigaagaaaa 

4440 


aaaacatctt 

act tacra tact 

4500 


aaattatttt 

day Ll.ClLL.LL 

aaaa. atacac 

333 k»»L,a^ 

4560 


tgaacccttc 

ttgtctgcta 

4620 


agt tc tgaaa 

tgaccttacc 

4680 


aattccaaat 

gttgttctgt 

4740 


LV L L L L 

tataaacaat 

4800 


atgtccttct 

gcagttgctc 

4860 


aaatataata 

caaaactctt 

4920 



tgaaagcccg 

4980 


tacccagagg 

atgtattccc 

5040 


attctggcct 

ctgcatattc 

5100 


aagataattt 

ctgagagaag 

5160 


aaaagaaaaa 

tacatcrtatc 

5220 


gatatttgaa 

tatttgaatg 

5280 


cattgaatta 

ccactcctga 

5340 


atacattggt 

gagttcattt 

5400 


gctgggtgct 

attacagttg 

5460 


ggtgtggcag 

atctactgaa 

5520 



gggaatgtgc tttgaatttt 
taatttgttt catcagaaac 
gtatttttgg gaagattttt 
aattatgtgt cttcatcttc 
actcttgggg gatttggtac 
aacttgagtc cccagattgt 
ctttgatttg aagtagggaa 
gggaacaaga gtgttttgcc 
aatgaaaatg aaataacagg 
cagaaccttc gggttgtaga 
cactttaata gtatagtctt 
ttcgtttccc aacctactta 
aaaagtaaat gtatttattt 
gtggtagaat tttttttcag 
accaaaactg attattcttt 
tgtattaaaa cagggtaaaa 
tgacctatga ggtaacttac 
tatctgtctc caggtgaatg 
caggtgggca gagtacagtt 
tcaggtctct gtgtgtacct 
aacactgctg attgtgggag 
ttggcagcca tggtgtattt 
ttggtatgac ataaagctgc 
tacagggctt tattgtacta 
actggtgtac ggaagagcca 
cttgtagtga gtgctgtttt 
tatcaaatga tgctcttctt 


tggaacactt ttacaattaa 
tatgttaaag agagggttaa 
gttcaaagca atagtcaaaa 
tcagaggccc catgctcata 
actctaatgg atgtctaatg 
caaactactg gtcagctatt 
catagtggct cacacagagt 
accttatttt tatatgggaa 
atgatagtga tgagtgatgt 
atagtgatgt ctaaaaatta 
ataaaaatta ttcattatgg 
ttggaaccac ctcaaaaccc 
tttagtcagc agaactctgt 
gaaccattag gttgtattga 
tttgcagtct gctttaattc 
aggccatagc ccattatgaa 
agacattgtg ttttctaaac 
taatttactt ccgagtactt 
gatctctagc acagacagag 
cccattgagt agagaagctt 
cagtttagga gtccatggaa 
ttgtccaaat ggattggaag 
agtgcactat agagtcaagt 
ctgtgaagtg tatgtgtgca 
gcaggagcag cgtggtcatt 
ccaggagatg gagccagttg 
cccatgtaga ccttcagcaa 


911 


WO 00/58473 


PCT/US00/08621 


aagccggtac ttggaagcca caggctcacc ttctctatct atccaataat tattaatgaa 
5580 

gagacctcca taagggagca gctggctgtt atcgataaat gtaccaatta ttaaataatt 
5640 

agtctccaag ccattcagtg atgtcttcag catcactata ggactgtcta gtgtcacttt 
5700 

ttacttcctt ctgggtggag gctttccgac tcccaatcat gaaggcaagt taatctttcc 
5760 

agttagtgac ttttgcccca tagttggggt aagcacttcc tagattgaga aaaagcagct 
5820 

acagtcaatc ctgctctgtt tgcctcattt ggtgatcagt cagtcacaca taagttcctt 
5880 

gtattctaaa tttcatgcac ttctcccaga tgctataggg ttttctctca ctgttgccaa 
5940 

tggatgtcat ccagacagtg ggctcatatc ttacggtttt gtgcaatcat tgtcgtattg 
6000 

tagtcttaag actcattata gtgtattttt gatatttttg aaatgtgtta aattttttaa 
6060 

ttcagtaata tgagccagag catgttgcag caaatctatt gtttgtaaaa ataacaataa 
6120 

caataataaa taaaataaag tggaatcttt ttcatggctt tgttttaaaa a 
6171 

<210> 900 
<211> 734 
<212> PRT 

<213> Homo sapiens 


<400> 900 


Phe 

Ser 

Lys 

Ala 

Leu 

Asn 

Leu 

Arg 

Tyr 

Leu 

Asn 

Ala 

Ser 

Ala 

Asn 

Ser 

1 




5 





10 





15 


Leu 

Glu 

Ser 

Leu 

Pro 

Ser 

Ala 

Cys 

Thr 

Gly 

Glu 

Glu 

Ser 

Leu 

Ser 

Met 




20 





25 





30 



Leu 

Gin 

Leu 

Leu 

Tyr 

Leu 

Thr 

Asn 

Asn 

Leu 

Leu 

Thr 

Asp 

Gin Cys 

He 



35 





40 





45 




Pro 

Val 

Leu 

Val 

Gly 

His 

Leu 

His 

Leu 

Arg 

He 

Leu 

His 

Leu 

Ala 

Asn 


50 





55 





60 





Asn 

Gin 

Leu 

Gin 

Thr 

Phe 

Pro 

Ala 

Ser 

Lys 

Leu 

Asn 

Lys 

Leu 

Glu 

Gin 

65 





70 





75 





80 

Leu 

Glu 

Glu 

Leu 

Asn 

Leu 

Ser 

Gly 

Asn 

Lys 

Leu 

Lys 

Thr 

He 

Pro 

Thr 





85 





90 





95 


Thr 

lie 

Ala 

Asn 

Cys 

Lys 

Arg 

Leu 

His 

Thr 

Leu 

Val 

Ala 

His 

Ser 

Asn 




100 





105 





110 



Asn 

He 

Ser 

He 

Phe 

Pro 

Glu 

He 

Leu 

Gin 

Leu 

Pro 

Gin 

He 

Gin 

Phe 



115 





120 





125 




Val 

Asp 

Leu 

Ser 

Cys 

Asn 

Asp 

Leu 

Thr 

Glu 

He 

Leu 

He 

Pro 

Glu 

Ala 


130 





135 





140 





Leu 

Pro 

Ala 

Thr 

Leu 

Gin 

Asp 

Leu 

Asp 

Leu 

Thr Gly 

Asn 

Thr 

Asn 

Leu 

145 





150 





155 





160 

Val 

Leu 

Glu 

His 

Lys 

Thr 

Leu 

Asp 

He 

Phe 

Ser 

His 

He 

Thr 

Thr 

Leu 





165 





170 





175 


Lys 

He. 

Asp 

Gin 

Lys 

Pro 

Leu 

Pro 

Thr 

Thr 

Asp 

Ser 

Thr 

Val 

Thr 

Ser 




180 





185 





190 



Thr 

Phe 

Trp 

Ser 

His 

Gly 

Leu 

Ala 

Glu 

Met 

Ala Gly 

Gin 

Arg Asn 

Lys 
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195 



200 


205 


Leu Cys 

Val 

Ser 

Ala Leu Ala Met Asp Ser Phe Ala 

Glu Gly Val 

Gly 

210 



215 


220 



Ala Val 

Tyr 

Gly 

Met Phe Asp Gly Asp Arg Asn Glu 

Glu Leu Pro 

Arg 

225 



230 

235 



240 

Leu Leu 

Gin 

Cys 

Thr Met Ala Asp Val Leu Leu Glu 

Glu Val Gin 

Gin 




245 

250 


255 


Ser Thr 

Asn 

Asp 

Thr Val Phe 

Met Ala Asn Thr 

Phe 

Leu Val Ser 

His 



260 


265 


270 


Arg Lys 

Leu 

Gly 

Met Ala Gly Gin Lys Leu Gly Ser 

Ser Ala Leu 

Leu 


275 



280 


285 


Cys Tyr 

lie 

Arg 

Pro Asp Thr 

Ala Asp Pro Ala 

Ser 

Ser Phe Ser 

Leu 

290 



295 


300 



Thr Val 

Ala 

Asn 

Val Gly Thr Cys Gin Ala Val 

Leu 

Cys Arg Gly 

Gly 

305 



310 

315 



320 

Lys Pro 

Val 

Pro 

Leu Ser Lys 

Val Phe Ser Leu 

Glu 

Gin Asp Pro 

Glu 




325 

330 


335 


Glu Ala 

Gin 

rt *y 

Val Lys Asp 

Gin Lys Ala He 

He 

Thr Glu Asp 

Asn 



340 


345 


350 


Lys Val 

Asn 

Glv 

Val Thr Cys 

Cys Thr Arg Met 

Leu 

Gly Cys Thr 

Tvr 


355 



360 


365 


• Leu Tyr 

Pro 

Tm 

He Leu Pro 

Lys Pro His He 

Ser 

Ser Thr Pro 

Leu 

370 



375 


380 



Thr lie 

Gin 

Asp 

Glu Leu Leu 

He Leu Gly Asn Lys 

Ala Leu Trp 

Glu 

385 



390 

395 



400 

His Leu 

111- *-> AJWU 

Ser 

Tvr 

Thr Glu Ala 

Val Asn Ala Val 

Arg 

His Val Gin 

Asp 




405 

410 


415 


Pro Leu 

Ala 

Ala 

Ala Lys Lys 

Leu Cys Thr Leu 

Ala 

Gin Ser Tyr 

Gly 



420 


425 


430 


Cys Gin 

ASD 

Ser 

Val Gly Ala 

Met Val Val Tyr 

Leu 

Asn He Gly 

Glu 


435 



440 


445 


Glu Gly 

Cvs 

Thr 

Cys Glu Met Asn Gly Leu Thr 

Leu 

Pro Gly Pro 

Val 

450 



455 


460 



Gly Phe 

Ala 

Ser 

Thr Thr Thr 

He Lys Asp Ala 

Pro 

Lys Pro Ala 

Thr 

465 



470 

475 



480 

Pro Ser 

Ser 

Ser 

Ser Gly He Ala Ser Glu Phe 

Ser 

Ser Glu Met 

Ser 




485 

490 


495 


Thr Ser 

Glu 

Val 

Ser Ser Glu Val Gly Ser Thr Ala 

Ser Asp Glu 

His 



500 


505 


510 


Asn Ala 

Gly 

Gly 

Leu Asp Thr Ala Leu Leu Pro Arg 

Pro Glu Arg 

Arg 


515 



520 


525 


Cys Ser 

Leu 

His 

Pro Thr Pro Thr Ser Gly Leu Phe 

Gin Arg Gin 

Pro 

530 



535 


540 



Ser Ser 

Ala 

Thr 

Phe Ser Ser Asn Gin Ser Asp Asn 

Gly Leu Asp 

Ser 

545 



550 

555 



560 

Asp Asp 

Asp 

Gin 

Pro Val Glu Gly Val He Thr 

Asn 

Gly Ser Lys 

Val 




565 

570 


575 


Glu Val 

Glu 

Val 

Asp He His Cys Cys Arg Gly Arg 

Asp Leu Glu 

Asn 



580 


585 


590 


Ser Pro 

Pro 

Leu 

He Glu Ser 

Ser Pro Thr Leu 

Cys 

Ser Glu Glu 

His 


595 



600 


605 


Ala Arg 

Gly 

Ser 

Cys Phe Gly He Arg Arg Gin Asn 

Ser Val Asn 

Ser 

610 



615 


620 



Gly Met 

Leu 

Leu 

Pro Met Ser 

Lys Asp Arg Met 

Glu 

Leu Gin Lys 

Ser 
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625 




630 




635 




640 

Pro 

Ser 

Thr 

Ser Cys 

Leu 

Tyr 

Gly Lys 

Lys 

Leu Ser 

Asn 

Gly 

Ser 

He 




645 




650 




655 


Val 

Pro 

Leu 

Glu Asp 

Ser 

Leu 

Asn Leu 

He 

Glu Val 

Ala 

Thr 

Glu 

Val 




660 



665 




670 



Pro 

Lys 

Arg 

Lys Thr 

Gly 

Tyr 

Phe Ala 

Ala 

Pro Thr 

Gin 

Met 

Glu 

Pro 



675 




680 



685 




Glu 

Asp 

Gin 

Phe Val 

Val 

Pro 

His Asp 

Leu 

Glu Glu 

Glu 

Val 

Lys 

Glu 


690 




695 



700 





Gin 

Met 

Lys 

Gin His 

Gin 

Asp 

Ser Arg 

Leu 

Glu Pro 

Glu 

Pro 

His 

Glu 

705 




710 




715 




720 

Glu 

Asp 

Arg 

Thr Glu 

Pro 

Pro 

Glu Glu 

Phe 

Asp Thr Ala 

Leu 




725 730 


<210> 901 
<211> 309 
<212> DNA 
<213> Homo sapiens 

<400> 901 

tcatgatcca cctgcctcgg cctcccaaag tgctgggatt acatacagat ggcaaacttc 
60 

atttcctttt tctcttaatg caacaaggtc atcccaagat caggcttcct tcagtttctg 
120 

tggtaagtag tgatggacac ttatggagtt ttcagagact tatgcattgg gtaacaaggc 
180 

actgcaagag accccagata gcacagcatc atctcacatt tacaccacat cacatcaaca 
240 

tcgatgctag gaggtctaaa gctgatgcca ccttcagagc tgcaagtatc caaaagactc 
300 

cactcatga 
309 

<210> 902 
<211> 102 
<212> PRT 
<213> Homo sapiens 

<400> 902 


Met 

He 

His 

Leu 

Pro 

Arg 

Pro 

Pro 

Lys 

Val 

Leu Gly Leu His Thr 

Asp 

l 




5 





10 

15 


Gly 

Lys 

Leu 

His 

Phe 

Leu 

Phe 

Leu 

Leu 

Met 

Gin Gin Gly His Pro 

Lys 




20 





25 


30 


He 

Arg 

Leu 

Pro 

Ser 

Val 

Ser 

Val 

Val 

Ser 

Ser Asp Gly His Leu 

Trp 



35 





40 



45 


Ser 

Phe 

Gin 

Arg 

Leu 

Met 

His 

Trp 

Val 

Thr 

Arg His Cys Lys Arg 

Pro 


50 





55 




60 


Gin 

He 

Ala 

Gin 

His 

His 

Leu 

Thr 

Phe 

Thr 

Pro His His He Asn 

He 

65 





70 





75 

80 

Asp 

Ala 

Arg 

Arg 

Ser 

Lys 

Ala 

Asp 

Ala 

Thr 

Phe Arg Ala Ala Ser 

He 





85 





90 

95 


Gin 

Lys 

Thr 

Pro 

Leu 

Met 








100 
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<210> 903 
<211> 349 
<212> DNA 
<213> Homo sapiens 

<400> 903 

agatcttagt gaaaactgga agcaggaaga ataagttagt catggaagcc actttggctc 
60 

taagggcttt gatggcctca tgggttgaca ggaacagaag acaaagacta gggcccaccc 
120 

aaggtgtgaa gtctaatagg aaaccttttc tccataaggc tacaatgggt ctaccaaaaa 
180 

taaaaccatg ccaccccagg gactgcagcc caattttata tcaccatgag gtccaaaaaa 
240 

ttccaagctg tgaatttagt ttcaaatggc cttggtctcc agtatcccta gccatgtggc 
300 

aaaaacaaac aattctcttt ggaggataca tctttatctt aagacttgn 
349 

<210> 904 
<211> 102 
<212> PRT 
<213> Homo sapiens 

<400> 904 


Met 

Glu 

Ala 

Thr 

Leu 

Ala 

Leu 

Arg Ala 

Leu Met Ala Ser Trp Val Asp 

1 




5 




10 15 

Arg 

Asn 

Arg 

Arg 

Gin 

Arg 

Leu 

Gly Pro 

Thr Gin Gly Val Lys Ser Asn 




20 




25 

30 

Arg 

Lys 

Pro 

Phe 

Leu 

His 

Lys 

Ala Thr 

Met Gly Leu Pro Lys He Lys 



35 





40 

45 

Pro 

Cys 

His 

Pro 

Arg 

Asp 

Cys 

Ser Pro 

He Leu Tyr His His Glu Val 


50 





55 


60 

Gin 

Lys 

He 

Pro 

Ser 

Cys 

Glu 

Phe Ser 

Phe Lys Trp Pro Trp Ser Pro 

65 





70 



75 80 

Val 

Ser 

Leu 

Ala 

Met 

Trp 

Gin 

Lys Gin 

Thr He Leu Phe Gly Gly Tyr 





85 




90 95 

lie 

Phe 

He 

Leu 

Arg 

Leu 







100 







<210> 905 
<211> 377 
<212> DNA 
<213> Homo sapiens 

<400> 905 

nntccggaac cggtggtgtg gaccgagcac gattctcacc tagctcaccc ggatcagcgt 
60 

ctcaacgaag acatcattat cgcgggtgac cgggcagacg cggtgattag cgtatcccag 
120 

gggctctgcg acaggctggc tggacatggc gtgacctcaa cggtggttcc caacatcgtt 
180 

gacgtcgagc tgtttgaccg tcctgatcga cgacatgagg ggacgatcgt cgtcagcgtc 
240 
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gccaccctca acccgggaaa gggcatgatt gagttagctc aggctgttga gcgtcttccc 
300 

gaggttcagt tgagaatcat cggagatgga ccgcagcggc accaactgga ggccattgcc 
360 

gctgataatc cacgcgt 
377 

. <210> 906 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 906 

Xaa Pro Glu Pro Val Val Trp Thr Glu His Asp Ser His Leu Ala His 

1 5 10 15 

Pro Asp Gin Arg Leu Asn Glu Asp lie He He Ala Gly Asp Arg Ala 

20 25 30 

Asp Ala Val He Ser Val Ser Gin Gly Leu Cys Asp Arg Leu Ala Gly 

35 40 45 

His Gly Val Thr Ser Thr Val Val Pro Asn He Val Asp Val Glu Leu 

50 55 60 

Phe Asp Arg Pro Asp Arg Arg His Glu Gly Thr He Val Val Ser Val 
65 70 75 80 

Ala Thr Leu Asn Pro Gly Lys Gly Met He Glu Leu Ala Gin Ala Val 

85 90 95 

Glu Arg Leu Pro Glu Val Gin Leu Arg He lie Gly Asp Gly Pro Gin 

100 105 110 

Arg His Gin Leu Glu Ala He Ala Ala Asp Asn Pro Arg 
115 120 125 

<210> 907 
<211> 332 
<212> DNA 

<213> Homo sapiens 
<400> 907 

acgcgtagga tgatgaagtc cgtcactgga tcgttcttgg gtggcaaccg ggaagtcggt 
60 

gaccagttct tcaacggcga ggttcaactg aaccttgtgc cgcagggtac attcgccgag 
120 

cgcattcgtg ccggcgctgc tggtattgca gcattcttca cgcctactgg ctatggtaca 
180 

gccgtgcaga agggtgagct tgttcttaag tatgaaaaga aggacggtaa ggctgtgcca 
240 

gtcatgacgt ccaagccgcg tgaagtgcgc tcgtttgacg gccgtgacta tataatagaa 
300 

gaggttatta aggatgaata ggatatggtg aa 
332 

<210> 908 
<211> 106 
<212> PRT 

<213> Homo sapiens 
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<400> 908 








Thr Arg 

Arg Met 

Met 

Lys Ser Val Thr 

Gly 

Ser Phe Leu 

Gly 

Gly 

Asn 

1 


5 


10 



15 


Arg Glu 

Val Gly 

Asp 

Gin Phe Phe Asn 

Gly 

Glu Val Gin 

Leu 

Asn 

Leu 


20 


25 



30 



val Pro 

Gin Gly 

Thr 

Phe Ala Glu Arg 

He 

Arg Ala Gly 

Ala 

Ala 

Gly 


35 


40 


45 




He Ala 

Ala Phe 

Phe 

Thr Pro Thr Gly 

Tyr 

Gly Thr Ala 

Val 

Gin 

Lys 

50 



55 


60 




Gly Glu 

Leu Val 

Leu 

Lys Tyr Glu Lys 

Lys 

Asp Gly Lys 

Ala 

Val 

Pro 

65 



70 


75 



80 

Val Met 

Thr Ser 

Lys 

Pro Arg Glu Val 

Arg 

Ser Phe Asp 

Gly 

Arg 

Asp 



85 


90 



95 


Tyr He 

He Glu 

Glu 

Val He Lys Asp 

Glu 






100 


105 







<210> 909 
<211> 318 
<212> DNA 

<213> Homo sapiens 
<400> 909 

acgcgtcggg catggcagct gtacagatct atcgcgtcag cagggcctac gcacacatga 
60 

tgccgcaggg gcaccgacgc tgtcgccatc aaaagagccg cctcgcgccc gcagcgcctc 
120 

ccagggacgg cgactcacgt ggctcgacac gcgcgcgcga gtcgcgtggg tgtgtcacgc 
180 

cccttttttt cccaccccaa caccgaaccg gcgggccatg gctgaggatt cgcaccccat 
240 

tcgctccggc ttgcgcatgc tcaagcgctc ctggagctcg aatgagaatg taccgccgcc 
300 

acaaagctcg ccgccggc 
318 

<210> 910 
<211> 102 
<212> PRT 

<213> Homo sapiens 

\ 


<400> 910 


Met Ala 

Ala 

val 

Gin He Tyr 

Arg Val 

Ser 

Arg 

Ala 

Tyr Ala His 

Met 

1 



5 


10 



15 


Met Pro 

Gin 

Gly 

His Arg Arg 

Cys Arg 

His 

Gin 

Lys 

Ser Arg Leu 

Ala 



20 


25 




30 


Pro Ala 

Ala 

Pro 

Pro Arg Asp 

Gly Asp 

Ser 

Arg Gly Ser Thr Arg 

Ala 


35 



40 




45 


Arg Glu 

Ser 

Arg 

Gly Cys Val 

Thr Pro 

Leu 

Phe 

Phe 

Pro Pro Gin 

His 

50 



55 




60 



Arg Thr 

Gly 

Gly 

Pro Trp Leu 

Arg He 

Arg 

Thr 

Pro 

Phe Ala Pro 

Ala 

65 



70 



75 



80 

Cys Ala 

Cys 

Ser 

Ser Ala Pro 

Gly Ala 

Arg 

Met 

Arg 

Met Tyr Arg 

Arg 




85 


90 



95 


His Lys 

Ala 

Arg 

Arg Arg 
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100 

<210> 911 
<211> 506 
<212> DNA 

<213> Homo sapiens 
<400> 911 

acgcgtgtgc agcactctcc acaagctggc cccaatcact tttgcatcaa attggtacag 
60 

caaccttatg aggctggcct tgggggaacc ctgttttagg gatgagctga acttaccggg 
120 

aggctgcatg cgaggttggt gtgaaatgca tatctggctt tgtagctggt cggctcacct 
180 

ctggggttgg cacaggggcg ggggttctgc catggctaga atgcgctaag gggtggaaac 
240 

gaagcctgct gggcccggga accacagagc agcctggcct ttgaaggaga ccctgtggca 
300 

ccccctgccc acccccaagt ccagccattt cacttccctg gagatggtgc aaagcaagaa 
360 

aaaaaaaaaa atccagtgtt ctcaggtcag ccttccacca gccaggattc atcgtctgat 
420 

ctgtttgggg agagagcatg gagtggtgga gatgggttgg gccccagtgt tttctgatta 
480 

actcgcagtt cacctgaaac attttg 
506 

<210> 912 
<211> 129 
<212> PRT 

<213> Homo sapiens 
<400> 912 

Met Phe Gin Val Asn Cys Glu Leu lie Arg Lys His Trp Gly Pro Thr 

15 10 15 

His Leu His His Ser Met Leu Ser Pro Gin Thr Asp Gin Thr Met Asn 

20 25 30 

Pro Gly Trp Trp Lys Ala Asp Leu Arg Thr Leu Asp Phe Phe Phe Phe 

35 40 45 

Leu Ala Leu His His Leu Gin Gly Ser Glu Met Ala Gly Leu Gly Gly 

50 55 60 

Gly Gin Gly Val Pro Gin Gly Leu Leu Gin Arg' Pro Gly Cys Ser Val 
65 70 75 80 

Val Pro Gly Pro Ser Arg Leu Arg Phe His Pro Leu Ala His Ser Ser 

85 90 95 

His Gly Arg Thr Pro Ala Pro Val Pro Thr Pro Glu Val Ser Arg Pro 

100 105 110 

Ala Thr Lys Pro Asp Met His Phe Thr Pro Thr Ser His Ala Ala Ser 
115 120 125 

Arg 


<210> 913 
<211> 339 
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<212> DNA 

<213> Homo sapiens 

<400> 913 

cgcttcatgg cgtggttcag gcgtacggtt ccggctactg gtgactaccg tggcacgaaa 
60 

tttttcgttc gcgagaacgg taaaaccctc gcaacctcga tgttcatggt ttgtgtcgcc 
120 

ctgggcgcca cggacctgct tttcgccctc gactcgattc cggcgtccta tggtttcacc 
180 

aacgaggggt accttatcct taccgctaac gtctttgctc tcatgggctt gcgtcagttg 
240 

tatttcctta ttggaagcct gttggaacgt ctggtgtact tgtcgctggg actggtcgtg 
300 

attttgggct ttatcgccct caagctcatt ggccacgcg 
339 

<210> 914 
<211> 113 
<212> PRT 
<213> Homo sapiens 

<400> 914 

Arg Phe Met Ala Trp Phe Arg Arg Thr Val Pro Ala Thr Gly Asp Tyr 

1 5 10 15 

Arg Gly Thr Lys Phe Phe Val Arg Glu Asn Gly Lys Thr Leu Ala Thr 

20 25 30 

Ser Met Phe Met Val Cys Val Ala Leu Gly Ala Thr Asp Leu Leu Phe 

35 40 45 

Ala Leu Asp Ser .lie Pro Ala Ser Tyr Gly Phe Thr Asn Glu Gly Tyr 

50 55 60 

Leu lie Leu Thr Ala Asn Val Phe Ala Leu Met Gly Leu Arg Gin Leu 
65 70 75 80 

Tyr Phe Leu lie Gly Ser Leu Leu Glu Arg Leu Val Tyr Leu Ser Leu 

85 90 95 

Gly Leu Val Val lie Leu Gly Phe lie Ala Leu Lys Leu He Gly His 
100 105 110 

Ala 


<210> 915 
<211> 663 
<212> DNA 
<213> Homo sapiens 

<400> 915 

nnggtacctg tcaatcagta tgtaaacctc actttatgtc gtggttatcc acttcctgat 
60 

gacagtgaag atcctgttgt ggacattgtt gctgctaccc ctgtcatcaa tggacagtca 
120 

ttaaccaagg gagagacttg catgaatcct caggatttta agccaggagc aatggttctg 
180 

gagcagaatg gaaaatcggg acacactttg actggtgatg gtctcaatgg accatcagat 
240 
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gcaagtgagc agagagtatc catggcatcg tcaggcagct cccagcctga actagtgact 
300 

atccctttga ttaagggccc taaagggttt gggtttgcaa ttgctgacag ccctactgga 
360 

cagaaggtga aaatgatact ggatagtcag tggtgtcaag gccttcagaa aggagatata 
420 

attaaggaaa tataccatca aaatgtgcag aatttaacac atctccaagt ggtagaggtg 
480 

ctaaagcagt ttccagtagg tgctgatgta ccattgctta tcttaagagg aggtccccct 
540 

tcaccaacca aaagtgccaa aatgaaaaca gataaaaagg aaaatgcagg aagtttggag 
600 

gccataaatg agcctattcc tcagcctatg ccttttccac cgagcattat caggtcagga 

660 

tec 

663 

<210> 916 
<211> 221 
<212> PRT 

<213> Homo sapiens 


<400> 916 


Xaa Val 

Pro Val 

Asn Gin 

Tyr 

Val 

Asn 

Leu 

Thr 

Leu 

Cys 

Arg 

Gly 

Tyr 

1 


5 




10 





15 


Pro Leu 

Pro Asp 

Asp Ser Glu 

Asp 

Pro 

Val 

Val 

Asp 

He 

Val 

Ala 

Ala 


20 




25 





30 



Thr Pro 

Val He 

Asn Gly Gin 

Ser 

Leu 

Thr 

Lys 

Gly 

Glu 

Thr 

Cys 

Met 


35 



40 





45 




Asn Pro 

Gin Asp 

Phe Lys 

Pro 

Gly 

Ala 

Met 

Val 

Leu 

Glu 

Gin 

Asn 

Gly 

50 



55 





60 





Lys Ser 

Gly His 

Thr Leu 

Thr 

Gly 

Asp 

Gly 

Leu 

Asn 

Gly 

Pro 

Ser 

Asp 

65 


70 





75 





80 

Ala Ser 

Glu Gin 

Arg Val 

Ser 

Met 

Ala 

Ser 

Ser 

Gly 

Ser 

Ser 

Gin 

Pro 



85 




90 





95 


Glu Leu 

Val Thr 

He Pro 

Leu 

He 

Lys 

Gly 

Pro 

Lys 

Gly 

Phe 

Gly 

Phe 


100 




105 





110 



Ala He 

Ala Asp 

Ser Pro 

Thr 

Gly 

Gin 

Lys 

Val 

Lys 

Met 

He 

Leu 

Asp 


115 



120 





125 




Ser Gin 

Trp Cys 

Gin Gly Leu 

Gin 

Lys 

Gly 

Asp 

He 

He 

Lys 

Glu 

He 

130 



135 





140 





Tyr His 

Gin Asn 

Val Gin 

Asn 

Leu 

Thr 

His 

Leu 

Gin 

Val 

Val 

Glu 

Val 

145 


150 





155 





160 

Leu Lys 

Gin Phe 

Pro Val 

Gly 

Ala 

Asp 

Val 

Pro 

Leu 

Leu 

He 

Leu 

Arg 



165 




170 





175 


Gly Gly 

Pro Pro 

Ser Pro 

Thr 

Lys 

Ser 

Ala 

Lys 

Met 

Lys 

Thr 

Asp 

Lys 


180 




185 





190 



Lys Glu 

Asn Ala 

Gly Ser 

Leu 

Glu 

Ala 

He 

Asn 

Glu 

Pro 

He 

Pro 

Gin 


195 



200 





205 




Pro Met 

Pro Phe 

Pro Pro 

Ser 

He 

He 

Arg 

Ser 

Gly 

Ser 




210 



215 





220 






c210> 917 
<211> 615 
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<212> DNA 

<213> Homo sapiens 

<400> 917 

atcgtggacc agaagttccc tgagtgtggc ttctacggcc tttacgacaa gatcctgctt 
60 

ttcaaacatg accccacgtc ggccaacctc ctgcagctgg tgcgctcgtc cggagacatc 
120 

caggagggcg acctggtgga ggtggtgctg tcggcctcgg ccaccttcga ggacttccag 
180 

atccgcccgc acgccctcac ggtgcactcc tatcgggcgc ctgccttctg tgatcactgc 
240 

ggggagatgc tcttcggcct agtgcgccag ggcctcaagt gcgatggctg cgggctgaac 
300 

taccacaagc gctgtgcctt cagcatcccc aacaactgta gtggggcccg caaacggcgc 
360 

ctgtcatcca cgtctctggc cagtggccac tcggtgcgcc tcggcacctc cgagtccctg 
420 

ccctgcacgg ctgaagagga gccgtagcac caccgaactc ctgcctcgcc gtccccgtca 
480 

tcctcttcct cctcttctgcf ctcatcgtat acgggccgcc ccattgagct ggacaagatg 
540 

ctgctctcca aggtcaaggt gccgcacacc ttcctcatcc acagctatac acggcccacc 
600 

gtttgccagg cttgc 
615 

<210> 918 
<211> 148 
<212> PRT 

<213> Homo sapiens 
<400> 918 


He 

Val 

Asp 

Gin 

Lys 

Phe 

Pro 

Glu 

Cys 

Gly Phe 

Tyr 

Gly 

Leu 

Tyr 

Asp 

1 




5 





10 




15 


Lys 

He 

Leu 

Leu 
20 

Phe 

Lys 

His 

Asp 

Pro 
25 

Thr Ser 

Ala 

Asn 

Leu 
30 

Leu 

Gin 

Leu 

Val 

Arg 
35 

Ser 

Ser 

Gly 

Asp 

He 
40 

Gin 

Glu Gly 

Asp 

Leu 
45 

Val 

Glu 

Val 

Val 

Leu 
50 

Ser 

Ala 

Ser 

Ala 

Thr 
55 

Phe 

Glu 

Asp Phe 

Gin 
60 

He 

Arg 

Pro 

His 

Ala 

Leu 

Thr 

Val 

His 

Ser 

Tyr 

Arg 

Ala 

Pro Ala 

Phe 

Cys 

Asp 

His 

Cys 

65 





70 




75 





60 

Gly 

Glu 

Met 

Leu 

Phe 
85 

Gly 

Leu 

Val 

Arg 

Gin Gly 
90 

Leu 

Lys 

Cys 

Asp 
95 

Gly 

Cys 

Gly 

Leu 

Asn 
100 

Tyr 

His 

Lys 

Arg 

Cys 
105 

Ala Phe 

Ser 

He 

Pro 
110 

Asn 

Asn 

Cys 

Ser 

Gly 
115 

Ala 

Arg 

Lys 

Arg 

Arg 
120 

Leu 

Ser Ser 

Thr 

Ser 
125 

Leu 

Ala 

Ser 

Gly 

His 
130 

Ser 

Val 

Arg 

Leu 

Gly 
135 

Thr 

Ser 

Glu Ser 

Leu 
140 

Pro 

Cys 

Thr 

Ala 

Glu 

Glu 

Glu 

Pro 













145 
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<210> 919 
<211> 294 
<212> DNA 

<213> Homo sapiens 
<400> 919 

accggtatgc gtccgctggc tgtgctcggc gacaacatca ccaccgacca tctatcgccg 
60 

acaaatgcga tcctgctcga tagcgcagcg ggtgagtacc tcgccaagat gggcccgccg 
120 

gaagaagact tcatttcgaa cgcgacccat cgtggcgatc acctgaccgc acagcgcgcc 
180 

accttcgcca acccgacctt gctcaacgag atggccgtag tcgatggtga agtgaagaaa 
240 

ggctcgcttg cccgcgtgga accggaaggc catgtgatgc gcatgtggga agcc 
294 

<210> 920 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 920 

Thr Gly Met Arg Pro Leu Ala Val Leu Gly Asp Asn lie Thr Thr Asp 

15 10 15 

His Leu Ser Pro Thr Asn Ala He Leu Leu Asp Ser Ala Ala Gly Glu 

20 25 30 

Tyr Leu Ala Lys Met Gly Pro Pro Glu Glu Asp Phe He Ser Asn Ala 

35 40 45 

Thr His Arg Gly Asp His Leu Thr Ala Gin Arg Ala Thr Phe Ala Asn 

50 55 60 

Pro Thr Leu Leu Asn Glu Met Ala Val Val Asp Gly Glu Val Lys Lys 
65 70 75 80 

Gly Ser Leu Ala Arg Val Glu Pro Glu Gly His Val Met Arg Met Trp 
85 90 95 

Glu Ala 


<210> 921 
<211> 378 
<212> DNA 

<213> Homo sapiens 
<400> 921 

acgcgtttgc gcatcgcttt gaccggtctg acgatggctg agtacttccg cgatgttcag 
60 

aaccaggacg tgctgttgtt catcgacaac atcttccggt tctcccaggc tggttctgag 
120 

gtttcaaccc tgctaggtcg tatgccctcg gcggtgggct accagcccaa cttggccgac 
180 

gagatgggcc aattgcagga gcgaatcacc tcgacccgtg gtcactccat cacctcgatg 
240 

caggccgtct acgtccccgc tgacgattac accgacccgg ctccggcgac gaccttcgcc 
300 
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cacctggatg ccaccacgga gctttctcgt gagattgcct ctcgtggcct gtacccggcc 
360 

gtggatccgc tggcgtcg 
378 

<210> 922 
<211> 126 
<212> PRT 
<213> Homo sapiens 

<400> 922 


Thr Arg 

Leu 

Arg 

He Ala Leu Thr Gly Leu Thr Met Ala Glu 

Tyr 

Phe 

1 




5 10 

15 


Arg Asp 

Val 

Gin 

Asn Gin Asp Val Leu Leu Phe He Asp Asn 

He 

Phe 




20 

25 30 



Arg 

Phe 

Ser 
35 

Gin 

Ala Gly Ser Glu Val Ser Thr Leu Leu Gly 
40 45 

Arg 

Met 

Pro 

Ser 
50 

Ala 

Val 

Gly Tyr Gin Pro Asn Leu Ala Asp Glu Met 
55 60 

Gly 

Gin 

Leu 

Gin 

Glu 

Arg 

He Thr Ser Thr Arg Gly His Ser He Thr 

Ser 

Met 

65 




70 75 


80 

Gin 

Ala 

Val 

Tyr 

Val Pro Ala Asp Asp Tyr Thr Asp Pro Ala 
85 90 

Pro 
95 

Ala 

Thr 

Thr 

Phe 

Ala 
100 

His Leu Asp Ala Thr Thr Glu Leu Ser Arg 
105 HO 

Glu 

He 

Ala 

Ser 

Arg 
115 

Gly 

Leu Tyr Pro Ala Val Asp Pro Leu Ala Ser 
120 125 




- <210> 923 
<211> 571 
<212> DNA 
<213> Homo sapiens 

<400> 923 

accggtatcg aactgccgca agacacgggc aagcatgtcg ccgacgaaca actgcaacgc 
60 

ctggacaccg cgctggagca cgtgcgcgga gaaatccgca ttaccctgga gcatgcacgc 
120 

caacgcaaga atgtcgaaga agaagacatc ttcgccgccc accttgcgct attggaagac 
180 

cccacgctgc tggacgccgc cactggtgcc atcgaacacg gcagcgccgc cacccacgcc 
240 

tggcgcgatg caatccaggc gcaatgcgcc gtgttgctgg ccctgggcaa accgctgttt 
300 

gccgagcgcg ccaacgacct gcgcgatctg caacagcgag tactgcgtgc gctgttgggg 
360 

gaagcctggc acttcgaatt gccggccggg ccgattttca ggnnggccat taacttaccc 
420 

ccttccgcct tgttgcaact gagtgcccaa aacgccgtgg gtatttgcat ggccgaaggc 
480 

ggcgctacgt ctcacgtcgc gattttggcc cgaggcaaag gcttgccgtg cgtggtcgcg 
540 

ctgggcgccg aagtgctcga cgtgccccaa g 
571 
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. <210> 924 
<211> 190 
<212> PRT 
<213> Homo sapiens 

<400> 924 

Thr Gly lie Glu Leu Pro Gin Asp Thr Gly Lys His Val Ala Asp Glu 

15 10 15 

Gin Leu Gin Arg Leu Asp Thr Ala Leu Glu His Val Arg Gly Glu He 

20 25 30 

Arg lie Thr Leu Glu His Ala Arg Gin Arg Lys Asn Val Glu Glu Glu 

35 40 45 

Asp He Phe Ala Ala His Leu Ala Leu Leu Glu Asp Pro Thr Leu Leu 

50 55 60 

Asp Ala Ala Thr Gly Ala He Glu His Gly Ser Ala Ala Thr His Ala 
65 70 75 80 

Trp Arg Asp Ala He Gin Ala Gin Cys Ala Val Leu Leu Ala Leu Gly 

85 90 95 

Lys Pro Leu Phe Ala Glu Arg Ala Asn Asp Leu Arg Asp Leu Gin Gin 

100 105 110 

Arg Val Leu Arg Ala Leu Leu Gly Glu Ala Trp His Phe Glu Leu Pro 

115 120 125 

Ala Gly Pro lie Phe Arg Xaa Ala He Asn Leu Pro Pro Ser Ala Leu 

130 135 140 

Leu Gin Leu Ser Ala Gin Asn Ala Val Gly lie Cys Met Ala Glu Gly 
145 150 155 160 

Gly Ala Thr Ser His Val Ala He Leu Ala Arg Gly Lys Gly Leu Pro 

165 170 175 

Cys Val Val Ala Leu Gly Ala Glu Val Leu Asp Val Pro Gin 
180 185 190 

<210> 925 
<211> 620 
<212> DNA 
<213> Homo sapiens 

<400> 925 

acgcgtgcac tgtgtgtatg catggtaacg tacacgtgtg cactgtgtgt ggtgtgcatg 
60 

ncatggtgtg tgcacgtgtg cnactgtgta tgcatggtaa tgtgcacgtg tgcactgtgt 
120 

gtggtgtgta tgcatggtgt gtgcacgtgt gcactgtgtg tgtgtgtatg catgtgtgtg 
180 

cacgtgtgcc tgtgtgtatg catggtaatg tgcgtgtgca ctgtgtggtg tgtatgcatg 
240 

tgtgtgcacg tgtgcactgt gtatgcatag tgtgtgcacg tgtgcactgt gtgtggatgc 
300 

atggtaatgt gcacgtgtgc actgtgtgtg gtgtgtatga tggtgtgtgc acgtgtgcac 
360 

ggtgtgtggt gtgtatgcat gtgtgtgcac gtgtgcactg tgtggcaggg gtgtttggtg 
420 

tgtgtgcatg tatgcatggt gtgtgcatac gtgtgcagca gcacctggtc ccatctccag 

480 
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tgcccagcag catcacacgc actttggtgc tttataaatg catggtcagt gaggctgcca 
540 

gcaccaagct gtccctttac cataacacct ggaatagtca cctgtgataa gctatcacat 
600 

aggaaacatt tttaaaattt 
620 

<210> 926 
<211> 69 
<212> PRT 

<213> Homo sapiens 
<400> 926 

Thr Arg Ala Leu Cys Val Cys Met Val Thr Tyr Thr Cys Ala Leu Cys 

1 5 10 15 

Val Val Cys Met Xaa Trp Cys Val His Val Cys Xaa Cys Val Cys Met 

20 25 30 

Val Met Cys Thr Cys Ala Leu Cys Val Val Cys Met His Gly Val Cys 

35 40 45 

Thr Cys Ala Leu Cys Val Cys Val Cys Met Cys Val His Val Cys Leu 

50 55 60 - 

Cys Val Cys Met Val Met Cys Val Cys Thr Val Trp Cys Val Cys Met 
65 70 75 _ 80 

Cys Val His Val Cys Thr Val Tyr Ala 
85 

<210> 927 
<211> 360 
<212> DNA 

<213> Homo sapiens 
<400> 927 

gtgcacactc tggaagccac aggatggagc tcctagagat agtgaggcat gaccagaggg 
60 . 

aagaggcatt tggggtcctg ttcagatcat tccaacagca aaccgggcat ggagacccca 
120 

tctcaggtct gtgcttctct gggggccacc cagccatcct gcccaccagc tcagaggcag 
180 

ggacaaagcc ctcccaagag gcagcaggca gcaagggtca gccagcgcag tggggacagg 
240 

caggtacaac ctggaaaccc caaaggaccc cagatggcaa tgtgacacgg cccatccacc 
300 

aagcacctgt aatgccggct tcccacagag gcgagccaga tcctggcact attctttaag 
360 

<210> 928 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 928 

Met Glu Leu Leu Glu lie Val Arg His Asp Gin Arg Glu Glu Ala Phe 

15 10 15 

Gly Val Leu Phe Arg Ser Phe Gin Gin Gin Thr Gly His Gly Asp Pro 
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20 25 30 

He Ser Gly Leu Cys Phe Ser Gly Gly His Pro Ala He Leu Pro Thr 

35 40 45 

Ser Ser Glu Ala Gly Thr Lys Pro Ser Gin Glu Ala Ala Gly Ser Lys 

50 55 60 

Gly Gin Pro Ala Gin Trp Gly Gin Ala Gly Thr Thr Trp Lys Pro Gin 
65 70 75 .80 

Arg Thr Pro Asp Gly Asn Val Thr Arg Pro He His Gin Ala Pro Val 

85 90 95 

Met Pro Ala Ser His Arg Gly Glu Pro Asp Pro Gly Thr He Leu 
100 105 110 

<210> 929 

<211> 2340 

<212> DNA 

<213> Homo sapiens 

<400> 929 

nnctccccag ggccgagtct tccggagtca gcagagagcc tggatggatc acaggaggat 
60 

aagcctcggg gctcatgtgc ggagcccact tttactgata cgggaatggt ggctcacata 
120 

aacaacagcc ggctcaaggc caagggcgtg ggccagcacg acaacgccca gaactttggt 
180 

aaccagagct ttgaggagct gcgagcagcc tgtctaagaa agggggagct cttcgaggac 
240 

cccttattcc ctgctgaacc cagctcactg ggcttcaagg acctgggccc caactccaaa 
300 

aatgtgcaga acatctcctg gcagcggccc aaggatatca taaacaaccc tctattcatc 
360 

atggatggga tttctccaac agacatctgc caggggatcc tcggggactg ctggctgctg 
420 

gctgccatcg gctcccttac cacctgcccc aaactgctat accgcgtggt gcccagagga 
480 

cagagcttca agaaaaacta tgctggcatc ttccattttc agatttggca gtttggacag 
540 

tgggtgaacg tggtggtaga tgaccggctg cccacaaaga atgacaagct ggtgtttgtg 
600 

cactcaaccg aacgcagtga gttctggagt gccctgctgg agaaggcgta tgccaagctg 
660 

agtgggtcct atgaagcatt gtcagggggc agtaccatgg agggccttga ggacttcaca 
720 

ggaggcgtgg cccagagctt ccaactccag aggccccctc agaacctgct caggctcctt 
780 

aggaaggccg tggagcgatc ctccctcatg ggttgctcca ttgaagtcac cagtgatagt 
840 

gaactggaat ccatgactga caagatgctg gtgagagggc acgcttactc tgtgactggc 
900 

cttcaggatg tccactacag aggcaaaatg gaaacactga ttcgggtccg gaatccctgg 
960 

ggccggattg agtggaatgg agcttggagt gacagtgcca gggagtggga agaggtggcc 
1020 

tcagacatcc agatgcagct gctgcacaag acggaggacg gggagttctg gatgtcctac 
1080 
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caagatttcc tgaacaactt cacgctcctg gagatctgca acctcacgcc tgatacactc 
1140 

tctggggact acaagagcta ctggcacacc accttctacg agggcagctg gcgcagaggc 
1200 

agctccgcag ggggctgcag gaaccaccct ggcacgttct ggaccaaccc ccagtttaag 
1260 

atctctcttc ctgaggggga tgacccagag gatgacgcag agggcaatgt tgtggtctgc 
1320 

acctgcctgg tggccctaat gcagaagaac tggcggcatg cacggcagca gggagcccag 
1380 

ctgcagacca ttggctttgt cctctacgcg gtcccaaaag agtttcagaa cattcaggat 
1440 

gtccacttga agaaggaatt cttcacgaag tatcaggacc acggcttctc agagatcttc 
1500 

accaactcac gggaggtgag cagccaactc cggctgcctc cgggggaata tatcattatt 
1560 

ccctccacct ttgagccaca cagagatgct gacttcctgc ttcgggtctt caccgagaag 
1620 

cacagcgagt catgggaatt ggatgaagtc aactatgctg agcaactcca agaggaaaag 
1680 

gtctctgagg atgacatgga ccaggacttc ctacatttgt ttaagatagt ggcaggagag 
1740 

ggcaaggaga taggggtgta tgagctccag aggctgctca acaggatggc catcaaattc 
1800 

aaaagcttca agaccaaggg ctttggcctg gatgcttgcc gctgcatgat caacctcatg 
1860 

gataaagatg gctctggcaa gctggggctt ctagagttca agatcctgtg gaaaaaactc 
1920 

aagaaatgga tggacatctt cagagagtgt gaccaggacc attcaggcac cttgaactcc 
1980 

tatgagatgc gcctggttat tgagaaagca ggcatcaagc tgaacaacaa ggtaatgcag 
2040 

gtcctggtgg ccaggtatgc agatgatggc ctgatcatag actttgacag cttcatcagc 
2100 

tgtttcctga ggctaaagac catgttcaca ttctttctaa ccatggaccc caagaatact 
2160 

ggccatattt gcttgagcct ggaacagtgg ctgcagatga ccatgtgggg atagaggcgc 
2220 

tgtaggagcc tggtcatctc taccagcagc agcagcagcg aggttctagc ccaggagggt 
2280 

ggggtgcttc ttgtagccct cagctctcca gtctctgctg atgaaatggg atccaggtgg 
2340 

<210> 930 
<211> 702 
<212> PRT 

<213> Homo sapiens 
<400> 930 

Met Val Ala His lie Asn Asn Ser Arg Leu Lys 

15 10 
Gin His Asp Asn Ala Gin Asn Phe Gly Asn Gin 

20 25 
Arg Ala Ala Cys Leu Arg Lys Gly Glu Leu Phe 


Ala Lys Gly Val Gly 
15 

Ser Phe Glu Glu Leu 
30 

Glu Asp Pro Leu Phe 
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35 

Pro Ala Glu Pro Ser Ser Leu 

50 55 
Lys Asn Val Gin Asn lie Ser 
65 70 
Asn Pro Leu Phe lie Met Asp 
85 * 

Gly lie Leu Gly Asp Cys Trp 
100 

Thr Cys Pro Lys Leu Leu Tyr 
115 

Lys Lys Asn Tyr Ala Gly lie 
130 135 
Gin Trp Val Asn Val Val Val 
145 150 
Lys Leu Val Phe Val His Ser 
165 

Leu Leu Glu Lys Ala Tyr Ala 
180 

Ser Gly Gly Ser Thr Met Glu 
195 

Ala Gin Ser Phe Gin Leu Gin 
210 215 
Leu Arg Lys Ala Val Glu Arg 
225 230 
Val Thr Ser Asp Ser Glu Leu 
245 

Arg Gly His Ala Tyr Ser Val 
260 

Gly Lys Met Glu Thr Leu He 
275 

Glu Trp Asn Gly Ala Trp Ser 
290 295 
Ala Ser Asp He Gin Met Gin 
305 310 
Phe Trp Met Ser Tyr Gin Asp 
325 

lie Cys Asn Leu Thr Pro Asp 
340 

Trp His Thr Thr Phe Tyr Glu 
355 

Gly Gly Cys Arg Asn His Pro 
370 375 
Lys He Ser Leu Pro Glu Gly 
385 390 
Asn Val Val Val Cys Thr Cys 
405 

Arg His Ala Arg Gin Gin Gly 
420 

Leu Tyr Ala Val Pro Lys Glu 
435 

Lys Lys Glu Phe Phe Thr Lys 
450 455 
Phe Thr Asn Ser Arg Glu Val 


40 45 
Gly Phe Lys Asp Leu Gly 
60 

Trp Gin Arg Pro Lys Asp 
75 

Gly He Ser Pro Thr Asp 
90 

Leu Leu Ala Ala He Gly 
105 

Arg Val Val Pro Arg Gly 
120 125 
Phe His Phe Gin He Trp 
140 

Asp Asp Arg Leu Pro Thr 
155 

Thr Glu Arg Ser Glu Phe 
170 

Lys Leu Ser Gly Ser Tyr 
185 

Gly Leu Glu Asp Phe Thr 
200 205 
Arg Pro Pro Gin Asn Leu 
220 

Ser Ser Leu Met Gly Cys 
235 

Glu Ser Met Thr Asp Lys 
250 

Thr Gly Leu Gin Asp Val 
265 

Arg Val Arg Asn Pro Trp 
280 285 
Asp Ser Ala Arg Glu Trp 
300 

Leu Leu His Lys Thr Glu 
315 

Phe Leu Asn Asn Phe Thr 
330 

Thr Leu Ser Gly Asp Tyr 
345 

Gly Ser Trp Arg Arg Gly 
360 365 
Gly Thr Phe Trp Thr Asn 
380 

Asp Asp Pro Glu Asp Asp 
395 

Leu Val Ala Leu Met Gin 
410 

Ala Gin Leu Gin Thr He 
425 

Phe Gin Asn He Gin Asp 
440 445 
Tyr Gin Asp His Gly Phe 
460 

Ser Ser Gin Leu Arg Leu 


Pro Asn Ser 

He He Asn 
80 

He Cys Gin 
95 

Ser Leu Thr 
110 

Gin Ser Phe 

Gin Phe Gly 

Lys Asn Asp 
160 

Trp Ser Ala 

175 
Glu Ala Leu 
190 

Gly Gly Val 

Leu Arg Leu 

Ser He Glu 
240 

Met Leu Val 

255 
His Tyr Arg 
270 

Gly Arg He 

Glu Glu Val 

Asp Gly Glu 
320 

Leu Leu Glu 
335 

Lys Ser Tyr 
350 

Ser Ser Ala 

Pro Gin Phe 

Ala Glu Gly 
400 

Lys Asn Trp 

415 
Gly Phe Val 
430 

Val His Leu 
Ser Glu He 
Pro Pro Gly 
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465 

Glu Tyr He He He 
485 

Phe Leu Leu Arg Val 
500 

Asp Glu Val Asn Tyr 
515 

Asp Asp Met Asp Gin 
530 

Glu Gly Lys Glu He 
545 

Met Ala He Lys Phe 
565 

Ala Cys Arg Cys Met 
580 

Leu Gly Leu Leu Glu 
595 

Met Asp He Phe Arg 
610 

Ser Tyr Glu Met Arg 
625 

Asn Lys Val Met Gin 
645 

lie He Asp Phe Asp 
660 

Met Phe Thr Phe Phe 
675 

Cys Leu Ser Leu. Glu 
690 


470 475 
Pro Ser Thr Phe Glu Pro 
490 

Phe Thr Glu Lys His Ser 
505 

Ala Glu Gin Leu Gin Glu 
520 

Asp Phe Leu His Leu Phe 
535 

Gly Val Tyr Glu Leu Gin 
550 555 
Lys Ser Phe Lys Thr Lys 
570 

lie Asn Leu Met Asp Lys 
585 

Phe Lys lie Leu Trp Lys 
600 

Glu Cys Asp Gin Asp His 
615 

Leu Val lie Glu Lys Ala 
630 635 
Val Leu Val Ala Arg Tyr 
650 

Ser Phe lie Ser Cys Phe 
665 

Leu Thr Met Asp Pro Lys 
680 

Gin Trp Leu Gin Met Thr 
695 



480 

nis nig ASp 



495 

uiu ser ixp 


mo 


vjJ.u jjys vcix 

Ser Glu 



T vre Tin \7a 1 
L»yS J.J.e Val 

Ala uiy 

540 


Arg Lieu Lieu 

Asn Arg 


SOU 

vjiy pne Giy 

Leu Asp 


C "7 C 

Asp Gly Ser 

Gly Lys 

590 


Lys Leu Lys 

Lys Trp 

c n c 


Ser Gly Thr 

Leu Asn 

620 


Gly lie Lys 

Leu Asn 


640 

Ala Asp Asp 

Gly Leu 


655 

Leu Arg Leu 

Lys Thr 

670 


Asn Thr Gly 

His lie 

685 


Met Trp Gly 


700 



<210> 931 
<211> 297 
<212> DNA 

<213> Homo sapiens 
<400> 931 

tcgcgaaggg agcctgacat gggccagaaa atcaatcccc atggtttccg tctcggtgtg 
60 

acgaccgatc acaagacccg ctggtacgcc gagaagcagt acgccgagct cgtgggtgag 
120 

gatgtcaaga tccgagagtg gctccacaag aatctggagc gcgccggtct ttcgtccatc 
180 

gagatcgagc gtcgctccga gcgcgtgacc attttccttt acgccgctcg cccgggcatc 
240 

gttatcgggc gcaatggccg ggaggccgag cgcgtgcgtn ntgagctcga aaagctt 
297 

<210> 932 
<211> 93 
<212> PRT 

<213> Homo sapiens 


<400> 932 

Met Gly Gin Lys He Asn Pro His Gly Phe Arg Leu Gly Val Thr Thr 
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1 5 10 15 

Asp His Lys Thr Arg Trp Tyr Ala Glu Lys Gin Tyr Ala Glu Leu Val 

20 25 30 

Gly Glu Asp Val Lys He Arg Glu Trp Leu His Lys Asn Leu Glu Arg 

35 40 45 

Ala Gly Leu Ser Ser He Glu He Glu Arg Arg Ser Glu Arg Val Thr 

.50 55 60 

He Phe Leu Tyr Ala Ala Arg Pro Gly He Val He Gly Arg Asn Gly 
65 70 75 80 

Arg Glu Ala Glu Arg Val Arg Xaa Glu Leu Glu Lys Leu 
. 85 90 

<210> 933 
<211> 305 
<212> DNA 

<213> Homo sapiens 
<400> 933 

nnacgcgtcg ccaagctgtt gatggccgaa tacaaggggc tcaacgtcat cgtcaaaacc 
60 

tccgccgatc cggcaagcca agccaatgcc gtgcaggatc tggcgggggc aggcatcgac 
120 

gcgctggcca tcctgccgac cgacccggat cagctggttt cggcgatcca gcaggtcaag 
180 

gacgacggca agttcgtggc gctggtcgac cgtgcgcctt ccgtcaacga caacacgatc 
240 

cgcgatctct acgtggccgg caacaacccg gcgctcggcg aagtggcggg caaattcatg 

300 

ggcga 

305 

<210> 934 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 934 


Xaa 

Arg 

Val 

Ala 

Lys 

Leu 

Leu 

Met 

Ala 

Glu Tyr Lys Gly Leu Asn Val 

1 




5 





10 15 

He 

Val 

Lys 

Thr 

Ser 

Ala 

Asp 

Pro 

Ala 

Ser Gin Ala Asn Ala Val Gin 




20 





25 

30 

Asp 

Leu 

Ala 

Gly 

Ala 

Gly 

He 

Asp 

Ala 

Leu Ala lie Leu Pro Thr Asp 



35 





40 


45 

Pro 

Asp 

Gin 

Leu 

Val 

Ser 

Ala 

He 

Gin 

Gin Val Lys Asp Asp Gly Lys 


50 





55 



60 

Phe 

Val 

Ala 

Leu 

Val 

Asp 

Arg 

Ala 

Pro 

Ser Val Asn Asp Asn Thr He 

65 





70 




75 80 

Arg 

Asp 

Leu 

Tyr 

Val 

Ala 

Gly Asn 

Asn 

Pro Ala Leu Gly Glu Val Ala 





85 





90 95 

Gly 

Lys 

Phe 

Met 

Gly 







100 


<210> 935 
<211> 333 
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<212> DNA 

<213> Homo sapiens 
<400> 935 

acgcgtgaag ggctgatgag tgctatgaaa aagccagggg cccgaggaca ctggggtgga 
60 

caggctcccc tggggaagtc ctcttagaac tgagggatca acactggagg agactgcaag 
120 

gggtacggga taaatgttcc tggtgaagga aacagcaggg gcaaaggccc tgcagcagaa 
180 

aggagcgagg ccctttggag taacagaaag accatggtga caggagctca gaaagaccac 
.240 

tggtgttaag actataagcc agtggaggcc agattgggga atgggatggg aggggtgctt 
300 

gaagaccatg gtgaggctct cttggtcttt act 
333 

<210> 936 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 936 


Met Val 

Phe Lys 

His 

Pro 

Ser 

His Pro 

He Pro Gin Ser Gly Leu 

His 

1 


5 




10 15 


Trp Leu 

He Val 

Leu 

Thr 

Pro 

Val Val 

Phe Leu Ser Ser Cys His 

His 

20 




25 

30 


Gly Leu Ser Val 

Thr 

Pro 

Lys 

Gly <Leu 

Ala Pro Phe Cys Cys Arg 

Ala 


35 




40 

45 


Phe Ala 

Pro Ala 

Val 

Ser 

Phe 

Thr Arg 

Asn He Tyr Pro Val Pro 

Leu 

50 




55 


60 


Ala Val 

Ser Ser 

Ser 

Val 

Asp 

Pro Ser 

Val Leu Arg Gly Leu Pro 

Gin 

65 



70 



75 

80 

Gly Ser 

Leu Ser 

Thr 
85 

Pro 

Val 

Ser Ser 

Gly Pro Trp Leu Phe His 
90 95 

Ser 

Thr His 

Gin Pro 

Phe 

Thr 

Arg 





100 


<210> 937 
<211> 464 
<212> DNA 
<213> Homo sapiens 

<400> 937 

nnnttatctg cggagggggt ggccaccctg cccacactca tgctgcaggc ctccaccgac 
60 

ccggcggacg acgagctcaa ggatctgttg acggccgacc tcatggacca gcacaacctc 
120 

gaccgtgccc tggcagggtt gcgtgccagt cacgtcatcg acgaagctcg cgccgaggtg 
180 

cagcggcgtg ccgatctcgc ccgtggccat ctcgccatcc ttcccgcagg cgatgcccgt 
240 

acggcgttgg agaccctgtg cgacgaggtg ggttcccggg cggcctgaac cccgaccctg 
300 
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ccagnctgcg tcccatctcc tggccgggac cgctccagcg tctgctctct gacagctcat 
360 

cgttcttccg acaccaagga gtttctcgtg gcccgtcatc tcgatctcat cggcattggt 
420 

cccggcaacc cggactggat caccctggct gccgtcaagg ccan 
464 

<210> 938 

<211> 95 

<212> PRT 

<213> Homo sapiens 

<400> 938 

Xaa Leu Ser Ala Glu Gly Val Ala Thr Leu Pro Thr Leu Met Leu Gin 

1 5 10 15 

Ala Ser Thr Asp Pro Ala Asp Asp Glu Leu Lys Asp Leu Leu Thr Ala 

20 25 30 

Asp Leu Met Asp Gin His Asn Leu Asp Arg Ala Leu Ala Gly Leu Arg 

35 40 45 

Ala Ser His Val He Asp Glu Ala Arg Ala Glu Val Gin Arg Arg Ala 

50 55 60 

Asp Leu Ala Arg Gly His Leu Ala He Leu Pro Ala Gly Asp Ala Arg 
65 70 75 80 

Thr Ala Leu Glu Thr Leu Cys Asp Glu Val Gly Ser Arg Ala Ala 
85 90 95 

<210> 939 
<211> 385 
<212> DNA 
<213> Homo sapiens 

<400> 939 

ntgactatcc tcgaccccga tggtcaggag acgactccag gaagtgtcat cgaagggctt 
60 

ggactgctgc cggtcgaggt ggacttcgcc gccacgaaga cccttgcctt gtcgcacggg 
120 

acatggcggg ggatcgaggt tggtggctat gaaatccatc acgggcgtct gtcgttcgct 
180 

gaggacgctg aagccttcct cgacggcgta cacgtcggtc cggtatgggg gacgatgtgg 
240 

cacggggcat tcgagcacga cgaattccgt cgcacgtggc tggctgacgc ggcccgtcac 
300 

gctggatcat cctggcgtcc gcactccgac gagctgggtt atcaggctcg acgcgaggcg 
360 

atgatcgaaa ccctcgccga cgcgt 
385 

<210> 940 
<211> 128 
<212> PRT 
<213> Homo sapiens 

<400> 940 

Xaa Thr He Leu Asp Pro Asp Gly Gin Glu Thr Thr Pro Gly Ser Val 
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1 5 10 15 

lie Glu Gly Leu Gly Leu Leu Pro Val Glu Val Asp Phe Ala Ala Thr 

20 25 30 

Lys Thr Leu Ala Leu Ser His Gly Thr Trp Arg Gly He Glu Val Gly 

35 40 45 

Gly Tyr Glu He His His Gly Arg Leu Ser Phe Ala Glu Asp Ala Glu 

50 55 60 

Ala Phe Leu' Asp Gly Val His Val Gly Pro Val Trp Gly Thr Met Trp 
65 "70 75 80 

His Gly Ala Phe Glu His Asp Glu Phe Arg Arg Thr Trp Leu Ala Asp 

85 90 95 

Ala Ala Arg His Ala Gly Ser Ser Trp Arg Pro His Ser Asp Glu Leu 

100 105 HO 

Gly Tyr Gin Ala Arg Arg Glu Ala Met He Glu Thr Leu Ala Asp Ala 
115 120 125 

<210> 941 
<211> 348 
<212> DNA 

<213> Homo sapiens 
<400> 941 

atcttctggt cggcggtgat cacgctggtg accatcggcc tgctgtttgc cggcaacttc 
60 

gaagccatgc aaaccatggt cgtgctggcc gggctgccgt tctcggtggt gctgattttc 
120 

ttcatgttcg gtttgcacaa ggcgatgcgc caggacgtgg ccatggagca ggagcaggca 
180 

caattggctg aacgtggtcg ccgtggtttc agcgagcgcc tgaccgcgct ggacctgcaa 
240 

ccgagccagg gcaccgtgca acgctttatg gacaaacatg tgacgccggc gttggaacaa 
300 

gcggcgactg cgttgcgtga tcaagggctg gaagtgcaga ccctgctt 
348 

<210> 942 
<211> 116 
<212> PRT 

<213> Homo sapiens 


<400> 942 

He Phe Trp Ser Ala Val He Thr 

1 5 
Ala Gly Asn Phe Glu Ala Met Gin 
20 

Pro Phe Ser Val Val Leu lie Phe 

35 40 
Met Arg Gin Asp Val Ala Met Glu 

50 55 
Arg Gly Arg Arg Gly Phe Ser Glu 
65 70 
Pro Ser Gin Gly Thr Val Gin Arg 
85 

Ala Leu Glu Gin Ala Ala Thr Ala 


Leu Val Thr He Gly Leu Leu Phe 

10 15 

Thr Met Val Val Leu Ala Gly Leu 
25 30 

Phe Met Phe Gly Leu His Lys Ala 
45 

Gin Glu Gin Ala Gin Leu Ala Glu 
60 

Arg Leu Thr Ala Leu Asp Leu Gin 

75 80 

Phe Met Asp Lys His Val Thr Pro 

90 ~ 95 

Leu Arg Asp Gin Gly Leu Glu Val 
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100 105 HO 

Gin Thr Leu Leu 
115 


<210> 943 
<211> 439 
<212> DNA 
<213> Homo sapiens 

<400> 943 

ccatggcagg agcagagcag atagagcagg 
60 

ctcctctaat gcatcctggg ctcctgctaa 
120 

ttgccctctt ctgtgatcac atcctcactt 
180 

ccttggttct gggatgctat ttccctggcc 

240 

ctgtgggcag aagggaggga agatggctga 

300 

ggcatggaag gaaggaggca ggagagctag 
360 

gaacctggct tagtgctggc ccttcacata 
420 

tgaggaaaga ggctgttcc . 
439 

<210> 944 
<211> 118 
<212> PRT 

<213> Homo sapiens 


acctcgtctc cttctctttg cattttgtgc 
ccctgtggga aacaccgtct cttctctcct 
ctgagcctat ctgcccatcc agtcaatccc 
gcctccctct aggagtgttt agaaccctca 
ggtacctgga aagggacgtg tggatccccg 
aaaaagggat gagatctaat gttcccpaag 
ctgagacatg gaatccttac tactgttctc 


<400> 944 

Met Ala Gly Ala Glu Gin lie Glu Gin Asp Leu Val Ser Phe Ser Leu 

15 10 15 

His Phe Val Pro Pro Leu Met His Pro Gly Leu Leu Leu Thr Leu Trp 

20 25 30 

Glu Thr Pro Ser Leu Leu Ser Phe Ala Leu Phe Cys Asp His He Leu 

35 40 45 

Thr Ser Glu Pro He Cys Pro Ser Ser Gin Ser Pro Leu Val Leu Gly 

50 55 60 

Cys Tyr Phe Pro Gly Arg Leu Pro Leu Gly Val Phe Arg Thr Leu Thr 
65 70 75 80 

Val Gly Arg Arg Glu Gly Arg Trp Leu Arg Tyr Leu Glu Arg Asp Val 

85 90 95 

Trp He Pro Gly His Gly Arg Lys Glu Ala Gly Glu Leu Glu Lys Gly 

100 105 HO 

Met Arg Ser Asn Val Pro 
115 

<210> 945 
<211> 339 
<212> DNA 

<213> Homo sapiens 
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<400> 945 

ngaattcgtg aagcgttcca tatttttttc cttttaataa tttcaattgc actttatgtc 
60 

gagatggtga tatatatata tactcacaca catatatatg tgtgtgtgtg tatatatgta 
120 

tatatatata gcgtgtacaa caaaacatgc actgtttact cagcaccccg tgtttgtctc 
180 

agcaatagct tttctaaaga actgctacta tttgaaatgg agggggaggg gggtcctgga 
240 

cagagtattg tgcaagttga aagtctctgg atggggctat gtatatccta ccagccaatt 
300 

tgggtgcaaa ttggatttga aggcctgcct ctgtccacn 
339 

<210> 946 
<211> 113 
<212> PRT 

<213> Homo sapiens 


<400> 946 


Xaa He 

Arg Glu 

Ala Phe 

His 

He Phe 

Phe 

Leu Leu 

He 

He 

Ser 

He 

1 


5 



10 




15 


Ala Leu 

Tyr Val 

Glu Met 

Val 

He Tyr 

He 

Tyr Thr 

His 

Thr 

His 

lie 


20 



25 




30 



Tyr Val 

Cys Val 

Cys He 

Tyr 

Val Tyr 

He 

Tyr Ser 

Val 

Tyr 

Asn 

Lys 


35 



40 



45 




Thr Cys 

Thr Val 

Tyr Ser 

Ala 

Pro Arg 

Val 

Cys Leu 

Ser 

Asn 

Ser 

Phe 

50 



55 



60 





Ser Lys 

Glu Leu 

Leu Leu 

Phe 

Glu Met 

Glu 

Gly Glu 

Gly 

Gly 

Pro 

Gly 

65 


70 




75 




80 

Gin Ser 

He Val 

Gin Val 

Glu 

Ser Leu 

Trp 

Met Gly 

Leu 

Cys 

He 

Ser 



85 



90 




95 


Tyr Gin 

Pro He 

Trp Val Gin 

He Gly 

Phe 

Glu Gly 

Leu 

Pro 

Leu 

Ser 


100 



105 




110 




Thr 


<210> 947 
<211> 648 
<212> DNA 
<213> Homo sapiens 

<400> 947 

tctagatctg ttctcaggga agctgagatg gagatgagtg ggcagcaggt ttatggagtg 
60 

ctcgtggcat cacacctgtg cacgggggtg gggaaggagt ggacaggagt ggacaagtca 
120 

agtagtgctg ccggctcaag cgatgcctca gcctttctgc tgtgtgcgaa gctttgcaga 
180 

ggagatgatg cttcaaagtt gtccctgttg gggatgagca gccaggcctt tatacactgg 
240 

gacagtcagt catggatacg tggatactct ggaaaccctc atccctggag gtctgagccc 
300 
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ctggatacca tgcccttctt 
360 

ggacaagaga ataccaggac 
420 

cgtacatccc caatgtgtac 
480 

ctaagatggt gactattctt 
540 

agcctttggt gccttctagc 
600 

ccccaaaacc tgttgaagcc 
648 

<210> 948 
<211> 154 
<212> PRT 

<213> Homo sapiens 

<400> 948 
Met Glu Met Ser Gly Gin 

1 5 
Leu Cys Thr Gly Val Gly 
20 

Ser Ala Ala Gly Ser Ser 
35 

Leu Cys Arg Gly Asp Asp 
50 

Ser Gin Ala Phe He His 
65 70 
Ser Gly Asn Pro His Pro 
85 

Phe Leu Gly Trp Ser Cys 
100 

Gin Glu Asn Thr Arg Thr 
115 

Val Leu Pro Arg Thr Ser 
130 

Asp Gin Val Gin Leu Leu 
145 ISO 

<210> 949 
<211> 661 
<212> DNA 
<213> Homo sapiens 


aggctggagt tgctgccctt 
acacctgagt ttctcatcgt 
agccctactt ttttctgctg 
gcctgctggt ccttggatgc 
atacgaatca gagcattatc 
agccaggcac tgtgctccct 


Gin 

Val 

Tyr 

Gly 

Val 




10 


Lys 

Glu 

Trp 

Thr 

Gly 



25 



Asp 

Ala 

Ser 

Ala 

Phe 


40 




Ala 

Ser 

Lys 

Leu 

Ser 

55 





Trp 

Asp 

Ser 

Gin 

Ser 





75 

Trp 

Arg 

Ser 

Glu 

Pro 




90 


Cys 

Pro 

Cys 

Pro 

Phe 



105 



His 

Leu 

Ser 

Phe 

Ser 


120 




Pro 

Met 

Cys 

Thr 

Ala 

135 





Leu 

Leu 

Arg 

Trp 



gtccatttac cataaaaatt 
atgctaaacc tgttcttcca 
atcaagttca attacttctg 
aaggacccca atgttcaggc 
tttaggtgtg gaataagctg 
tcacgcgt 


Leu 

Val 

Ala 

Ser 
15 

His 

Val 

Asp 

Lys 
30 

Ser 

Ser 

Leu 

Leu 
45 

Cys 

Ala 

Lys 

Leu 

Leu 

Gly 

Met 

Ser 

60 





Trp 

He 

Arg 

Gly 

Tyr 
80 

Leu 

Asp 

Thr 

Met 
95 

Pro 

Thr 

He 

Lys 
110 

He 

Gly 

Ser 

Tyr 
125 

Ala 

Lys 

Pro 

Leu 

Leu 

Phe 

Ser 

Ala 


140 


<400> 949 

acgcgtactg gttggctcat tcactgaaaa tatgatgaca tttaaaggaa atgcaagaat 
60 

aagtaatgtg gaattttatc acagtggtca agaaggcttc agggatagca cagatccaag 
120 

atatgctgta acgtttctta acctaggaca gattcaagaa catggctcat cttatattcg 
180 

aggctgtgct tttcaccatg gcttctctcc agcaattggt gtatttggga cagatggatt 
240 
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ggacatagat gacaacatca ttcactttac agtgggggaa ggcataagaa tatgggggaa 
300 

tgccaaccga gtccgaggga atttgattgc actttcggtt tggccaggaa cctatcagaa 
360 

cagaaaagat ttaagttcaa ctctctggca tgcagcaatt gagataaata gagggaccaa 
420 

tacagtttta cagaataatg tagtggctgg atttggaaga gcaggatacc gcattgatgg 
480 * 

tgaaccttgc ccaggccagt ttaatcctgt ggaaaagtgg tttgacaatg aagcccatgg 
540 

aggtttatat gggatctata tgaaccaaga tggccttcct ggatgttctc ttatacaagg 
600 

atttaccatt tggacatgct gggattatgg aatttatttt cagaccacag agagtgtgca 

660 

c 

661 

<210> 950 
<211> 210 
<212> PRT 
<213> Homo sapiens 

<400> 950 


Met 

Met 

Thr Phe N Lys Gly Asn 

Ala Arg 

He 

Ser 

Asn Val 

Glu 

Phe 

Tyr 

1 


5 


10 




15 


His 

Ser 

Gly Gin Glu Gly Phe 

Arg Asp 

Ser 

Thr 

Asp Pro 

Arg 

Tyr 

Ala 



20 

25 




30 



Val 

Thr 

Phe Leu Asn Leu Gly 

Gin He 

Gin 

Glu 

His Gly 

Ser 

Ser 

Tyr 



35 

40 



45 




He 

Arg 

Gly Cys Ala Phe His 

His Gly 

Phe 

Ser 

Pro Ala 

He 

Gly 

Val 


50 

55 




60 




Phe 

Gly 

Thr Asp Gly Leu Asp 

lie Asp 

Asp 

Asn 

He He 

His 

Phe 

Thr 

65 

70 



75 




80 

Val 

Gly 

Glu Gly He Arg He 

Trp Gly 

Asn 

Ala 

Asn Arg 

Val 

Arg 

Gly 


85 


90 




95 


Asn 

Leu 

He Ala Leu Ser Val 

Trp Pro 

Gly 

Thr 

Tyr Gin 

Asn 

Arg 

Lys 



100 

105 




110 



Asp 

Leu 

Ser Ser Thr Leu Trp 

His Ala 

Ala 

He 

Glu He 

Asn 

Arg 

Gly 


115 

120 



125 




Thr 

Asn 

Thr Val Leu Gin Asn 

Asn Val 

Val 

Ala 

Gly Phe 

Gly 

Arg 

Ala 


130 

135 




140 




Gly 

Tyr 

Arg He Asp Gly Glu 

Pro Cys 

Pro 

Gly 

Gin Phe 

Asn 

Pro 

val 

145 


150 



155 




160 

Glu 

Lys 

Trp Phe Asp Asn Glu 

Ala His 

Gly 

Gly 

Leu Tyr 

Gly 

He 

Tyr 


165 


170 




175 


Met 

Asn 

Gin Asp Gly Leu Pro 

Gly Cys 

Ser 

Leu 

He Gin 

Gly 

Phe 

Thr 



180 

185 




190 



He 

Trp 

Thr Cys Trp Asp Tyr 

Gly He 

Tyr 

Phe 

Gin Thr 

Thr 

Glu 

Ser 



195 

200 



205 





Val His 
210 

<210> 951 
<211> 2615 
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<212> DNA 

<213> Homo sapiens 

<400> 951 

rmtccagccc ccaccatgcc gtggcccctg 
60 

acaacccggc catgcttccc cgggtgccaa 
120 

agcttcagcc tgactcgggt ggattgtagc 
180 

atccctctgg acacagccca cttggacctg 
240 

tcggtgttgg cggggccggg ctacacgacg 
300 

ctcaccagca tctcacccac. tgccttctcc 
360 

agccacaatg gcctgacagc cctgccagcc 
420 

gtgaacctta gccacaacca gctccgggag 
480 

cagggccggg cactacacgt ggacctctcc 
540 

cacgagggcc ggcctgcctg cgcccaccat 
600 

ccatgccgtg cccaacctcg agacttgccc 
660 

ctagctgtca ttggtccggg tgccttcgcg 
720 

gccagcctgc agaggctccc tgagctggcg 
780 

caggtcctgg acctgtcggg caaccccaag 
840 

ggcctgagct ccctgcagga gctggacctt 
900 

gcgctgctcc tccacctccc ggcactgcag 
960 

cggcgcctgg tgcgggaggg cacctacccc 
1020 

ctgcactgcg tagacacccg ggaatctgct 
1080 

gtgtggccca gggccacata acagactgct 
1140 

tatgttcaat gtgccaacac cagtggggag 
1200 

ggagttgtgg gcctaggaga ggctttggac 
1260 

cccctttgtc tacgttgctt ccccaaacca 
1320 

ctcgggtccc ctcctgcttc ccttccccac 
1380 

ggccggcctg acccgcaatg ggcagagggt 

1440 

caggtccact gggctgagtg tccccttggg 
1500 


ctgctgctgc tggccgtgag tggggcccag 
tgcgaggtgg agaccttcgg ccttttcgac 
ggcctgggcc cccacatcat gccggtgccc 
tcctccaacc ggctggagat ggtgaatgag 
ttggctggcc tggatctcag ccacaacctg 
cgccttcgct acctggagtc gcttgacctc 
gagagcttca ccagctcacc cctgagcgac 
gtctcagtgt ctgccttcac gacgcacagt 
cacaacctct caccgcctcg tgccccaccc 
tcagagcctg aacctggcct ggaaccggct 
ctgcgctacc tgagcctgga tgggaaccct 
gggctgggag gccttacaca cctgtctctg 
cccagtggct tccgtgagct accgggcctg 
cttaactggg caggagctga ggtgttttca 
tcgggcacca acctggtgcc cctgcctgag 
agcgtcagcg tgggccagga tgtgcggtgc 
cggaggcctg gctccagccc caaggtggcc 
gccaggggcc ccaccatctt gtgacaaatg 
gtcctgggct gcctcaggtc ccgagtaact 
cccgcaggcc tatgtggcag cgtcaccaca 
ctgggagcca cacctaggag caaagtctca 
tgagcagagg gacttcgatg ccaaaccaga 
ttatccccca agtgccttcc ctcatgcctg 
gggtgggacc ccctgctgca gggcagagtt 
cccatggccc agtcactcag gggcgagttt 
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cttttctaac atagcccttt ctttgccatg aggccatgag gcccgcttca tccttttcta 
1560 

tttccctaga accttaatgg tagaaggaat tgcaaagaat caagtccacc cttctcatgt 
1620 

gacagatggg gaaactgagg ccttgagaag gaaaaaggct aatctaagtt cctgcgggca 
1680 

gtggcatgac tggagcacag cctcctgcct cccagcccgg acccaatgca ctttcttgtc 
1740 

tcctctaata agccccaccc tccccgcctg ggctcccctt gctgcccttg cctgttcccc 
1800 

attagcacag gagtagcagc agtaggacag gcaagagcct cacaagtggg actctgggcc 
1860 

tctgaccagc tgtgcggcat gggctaagtc actctgccct tcggagcctc tggaagctta v 
1920 

gggcacattg gttccagcct agccagtttc tcaccctggg ttggggtccc ccagcatcca 
1980 

gactggaaac ctacccattt tcccctgagc atcctctaga tgctgcccca aggagttgct 
2040 

gcagttctgg agcctcatct ggctgggatc tccaaggggc ctcctggatt cagtccccac 
2100 

tggccctgag cacgacagcc cttcttaccc tcccaggaat gccgtgaaag gagacaaggt 
2160 

ctgcccgacc catgtctatg ctctaccccc agggtagcat ctcagcttcc gaaccctggg 
2220 

ctgtttcctt agtcttcatt ttataaaagt tgttgccttt ttaacggagt gtcactttca 
2280 

accggcctcc cctacccctg ctggccgggg atggagacat gtcatttgta aaagcagaaa 
2340 

aaggttgcat ttgttcactt ttgtaatatt gtcctgggcc tgtgttgggg tgttggggga 
2400 

agctgggcat cagtggccac atgggcatca ggggctggcc ccacagagac cccacagggc 
2460 

agtgagctct gtcttccccc acctgcctag cccatcatct atctaaccgg tccttgattt 
2520 

aataaacact ataaaatgaa gactaaggaa acagcccagg gttcggaagc tgagatgcta 
2580 

ccctgggggt agagcataga catgggtcgg gcaga 
2615 

<210> 952 
<211> 357 
<212> PRT 

<213> Homo sapiens 
<400> 952 

Xaa Pro Ala Pro Thr Met Pro Trp Pro Leu Leu Leu Leu Leu Ala Val 

.1-5 10 15 

Ser Gly Ala Gin Thr Thr Arg Pro Cys Phe Pro Gly Cys Gin Cys Glu 

20 25 30 

Val Glu Thr Phe Gly Leu Phe Asp Ser Phe Ser Leu Thr Arg Val Asp 

35 40 45 

Cys Ser Gly Leu Gly Pro His He Met Pro Val Pro He Pro Leu Asp 

50 55 60 

Thr Ala His Leu Asp Leu Ser Ser Asn Arg Leu Glu Met Val Asn Glu 
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65 





70 


"7 C 

on 

o V 

Ser 

Val 

Leu 

Ala 

Gly 

Pro 

Gly Tyr Thr 

Thr Leu Ala Gly Leu 

Asp Leu 





85 



on 

OB 

Ser 

His 

Asn 

Leu 

Leu 

Thr 

Ser He Ser 

pro Tnr Aia pne i>er 

Aly Ljeu 




100 



1U5 



Arg 

Tyr 

Leu 

Glu 

Ser 

Leu 

Asp Leu Ser 

His Asn vjiy i^eu inr 

Ala Leu 



115 




J.Z u 



Pro 

Ala 

Glu 

Ser 

Phe 

Thr 

Ser Ser Pro 

ueu oer Asp vai Asn 

Leu Ser 


130 





135 

1 Art 


His 

Asn 

Gin 

Leu 

Arg 

Glu 

Val Ser Val 

Ser Ala pne Tnr inr 

U-i c? Cot- 

his ber 

145 





150 


ICC 

15b 


Gin 

Gly 

Arg 

Ala 

Leu 

His 

Val Asp Leu 

Ser His Asn Leu Ser 

Pro Pro 





165 



170 

175 

Arg 

Ala 

Pro 

Pro 

His 

Glu 

Gly Arg Pro 

Ala Cys Ala His His 

Ser Glu 




180 



185 

190 


Pro 

Glu 

Pro 

Gly 

Leu 

Glu 

Pro Ala Pro 

Cys Arg Ala Gin Pro 

Arg Asp 



195 




200 

205 


Leu 

Pro 

Leu 

Arg 

Tyr 

Leu 

Ser Leu Asp 

Gly Asn Pro Leu Ala 

Val He 


210 





215 

220 


Gly 

Pro 

Gly 

Ala 

Phe 

Ala 

Gly Leu Gly 

Gly Leu Thr His Leu 

Ser Leu 

225 





230 


235 

240 

Ala 

Ser 

Leu 

Gin 

Arg Leu 

Pro Glu Leu 

Ala Pro Ser Gly Phe 

Arg Glu 





245 



250 

255 

Leu 

Pro 

Gly 

Leu 

Gin Val 

Leu Asp Leu 

Ser Gly Asn Pro Lys 

Leu Asn 




260 



2bD 

£ / U 


Trp 

Ala 

Gly 

Ala 

Glu 

Val 

Phe Ser Gly 

Leu Ser Ser Leu Gin 

Glu Leu 



275 




280 

285 


Asp 

Leu 

Ser 

Gly 

Thr 

Asn 

Leu Val Pro 

Leu Pro Glu Ala Leu 

Leu Leu 

290 





295 

300 


His 

Leu 

Pro 

Ala 

Leu 

Gin 

Ser Val Ser 

Val Gly Gin Asp Val 

Arg Cys 

305 





310 


315 

320 

Arg 

Arg 

Leu 

Val 

Arg 

Glu 

Gly Thr Tyr 

Pro Arg Arg Pro Gly 

Ser Ser 





325 



330 

335 

Pro 

Lys 

Val 

Ala 

Leu 

His 

Cys Val Asp 

Thr Arg Glu Ser Ala 

Ala Arg 




340 



345 

350 


Gly 

Pro 

Thr 

He 

Leu 






355 


<210> 953 
<211> 347 
<212> DNA 
<213> Homo sapiens 

<400> 953 

acgcgtgaag ccatccctgt gcgcaggcca gtctcgcggg ggtcaccacg gagcgtgtgc 
60 

accacacttt ccccatccct tgatccatca ttgggcgttg aggttttccc atgtcttgac 
120 

tgttgtacct ggcggctctg cggagtaacc gctgcggaca cacagtagga cgggagggag 
180 

aagccattgc gtttcaccct ttcatggccc ttcctttccc cttccaagtg agctctttga 
240 

ggtgagtcat ggagggcagt gtccctctgc atcctgtctg gggttgtcaa atatggccaa 
300 
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gtgggctcca tcggggcagc gggtggggtg gggggtgtct gtcagag 

347 

<210> 954 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 954 

Met Glu Pro Thr Trp Pro Tyr Leu Thr Thr Pro Asp Arg Met Gin Arg 

1 5 10 .15 

Asp Thr Ala Leu His Asp Ser Pro Gin Arg Ala His Leu Glu Gly Glu 

20 25 30 

Arg Lys Gly His . Glu Arg Val Lys Arg Asn Gly Phe Ser Leu Pro Ser 

35 40 45 

Tyr Cys Val Ser Ala Ala Val Thr Pro Gin Ser Arg Gin Val Gin Gin 

50 55 60 

Ser Arg His Gly Lys Thr Ser Thr Pro Asn Asp Gly Ser Arg Asp Gly 
65 70 75 80 

Glu Ser Val Val His Thr Leu Arg Gly Asp Pro Arg Glu Thr Gly Leu 

85 90 95 

Arg Thr Gly Met Ala Ser Arg 
100 

<210> 955 
<211> 634 
<212> DNA 
<213> Homo sapiens 

<400> 955 

acgcgtgaag ggctctgcag gtgagcggct ctgcaggtga agggttctgc aggtgagcgg 
60 

ctctgcaggt gaatggttct gcaggtgaag ggctctgcag gtgaacggtt ctgcaggtga 
120 

agggctctgc aggtgaacgg ttctgcaggt gagcggctct gcaggtgagc ggctctgcat 
180 

gtgagtgcct ctgtgactgg ctcgcaagca gcatttgtgc acacttgact ggccacaaca 
240 

gaatgttctt ctctgttgtc agcactgagg aggaagctcc tgcctaagcg accacagcca 
300 

ggcacccgct ccatggagac attgctctct ccagactcca ttcagactca ggaaacctga 
360 

gctcctggaa tgcaggctga ggcagctccc acacaaaagc tatctactct ggcagttatc 
420 

agaggcctcc gttgcacaaa tcacacacct actgtgcctg acgtggctgg gcctccagca 
480 

ggacccgctc ctgagaacac acgggtgcta gtccaagttc acagcacggc tcaagtcact 
540 

cccacaaacc tctctataca aacacacaaa gctctgggag gctaccctgc atccaagagt 
600 

caccatctca cacctggaac aagggttacg gccg 
634 


<210> 956 
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<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 956 

Met Glu Ser Gly Glu Ser Asn Val Ser Met Glu Arg Val Pro Gly Cys 

15 10 15 : 

Gly Arg Leu Gly Arg Ser Phe Leu Leu Ser Ala Asp Asn Arg Glu Glu 

20 25 30 

His Ser Val Val Ala Ser Gin Val Cys Thr Asn Ala Ala Cys Glu Pro 

35 40 45 

Val Thr Glu Ala Leu Thr Cys Arg Ala Ala His Leu Gin Ser Arg Ser 

50 55 60^ 

Pro Ala Glu Pro Phe Thr Cys Arg Ala Leu His Leu Gin Asn Arg Ser 
65 70 75 80 

Pro Ala Glu Pro Phe Thr Cys Arg Thr lie His Leu Gin Ser Arg Ser 

85 90 95 

Pro Ala Glu Pro Phe Thr Cys Arg Ala Ala His Leu Gin Ser Pro Ser 
100 105 HO 

Arg 


<210> 957 
■ <211> 823 
<212> DNA 

<213> Homo sapiens 
<400> 957 

acgcgtggcc tgaccaccgt gtcccgccca 
60 

gcgctccaag cttcaggagg cccagggaga 
120 

gtacctcctg gccacccagc actgcgcagc 
180 

gcccttggac aggtacccag ctcagactcc 
240 

cccctggaat gatgctcccc gagccctcca 
300 

gttcccatgg ctgtaggcca cgtgggacag 
360 

caggtaccca cggggacctc tcctctccag 
420 

gccctgcaca gcacccccac agggaagctg 
480 

ctgcctggct gctctgttgg ccccaggctc 
540 

gtgtcttggt tccggctact ccaagccttg 
600 

agcagacccc tgggaactgc ctgatctgag 
660 

tgtaccatac atcactatgt cttcccaagc 
720 

ggcg;tgtcta ccacccacca gcccactggg 
780 


tctacaggtg cccgagatcg tgagcgtcct 
gcacgtcctg ccggccaccc agcacagcgt 
cgtggtgtcc agcctcctgg gcagcccctt 
aggcttaggg gtccctctgg aatgatgctc 
cccggctctg caccccgact ttctgcatga 
aaagtgacat ggagccaggc cccagtctct 
gcgttttggg atcctcactg gctccggtgg 
ctgtttctgc cttcctctaa ggtcccaaaa 
cagcacacac tggaggctgc ccctcaccct 
tcctctgcag ggcatccact gctgcctgtg 
ccccctcagg agcccaagga caaccttgtc 
tcacacctcc cagctcccag caaagggcag 
gtcccccttc ctcgccgagg cctccggagc 
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atgggtctgc tggcccttcc tttctttgcc tcttagtctg gaa 
823 

<210> 958 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 958 

Met Ala Val Gly His Val Gly Gin Lys Val Thr Trp Ser Gin Ala Pro 

1 5 10 15 

Val Ser Gin Val Pro Thr Gly Thr Ser Pro Leu Gin Ala Phe Trp Asp 

20 25 30 

Pro His Trp Leu Arg Trp Ala Leu His Ser Thr Pro Thr Gly Lys Leu 

35 40 45 

Leu Phe Leu Pro Ser Ser Lys Val Pro Lys Leu Pro Gly Cys Ser Val 

50 55 60 

Gly Pro Arg Leu Gin His Thr Leu Glu Ala Ala Pro His Pro Val Ser 
65 70 75 80 

Trp Phe Arg Leu Leu Gin Ala Leu Ser Ser Ala Gly His Pro Leu Leu 

85 90 95 

Pro Val Ser Arg Pro Leu Gly Thr Ala 
100 105 

<210> 959 
<211> 586 
<212> DNA 
<213> Homo sapiens 

<400> 959 

ngtcatgact gcatggccaa gcatgactcc aacaccatca ttaagtttgc cgacgacaca 
60 

acagtggtag gcctgatcac cgacaacgat gaggcagcct atagggagga ggtcagagac 
120 

ctggcagtgt ggtgccagga taacaacctc tccctcaacg tgatcaagac cacgaagatg 
180 

atcgtggact acaggaaaag gagggtcgag cacgccccca ttctcattga tggggctgta 
240 

tgggagccag ttgagagctt caagttcctt ggtgtccaca tcaccatcga actatcatgg 
300 

tccaaacaca ccaagacagt agtgaagagg gtgcgacaat gcctattcca cctcggtaga 
360 

caaaaaagat ttggaatgga tcctcagacc ctcaaaaagt ttgacatcta caccatcgag 
420 

agcatcatga ctggttgcat caccgcctgg tatggcaact gctcggcctc cgaccgcaag 
480 

gcactacaga gggtagtgcg tacggcccag tacatcactg gggctaagct tcctgccatc 
54 0 

caggacctct ataccaggcg gtgtcagcgg aagaccctga caattg 
586 

<210> 960 
<211> 195 
<212> PRT 
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<213> Homo sapiens 
<400> 960 


xaa His 

ASD 

Cvs 

Met Ala Lys His Asp 

Ser 

Asn 

Thr 

He 

He 

Lys 

Phe 

X 



5 

10 





15 


Ala Asp 

ASD 

Thr 

Thr Val Val Gly Leu 

He 

Thr 

Asp 

Asn 

Asp 

Glu 

Ala 


20 

25 





30 



& 1 si Tvrr" 

lira 

Glu 

Glu Val Arg Asp Leu 

Ala 

Val 

Trp 

Cys 

Gin 

Asp 

Asn 




40 




45 




7\ cn T Al 1 

SCI 


A«sn Val He Lvs Thr 

Thr 

Lvs 

Met 

He 

Val 

Asp 

Tyr 

_> u 



55 



60 





Arg LiyS 

Arg 

axg 

Val filn His Ala Pro 

lie 

Leu 

He 

ASP 

Gly 

Ala 

Val 

c c 





75 





80 

Trp Glu 

Pro 

Val 

Glu Ser Phe Lys Phe 

Leu 

Gly 

Val 

His 

He 

Thr 

He 



85 

90 





95 


Glu Leu 

Ser 

Trp 

Ser Lys His Thr Lys 

Thr 

Val 

Val 

Lys 

Arg 

Val 

Arg 



100 

105 





110 



Gin Cys 

Leu 

Phe 

His Leu Gly Arg Gin 

Lys 

Arg 

Phe 

Gly 

Met 

Asp 

Pro 

115 


120 




125 




Gin Thr 

Leu 

Lys 

Lys Phe Asp He Tyr 

Thr 

He 

Glu 

Ser 

He 

Met 

Thr 

130 



135 



140 





Gly Cys 

He 

Thr 

Ala Trp Tyr Gly Asn 

Cys 

Ser 

Ala 

Ser 

Asp 

Arg 

Lys 

145 



150 


155 





160 

Ala Leu 

Gin 

Arg 

Val Val Arg Thr Ala 

Gin 

Tyr 

He 

Thr 

Gly 

Ala 

Lys 




165 

170 





175 


Leu Pro 

Ala 

He 

Gin Asp Leu Tyr Thr 

Arg 

Arg 

Cys 

Gin 

Arg 

Lys 

Thr 



180 

185 





190 




Leu Thr He 
195 


<210> 961 
<211> 502 
<212> DNA 

<213> Homo sapiens 
<400> 961 

acgcgttgtc gtctctccgt agaccattca gtttggcaaa acttccactg gagtctgtgc 
60 

atgactggat ggtctctttg acagccctgt caaggaatac caacagaata ttgattctcc 
120 

taaactgtat agtaacctgc taaccagtcg gaaagagcta ccacccaatg gagatactaa 
180 

atccatggta atggaccatc gagggcaacc tccagagttg gctgctcttc ccactcctga 
240 

gtctacaccc gtgcttcacc agaagaccct geaggecatg aagagecact cagaaaaggc 
300 

ccatggccat ggagcttcaa ggaaagaaac ccctcagttt tttcegtcta gtccgccacc 
360 

tcattcccca ataagtcatg ggcatatccc cagtgecatt gttcttccaa atgctaccca 
420 

tgactacaac aegtctttet caaactccaa tgctcacaaa gctgaaaaga agcttcaaaa 
480 

cattgatcac cccttcacgc gt 
502 
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<210> 962 
<211> 106 
<212> PRT 
<213> Homo sapiens 

<400> 962 

Met Val Met Asp His Arg Gly Gin Pro Pro Glu Leu Ala Ala Leu Pro 

15 10 15 

Thr Pro Glu Ser Thr Pro Val Leu His Gin Lys Thr Leu Gin Ala Met 

20 25 30 

Lys Ser His Ser Glu Lys Ala His Gly His Gly Ala Ser Arg Lys Glu 

35 40 45 

Thr Pro Gin Phe Phe Pro Ser Ser Pro Pro Pro His Ser Pro lie Ser 

50 55 60 

His Gly His He Pro Ser Ala lie Val Leu Pro Asn Ala Thr His Asp 
65 70 75 80 

Tyr Asn Thr Ser Phe Ser Asn Ser Asn Ala His Lys Ala Glu Lys Lys ' 

85 90 95 

Leu Gin Asn He Asp His Pro Phe Thr Arg 
100 105 

<210> 963 

<211> 1298 

<212> DNA 

<213> Homo sapiens 

<400> 963 

nntcgcgagc acactccagc ctctggggag caggccacag aacgcagggt gaaacccaag 
60 

gcgctctaga ggagatgaat tatggatccg ccctcccgga atcctggctc ggccctcccc 
120 

acgccaccca gggccagtcg ggtctgctca cagcccgagg aggccgcgtg tccagccgcg 
180 

ggcaagagac agagcaggtc cctgtgtatc caagtccctg agcccgtgac accggcccca 
240 

ggccctgtag agagccagca gccaccatgg cgaaggagga agatgaggag aagaaagcca 
300 

agaaagggaa gaaggggaag aaggcaccgg acccggagaa gcccaaacgg agcctgaagg 
360 

ggacgtcgcg ggtgttcatg ggcttccgcg accgaacacc caagatctac aagaagggcc 
420 

agttccgcag cgcctcggcc ttcttctggg gcctccacac cggcccccac aagaccaagc 
480 

gcacgaggaa ggcccgcacc gtgctcgggt acacgtcaga gcttatgacg cacatgcgca 
540 

tgggcaagaa gaagcgggcg atgaagggca agaagccgtc cttcatggtg atccgcttcc 
600 

caggccgccg tggctacggc cgcctgcggc cgcgcgcccg gtcactcagc aaagcgtcca 
660 

cggccatcaa ctggctcaca aaaaagttcc tcctcaagaa ggccgaggag tcgggcagcg 
720 

aacaggccac agtggacgcc tggctgcagc gctcgagctc ccgcatgggc tcccgcaaac 
780 
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tccccttccc gtcgggtgcc gagatcctgc ggcctggggg ccggctccgg aggttccccc 
840 

gcagccgcag catctacgcg tcaggcgagc ccctgggctt cctgcccttc gaggacgagg 
900 

ccccattcca tcactcgggc tcccgcaagt cgctgtacgg gcttgagggc ttccaggacc 
960 

tgggcgagta ttatgactat caccgcgacg gcgacgacta ctacgaccgg cagtcactcc 
1020 

accgctacga ggagcaggaa ccctacctgg cgggcctcgg cccctacagc ccggcctggc 
1080 

caccctacgg cgaccactac tacgggtacc cgcccgagga tccctacgac tactaccacc 
1140 

ccgactatta cggtggcccc gttgatccgg ggtacaccta cggctacggc tacgacgatt 
1200 

acgaaccccc atatgcgccc ccgtcggggt actcgtctcc ttacagctac cacgatgggt 
1260 

acgagggcga ggcgcaccct tatggctact acctggat 
1298 

<210> 964 
<211> 235 
<212> PRT 
<213> Homo sapiens 


<400> 964 


Ser 

Ala 

Ser 

Gin 

Ala 

Ala 

Val 

Ala 

Thr 

Ala 

Ala 

Cys 

Gly 

Arg 

Ala 

Pro 

1 




5 





10 





15 


.Gly 

His 

Ser 

Ala 

Lys 

Arg 

Pro 

Arg 

Pro 

Ser 

Thr 

Gly 

Ser 

Gin 

Lys 

Ser 




20 





25 





30 



Ser 

Ser 

Ser 

Arg 

Arg 

Pro 

Arg 

Ser 

Arg 

Ala 

Ala 

Asn 

Arg 

Pro 

Gin 

Trp 



35 





40 





45 




Thr 

Pro 

Gly 

Cys 

Ser 

Ala 

Arg 

Ala 

Pro 

Ala 

Trp 

Ala 

Pro 

Ala 

Asn 

Ser 


50 





55 





60 





Pro 

Ser 

Arg 

Arg 

Val 

Pro 

Arg 

Ser 

Cys 

Gly 

Leu 

Gly 

Ala 

Gly 

Ser 

Gly 

65 





70 





75 





80 

Gly 

Ser 

Pro 

Ala 

Ala 

Ala 

Ala 

Ser 

Thr 

Arg 

Gin 

Ala 

Ser 

Pro 

Trp 

Ala 




85 





90 





95 


Ser 

Cys 

Pro 

Ser 

Arg 

Thr 

Arg 

Pro 

His 

Ser 

He 

Thr 

Arg 

Ala 

Pro 

Ala 




100 





105 





110 



Ser 

Arg 

Cys 

Thr 

Gly 

Leu 

Arg 

Ala 

Ser 

Arg 

Thr 

Trp 

Ala 

Ser 

He 

Met 



115 





120 





125 




Thr 

He 

Thr 

Ala 

Thr 

Ala 

Thr 

Thr 

Thr 

Thr 

Thr 

Gly 

Ser 

His 

Ser 

Thr 


130 





135 





140 





Ala 

Thr 

Arg 

Ser 

Arg 

Asn 

Pro 

Thr 

Trp 

Arg 

Ala 

Ser 

Ala 

Pro 

Thr 

Ala 

145 




150 





155 





160 

Arg 

Pro 

Gly 

His 

Pro 

Thr 

Ala 

Thr 

Thr 

Thr' 

Thr 

Gly 

Thr 

Arg 

Pro 

Arg 




165 





170 





175 


He 

Pro 

Thr 

Thr 

Thr 

Thr 

Thr 

Pro 

Thr 

He 

Thr 

Val 

Ala 

Pro 

Leu 

He 




180 





185 





190 



Arg 

Gly 

Thr 

Pro 

Thr 

Ala 

Thr 

Ala 

Thr 

Thr 

He 

Thr 

Asn 

Pro 

His 

Met 



195 





200 





205 




Arg 

Pro 

Arg 

Arg 

Gly 

Thr 

Arg 

Leu 

Leu 

Thr Ala 

Thr 

Thr 

Met 

Gly 

Thr 


210 





215 





220 





Arg 

Ala 

Arg 

Arg 

Thr 

Leu 

Met 

Ala 

Thr 

Thr 

Trp 







946 


WO 00/58473 


PCT/US00/08621 


225 230 235 

<210> 965 
<211> 336 
<212> DNA 
<213> Homo sapiens 

<400> 965 

nnngtgacca ttatgggtgg tgcccgtacc cgtgaagtgg aaggcgttga ttttgttggc 
60 

cgggtcagcg atgccgaaaa ggctgaaatc ctcggccgcg ccgatgtgta tgtcgccccc 
120 

aataccggcg gtgagagctt tggcattgtc ttggtggaag ccatggcggc aggcgcagcc 
180 

gttgttgctt cagacttgga ggccttccgc gcagtgtgca acgccgattc cgatgatgtt 
240 

gccggcgcgc tatatcgcaa tgaggatagt aatgaccttg ctcgtgtact caacgaggtg 
300 

ctcgaggatc ctgagtatcg tgcccgctta gtgcac 
336 

<210> 966 
<211> 112 
<212> PRT 
<213> Homo sapiens 

<400> 966 

Xaa Val Thr lie Met Gly Gly Ala Arg Thr Arg Glu Val Glu Gly Val 

1 5 10 15 

Asp Phe Val Gly Arg Val Ser Asp Ala Glu Lys Ala Glu He Leu Gly 

20 25 30 

Arg Ala Asp Val Tyr Val Ala Pro Asn Thr Gly Gly Glu Ser Phe Gly 

35 40 45 

He Val Leu Val Glu Ala Met Ala Ala Gly Ala Ala Val Val Ala Ser 

50 55 ,60 

Asp Leu Glu Ala Phe Arg Ala Val Cys Asn Ala Asp Ser Asp Asp Val 
65 70 75 80 

. Ala Gly Ala Leu Tyr Arg Asn Glu Asp Ser Asn Asp Leu Ala Arg Val 
85 90 95 

Leu Asn Glu Val Leu Glu Asp Pro Glu Tyr Arg Ala Arg Leu Val His 
100 105 HO 

c210> 967 
<211> 393 
<212> DNA 
<213> Homo sapiens 

<400> 967 

ncaaatggca attcatagcc cgccagatcg gacacggagc tggtggtatc cacggattcg 
60 

ggcgcggagg cgtcgggctc aagctccgct tcggcaccgg tcggcactga ggaatctccg 
120 

tcggcctccg cttcggccgc agcctgggct gcgccagact ctgcgggagg caccttctcc 
180 
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cgggttcgcc agccaaatgg cgttgcaggc tccagcatcc agtccggtgc cttcggcacc 
240 

cccgcactgc gcagagaggc cgccagaaac gatggcaccg gcggcgcggg aggtgataca 
300 

ggcgcttcgg ccggagcgct cacggactcc ggcactacag gtgcagcttg cgcttcctgc 
360 

ggcggagcaa cagggtcact tcgaggcggg gat 
393 

<210> 968 
<211> 125 
<212> PRT 
<213> Homo sapiens 

<400> 968 

Pro Ala Arg Ser Asp Thr Glu Leu Val Val Ser Thr Asp Ser Gly Ala 

1 5 10 15 

Glu Ala Ser Gly Ser Ser Ser -Ala Ser Ala Pro Val Gly Thr Glu Glu 

20 25 30 

Ser Pro Ser Ala Ser Ala Ser Ala Ala Ala Trp Ala Ala Pro Asp Ser 

35 40 45 

Ala Gly Gly Thr Phe Ser Arg Val Arg Gin Pro Asn Gly Val Ala Gly 

50 55 60 

Ser Ser lie Gin Ser Gly Ala Phe Gly Thr Pro Ala Leu Arg Arg Glu 
65 70 75 .80 

Ala Ala Arg Asn Asp Gly Thr Gly Gly Ala Gly Gly Asp Thr Gly Ala 

85 90 95 

Ser Ala Gly Ala Leu Thr Asp Ser Gly Thr Thr Gly Ala Ala Cys Ala 

' 100 105 HO 

Ser Cys Gly Gly Ala Thr Gly Ser Leu Arg Gly Gly Asp 
115 120 125 

<210> 969 
<211> 880 
<212> DNA 
<213> Homo sapiens 

<400> 969 

caattgtcat gcaggacacc aaagatgaac acaggcttca cagtggcaaa ctctgtctga 
60 

ttatccttac atgtattgca gaggatcaat atgaccatgc atttttgcat gatgatcaac 
120 

atgaattttc gagtaaactt acatagaatg cctatgagac acaggaagaa ggcagcagac 
180 

aagaatctta ccctgccgtc tttagtatgt gaagtactgg acctgatggt agagtttatt 
240 

gtaacacaca tgatgaagga gtttcctatg gatctctata tacgctgcat ccaggtagta 
300 

cacaaactgc tctgctacca gaagaagtgt cgggtacgcc tgcattacac ctggcgggag 
360 

ctctggtcag ccttgataaa tttgctgaag ttccttatgt caaatgagac tgtacttttg 
420 

gccaaacaca acatttttac attagccctt atgattgtga acctatttaa tatgtttatc 
480 
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acatatggcg acacatttct gccaaccccc 
540 

atccgcatgc accagagctt tgacaacctc 
600 

gcaggccagt ggaaggaagc agctagcaag 
660 

atcatcaacc actttaaccc caaaattgag 
720 

ctgtcagagg agcaggtgct ggaggtggtg 
780 

ctgcaggatg gcctggacca gtatgagcgc 
840 

ttcaaagagc tggttcgatc cattagcacc 
880 


agcagctatg atgaacttta ctatgagatt 
tactccatgg tcctgaggct ttctaccaat 
gtgacccatg cattggttaa tatcagagcc 
tcctacgctg ctgtgaatca catatcccaa 
agagccaact atgacacgct cacgctgaag 
tactcagagc agcacaagga agctgccttc 
aacgtccgga 


<210> 970 
<211> 263 
<212> PRT 
<213> Homo sapiens 

<400> 970 

Met Thr Met His Phe Cys Met Met lie Asn Met Asn Phe Arg Val Asn 

15 10 15 

Leu His Arg Met Pro Met Arg His Arg Lys Lys Ala Ala Asp Lys Asn 

20 25 30 

Leu Thr Leu Pro Ser Leu Val Cys Glu Val Leu Asp Leu Met Val Glu 

35 40 45 

Phe lie Val Thr His Met Met Lys Glu Phe Pro Met Asp Leu Tyr lie 

50 55 60 

Arg Cys He Gin Val Val His Lys Leu Leu Cys Tyr Gin Lys Lys Cys 
65 70 75 80 

Arg Val Arg Leu His Tyr Thr Trp Arg Glu Leu Trp Ser Ala Leu lie 

85 90 95 

Asn Leu Leu Lys Phe Leu Met Ser Asn Glu Thr Val Leu Leu Ala Lys 

100 105 HO 

His Asn He Phe Thr Leu Ala Leu Met He Val Asn Leu Phe Asn Met 

115 120 125 

Phe He Thr Tyr Gly Asp Thr Phe Leu Pro Thr Pro Ser Ser Tyr Asp 

130 135 140 

Glu Leu Tyr Tyr Glu He He Arg Met His Gin Ser Phe Asp Asn Leu 
145 150 155 160 

Tyr Ser Met Val Leu Arg Leu Ser Thr Asn Ala Gly Gin Trp Lys Glu 

165 170 175 

Ala Ala Ser Lys Val Thr His Ala Leu Val Asn He Arg Ala He He 

180 185 190 

Asn His Phe Asn Pro Lys He Glu Ser Tyr Ala Ala Val Asn His He 

195 200 205 

Ser Gin Leu Ser Glu Glu Gin Val Leu Glu Val Val Arg Ala Asn Tyr 

210 215 220 

Asp Thr Leu Thr Leu Lys Leu Gin Asp Gly Leu Asp Gin Tyr Glu Arg 
225 230 235 240 

Tyr Ser Glu Gin His Lys Glu Ala Ala Phe Phe Lys Glu Leu Val Arg 

245 250 255 

Ser' He Ser Thr Asn Val Arg 
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260 

<210> 971 
<211> 337 
<212> DNA 

<213> Homo sapiens 

<400> 971 

tcgcgaggcc tcactatgga gccttctgag gtgctcaacc ttattaaaga ctccggacta 
60 

cgcggtcgtg gtggtgcagg cttccccact ggggtgaaat ggtcctttgt tccccaaaac 
120 

aatcccaacc ccaaatacct ggttgttaac ggagacgaat ccgaacccgg cacgtgcaag 
180 

gacatgccgc tcattatggc aagcccgcac acgcttgtcg aaggtgctct tatctcccgc 
240 

tacgctttcg gatccgagca ggctttcatc tacctccgtg gagaagttgt tcaggtagcc 
300 

cggcgccttg aagaaaaaaa aaaaatgcga nnnnnnn 
337 

<210> 972 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 972 

Ser Arg Gly Leu Thr Met Glu Pro Ser Glu Val Leu Asn Leu He Lys 

1 5 10 15 

Asp Ser Gly Leu Arg Gly Arg Gly Gly Ala Gly Phe Pro Thr Gly Val 

20 25 30 

Lys Trp Ser Phe Val Pro Gin Asn Asn Pro Asn Pro Lys Tyr Leu Val 

35 40 45 

Val Asn Gly Asp Glu Ser Glu Pro Gly Thr Cys Lys Asp Met Pro Leu 

50 55 60 

.He Met Ala Ser Pro His Thr Leu Val Glu Gly Ala Leu He Ser Arg 
65 70 75 80 

Tyr Ala Phe Gly Ser Glu Gin Ala Phe He Tyr Leu Arg Gly Glu Val 

85 90 95 

Val Gin Val Ala Arg Arg Leu Glu Glu Lys Lys Lys Met Arg Xaa Xaa 
100 105 HO 


<210> 973 

<211> 360 

<212> DNA 

<213> Homo sapiens 


<400> 973 

acgcgtgaag gggaaagggg gagtcgtctc cttggttcct aagtgcgccc tctccaggtt 
60 

ccagcagggc ggcacagcca aggaaatggc atggtcctgc tgcatggttc tcagtggggt 
,120 

ccgggacctt ctgtataggc atcacttagg aaccagtcag accatcagat tctcaggacc 
180 
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cactggatca actgagtcag gaactcaggg ttttcaacac atcctccggg gggattccag 
240 

tggctgtgta actttgagga ccactggcaa agtggctctg gggtcagaga tccgagttca 
300 

tattctgggt ctgcctctga ctgactgcaa cggtgggcaa gtcacttgcc gtgcccagcc 
360 

<210> 974- 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<400> 974 

Met Ala Trp Ser Cys Cys Met Val Leu Ser Gly Val Arg Asp Leu Leu 

1 5 10 15 

Tyr Arg His His Leu Gly Thr Ser Gin Thr He Arg Phe Ser Gly Pro 

20 25 30 

Thr Gly Ser Thr Glu Ser Gly Thr Gin Gly Phe Gin His He Leu Arg 

35 40 s 45 

Gly Asp Ser Ser Gly Cys Val Thr Leu Arg Thr Thr Gly Lys Val Ala 

50 55 60 

Leu Gly Ser Glu He Arg Val His He Leu Gly Leu Pro Leu Thr Asp 
65 70 75 80 

Cys Asn Gly Gly Gin Val Thr Cys Arg Ala Gin 
85 90 

c210> 975 
<211> 2604 
<212> DNA 

<213> Homo sapiens 
<400> 975 

gcagcctctc tgagctggag cgtctgaagc tgcaagagac tgcttaccac gaactcgtgg 
60 

ccagacattt cctctccgaa ttcaaacctg acagagctct gcctattgac cgtccgaaca 
120 

ccttggataa gtggtttctg attttgagag gacagcagag ggctgtatca cacaagacat 
180 

ttggcattag cctggaagag gtcctggtga acgagtttac ccgccgcaag catcttgaac 
240 

tgaccagcca cgatgcaggt tgaagaagcc accggtcagg ctgcgggccg tcgtcgggga 
300 

aacgtggtgc gaagggtgtt tggccgcatc cggcgctttt tcagtcgcag gcggaatgag 
360 

cccaccttgc cccgggagtt cactcgccgt gggcgtcgag gtgcagtgtc tgtggatagt 
420 

ctggctgagc tggaagacgg agccctgctg ctgcagaccc tgcagctttc aaaaatttcc 
480 

tttccaattg gccaacgact tctgggatcc aaaaggaaga tgagtctcaa tccgattgcg 

540 

aaacaaatcc cccaggttgt tgaggcttgc tgccaattca ttgaaaaaca tggcttaagc 
600 

gcagtgggga tttttaccct tgaatactcc gtgcagcgag tgcgtcagct ccgtgaagaa 
660 
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tttgatcaag gtctggatgt 
720 

ctcctcaagg agtttttccg 
780 

tcattcctcc tgacagcaac 
840 

gtctacctga cgccaccctg 
900 

aaaatcactg agaactgcga 
960 

cgtatgactt ccactaactt 
1020 

tttggcaaga gagagtccag 
1080 

aatgtggtcc gtgccatgat 
1140 

cagaggcagg ttgctaagcg 
1200 

cgcaggaact tgaggaagat 
1260 

tctgatccag tggaaacctc 
1320 

tctgatgaag gttcctctga 
1380 

gatgaggaag gagcgggtaa 
1440 

ccccgggaga aggaggccaa 
1500 

ctataaggtg ccagacaggg 
1560 

taaggagaga gttgaaggta 
1620 

tcaggatgag aattccaaac 
1680 

gctggtaaaa gcagagatgt 
1740 

tctcttttac ccctgatctt 
1800 

tgacatttgt ggtaaacacc 
1860 

ccccaaatgg gattgcatga 
1920 

gaaaggccct caagaggcat 
1980 

ttaatgcgaa atcatgtcac 
2040 

taggatttcc ccctccaaat 
2100 

tctgtacagt tttgctcagg 

2160 

gtttctggga tccaaagtta 
2220 

acaattggtg tttacaccct 
2280 


agtgctggat 

gacaatcaga 

tgacatgaag 

gattctctgc 

tttaaagccc 

caggatcagc 

ccacagtgat 

accctggagc 

ggactcaatt 

ggcattgatg 

ggccttggtg 

tttggatctg 

gaaaacaaag 

ctggggattg 

tgataactgg 

gatgtcctct 

cgtgtggaag 

tccagcccgg 

ccagagtgca 

cgcataaaga 

tgctgaagcc 

cgggctgctg 

ggagccagct 

gtgccttccg 

ccctcccatt 

ccggagcaag 

aactggcgtc 

agctacttct 

gaaaagggtg 

ggggtacatc 

aagatctgaa 

ggtaagaagg 

acactgccag 

ccccttcact 

ttctgtgtca 

tgcccaagct 

ggctttctct 

ctctctctgc 

tttcccaggg 

aacctcacaa 

tttccctgac 

tttcctaccc 

gctagaacgt 

taggtcagcc 

accaacccat 

agccgtgtcc 

tattcagacc 

aatggcttgc 

tcacgccaac 

agggaaacct 

gaggaaaatt 

tagattttat 

cttgtcagca 

aaacagctag 


atgtgcatga tgtggctgca 
tgccagatga tctgtacatg 
tttctgccct gcagttgctg 
gtctgctgaa ggccctgcat 
gacagttggt cccaggcaac 
ctctcctgaa aaaaggaaag 
atcactatgt tgcttctgtc 
tccaggtgcc tccccatatt 
aagcacttga ttttatcaga 
tggaagagga tgcactactt 
tccttgctca aagcaagcct 
gcactgcccg ttcccatgac 
accgcccatt gctccgtgtg 
ttccttagat gtttttcctt 
tgggatgtca caggaaacat 
agttccacct gatgctcggg 
ggggatgctt ggtctcttct 
ccccggtgct accttgcctt 
agactttcct ttaattgatg 
atcttgagat gctttccctt 
tcctccagag agctcagttg 
tactgacagc tgacaaacaa 
acgcagcaac tccaccacct 
caaatggcct ctcccaaaat 
caagtgtagg tctaattagt 
tgcctggatc tgctttaaag 
ttaggtaagg acatatagtt 
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ccaagtaggt aaagtcactt gattacaaat gttcttaact 
2340 

atacaggaca gtacaaaatt gtgggacatg ctctggtaac 
2400 

tgatccagaa ttacagctga tattatggat gacaactgct 
2460 

tgtattgtat tgagggatag aaattgatca tttaatgggt 
2520 

atttgtgatt gttaaaactt ctctggcatt taatcattaa 
2580 

gcaaaaaaaa aaaaaaaaaa aaaa 
2604 

<210> .976 
<211> 411 
<212> PRT 

<213> Homo sapiens 


<400> 976 


Met Gin 

Val 

Glu 

Glu 

Ala 

Thr 

Gly 

Gin 

Ala 

Ala 

1 



5 





10 


Asn Val 

Val 

Arg 

Arg 

Val 

Phe 

Gly 

Arg 

lie 

Arg 



20 





25 



Arg Arg 

Asn 

Glu 

Pro 

Thr 

Leu 

Pro 

Arg 

Glu 

Pne 


35 





40 




Arg Gly 

Ala 

Val 

Ser 

Val 

Asp 

Ser 

Leu 

Ala 

Glu 

50 





55 





Leu Leu 

Leu 

Gin 

Thr 

Leu 

Gin 

Leu 

Ser 

Lys 

He 

65 




70 





75 

Gin Arg 

Leu 

Leu 

Gly 

Ser 

Lys 

Arg 

Lys 

Met 

Ser 




85 





90 


Lys Gin 

He 

Pro 

Gin 

Val 

Val 

Glu 

Ala 

Cys 

Cys 



100 





105 



His Gly 

Leu 

Ser 

Ala 

val 

Gly 

lie 

Phe 

Thr 

Leu 


115 





120 




Arg val 

Arg 

Gin 

Leu 

Arg 

Glu 

Glu 

Phe 

Asp 

Gin 

130 





135 





Leu Asp 

Asp 

Asn 

Gin 

Asn 

Val 

His 

Asp 

Val 

Ala 

145 




150 





155 

Phe Phe 

Arg 

Asp 

Met 

Lys 

Asp 

Ser 

Leu 

Leu 

Pro 




165 





170 


Ser Phe 

Leu 

Leu 

Thr 

Ala 

Thr 

Leu 

Lys 

Pro 

Gin 



180 





185 



Leu Gin 

Leu 

Leu 

Val 

Tyr 

Leu 

Thr 

Pro 

Pro 

Cys 


195 





200 




Glu Arg 

Leu 

Leu 

Lys 

Ala 

Leu 

His 

Lys 

lie 

Thr 

210 





215 





Ser He 

Gly 

He 

Asp 

Gly 

Gin 

Leu 

Val 

Pro 

Gly 

225 




230 





235 

Thr Asn 

Leu 

Ala 

Leu 

Val 

Phe 

Gly 

Ser 

Ala 

Leu 




245 





250 


Phe Gly 

Lys 

Arg 

Glu 

Ser 

Arg 

Lys 

Thr 

Lys 

Leu 



260 





265 



Val Ala 

Ser 

val 

Asn 

Val 

Val 

Arg 

Ala 

Met 

lie 


PCTYUS00/08621 


atcgtctctg taattccttt 
acacagatat gggttgcata 
aaggtccata aaatgaagac 
aacaactgct gagctcaaag 
taaacatctg tattgtgaca 


Gly 

Arg 

Arg 

Arg 

Giy 




15 


Arg 

pne 

pne 

Ser 

Arg 



30 



inr 

Arg 

Arg 

uiy 

arg 


45 




Leu 

Glu 

Asp 

Gly 

Ala 

60 





Ser 

Phe 

Pro 

He 

Gly 





80 

Leu 

Asn 

Pro 

He 

Ala 




95 


Gin 

Phe 

He 

Glu 

Lys 



110 



Glu 

Tyr 

Ser 

Val 

Gin 


125 




Gly 

Leu 

Asp 

Val 

Val 

140 





Ala 

Leu 

Leu 

Lys 

Glu 





160 

Asp 

Asp 

Leu 

Tyr 

Met 




175 


Asp 

Gin 

Leu 

Ser 

Ala 



190 



His 

Ser 

Asp 

Thr 

Leu 


205 




Glu 

Asn 

Cys 

Glu 

Asp 

220 





Asn 

Arg 

Met 

Thr 

Ser 





240 

Leu 

Lys 

Lys 

Gly 

Lys 




255 


Gly 

He 

Asp 

His 

Tyr 



270 



Asp 

Asn 

Trp 

Asp 

Val 
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275 



285 




Leu 

Phe 

Gin 

Val 

Pro Pro his lie Gin Arg oin 

Val Hlfl 

Lys 


Val 


290 




inn 




Trp 

Lys 

Ser 

Ser 

ir*rO oXU Alcl JjCU ASp fne JLitS 


Arcr 

Asn 

Leu 

*5 ft C 



310 315 




320 

Arg 

Lys 

He 

Gin 

Ser Ala Arg He Lys Met Glu 

Glu Asp 

Ala 

Leu 

Leu 



325 330 



335 


Ser 

Asp 

Pro Val 

Glu Thr Ser Ala Glu Ala Arg 

Ala Ala 

Val 

Leu 

Ala 



340 

345 


350 



Gin 

Ser 

Lys 

Pro 

Ser Asp Glu Gly Ser Ser Glu 

Glu Pro 

Ala 

Val 

Pro 



355 


360 

365 




Ser 

Gly 

Thr 

Ala 

Arg Ser His Asp Asp Glu Glu 

Gly Ala 

Gly 

Asn 

Pro 


370 



375 

380 




Pro 

lie 

Pro Glu 

Gin Asp Arg Pro Leu Leu Arg 

Val Pro 

Arg 

Glu 

Lys 

385 




390 395 




400 

Glu 

Ala 

Lys 

Thr 

Gly Val Ser Tyr Phe Phe Pro 






405 410 


<210>. 977 
<211> 378 
<212> DNA 

<213> Homo sapiens 
<400> 977 

cgcgtgaagg gggccatcca gaggagcacg gagacgggcc tggcagtgga gatgcccagc 
60 

cggacactgc gccaggccag ccacgagtcc attgaggaca gcatgaacag ctatggctca 
120 

gagggcaacc ttaactatgg aggagtttgc ctggcgtcgg acgcccagtt cagtgacttc 
180 

ctgggaagca tggggccggc acagtttgtg ggccgccaga ccctggccac cacacccatg 
240 

ggggatgtgg agatcggtct gcaggagcgg aacggtcagt tggaggtgga cattatccag 
300. 

gctcggggac tgacagccaa gccaggctcc aagacactgc cagcggccta catcaaggcc 
360 

tacctgctag agatggca 
378 

<210> 978 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 978 

Arg Val Lys Gly Ala He Gin Arg Ser Thr Glu Thr Gly Leu Ala Val 

15 10 15 

Glu Met Pro Ser Arg Thr Leu Arg Gin Ala Ser His Glu Ser He Glu 

20 25 30 

Asp Ser Met Asn Ser Tyr Gly Ser Glu Gly Asn Leu Asn Tyr Gly Gly 

35 40 45 

Val Cys Leu Ala Ser Asp Ala Gin Phe Ser Asp Phe Leu Gly Ser Met 

50 55 60 

Gly Pro Ala Gin Phe Val Gly Arg Gin Thr Leu Ala Thr Thr Pro Met 
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65 70 75 80 

Gly Asp Val Glu He Gly Leu Gin Glu Arg Asn Gly Gin Leu Glu Val 

85 90 95 

Asp He He Gin Ala Arg Gly Leu Thr Ala Lys Pro Gly Ser Lys Thr 

100 105 HO 

Leu Pro Ala Ala Tyr He Lys Ala Tyr Leu Leu Glu Met Ala 
115 120 125 

<210> 979 

<211> 3500 

<212> DNA 

<213> Homo sapiens 

c400> 979 

nntttttttt ttccagggga aaatgcttta ttgagtaaag tatccgagga agtgatgcag 
60 

ggcaggtaaa cagctggtgc tcagcagcga gaggacgcgt cactctgccg ttctgcaggg 
120 

tgacgccctc cccgtacctc gctgagagcc acctgcagac acagcaggcc acagcagaat 
180 

gcacaggtca ctgttgtagg ggaacaaatc gtaatgccca gagaaaacct cagcctccca 
240 

aagtgctggg attacaggcg tgagccacgg cgcctggcct ccttccttca cttttgaaat 
300 

taaagcctct ttgcaagtcc tgctctgaga aatggtcact gcacatggt'a aagaggccct 
360 

gagccccatg gccatctctc ttggtgaggg gtggcgggcc cgggtgctgt ctgagatgcc 
420 

agctcaggag ggctccatcc tggctctgct gccccagggc cggcgttccc ggagggctcc 
480 

aggttcccgg ttctagtcct ggaaaggcag aagggagagg ggaagggaag ggtgggaggg 
540 

gcctctggga ggtgcagccc caccccatgc cccacacccc gggactcctc gcagacgggg 
600 

acacgtgtgg gagtgtccgc ggagcttcac atttcagggc cgtctcagcc agtgcctctg 
660 

aagtggccgc agccttgggg ccaggttccc tcctgagtcc acctgggcca cattgctccc 
720 

acggtgcaca ctccagcaca agaatggctc agccttgatc ccccaaactg ggcaccgtcc 
780 

ctgcatgtag gtgtgtgggg gggcctcagc agcagacggg gccatgggcc tctggtgggg 
840 

cactcggctc ctgctcctgg gacgagctcc ggggggccct ggtggcattg gcccggacag 
900 

agatatggtc ccagcctccc ccgatgccgt agtcccagcc gtggcccttg ggctcgtgag 
960 

gctgcacgcc ggtgcgatga cacactgtcc cccggctcag gctgtggctg ccctgcactt 
1020 

tgttggcgat cacccagacc tggtccaggg gccccacgga cactcggcac acgttgttgg 
1080 

acacgtgctc ccagctggag ccctgcgggt agctgggcgt gatcccttgg cgataccaca 
1140 

ggtttccatt ctcatccagg gcatacaccg acgtctgccc cgcggacacc tgcttcagcc 
1200 
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tctgtctcgg 
1260 

cggatccccg 
1320 

cgatggagat 
1380 

ggttgagctc 
1440 

gggcgatgct 
1500 

tgagggcgat 
1560 

cccagcacct 
1620 

agtcgctggc 
1680 

accagtcgga 
1740 

cctgcagccc 
1800 

agcctgtgac 
1860 

gcgtgtagat 
1920 

ctgtgtatac 
1980 

cctccaccat 
2040 

ggtgctcgtg 
2100 

gatggaccag 
2160 

caggctgagc 
2220 

cggccacctc 
2280 

cagcactggg 
2340 

gtggaccaca 
2400 

ctccagggcc 
2460 

cgccccggtc 
2520 

cagctcccgc 
2580 

ctgggccggc 
2640 

gagagagcct 
2700 

cccctccacc 
2760 

caccctttgc 
2820 


tggggacggg 
gtagaaggcg 
ggaggcgaag 
cgacacgccc 
gtgcccactc 
ggggggcacc 
cctcctcaca 
atactgccac 
aacccaggcc 
cgaggcatcg 

ggggttccag 

gttactggtg 
ccaggccgtg 
ccgcaggtgg 
ggcctccagg 
atggcctgcg 
agggcgagcc 
tgccgtgtcc 
accagcgcca 
tagtagatga 
aagcgcacgt 
ttcacccaca 
ttggtccttt 
gtgatggaca 
cagggccggg 
aaatcagccc 
cctgatggat 


atgtggtacc 
gagccgtccc 
agctggtcgg 
aggcggcaca 
ccctcggcac 
tccagccagg 
aaatccttca 
ccctcctggt 
cactgcaggg 
ctccacatgt 
cgctggttct 
ctgctggcca 
tggtcatagc 
cctcccatct 
tctgggtggg 
gggacgggcg 
agtcattcat 
gctcaggggt 
ccacctcatt 
agaggatgct 
ccacccactt 
ccgactgctc 
ccgtgagctg 
gggacagcat 
gcactgtcct 
tttctagctc 
gagttgctct 


agcagtcacc 
ttgccacggc 
tgccaacgtg 
"gcacatcccc 
ccgggctctc 
gcccactggt 
tcgttttgga 
ccgtgccccc 
acgggggctt 
accggtccgt 
catagatgtg 
ggccttggaa 
cgatgcccca 
gccgccaaaa 
ctcgctcacg 
gccctgcacc 
gtcctgctcg 
gtacagggca 
caggaatatg 
gtcccggacg 
gtggggcttc 
cacggcctgc 
ctggaagatc 
gtgtaccgag 
gcccgcagct 
aaaagctacg 
cccccagtaa 


ggctggctgc 
ccacacctgg 
cagccaggag 
cttgtcgctg 
cgggatgatg 
caccagcttg 
cccatggtat 
cggaacgctg 
cgtgccagcc 
gggcagaccc 
aacacacttc 
gcagccgcct 
caccacgccc 
catctggtcg 
aagatgtccc 
ttccggctct 
gtggcagcag 
aaggagtgct 
tggatgtact 
ccgtcgtgcc 
cagtcgcacc 
tcgtagtgtc 
tgcttcctcc 
gaggacaggc 
gggcaggaag 
ctctctgtta 
ttcagcctgg 


gaggggtaca 
tagcaggccc 
gagcccgcag 
acggcccaga 
gacacgtccc 
cattttctgg 
gaggcaggga 
aaatccacga 
ttcgtgcact 
ctgctggtgt 
acgtctgact 
ccatagccgc 
cggctgttgg 
cagggcaggg 
ccttgcaggt 
cgcagcaaga 
ccagacgcac 
tggtctcgtt 
tcttctcctc 
ccgtgaactg 
accactgcag 
tgaagttctc 
aggcagcggt 
ctgtggggca 
ccacggcgct 
agcctccttc 
aaagcagcca 
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ccaccgctag cacaggggag gggctgcaga caggggaagg ggcactggcc accgtgcttc 
2880 

caggtcctga cagcctcggg ctggtctctg gaggccacag aggagcgcaa tgcctggctc 
2940 

agagctgctg agcacagtga ggcgtccagg gaggacagca ggcctgcccg agccccctga 
3000 

ccccggcctc ctcccacacc ccacaccccc agggcacctg gccatgtgga tgcccccagg 
3060 

ccctgcagga gcccttaccc gcctggacag tgaaccatct gggcatggca catgcctcca 
3120 

ccacgcagcc gcctcccgac acccaggccc acagcgggtg gtcatccacc ccatacggct 
3180 

cctccaagcc cagtgggagg agccccagag aggagaggct ggtggtctcg gggaagccag 
3240 

cggccgagtg gctgggcact ttcttggcct ccttgaggtc aatattggtc cagggcagct 
3300 

cggccggggt gggggccggg ccggggtgcg tgttgggtct ggcctccctg ctgccctcgg / 
3360 

ctgggcaggc atcttccacg gtatcttctg cggtcctgcc agcccccagg cctgaggctg 
3420 

agttccctgt ggcattcttg gaatcgtcta gaggttctgc agggagaatc tggccaggcc 
3480 

ctggtctctc gacttccgag 
3500 

<210> 980 

<211> 73 

<212> PRT 

<213> Homo sapiens 

<400> 980 

Met Ser Cys Ser Pro Pro Val lie Gin Pro Gly Lys Gin Pro Pro Pro 

15 10 15 

Leu Ala Gin Gly Arg Gly Cys Arg Gin Gly Lys Gly His Trp Pro Pro 

20 25 30 

Cys Phe Gin Val Leu Thr Ala Ser Gly Trp Ser Leu Glu Ala Thr Glu 

35 40 45 

Glu Arg Asn Ala Trp Leu Arg Ala Ala Glu His Ser Glu Ala Ser Arg 

50 55 60 

Glu Asp Ser Arg Pro Ala Arg Ala Pro 
65 70 

<210> 981 
<211> 404 
<212> DNA 
<213> Homo sapiens 

<400> 981 

nacgcgtacg cggactcgac ggcagtggtc ggcccgcttg cgcccgcgcc cgacccccac 
60 

gcctgggact tgtgcgagcg ccactccgcc cacatcacag cgccggtggg gtgggagctg 
120 

gttcgcgtcg agcacgtcga gcttgacgac gaagacgtgg acgacgagaa caccgacatc 
180 
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accgcactcg cggaggcggg tgcgcgaggc ggggcgggta accaccggtt tggtggagac 
240 

cggccaggat ccgatcgagt actcggcaga caaagacttc aacaacccag acacctccaa 
300 

ccatccggtg caccggacca agcgtgtgga ggaacagcta gcggcgcaca aggcggcgcg 
360 

ccgctcccac ctgcgcattg tcccggatcc gaaccgggac gcgt 
404 

<210> 982 
<211> 134 
<212> PRT 

<213> Homo sapiens 
<400> 982 


Xaa 

Ala 

Tyr 

Ala 

Asp 

Ser 

Thr 

Ala 

Val 

Val 

Gly Pro 

Leu 

Ala 

Pro 

Ala 

1 




5 





10 




15 


Pro 

Asp 

Pro 

His 

Ala 

Trp 

Asp 

Leu 

Cys 

Glu 

Arg His 

Ser 

Ala 

His 

He 




20 





25 




30 



Thr 

Ala 

Pro 

Val 

Gly 

Trp 

GlU 

Leu 

Val 

Arg 

Val Glu 

His 

Val 

Glu 

Leu 



35 





40 




45 




Asp 

Asp 

Glu 

Asp 

Val 

Asp 

Asp 

Glu 

Asn 

Thr 

Asp He 

Thr 

Ala 

Leu 

Ala 


50 





55 




60 





Glu 

Ala 

Gly 

Ala 

Arg 

Gly 

Gly 

Ala 

Gly 

Asn 

His Arg 

Phe 

Gly 

Gly 

Asp 

65 





70 





75 




80 

Arg 

Pro 

Gly 

Ser 

Asp 

Arg 

Val 

Leu 

Gly 

Arg 

Gin Arg 

Leu 

Gin 

Gin 

Pro 





85 





90 




95 


Arg 

His 

Leu 

Gin 

Pro 

Ser 

Gly 

Ala 

Pro 

Asp 

Gin Ala 

Cys 

Gly 

Gly 

Thr 




100 





105 




110 



Ala 

Ser 

Gly 

Ala 

Gin 

Gly 

Gly 

Ala 

Pro 

Leu 

Pro Pro 

Ala 

His 

Cys 

Pro 



115 





120 




125 




Gly 

Ser 

Glu 

Pro 

Gly 

Arg 











130 


<210> 983 
<211> 579 
<212> DNA 

<213> Homo sapiens 
<400> 983 

ctttctccca tggctgccac ctgcctcaac aaaagccaaa gccctcacca tggcccaaag 
60 

accctacata atctgggtcc ctttacccct cttaccttgt ctcctatcac tctcaatatc 
120 

actcactctt ctccagctac actggcctcc ttgctgttcc ccaagcgtgc tagataccct 
180 

tccttttcag ggcctttgta cttgttcttc tcactgcctg aaacaccctt cctcctaaat 
240 

aatctgatga gttgccctag tacttccagt gtgctcaaat gtcacctccc tagagaagtg 
300 

tttcctgatc aacatatcta aaatcgcccc atcacatgca ttttatatcc ctttatccta 
360 

atttatgtat gttcttctac aaagcactga tcaccacctg gtatatttta tatttattta 
420 
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ttgtggttag tgttcgtctc tcttcagtag actgtaagct ccataaagca gggacttctg 
480 

ttttgttcac tgctgtatcc ccagtgccaa aaacaacagt gcatagtaga tactcaataa 
540 

atatttgtgg aataaactga aaaaaaaaaa aaaaaaaaa 
579 

<210> 984 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 984 


Met 

Ala 

Ala 

Thr 

Cys 

Leu 

Asn 

Lys 

Ser 

Gin 

Ser 

Pro 

His 

His 

Gly Pro 

1 




5 





10 





15 


Lys 

Thr 

Leu 

His 

Asn 

Leu 

Gly 

Pro 

Phe 

Thr 

Ser 

Leu 

Thr 

Leu 

Ser 

Pro 



20 





25 





30 



-lie 

Thr 

Leu 

Asn 

lie 

Thr 

His 

Ser 

Ser 

Pro 

Ala 

Thr 

Leu 

Ala 

Ser 

Leu 



35 





40 





45 




Leu 

Phe 

Pro 

Lys 

Arg 

Ala 

Arg 

Tyr 

Pro 

Ser Phe Ser Gly Pro 

Leu 

Tyr 


50 





55 





60 





Leu 

Phe 

Phe 

Ser 

Leu 

Pro 

Glu 

Thr 

Pro 

Phe 

Leu 

Leu 

Asn 

Asn 

Leu 

Met 

65 





70 





75 





80 

Ser Cys 

Pro 

Ser 

Thr 

Ser 

Ser 

Val 

Leu 

Lys 

Cys 

His 

Leu 

Pro 

Arg 

Glu 





85 





90 





95 


Val 

Phe 

Pro 

Asp 

Gin 

His 

He 











100 


<210> 985 
<211> 313 
<212> DNA 
<213> Homo sapiens 

<400> 985 

acgcgtccct caaggtgaaa tgaatggcct tgctgtcacg gtacatacta agcttgataa 
60 

aaagcaacaa cttggcaata ttcaaatgag ttactctgct aagaacatcg atgtggcaaa 
120 

ctttaaagct catgatctta aacttgtcac agaaattaat catttagaca accagatctt 
180 

tattgattat gcaaaattga ttaaagaatc cgatgcgctg ccagtagatc aacaagtcgc 
240 

gtttttctta aataatatgc aaagtattat tgacggaaag cctgagctaa atataacaga 
300 

gttgagcggg ttc 
313 

<210> 986 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 986 

Met Asn Gly Leu Ala Val Thr Val His Thr Lys Leu Asp Lys Lys Gin 
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1 5 10 15 

Gin Leu Gly Asn He Gin Met Ser Tyr Ser .Ala Lys Asn He Asp Val 

20 25 30 

Ala Asn Phe Lys Ala His Asp Leu Lys Leu Val Thr Glu He Asn His 

35 . 40 45 

Leu Asp Asn Gin He Phe lie Asp Tyr Ala Lys Leu lie Lys Glu Ser 

50 55 60 

Asp Ala Leu Pro Val Asp Gin Gin Val Ala Phe Phe Leu Asn Asn Met 
65 70 . 75 80 

Gin Ser He He Asp Gly Lys Pro Glu Leu Asn He Thr Glu Leu Ser 
85 90 95 

Gly Phe 


<210> 987 

<211> 4224 

<212> DNA 

<213> Homo sapiens 


<400> 987 

nnttttggat tcttactgta gctctatctc atttatccat catagcgtcc cggggagatg 
60 

gggtcaggag atagcagtgc caacccacta gcaagggctt gactggtata tatcacatga 
120 

tccccaaagg cataacatga agtctgtatt atccccacat atgcagaagg aaggcttgga 
180 

gaagcaatct gaccaagatc acatcccttt ttttttttcg gagatggagg gggagtctca 
240 

ctgtgttacc ccagctagtc ttgaactcct ggcctcaggg atccacctgc ctcagccccc 
300 

caagtagctg ggattacaag tgctagccac tgaacctggc cagaatcaca tcatttttaa 
360 

atggctgaac taggatttaa acccatgtct gattaaacat cccaagatgt tttccatggt 
420 

aagtctgtgt caatcgttag ttccctgaag gaaggcttaa tctagcaaca gtattttctg 
480 

tatctactcc cctggtttct ccccacagag ctagggccat gagtaccttg tttttgactg 
540 

gaaggagctg tggggtggac cgtttccctg aaagctagaa gaatgtttga agcctgttcc 
600 

caaggaccct tgaacatctg tgaagaaatg actattctgc atggaggctt cttgctggcc 
660 . 

gagcagctgt tccaccctaa ggcactggca gaattaacaa agtctgactg ggaacgtgtt 

720 \. 

ggacggccca tcgtgggggc cttaagggag atctcctcgg ctgcagcaca ctcccagccc 
7B0 

tttgcctgga agaagaaagc cctgatcatc atctgggcca aggttctgca gccgcacccc 
840 

gtgaccccgt ccgacacaga gacacggtgg caggaagacc tgttcttctc ggtgggcaac 
900 

atgatcccca ccatcaacca caccatcctc ttcgagctgc tcaaatccct ggaagcttct 
960 

ggactcttta tccagctcct gatggccctg cccaccacca tctgccatgc agaactagag 
1020 
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cgctttctgg 

aacatgtgac 

1080 


gtctggtggg 

aggtgatgaa 

1140 


agtgcaatgg 

cccataagta 

1200 


cttaggtcag 

acccagacgc 

1260 


ctgacacaga 

tccagagtcg 

1320 


ctggctgaca 

tgctgactgt 

1380 


accgtgtatc 

tggacaaact 

1440 


ccctaccacc 

aqcaqqcgct 

3 -3-3 3 

1500 


acctcgctgg 

ccaaactccc 

1560 


c ta c tier cacrcr 

aqtqqqqqga 

**3 333333 

1620 


tacgacagct 

accgqctqtq 

wv 33 3 3 

1680 


ctgaaccgca 

ccagcctgtc 

1740 


qtcaqggact 

tcctgaggaa 

1800 


acagcttcca 

ttgccatggc 

1860 


tacatttttg 

cctctgagaa 

1920 


acrtaacaagg 

ccctcttccg 

1980 


gacgtcagca 

cagctgacag 

2040 


atcctggaat 

gttacgcaga 

2100 


ctgcgttcct 

gggggcgaaa 

2160 


caggaagacc 

tcaatacaac 

2220 


gcaaaagctg 

tggcctccgt 

2280 


aaaatgtgca 

gcctggctgt 

2340 


actgccttcc 

ctgcccttag 

2400 


atggtgtcat 

gcctcaaaga 

2460 


caatttttag 

agctcctgaa 

2520 


gctgctcttc 

ttgagccaga 

2580 


gatgttgaag 

aggtagacct 

2640 



cgttgacact 

tctgccgaag 

gcacaagggt 

cacccgcagg 

cctgcctgcc 

ttagatgagt 

gtgccccacc 

atgcccctgt 

gatcctgggc 

ccggggagga 

gtttgcgctg 

acagaggacg 

ggccacggtg 

atctctgtgt 

ggcagagaag 

gtgaaggagg 

cagtgagacc 

attttcgtgg 

ggagttgcag 

gccgtgctcc 

cgacagtctg 

acttccttca 

caaggaggac 

aggcaggtgg 

aacgagcacg 

gtgctgaaga 

cgtcatccag 

cagaagatgg 

gaagtgggcc 

ttctcggacg 

agagccagac 

ttggtgttga 

agccatccct 

gagtctcaga 

cctctccctg 

ccaggtaaaa 

gggcctctct 

gaaaagttgc 

ttttaaccag 

ctcactcaga 

ggcccgcctg 

gtcatagtgc 

ggtcaatctc 

ggcacccaca 

gtttgtggaa 

gtgcagggtc 

aaccgtctgg 

atgaagttct 

ctgcctgatg 

agtcccgtga 

cgaggtgctg 

aaggaatttg 

cagtctgagg 

atcttcatcc 


acgtggcctt cttcctggac 
accccctgct ctcccagttt 
tcccccatcc tccaaagagg 
tggccatgct gctccgcggg 
agtgctgtgc gctggccaac 
acccccagga ggtgtctgca 
ggaactcgga cacccagaat 
cagaacggga tgtcagcctg 
gctgcgagtt cctgcaccac 
gcagcagcca ggggacaagt 
gccagaacgc gacgctctac 
tctctgagct ggcggagtgt 
acagggcctt ggaggatatc 
accgccatat ggaagtgtgc 
agtgggtagc ctgcctgggg 
ggctgctgga aacagtgata 
tccggcaggt gatccacctg 
ataaagtcct tgcaggtatc 
tggcttatgt ggagggtttt 
gtgcctccga acagggcttg 
acccggaagt cacggtgaag 
agttcctggc ccagattctc 
ccaattcatc tgccactttc 
ctacacccaa ggaagaaaag 
aaccccaagg gattccagtg 
tcctgccttt cttgaggtta 
agactctaga ggcaaacgcg 
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tqccgagagg 

aatactggct 

2700 


cagctcttgg 

accgcttcag 

2760 


ttggatagga 

aggatctagc 

2820 


aatgctgaga 

ccttctcccc 

2880 


ttagaacagc 

tagactggac 

2940 


aaqtqtqaaq 

tgccagccac 

3000 


tcccaggccc 

acccagggta 

3060 


tgcgtctcca 

acqqcatctc 

3120 


cctaaqqaqq 

tcagactgtt 

3160 



ctcaaaaatcr 

3240 


cage tec tec 

atgtccctta 

3300 


aagccctttg 

cccaggagtt 

3360 


tg cage cat a 

gctgtcgtaa 

3420 


ctctgtggca 

gtctgacccg 

3480 


tgggttcaag 

gaccagagca 

3540 


ttctgccatg 

ctctgcacat 

3600 


gttttagect 

tggaaaccct 

3660 


agctccttgc 

tccagagggc 

3720 


ggccctgaag 

aacggcgcca 

3780 


qqqaqctqqg 

ccccaacatg 

3840 


agegaaaaag 

ctgggcttca 

3900 


ctttacagtt 

atgtgaaact 

3960 


gtttcttggg 

tatttgtaac 

4020 


tttgtctctt 

etaagtegge 

4080 


tttagtgtct 

tcaagatcaa 

4140 


tcctagattt 

tggcaaataa 

4200 


ggtaegtata 

acccccaaaa 

4224 



ccagacctgc tccccgtttc 
caaatactgg cagcttccca 
gatccatatc ctggagctcc 
ggatgtctgg atcaagtccc 
tgtgggcctg aggctgaaga 
actttttgag atctgtaagc 
eggggctgge acggggctcc 
ggagaggatg ctgtctctct 
cagcaaaggc tttctggtgg 
gcagcgcctt caccagctga 
tagcctggaa tatattcagt 
gcaactctcc gtcctcttcc 
ttggcttcct ctggaaggct 
cctcctggac tcagtcaggg 
ggacctgacc caggaagccc 
catggccatg ctccacccgg 
cacctgctat gagactttga 
acacgagcag tgcttcttaa 
aaccctgttg cagaagatga 
gcgggtctgc agaagatcag 
acatggcagg tctgtagggg 
gtccacaaaa agtcatggca 
gtacaaacta tcataaaaat 
ctcagcaata geccaggatt 
atccagccgg gaggaacatg 
geccaaagtt gaaaccatgt 
aaaa 


cactcctctt cagcttgtgc 
aggagaagcg gtgcctctct 
tgtgtgagat tgtatcagee 
tgtcctggct ccaccgcaag 
gcttcttcga ggggcacttc 
tttcagaaga cgagtggacc 
tggcctggat ggagtgctgc 
tggtggtgga cgtgggcaat 
ccctggtgca agtcatgect 
ccaggagact gctggagaag 
ttgttcccct gctcaacctg 
tgaggacttt ccagtttctc 
ggaaccacgt ggtcaaactc 
cgatacaggc agctggccct 
tgtttgttta cacccaggtg 
aggtctgtga gccactctac 
gcaagaccaa cccttctgtc 
agtccattgc tgagggcatc 
gcagcttctg acttggcgtg 
cagcttctta cctgtgcggg 
tcagacccga gcagcctgga 
ataatggtgt aaagaaaata 
tctcctcttt cgcatctcac 
aaatatgetc tgaaattggg 
ttcataactg gacttttcca 
gagtggaaaa agcattacat 
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<210> 988 

<211> 873 

<212> PRT 

<213> Homo sapiens 


<400> 988 


Ala 

His 

Lys 

Ty r 

Leu 

Pro 

Ala Leu Asp Glu Phe Pro 

His 

Pro Pro Lys 

1 




5 


10 


15 

Arg 

Leu 

Arg 

Ser 

Asp 

Pro 

Asp Ala Cys Pro Thr Met 

Pro 

Leu Leu Ala 




20 



25 


30 

Met 

Leu 

Leu 

Arg 

Gly Leu 

Thr Gin He Gin Ser Arg 

lie 

Leu Gly Pro 



35 




40 

45 


Gly 

Arg 

Lys 

Cys 

Cys Ala 

Leu Ala Asn Leu Ala Asp Met 

Leu Thr Val 


50 





55 60 



Phe 

Ala 

Leu 

Thr 

Glu Asp 

Asp Pro Gin Glu Val Ser 

Ala 

Thr Val Tyr 

65 





70 

75 


80 

Leu 

Asp 

Lys 

Leu 

Ala 

Thr 

Val He Ser Val Trp Asn 

Ser Asp Thr Gin 





85 


90 


95 

Asn 

Pro 

Tyr 

His 

Gin 

Gin 

Ala Leu Ala Glu Lys Val 

Lys 

Glu Ala Glu 




100 



105 


110 

Arg 

Asp 

Val 

Ser 

Leu 

Thr 

Ser Leu Ala Lys Leu Pro 

Ser 

Glu Thr He 



115 




120 

125 


Phe 

Val 

Gly 

Cys 

Glu 

Phe 

Leu His His Leu Leu Arg Glu Trp Gly Glu 


130 





135 140 



Glu 

Leu 

Gin 

Ala 

Val 

Leu 

Arg Ser Ser Gin Gly Thr 

Ser Tyr Asp Ser 

145 





150 

155 


160 

Tyr 

Arg 

Leu 

Cys 

Asp 

Ser 

Leu Thr Ser Phe Ser Gin 

Asn 

Ala Thr Leu 





165 


170 


175 

Tyr 

Leu 

Asn 

Arg 

Thr 

Ser 

Leu Ser Lys Glu Asp Arg 

Gin 

Val Val Ser 




180 



185 


190 

Glu 

Leu 

Ala 

Glu 

Cys Val 

Arg Asp Phe Leu Arg Lys 

Thr 

Ser Thr Val 



195 




200 

205 


Leu 

Lys 

Asn 

Arg 

Ala 

Leu 

Glu Asp He Thr Ala Ser 

He 

Ala Met Ala 


210 





215 220 



Val 

He 

Gin 

Gin 

Lys 

Met 

Asp Arg His Met Glu Val 

Cys 

Tyr lie Phe 

225 





230 

235 


240 

Ala 

Ser 

Glu 

Lys 

Lys 

Trp 

Ala Phe Ser Asp Glu Trp 

Val 

Ala Cys Leu 





245 


250 


255 

Gly 

Ser 

Asn 

Arg 

Ala 

Leu 

Phe Arg Glu Pro Asp Leu 

Val 

Leu Arg Leu 




260 



265 


270 

Leu 

Glu 

Thr 

Val 

He Asp 

Val Ser Thr Ala Asp Arg Ala 

He Pro Glu 



275 




280 

285 


Ser 

Gin 

He 

Arg 

Gin Val 

He His Leu lie Leu Glu- Cys 

Tyr Ala Asp 


290 





295 300 



Leu 

Ser 

Leu 

Pro 

Gly Lys 

Asn Lys Val Leu Ala Gly 

lie 

Leu Arg Ser 

305 





310 

315 


320 

Trp 

Gly 

Arg 

Lys 

Gly Leu 

Ser Glu Lys Leu Leu Ala Tyr Val Glu Gly 





325 


330 


335 

Phe 

Gin 

Glu 

Asp 

Leu 

Asn 

Thr Thr Phe Asn Gin Leu 

Thr 

Gin Ser Ala 




340 



345 


350 

Ser 

Glu 

Gin 

Gly 

Leu 

Ala 

Lys Ala Val Ala Ser Val Ala Arg Leu Val 



355 




360 

365 


He 

Val 

His 

Pro 

Glu 

val 

Thr Val Lys Lys Met Cys 

Ser 

Leu Ala Val 
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370 
Val Asn 
385 

Pro Ala 

Phe Met 

Pro Lys 

Pro Val 
450 
Glu Val 
465 

Glu Val 

Ala Cys 

Leu Phe 

Leu Pro 
530 
He His 
545 

Thr Phe 

Lys Leu 

Phe Glu 

Cys Lys 
610 
Gly Ala 
625 

Ser Gly 

Asn Pro 

Val Gin 

Gin Leu 
690 
Ser Leu 
705 

Ala Gin 

Leu Cys 

His Val 

Val Arg 
770 
Asp Leu 
785 

Ala Leu 


Leu Gly 

Leu Arg 

Val Ser 
420 
Glu Glu 
435 

Lys Pro 

Leu Lys 

Asp Leu 

Arg Glu 
500 
Ser Leu 
515 

Lys Glu 

He Leu 

Ser Pro 

Glu Gin 
580 
Gly His 
595 

Leu Ser 

Gly Thr 

He Ser 

Glu -Glu 
660 
Val Met 
675 

Thr Arg 

Glu Tyr 

Glu Leu 

Ser His 
740 
Val Lys 
755 

Ala He 
Thr Gin 
His He 


Thr His 
390 
Phe Val 
405 

Cys Leu 

Lys Gin 

Gin Gly 

Glu Phe 
470 
Ser Leu 
485 

Glu Tyr 

Cys Gin 

Lys Arg 

Glu Leu 
550 
Asp Val 
565 

Leu Asp 

Phe Lys 

Glu Asp 

Gly Leu 
630 
Glu Arg 
645 

Val Arg 

Pro Trp 

Arg Leu 

He Gin 
710 
Gin Leu 
725 

Ser Cys 

Leu Leu 

Gin Ala 

Glu Ala 
790 
Met Ala 


375 

Lys Phe 

Glu Val 

Lys Glu 

Phe Leu 
440 
He Pro 
455 

Val Leu 

Arg He 

Trp Leu 

Leu Leu 
520 
Cys Leu 
535 

Leu Cys 

Trp He 

Trp Thr 

Cys Glu 
600 
Glu Trp 
615 

Leu Ala 

Met Leu 

Leu Phe 

Cys Ser 
680 
Leu Glu 
695 

Phe Val 

Ser Val 

Arg Asn 

Cys Gly 
760 
Ala Gly 
775 

Leu Phe 
Met Leu 


Leu Ala Gin 
395 

Gin Gly Pro 

410 
Thr Val Trp 
425 

Glu Leu Leu 

Val Ala Ala 

Pro Phe Leu 
475 

Phe He Gin 

490 
Gin Thr Cys 
505 

Asp Arg Phe 

Ser Leu Asp 

Glu He Val 
555 

Lys Ser Leu 
570 

Val Gly Leu 
585 

Val Pro Ala 

Thr Ser Gin 

Trp Met Glu 
635 

Ser Leu Leu 

650 
Ser Lys Gly 
665 

Pro Gin Glu 

Lys Gin Leu 

Pro Leu Leu 
715 

Leu Phe Leu 
730 

Trp Leu Pro 
745 

Ser Leu Thr 

Pro Trp Val 

Val Tyr Thr 
795 

His Pro Glu 


380 

He Leu 

Asn Ser 

Met Lys 

Asn Cys 
445 
Leu Leu 
460 

Arg Leu 

Thr Leu 

Ser Pro 

Ser Lys 
525 
Arg Lys 
540 

Ser Ala 

Ser Trp 

Arg Leu 

Thr Leu 
605 
Ala His 
620 

Cys Cys 

Val Val 

Phe Leu 

Trp Gin 
685 
Leu His 
700 

Asn Leu 

Arg Thr 

Leu Glu 

Arg Leu 
765 
Gin Gly 
780 

Gin Val 
Val Cys 


Thr Ala Phe 
400 

Ser Ala Thr 

415 
Phe Ser Thr 
430 

Leu Met Ser 

Glu Pro Asp 

Asp Val Glu 
480 

Glu Ala Asn 

495 
Phe Pro Leu 
510 

Tyr Trp Gin 

Asp Leu Ala 

Asn Ala Glu 
560 

Leu His Arg 

575 
Lys Ser Phe 
590 

Phe Glu He 

Pro Gly Tyr 

Cys Val Ser 
640 

Asp Val Gly 

655 
val Ala Leu 
670 

Arg Leu His 

Val Pro Tyr 

Lys Pro Phe 
720 

Phe Gin Phe 

735 
Gly Trp Asn 
750 

Leu Asp Ser 

Pro Glu Gin 

Phe Cys His 
800 

Glu Pro Leu 
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805 

Tyr Val Leu Ala Leu Glu Thr Leu 
820 

Thr Asn Pro Ser Val Ser Ser Leu 
835 840 
Phe Leu Lys Ser He Ala Glu Gly 

. 850 ' 855 
Thr Leu Leu Gin Lys Met Ser Ser 
865 870 


810 815 
Thr Cys Tyr Glu Thr Leu Ser Lys 
825 830 
Leu Gin Arg Ala His Glu Gin Cys 
845 

He Gly Pro Glu Glu Arg Arg Gin 
860 

Phe 


<210> 989 
<211> 402 
<212> DNA 
<213> Homo sapiens 

<400> 989 

gcgtgggata tcgatacccg tcttgagcag gccatggacg ccttgcagtg ccccccaggc 
60 

gacacccctg ttgacgtctt gtcaggcggt gagcggcgtc gtgtcgcgct atgcaagctg 
120 

ttgatcgagc agcctgacct gctgcttctc gatgagccca ccaaccacct ggatgctgag 
180 

tctgtcaact ggttggaggg acacctcaag tcctatccgg gagctgtgct agccgtcact 
240 

cacgaccgct atttccttga tcacgtcgcc gagtggatct gtgaggtcga tcgcggccag 
300 

ttgcacccct acgagggcaa ctactcgacg tacctggaca ccaagcgcaa gcgtctccag 
360 

atcgaaggca agaaagacgc taaacgcgcc aagatcctcg ag 
402 

<210> 990 
<211> 134 
<212> PRT 

<213> Homo sapiens 


<400> 990 . 


Ala 

Trp 

Asp 

He 

Asp 

Thr 

Arg 

Leu 

Glu 

Gin 

Ala Met 

Asp 

Ala 

Leu 

Gin 

1 




5 





10 




15 


Cys 

Pro 

Pro 

Gly 

Asp 

Thr 

Pro 

Val 

Asp 

Val 

Leu Ser Gly 

Gly 

Glu 

Arg 




20 





25 




30 



Arg 

Arg 

Val 

Ala 

Leu 

Cys 

Lys 

Leu 

Leu 

He 

Glu Gin 

Pro 

Asp 

Leu 

Leu 


35 





40 




45 




Leu 

Leu 
50 

Asp 

Glu 

Pro 

Thr 

Asn 
55 

His 

Leu 

Asp 

Ala Glu 
60 

Ser 

Val 

Asn 

Trp 

Leu 

Glu 

Gly 

His 

Leu 

Lys 

Ser 

Tyr 

Pro 

Gly 

Ala Val 

Leu 

Ala 

Val 

Thr 

65 





70 





75 




80 

His 

Asp 

Arg 

Tyr 

Phe 
85 

Leu 

Asp 

His 

Val 

Ala 
90 

Glu Trp 

He 

Cys 

Glu 
95 

Val 

Asp 

Arg 

Gly 

Gin 
100 

Leu 

His 

Pro 

Tyr 

Glu 
105 

Gly 

Asn Tyr 

Ser 

Thr 
110 

Tyr 

Leu 

Asp 

Thr 

Lys 
115 

Arg 

Lys 

Arg 

Leu 

Gin 
120 

He 

Glu 

Gly Lys 

Lys 
125 

Asp 

Ala 

Lys 

Arg 

Ala 

Lys 

He 

Leu 

Glu 
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130 

<210> 991 
<211> 359 
<212> DNA 
<213> Homo sapiens 

<400> 991 

tctagaatta aagccaaaaa aactcaggct gaagtggcag aagctgtaaa gatgtcgcaa 
60 

cccgcctatc aggctttaga gtcagggaaa aatttaaaat ctgcatttct tcctttaatt 
120 

gcccaatttt taggagtaga tggttattgg ttaacgacgg ggaatactga agattctttt 
180. 

agagaaagtg atgtatttag cccgactgta gtgagtgcag aatctactga tcagtatgtt 
240 

tggattgaag ttgtagaagc taacttttct tgcgggacag gtgaatctat tgaatttcac 
300 

tttgatgcta ttaatggaaa aattccattc cctgcttcat tctttaaaga aaaacgcgt 
359 

<210> 992 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 992 


Ser 

Arg 

He 

Lys 

Ala 

Lys 

Lys 

Thr 

Gin 

Ala 

Glu 

Val 

Ala 

Glu 

Ala 

Val 

1 




5 





10 





15 


Lys 

Met 

Ser 

Gin 

Pro 

Ala 

Tyr 

Gin 

Ala 

Leu 

Glu 

Ser 

Gly 

Lys 

Asn 

Leu 



20 





25 





30 



Lys 

Ser 

Ala 

Phe 

Leu 

Pro 

Leu 

He 

Ala 

Gin 

Phe 

Leu 

Gly 

Val 

Asp 

Gly 


35 





40 





45 




Tyr 

Trp 

Leu 

Thr 

Thr 

Gly 

Asn 

Thr 

Glu 

Asp 

Ser 

Phe 

Arg 

Glu 

Ser 

Asp 

50 





55 





60 





Val 

Phe 

Ser 

Pro 

Thr 

Val 

Val 

Ser 

Ala 

Glu 

Ser 

Thr 

Asp 

Gin 

Tyr 

Val 

65 





70 





75 





80 

Trp 

He 

Glu 

Val 

val 

Glu 

Ala 

Asn 

Phe 

Ser 

Cys 

Gly 

Thr 

Gly 

Glu 

Ser 




85 





90 





95 


lie 

Glu 

Phe 

His 
100 

Phe 

Asp 

Ala 

He 

Asn 
105 

Gly 

Lys 

He 

Pro 

Phe 
110 

Pro 

Ala 

Ser 

Phe 

Phe 
115 

Lys 

Glu 

Lys 

Arg 











<210> 993 
<211> 450 
<212> DNA 

<213> Homo sapiens 
<400> 993 

ngcgcgccgg gcaccacata cgacgacggg acgttattca cctctaacgt gtagccgccg 
60 

tcgcggtccg gatccgcgat gatggccgcg tggcctgaag caatggggta ggtgcccgtg 
120 
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atgcgtcgct ttggcgcacg aggtttacgc cgtggggagt tcataaggga aataccagca 
180 

cagggtcgga ccagttgtta cgatcgctgc atgatctact tgtcgcagga ttatatcggt 
240 

gagctaccca agcaacatat ctcgctggga aagtttgatc ccgacaatat tcctgcggac 
300 

ccgaacgaac tgtttgccac gtggtttaaa gaagccgttg agaacgaagt cggcgaccct 
360 

actgcggtca ccgtggccac ggtggacgac aacggtcagc ccgatgcgcg agtcgtcgac 
420 

cttctgtacc tcaactccga cggcttccac 
450 

<210>' 994 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 994 

Met Arg Arg Phe Gly Ala Arg Gly Leu Arg Arg Gly Glu Phe He Arg 

1 ~ 5 10 15 

Glu He Pro Ala Gin Gly Arg Thr Ser Cys Tyr Asp Arg Cys Met He 

20 25 30 

Tyr Leu Ser Gin Asp Tyr He Gly Glu Leu Pro Lys Gin His He Ser 

35 40 45 

Leu Gly Lys Phe Asp Pro Asp Asn lie Pro Ala Asp Pro Asn Glu Leu 

50 55 60 

Phe Ala Thr Trp Phe Lys Glu Ala Val Glu Asn Glu Val Gly Asp Pro 
65 70 75 80 

Thr Ala Val Thr Val Ala Thr Val Asp Asp Asn Gly Gin Pro Asp Ala 

85 90 95 

Arg Val Val Asp Leu Leu Tyr Leu Asn Ser Asp Gly Phe His 
100 105 HO 

<210> 995 
<211> 924 
<212> DNA 
<213> Homo sapiens 

<400> 995 

cgggagctgg tggaccagga cgtgcagcct gcccgctacc acatcgcctt tgggcccgtg 
60 

gtggatggcg acgtggtccc cgatgaccct gagatcctca tgcagcaggg agaattcctc 
120 

aactacgaca tgctcatcgg cgtcaaccag ggagagggcc tcaagttcgt ggaggactct 
180 

gcagagagcg aggacggtgt gtctgccagc gcctttgact tcactgtctc caactttgtg 
240 

gacaacctgt atggctaccc ggaaggcaag gatgtgcttc gggagaccat caagtttatg 
300 

tacacagact gggccgaccg ggacaatggc gaaatgcgcc gcaaaaccct gctggcgctc 
360 

tttactgacc accaatgggt ggcaccagct gtggccactg ccaagctgca cgccgactac 
420 
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cagtctcccg tctactttta caccttctac caccactgcc aggcggaggg ccggcctgag 
480 

tgggcagatg cggcgcacgg ggatgaactg ccctatgtct ttggcgtgcc catggtgggt 
540 

gccaccgacc tcttcccctg taacttctcc aagaatgacg tcatgctcag tgccgtggtc 
600 

atgacctact ggaccaactt cgccaagact ggggacccca accagccggt gccgcaggat 
660 

accaagttca tccacaccaa gcccaatcgc ttcgaggagg tggtgtggag caaattcaac 
720 

agcaaggaga agcagtatct gcacataggc ctgaagccac gcgtgcgtga caactaccgc 
780 

gccaacaagg tggccttctg gctggagctc gtgccccacc tgcacaacct gcacacggag 
840 

ctcttcacca ccaccacgcg cctgcctccc tacgccacgc gctggccgcc tcgtcccccc 
900 

gctggcgccc cgggcacacg ccgg 
924 

<210> 996 
<211> 308 
<212> PRT 

<213> Homo sapiens 


<400> 996 


Arg 

Glu 

Leu 

Val 

Asp. 

Gin 

Asp Val Gin Pro Ala 

Arg Tyr 

His 

He 

Ala 

l 




5 


10 



15 


Phe 

Gly 

Pro 

Val 

Val 

Asp 

Gly Asp Val Val Pro 

Asp Asp 

Pro 

Glu 

He 




20 



25 


30 



Leu 

Met 

Gin 

Gin 

Gly 

Glu 

Phe Leu Asn Tyr Asp 

Met Leu 

He 

Gly Val 



35 




40 

45 




Asn 

Gin 

Gly 

Glu 

Gly 

Leu 

Lys Phe Val Glu Asp 

Ser Ala 

Glu 

Ser 

Glu 


50 





55 . 

60 




Asp 

Gly 

Val 

Ser 

Ala 

Ser 

Ala Phe Asp Phe Thr 

Val Ser 

Asn 

Phe 

Val 

65 





70 

75 




80 

Asp 

Asn 

Leu 

Tyr 

Gly 

Tyr 

Pro Glu Gly Lys Asp 

Val Leu 

Arg 

Glu 

Thr 





85 


90 



95 


He 

Lys 

Phe 

Met 

Tyr 

Thr 

Asp Trp Ala Asp Arg 

Asp Asn 

Gly 

Glu 

Met 




100 



105 


110 



Arg 

Arg 

Lys 

Thr 

Leu 

Leu 

Ala Leu Phe Thr Asp 

His Gin 

Trp 

Val 

Ala 



115 




120 

125 




Pro 

Ala 

Val 

Ala 

Thr 

Ala 

Lys Leu His Ala Asp 

Tyr Gin 

Ser 

Pro 

Val 


130 





135 

140 




Tyr 

Phe 

Tyr 

Thr 

Phe 

Tyr 

His His Cys Gin Ala 

Glu Gly 

Arg 

Pro 

Glu 

145 





150 

155 




160 

Trp 

Ala 

Asp 

Ala 

Ala 

His- 

Gly Asp Glu Leu Pro 

Tyr Val 

Phe 

Gly Val 




165 


170 



175 


Pro 

Met 

Val 

Gly 

Ala 

Thr Asp Leu Phe Pro Cys 

Asn Phe 

Ser 

Lys 

Asn 




180 



185 


190 



Asp 

Val 

Met 

Leu 

Ser 

Ala 

Val Val Met Thr Tyr 

Trp Thr 

Asn 

Phe 

Ala 



195 




200 

205 




Lys 

Thr 

Gly 

Asp 

Pro 

Asn 

Gin Pro' Val Pro Gin 

Asp Thr 

Lys 

Phe 

He 


210 





215 

220 




His 

Thr 

Lys 

Pro 

Asn 

Arg 

Phe Glu Glu Val Val 

Trp Ser 

Lys 

Phe 

Asn 
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225 230 235 240 

Ser Lys Glu Lys Gin Tyr Leu His lie Gly Leu Lys Pro Arg Val Arg 

245 250 255 

Asp Asn Tyr Arg Ala Asn Lys Val Ala Phe Trp Leu Glu Leu Val Pro 

260 265 270 

His Leu His Asn Leu His Thr Glu Leu Phe Thr Thr Thr Thr Arg Leu 

275 280 285 

Pro Pro Tyr Ala Thr Arg Trp Pro Pro Arg Pro Pro Ala Gly Ala Pro 

290 295 300 

Gly Thr Arg Arg 
305 

<210> 997 
<211> 320 
<212> DNA 

<213> Homo sapiens 
<400> 997 

aaatttaata ccatagcctt ctcttggttg atccttctag gcatgagtta tggcattaaa 
60 

acgggcatcc atcttggtgt cgatatcgta cttaatgccg tgcctaaacg agtatcaaga 
120 

gccttgtctt tgttcggtgc ctttgccgct attatgtacg gtctcattct acttgattct 
180 

acctggttag ccttactcgg tatcgatgta cgaggtggtg ccatcgaata ttgggcgaag 
240 

atgttcaaaa taggtattgg tactgaagag cttcgttacc ctatctttat gcaagatatg 
300 

tttgatttgc gcccacgcgt 
320 

<210> 998 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 998 

Lys Phe Asn Thr lie Ala Phe Ser Trp Leu He Leu Leu Gly Met Ser 

15 10 15 

Tyr Gly He Lys Thr Gly He His Leu Gly Val Asp He Val Leu Asn 

20 25 30 

Ala Val Pro Lys Arg Val Ser Arg Ala Leu Ser Leu Phe Gly Ala Phe 

35 40 45 

Ala Ala He Met Tyr Gly Leu He Leu Leu Asp Ser Thr Trp Leu Ala 

50 55 60 

Leu Leu Gly He Asp Val Arg Gly Gly Ala He Glu Tyr Trp Ala Lys 
65 70 75 80 

Met Phe Lys He Gly He Gly Thr Glu Glu Leu Arg Tyr Pro He Phe 

85 90 95 

Met Gin Asp Met Phe Asp Leu Arg Pro Arg 
100 105 

<210> 999 
<211> 401 
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<212> DNA 

<213> Homo sapiens 
<400> 999 

acgcgttcag gcggttaaca atcgcgctaa gaagctgacc aaggaaaatg tcggcatggt 
60 

acatctgagc aagagcttca tcggtgttta tctctactca gaaggcaagt ttgtgaccag 
120 

caactatctc aatcgtggct acaaggacat tctgagctat gcagacgatg ctagtctttt 
180 

gcaaaagcct ccagcagtgg cttcagatga tctggataca ggtctcttga agagggcctt 
240 

ggatgagtgg gtggctgatg ctaagaacca cattctcaat actgaaaact tctttagcgg 
300 

gtcaaccggt ctcaacattg acagtttcta cgtctttggt gaccaagaca tctgctggca 
360 

gttggcagct attctgaagc agagcatgaa tcgggaattg t 
401 

<210> 1000 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 1000 


Met Val 

His 

Leu 

Ser Lys 

Ser Phe 

He 

Gly 

Val 

Tyr 

Leu 

Tyr 

Ser 

Glu 

1 



5 



10 





15 


Gly Lys 

Phe 

val 
20 

Thr Ser 

Asn Tyr 

Leu 
25 

Asn 

Arg 

Gly 

Tyr 

Lys 
30 

Asp 

He 

Leu Ser 

Tyr 
35 

Ala 

Asp Asp 

Ala Ser 
40 

Leu 

Leu 

Gin 

Lys 

Pro 
45 

Pro 

Ala 

Val 

Ala Ser 

Asp 

Asp 

Leu Asp 

Thr Gly Leu 

Leu 

Lys 

Arg 

Ala 

Leu 

Asp 

Glu 

50 




55 




60 





Trp Val 

Ala 

Asp 

Ala Lys 

Asn His 

He 

Leu 

Asn 

Thr 

Glu 

Asn 

Phe 

Phe 

65 



70 




75 





80 

Ser Gly 

Ser 

Thr 

Gly Leu 
85 

Asn He 

Asp 

Ser 
90 

Phe 

Tyr 

Val 

Phe 

Gly 
95 

Asp 

Gin Asp 

He 

Cys 
100 

Trp Gin 

Leu Ala 

Ala 
105 

lie 

Leu 

Lys 

Gin 

Ser 
110 

Met 

Asn 


Arg Glu Leu 
115 


<210> 1001 
<211> 351 
<212> DNA 

<213> Homo sapiens 
<400> 1001 

cgcggtattg caatgcgcct ggtgccgaat gctaaacctg ctcttgattg cccggtactg 
60 

ttcccttatg cccctaatgc ggtgattgtt ggcttcctgg ccactaccgt tggttcaatt 
120 

atcggtatga ttgtcttccc gctgtttggt ctggcgatga tccttccggg tctgctaact 
180 
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aacttcttcg ctggtggtgc cgctggagtc tttggcaacg cgatgggagg acgtaaaggg 
240 

gcaattattg gcggcgtagt gcacgggctg tttatcaccc tgttaccagc gatgctaatc 
300 

cccttactgg aaaccttcgg cttcaaaggc gtcaccttca gtgattccga t 
351 

<210> 1002 

<211> 117 . 

<212> PRT 

<213> Homo sapiens 

<400> 1002 


Arg Gly 

He 

Ala 

Met 

Arg 

Leu 

Val 

Pro 

Asn 

Ala 

Lys 

Pro 

Ala 

Leu 

Asp 

1 



5 





10 





15 


Cys Pro 

Val 

Leu 

Phe 

Pro 

Tyr 

Ala 

Pro 

Asn 

Ala 

Val 

He 

Val 

Gly 

Phe 



20 





25 





30 



Leu Ala 

Thr 

Thr 

Val 

Gly 

Ser 

He 

He 

Gly 

Met 

He 

Val 

Phe 

Pro 

Leu 


35 





40 





45 




Phe Gly 

Leu 

Ala 

Met 

He 

Leu 

Pro 

Gly 

Leu 

Leu 

Thr 

Asn 

Phe 

Phe 

Ala 

50 





55 





60 





Gly Gly 

Ala 

Ala 

Gly 

Val 

Phe 

Gly 

Asn 

Ala 

Met 

Gly 

Gly 

Arg 

Lys 

Gly 

65 




70 





75 





60 

Ala He 

He 

Gly 

Gly 

Val 

Val 

His 

Gly 

Leu 

Phe 

lie 

Thr 

Leu 

Leu 

Pro 




85 





90 





95 


Ala Met 

Leu 

He 

Pro 

Leu 

Leu 

Glu 

Thr 

Phe 

Gly Phe 

Lys 

Gly 

Val 

Thr 



100 





105 





110 



Phe Ser 

Asp 

Ser 

Asp 













115 


<210> 1003 

<211> 444 

<212> DNA 

<213> Homo sapiens 

<400> 1003 

acgcgtcctc ctttagtcga tcgcgaatat gataggcgaa gcgacgtgat ggtgtgacgc 
60 

acgagcactg ccccatctcc taggcttagg gttatgcaga ctcccatcga cgctacctcc 
120 

acccccgcat ggggcacact ctccggccta aagtcccgct tcgctgacgg gccacataaa 
180 

ctgcgccgtt tgttcgacgc cgaccctcac cgcgctgagc gctacacctt tgacgtcgcg 
240 

gatttgcacg tcgatttatc gaagaacctc cttaccgacg agattcgtga cgctctcctc 
300 

gaactggctg cgcagatgcg cgtcaccgag cgtcgtgacg cgatgtatgc cggtgagcac 
360 

atcaacgtca ccgaggaccg cgccgtcctc cataccgcgc tgtgtcgtcc ccgcactgac 
420 

gagctgcatg ttgacggtca ggat 
444 

<210> 1004 ^ 
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<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 1004 

Met Gin Thr Pro lie Asp Ala Thr Ser Thr Pro Ala Trp Gly Thr Leu 

15 10 15 

Ser Gly Leu Lys Ser Arg Phe Ala Asp Gly Pro His Lys Leu Arg Arg 

20 . 25 30 

Leu Phe Asp Ala Asp Pro His Arg Ala Glu Arg Tyr Thr Phe Asp Val 

35 40 45 

Ala Asp Leu His Val Asp Leu Ser Lys Asn Leu Leu Thr Asp Glu He 

50 55 60 

Arg Asp Ala Leu Leu Glu Leu Ala Ala Gin Met Arg Val Thr Glu Arg 
65 70 75 80 

Arg Asp Ala Met Tyr Ala Gly Glu His He Asn Val Thr Glu Asp Arg 

85 90 95 

Ala Val Leu His Thr Ala Leu Cys Arg Pro Arg Thr Asp Glu Leu His 

100 105 HO 

Val Asp Gly Gin Asp ) 
115 

<210> 1005 
<211> 299 
<212> DNA 

<213> Homo sapiens 
<400> 1005 

ccatggccat tcctctggtg actgcatcca gtccgatgga tttaaacacc cccaatgtgc 
60 

tggtgactcc caagtttaca cctccagcca gggcttctct cctgggtttg catacccacc 
120 

tatctatctg ccttagccac tcgtgtctga cgagcacctc acacctccag aggctcctca 
180 

tttcttccca tgcctgcttc tcccacactc ctccctctca catgagggca acttcatcct 
240 

cccagttgct caggccccaa acctccatca gttttgactc ttctctcgca cactactcg 
299 

<210> 1006 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<400> 1006 

Met Ala He Pro Leu Val Thr Ala Ser Ser Pro Met Asp Leu Asn Thr 

1 5 10 15 

Pro Asn Val Leu Val Thr Pro Lys Phe Thr Pro Pro Ala Arg Ala Ser 

20 25 30 

Leu Leu Gly Leu His Thr His Leu Ser He Cys Leu Ser His Ser Cys 

35 40 45 

Leu Thr Ser Thr Ser His Leu Gin Arg Leu Leu He Ser Ser His Ala 

50 55 60 

Cys Phe Ser His Thr Pro Pro Ser His Met Arg Ala Thr Ser Ser Ser 
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65 70 75 80 

Gin Leu Leu Arg Pro Gin Thr Ser He Ser Phe Asp Ser Ser Leu Ala 
85 90 95 

His Tyr Ser 

<210> 1007 - 
<211> 389 
<212> DNA 

<213> Homo sapiens 
<400> 1007 

gccggcgcga agatctaaag agctggaaag gcaaccgcaa gagagcgggg ttcttgcctg 
60 

atgagcgcgc tttcatggac tccatcttcg gcccggggcc tggtgtgacg gtctctgaaa 
120 

tcaacgacgc caccgaggca cccagaggtg tgacgttgag tgatggccga cgacagggca 
180 

acgccggagc aatcggtgac ttcttcgcat cgaaggacta caagccgtcc gcggcgagcc 
240 

tccgaggtcc ggcgagggat ccgaaatgga tcgacgttca acgctcattc cacgagaacg 
300 

aagaaggccc gtacagctgg tacacctggc gcgggcaggc ttttgacacg ggcgctggat 
360 

ggcgtaaata cgtccatgcc gcgacaacg 
389 

<210> 1008 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 1008 


Met Asp 

Ser 

He 

Phe 

Gly Pro Gly Pro 

Gly 

Val Thr Val Ser Glu 

lie. 

1 



5 


10 

15 


Asn Asp 

Ala 

Thr 

Glu 

Ala Pro Arg Gly 

Val 

Thr Leu Ser Asp Gly 

Arg 



20 


25 


30 


Arg Gin 

Gly 

Asn 

Ala 

Gly Ala He . Gly 

Asp 

Phe Phe Ala Ser Lys 

Asp 


35 



40 


45 


Tyr Lys 

Pro 

Ser 

Ala 

Ala Ser Leu Arg 

Gly 

Pro Ala Arg Asp Pro 

Lys 

50 




55 


60 


Trp He 

Asp 

Val 

Gin 

Arg Ser Phe His 

Glu 

Asn Glu Glu Gly Pro 

Tyr 

65 




70 


75 

80 

Ser Trp 

Tyr 

Thr 

Trp 

Arg Gly Gin Ala 

Phe 

Asp Thr Gly Ala Gly 

Trp 




85 


90 

95 


Arg Lys 

Tyr 

Val 

His 

Ala Ala Thr Thr 






100 


105 





<210> 1009 

<211> 324 

<212> DNA 

<213> Homo sapiens 

<400> 1009 
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ngccttcatg gctgntatgc ctggcctcat ccccatccct ggcacccgtg acgatagcca 
60 

cattccactg gtgtttcccc aggaaagcca accctacctg catctcagca gagcttccac 
120 

ggagttggaa ccccgctccg agagggtgtg ggctcagggg ccaggggtca cacaaactcc 
180 

agaaggagga cgtagttggt ttgcaaggct gtcctttgcc ctggttgaat aaccttcggt 
240 

ctgccccgag aggaacgtgg gcattaggct gcacccgcag gaagccatgt attttctgag 
300 

aaacttggcc catggtgcag atct 
324 

<210> 1010 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 1010 


Met Gly 

Gin 

Val 

Ser 

Gin 

Lys 

He 

His 

Gly Phe Leu Arg Val Gin Pro 

1 



5 





10 15 

Asn Ala 

His 

Val 
20 

Pro 

Leu 

Gly 

Ala 

Asp 
25 

Arg Arg Leu Phe Asn Gin Gly 

, 30 

Lys Gly 

Gin 

Pro 

Cys 

Lys 

Pro 

Thr 

Thr 

Ser Ser Phe Trp Ser Leu Cys 

35 





40 


45 

Asp Pro 

Trp 

Pro 

Leu 

Ser 

Pro 

His 

Pro 

Leu Gly Ala Gly Phe Gin Leu 

50 





55 



60 

Arg Gly 

Ser 

Ser 

Ala 

Glu 

Met 

Gin 

Val 

Gly Leu Ala Phe Leu Gly Lys 

65 




70 




75 80 

His Gin 

Trp 

Asn 

val 
85 

Ala 

He 

Val 

Thr 

Gly Ala Arg Asp Gly Asp Glu 
90 95 

Ala Arg 

His 

Xaa 
100 

Ser 

His 

Glu 

Gly 




<210> 1011 

<211> 330 

<212> DNA 

<213> Homo sapiens 

<400> 1011 

ctgcagaaaa ggagggggtt cccatgccaa ggcagaactg tctgggacag acgctgcccg 
60 

gatccctgcg gctgcctgca ctctggacca cgagctctga gagcagcagg ttgagggccg 
120 

gtgggcagca gctcggaggc tccgcgaggt gcaggagacg caggcatggc cggtgagctg 
180 

actcctgagg aggaggccca gtacaaaaag gctttctccg cggttgacac ggatggaaac 
240 

ggcaccatca atgcccagga gctgggcgcg gcgctgaagg ccacgggcaa gaacctctcg 
300 

gaggcccagc taaagaaact catctccgag 
330 

<210> 1012 


974 


WO 00/58473 


PCT/US00/08621 


<211> 55 
<212>. PRT 

<213> Homo sapiens 
<400> 1012 

Met Ala Gly Glu Leu Thr Pro Glu Glu Glu Ala Gin Tyr Lys Lys Ala 

15 10 15 

Phe Ser Ala Val Asp Thr Asp Gly Asn Gly Thr lie Asn Ala Gin Glu 

20 25 30 

Leu Gly Ala Ala Leu Lys Ala Thr Gly Lys Asn Leu Ser Glu Ala Gin 

35 40 45 

Leu Lys Lys Leu He Ser Glu 
50 55 

<210> 1013 
<211> 432 
<212> DNA 

<213> Homo sapiens 
<400> 1013 

nacttgcaca tcgtggtggc gtcgctgcgt gcggcactga caatgtgact ggcgcattcg 
60 

tggcggcgtc tcctcgtcgc cgggagcggc gaggaaggat taacgatgac cagcgacgtc 
120 

cccgggattg gctcgaacgc cgccactttg gcgcgttccc aggctcgcag tgacaaggtc 
180 

gaggctgatt tggcggtcca tcccgacaag tggcgcattc tgggggggga ccgtcctact 
240 

ggcagcctgc acatcggtca ctacttcggg tcgctggcga atcgggtacg cgtgcagaac 
300 

aagggcattg agtctttcct tgtcgtcgct gactaccagg ttatctatga ccgcgggggg 
360 

ggtggtgacc tgcaggccaa tgttatgtcg aatgtcgccg attacctggc aatcggcatt 
420 

gacccaacgc gt 
432 

<210> 1014 
<211> 109 
<212> PRT 

<213> Homo sapiens 
<400> 1014 

Met Thr Ser Asp Val Pro Gly He Gly Ser Asn Ala Ala Thr Leu Ala 

1 5 10 15 

Arg Ser Gin Ala Arg Ser Asp Lys Val Glu Ala Asp Leu Ala Val His 

20 25 30 

Pro Asp Lys Trp Arg He Leu Gly Gly Asp Arg Pro Thr Gly Ser Leu 

35 40 45 

His He Gly His Tyr Phe Gly Ser Leu Ala Asn Arg Val Arg Val Gin 

50 55 60 

Asn Lys Gly He Glu Ser Phe Leu Val Val Ala Asp Tyr Gin Val He 
65 70 75 80 

Tyr Asp Arg Gly Gly Gly Gly Asp Leu Gin Ala Asn Val Met Ser Asn 
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85 ..v 90 95 

val Ala Asp Tyr Leu Ala lie ply He Asp Pro Thr Arg 
100 " 105 

<210> 1015 

<211> 467 

<212> DNA 

<213> Homo sapiens 

<400> 1015 

nngaattcga tggctgtgaa aggtcgagct cttaagtgtt ttcatatccc ctgtgtggtt 
60 

gaaaacttcc cgatgaaagc gcgcacggtt gaagagctga aagaattgga aagagtttta 
120 

cagcaaaaga agattgaagc agagtgtctt aaactacgga aggaaattgt agaggctcag 
180 

tctggagtta agttgattaa acagcgtcat gaagaggatg atgaagaaga ggaagaggaa 
240 

gacaagacag taaaatatag caatttgccc aattacctgc ttggtagtct gagtactgat 
300 

tttggggtag atacctcttt attgtcaagc caattggagc ttcattccag agaagagaaa 
360 

atcaaccaaa ttatattatt gaaagatatc atttacaagg taaaaactgt tttcaataat 
420 

gagtttgacg ctgcatataa acaaaaagag tttgaaattg cacgcgt 
467 

<210> 1016 

<211> 155 

<212> PRT 

<213> Homo sapiens 

<400> 1016 

Xaa Asn .Ser Met Ala Val Lys Gly Arg Ala Leu Lys Cys Phe His He 

15 10 15 

Pro Cys Val Val Glu Asn Phe Pro Met Lys Ala Arg Thr Val Glu Glu 

20 25 30 

Leu Lys Glu Leu Glu Arg Val Leu Gin Gin Lys Lys He Glu Ala Glu 

35 40 45 

Cys Leu Lys Leu Arg Lys Glu He Val Glu Ala Gin Ser Gly Val Lys 

50 55 60 

Leu He Lys Gin Arg His Glu Glu Asp Asp Glu Glu Glu Glu Glu Glu 
65 70 75 80 

Asp Lys Thr Val Lys Tyr Ser Asn Leu Pro Asn Tyr Leu Leu Gly Ser 

85 90 95 

Leu Ser Thr Asp Phe Gly Val Asp Thr Ser Leu Leu Ser Ser Gin Leu 

100 105 HO 

Glu Leu His Ser Arg Glu Glu Lys He Asn Gin He He Leu Leu Lys 

115 120 125 

Asp He He Tyr Lys Val Lys Thr Val Phe Asn Asn Glu Phe Asp Ala 

130 135 140 

Ala Tyr Lys Gin Lys Glu Phe Glu He Ala Arg 
145 150 155 
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<210> 1017 
<211> 335 
<212> DNA 

<213> Homo sapiens 
<400> 1017 

acgcgtggct ggttgggtat gtggaaccat gtgcgcgcta atgagaagga tgcgaagggg 
60 

aacattaaag tgggtcgccc cggctacttt gcggaggtca tggatttcta tgcgcattat 
120 

ctgaagggtg cggttacccg tttccgtccg aattttattg tgcaggataa tacgggccgt 
180 

tggcgtgttc agtcgtcgtg gccgcagccg aatcgcactg ttacttttgc gggaccccgc 
240 

ggcattgtcc gctacggtac gacgttggcg gcccgcacgc atgggaatgg tcaggctatt 
300 

ccgcaggcgg atgcacagtc tcttaaccgc gagaa 
335 


<210> 1018 










<211> 105 










<212> PRT 










<213> Homo sapiens 








<400> 1018 










Met Trp Asn 

His 

Val Arg Ala 

Asn Glu 

Lys Asp 

Ala Lys Gly Asn 

He 

1 


5 


10 




15 


Lys Val Gly 

Arg 

Pro Gly Tyr 

Phe Ala 

Glu Val 

Met 

Asp 

Phe 

Tyr 

Ala 


20 


25 




30 



His Tyr Leu 

Lys 

Gly Ala Val 

Thr Arg 

Phe Arg 

Pro 

Asn 

Phe 

He 

Val 

35 



40 



45 




Gin Asp Asn 

Thr 

Gly Arg Trp 

Arg Val 

Gin Ser 

Ser 

Trp 

Pro 

Gin 

Pro 

50 


55 



60 





Asn Arg Thr 

val 

Thr Phe Ala 

Gly Pro 

Arg Gly 

He 

Val 

Arg 

Tyr 

Gly 

65 


70 


75 





80 

Thr Thr Leu 

Ala 

Ala Arg Thr 

His Gly 

Asn Gly 

Gin 

Ala 

He 

Pro 

Gin 



85 


90 




95 


Ala Asp Ala 

Gin 

Ser Leu Asn 

Arg Glu 








100 


105 








<210> 1019 
<211> 454 
<212> DNA 

<213> Homo sapiens 
<400> 1019 

acgcgtgaag gggtagtcgt agtagaagtc gtccacaaac acgggccccg gcaggtccag 
60 

ctctggagcc tcctcctcaa tggcgttgcc catggtgcct ggcttgggtg atgaggcggg 
120 

tgaagggcgt ggggccaggt ggtgcgggat gaagtcagcc tcgttgaaga gctcgtggct 
180 

ggaggagccg ctgcctgagc cttcagggcc cagtgtgccc aggggccacc gacagagtgg 
240 
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cagagagcag gtgacttcct ggcactgcgg agcgaggacc cggagaagta cttcctcaat 
300 

ggtggctgga ccatccagtg gaacggggac taccaggtgg cagggaccac cttcacatac 
360 

gcacgcaggg gcaactggga gaacctcacg tccccgggtc ccaccaagga gcctgtctgg 
420 

atccagctgc tgttccagga gagcaaccct gggg 
454 

<210> 1020 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 1020 


Met 

Ala 

Leu 

Pro 

Met Val Pro Gly 

Leu 

Gly 

Asp Glu 

Ala 

Gly 

Glu 

Gly 

1 




5 


10 




15 


Arg 

Gly 

Ala 

Arg 

Trp Cys Gly Met 

Lys 

Ser 

Ala Ser 

Leu 

Lys 

Ser 

Ser 



20 


25 




30 



Trp 

Leu 

Glu 

Glu 

Pro Leu Pro Glu 

Pro 

Ser 

Gly Pro 

Ser 

Val 

Pro 

Arg 


35 


4 0 




45 




Gly 

His 

Arg 

Gin 

Ser Gly Arg Glu 

Gin 

Val 

Thr Ser 

Trp 

His 

Cys 

Gly 

50 



55 



60 





Ala 

Arg 

Thr 

Arg 

Arg Ser Thr Ser 

Ser 

Met 

Val Ala 

Gly 

Pro 

Ser 

Ser 

65 



70 



75 




80 

Gly 

Thr 

Gly 

Thr 

Thr Arg Trp Gin 

Gly 

Pro 

Pro Ser 

His 

Thr 

His 

Ala 




85 


90 




95 


Gly 

Ala 

Thr 

Gly 

Arg Thr Ser Arg 

Pro 

Arg 

Val Pro 

Pro 

Arg 

Ser 

Leu 



100 


105 




110 



Ser 

Gly 

Ser 

Ser 

Cys Cys Ser Arg 

Arg 

Ala 

Thr Leu 

Gly 





115 


120 




125 





<210> 1021 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<400> 1021 

cagctgtgtc gtgacctcct gtagaccaga gagaggtaga gcatgaaaaa tgctcattga 
60 

gccgagatta tctgacagga ccaaagcata taaagttgac tgaagcagga gcaaacacgc 
120 . 

tggttgaggg tcaagtgctg gggcagcagc aacaacaaac caaaaaaaag ccctttgaac 
180 

tcccttaatg ttgcccaaag gttctggtag agaacaagtc acatgcctaa gaaggtcttt 
240 

taaagggcac tcttgcagtt tcagcatttg gtccggggaa ttgcacaagg ctctgcttaa 
300 

atgcagagct ctttctagca tcttcatatt caaggcggaa aaactgagct tggcgaggaa 
360 

ccctgt 
366 

<210> 1022 
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<211> 109 
<212> PRT 

<213> Homo sapiens 
<400> 1022 

Met Lys Met Leu Glu Arg Ala Leu His Leu Ser Arg Ala Leu Cys Asn 

1 5 10 15 

Ser Pro Asp Gin Met Leu Lys Leu Gin Glu Cys Pro Leu Lys Asp Leu 

20 25 30 

Leu Arg His Val Thr Cys Ser Leu Pro Glu Pro Leu Gly Asn He Lys 

35 40 45 

Gly Val Gin Arg Ala Phe Phe Trp Phe Val Val Ala Ala Ala Pro Ala 

50 55 60 

Leu Asp Pro Gin Pro Ala Cys Leu Leu Leu Leu Gin Ser Thr Leu Tyr 
65 70 75 80 

Ala Leu Val Leu Ser Asp Asn Leu Gly Ser Met Ser He Phe His Ala 

85 90 95 

Leu Pro Leu Ser Gly Leu Gin Glu Val Thr Thr Gin Leu 
100 105 

<2i0> 1023 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<400>. 1023 

gccgggcttc gggtctctga agcgatcaac ctggccgact cggatgcaga tctggacggc 
60 

ggcatcctga ccatacagca gaccaagttt ggcaagtccc gcatggtgcc gctacacccc 
120 

agcgtgatcg gtccgatggc agcctaccgg gccttgcgcc gccagtacgt gcctgcgaag 
180 

ccgcagatga cattcttcgt gggctcgcgt ggcgtgcacc ggggtgaacc gctgggagat 
240 

aggcaggtgc atcgagtgtt ctgtcagctg cgcgagcaat tgggttggat cgatcgcggc 
300 

ggccatggcc gaccgcgggt gcatgacctg cgccatagct tcgccgtgag acggatgatc 
360 

ctgtggcacc agcagggagc gaaccttgac caacgaatgc tggccctgtc cacgtacatg 
420 

ggccac 
426 

<210> 1024 

<211> 142 

<212> PRT 

<213> Homo sapiens 

<400> 1024 

Ala Gly Leu Arg Val Ser Glu Ala He Asn Leu Ala Asp Ser Asp Ala 

15 10 15 

Asp Leu Asp Gly Gly He Leu Thr lie Gin Gin Thr Lys Phe Gly Lys 

20 25 30 

Ser Arg Met Val Pro Leu His Pro Ser Val He Gly Pro Met Ala Ala 
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35 

40 


45 


Tyr Arg 

Ala Leu 

Arg Arg Gin Tyr Val Pro Ala 

Lys 

Pro 

Gin Met Thr 

50 


55 

60 



Phe Phe 

Val Gly 

Ser Arg Gly Val His Arg Gly 

Glu 

Pro 

Leu Gly Asp 

65 - 


70 75 



80 

Arg Gin 

Val His 

Arg Val Phe Cys Gin Leu Arg 

Glu 

Gin 

Leu Gly Trp 


85 90 



95 

lie Asp 

Arg Gly 

Gly His Gly Arg Pro Arg Val 

His 

Asp 

Leu Arg His 


100 

105 



HO 

Ser Phe 

Ala Val 

Arg Arg Met He Leu Trp His 

Gin 

Gin 

Gly Ala Asn 


115 

120 


125 


Leu Asp 

Gin Arg 

Met Leu Ala Leu Ser Thr Tyr 

Met Gly 

His 

130 


135 

140 




<210> 1025 
<211> 518 
<212> DNA 

<213> Homo sapiens 
<400> 1025 

nacgcgtggt gcgcgcaggt ggcgccgcgg tccctttgct ccctgcgcaa gccggagggg 

60 ■/ ' . 

tgcccagaag gctaccacta gcctcagcga agggtgcgcc ctgagagccg ggtagcctcg 
120 

gatagcggcg ctgcgtacgc gatgatggat gagccgtggt gggaagggcg cgtcgcctcg 
18 b 

.gacgtccact gcaccctgcg cgagaaggaa ctgaagctgc ccaccttccg agcccactcc 
240 

ccactcctga agagccgccg gttcttcgtg gacatcctga ccctgctgag cagccactgc 
300 

cagctctgcc ctgcagcccg gcacctggcc gtctacctgc tggaccactt catggatcgc 
360 

tacaacgtca ccacctccaa gcagctctac accgtggccg tctcctgcct cctgcttgca 
420 

agtaagttcg aggatcggga agaccacgtc cccaagttgg agcaaataaa cagcacgagg 
480 

atcctgagca gccagaactt caccctcacc aagaagga 
518 

<210> 1026 
<211> 125 
<212> PRT 

<213> Homo sapiens 


<400> 1026 

Met Met Asp Glu Pro Trp Trp Glu 

1 5 
Cys Thr Leu Arg Glu Lys Glu Leu 
20 

Ser Pro Leu Leu Lys Ser Arg Arg 

35 40 
Leu Ser Ser His Cys Gin Leu Cys 

50 55 
Tyr Leu Leu Asp His Phe Met Asp 


Gly Arg Val Ala Ser Asp Val His 

10 15 
Lys Leu Pro Thr Phe Arg Ala His 
25 30 
Phe Phe Val Asp He Leu Thr Leu 
45 

Pro Ala Ala Arg His Leu Ala Val 
60 

Arg Tyr Asn Val Thr Thr Ser Lys 
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65 70 75 80 

Gin Leu Tyr Thr Val Ala Val Ser Cys Leu Leu Leu Ala Ser Lys Phe 

85 90 95 

Glu Asp Arg Glu Asp His Val Pro Lys Leu Glu Gin lie Asn Ser Thr 

100 105 HO 

Arg He Leu Ser Ser Gin Asn Phe Thr Leu Thr Lys Lys 
115 120 125 

<210> 1027 
<211> 465 
<212> DNA 

<213> Homo sapiens 
<400> 1027 

ggcccaaaag tcatcaaaga aaagctgaca caggagctga aggaccacaa cgccaccagc 
60 

atcctgcagc agctgccgct gctcaaggcc atgcgggaaa agccagccgg aggcatccct 
120 

gtgctgggca gcctggtgaa caccngtcct gaagcacatc atnnctggct gaaggtcatc 
180 

acagctaaca tcctccagct gcaggtgaag ccctcggcca atgaccagga gctgctagtc 
240 

aagatccccc tggacatggt ggctggattc aacacgcccc tggtcaagac catcgtggag 
300 

ttccacatga cgactgaggc ccaagccacc atccgcatgg acaccagtgc aagtggcccc 
360 

acccgcctgg tcctcagtga ctgtgccacc agccatggga gcctgcgcat ccaactgctg 

420 ' 

cataagctct ccttcaagct gaacgcctca gctaagcagg tcatg 

465 

<210> 1028 
<211> 155 
<212> PRT 

<213> Homo sapiens 


<400> 1028 


Gly 

Pro 

Lys 

Val 

He 

Lys 

Glu 

Lys 

Leu 

Thr 

Gin 

Glu 

Leu 

L y s 

Asp 

His 

1 




5 





10 





15 


Asn 

Ala 

Thr 

Ser 
20 

He 

Leu 

Gin 

Gin 

Leu 
25 

Pro 

Leu 

Leu 

Lys 

Ala 
30 

Met 

Arg 

Glu 

Lys 

Pro 
35 

Ala 

Gly 

Gly 

He 

Pro 
40 

val 

Leu 

Gly 

Ser 

Leu 
45 

Val 

Asn 

Thr 

Xaa 

Pro 
50 

Glu 

Ala 

His 

His 

Xaa 
55 

Trp 

Leu 

Lys 

Val' 

He 
60 

Thr 

Ala 

Asn 

He 

Leu 

Gin 

Leu 

Gin 

Val 

Lys 

Pro 

Ser 

Ala 

Asn 

Asp Gin 

Glu 

Leu 

Leu 

Val 

65 





70 





75 





80 

Lys 

He 

Pro 

Leu 

Asp 

Met 

Val 

Ala 

Gly 

Phe 

Asn 

Thr 

Pro 

Leu 

Val 

Lys 




85 





90 





95 


Thr 

He 

Val 

Glu 
100 

Phe 

His 

Met 

Thr 

Thr 
105 

Glu 

Ala 

Gin 

Ala 

Thr 
110 

He 

Arg 

Met 

Asp 

Thr 

Ser 

Ala 

Ser 

Gly 

Pro 

Thr 

Arg 

Leu 

Val 

Leu 

Ser 

Asp 

Cys 


115 





120 





125 




Ala 

Thr 

Ser 

His 

Gly 

Ser 

Leu 

Arg 

He 

Gin 

Leu 

Leu 

His 

Lys 

Leu 

Ser 
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130 135 140 

Phe Lys Leu Asn Ala Ser Ala Lys Gin Val Met 
145 150 155 

<210> 1029 
<211> 479 
<212> DNA 

<213> Homo sapiens 
<400> 1029 

acgcgtgaag ggaaactgtc ctcacagatg agtgtgaggg ttcaaaaaga tactgcctgc 
60 

caagcactgg ccacaaatgc ctggcagaac aactgctcat aagtgtgtag ttgttgttat 
120 

tattactaac caagtgagga aaattatccc tagcaggtcc agatgaccgt gtgcatgaat 
180 

cacagggaga ccctaaagga tttcctcctg taaagctctt tccccaccta tttgctactg 
240 

cctgaaattg ctttagcagg aaacagaatc tctcatgcca caagtgagca taaagtttaa 
300 

aatgtaaatg ctctaggaaa aggcaactca tctcttaaat tctctccaag gttcaaatcc 
360 

tttccaaaga ggaggctttt gtataagtca gaaggcccag tccctgaagg tcatggaaaa 
420 

ggtcatgaca cacggagggg gtgtcaaagg gagactggga aactgaagat gaagctagc 
479 

<210> 1030 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 1030 


Met Ser 

Cys. 

Leu 

Phe 

Leu 

Glu 

His 

Leu 

His 

Phe 

Lys Leu Tyr 

Ala 

His 

1 



5 





10 



15 


Leu Trp 

His 

Glu 

20 . 

Arg 

Phe 

Cys 

Phe 

Leu 
25 

Leu 

Lys 

Gin Phe Gin 
30 

Ala 

Val 

Ala Asn 

Arg 

Trp 

Gly 

Lys 

Ser 

Phe 

Thr 

Gly 

Gly 

Asn Pro Leu 

Gly 

Ser 


35 




40 




45 



Pro Cys 

Asp 

Ser 

Cys 

Thr 

Arg 

Ser 

Ser 

Gly 

Pro 

Ala Arg Asp 

Asn 

Phe 

50 





55 





60 



Pro His 

Leu 

Val 

Ser 

Asn 

Asn 

Asn 

Asn 

Asn 

Tyr 

Thr Leu Met 

Ser 

Ser 

65 




70 





75 



80 

Cys Ser 

Ala 

Arg 

His 
85 

Leu 

Trp 

Pro 

Val 

Leu 
90 

Gly 

Arg Gin Tyr 

Leu 
95 

Phe 

Glu Pro 

Ser 

His 
100 

Ser 

Ser 

Val 

Arg 

Thr 
105 

Val 

Ser 

Leu His Ala 
110 




<210> 1031 

<211> 322 

<212> DNA 

<213> Homo sapiens 

<400> 1031 
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nacgcgtttt atgtcagcgt tgaattggaa gacggcaagt ctatcgccat gctgccccag 
60 

gcagatggct ggtttgaagt ggaggtgaag tgcccggcgg gcactcacta ccgctataac 
120 

atcgacggcg aaaccgatgt acccgacccg gcatccaggg cgcaagccaa cgatgtgcat 
180 

gggtggagcg tcgtcgtcga cccgctcgcc tatcaatggc gacaccctaa ctggcaaggc 
240 

cgcccctggc atgaggcggt gatttacgag ctgcacgttg gcgtactggg cgggtacgcc 
300 

gctgttgaac agcaactgcc gc 
322 

<210> 1032 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<400> 1032 

Xaa Ala Phe Tyr Val Ser Val Glu Leu Glu Asp Gly Lys Ser He Ala 

15 10 15 

Met Leu Pro Gin Ala Asp Gly Trp Phe Glu Val Glu Val Lys Cys Pro 

20 25 30 

Ala Gly Thr His Tyr Arg Tyr Asn He Asp Gly Glu Thr Asp Val Pro 

35 40 ■ 45 

Asp Pro Ala Ser Arg Ala Gin Ala Asn Asp Val His Gly Trp Ser Val 

50 55 60 

Val Val Asp Pro Leu Ala Tyr Gin Trp Arg His Pro Asn Trp Gin Gly 
65 70 75 80 

Arg Pro Trp His Glu Ala Val He Tyr Glu Leu His Val Gly Val Leu 

85 90 95 

Gly Gly Tyr Ala Ala Val Glu Gin Gin Leu Pro 
100 105 

<210> 1033 

<211> 579 

<212> DNA 

<213> Homo sapiens 

<400> 1033 

tgcgtccacc ggggtgacct cctgactgcc tcagtcacga ttccttatgg tcgaagtgtc 
60 

acagcgccaa gggttgtgag gagggccctt cgcgggtcac ggataggtcc aaggtggcac 
120 

aattcacatt caaatccatc acttttcaca taattgctgt taatatgaac gtcatgagtc 
180 

gttgttgctc gcggttgcga gtgggactcc ccatacacgg cagcgagaca tggaggaacc 
240 

atgggactaa ggatcgttgt cgccgctgat ccggcggcag tcgagtacaa ggatgtcgtc 
300 

aaggctgacc tggaagcgga ttcgcgagtc gatgacgtta tcgacgtcgg cgttcaggct 
360 

ggtgacgaca ccctctaccc gcgcatcggc atcaagggag ctcacgtcat caaggacgga 
420 
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aaagccgatc gaggaatctt tttctgcggc accgggatgg gcatggccat cacggccaac 
480 

aaggtgccag gcattcgcgc ctgcaccgcc cacgactcct tctccgtaga gcggctcatc 
540 

atgtccaacg acgcccacgt gctatgcctc ggccaacgc 
579 

<210> 1034 
<211> 113 
<212> PRT 

<213> Homo sapiens 


<400> 1034 


Met Gly 

Leu 

Arg 

He Val Val Ala Ala 

Asp 

Pro 

Ala 

Ala 

Val 

Glu 

Tyr 

1 



5 

10 





15 


Lys Asp 

Val 

Val 

Lys Ala Asp Leu Glu 

Ala 

Asp 

Ser 

Arg 

Val 

Asp 

Asp 



20 

25 





30 



Val He 

Asp 

Val 

Gly Val Gin Ala Gly 

Asp 

Asp 

Thr 

Leu 

Tyr 

Pro 

Arg 


35 


40 




45 




He Gly 

lie 

Lys 

Gly Ala His Val He 

Lys 

Asp Gly 

Lys 

Ala 

Asp 

Arg 

50 



55 



60 





Gly He 

Phe 

Phe 

Cys Gly Thr Gly Met 

Gly 

Met 

Ala 

He 

Thr 

Ala 

Asn 

65 



70 


75 





80 

Lys Val 

Pro 

Gly 

He Arg Ala Cys Thr 

Ala 

His 

Asp 

Ser 

Phe 

Ser 

Val 



85 

90 





95 


Glu Arg 

Leu 

He 

Met Ser Asn Asp Ala 

His 

val 

Leu 

Cys 

Leu 

Gly 

Gin 


100 

105 





110 




Arg 


<210> 1035 

<211> 363 

<212> DNA 

<213> Homo sapiens 

<400> 1035 

nacgcgtgca atgtgtgtgt gtgtatgnga ccatgtctct gtgtgtgtat gngcatatgt 
60 

gtgtgtatan gaatgtgtgt atgtgtantg gaatgtgtgt gtgtantgga agctgtgtgc 
120 

atatgtnaat gtctgtgtgc atgtacgnga atgtgcgcgt gtatggaatg tatctgtgta 
180 

tgtgtatgga ccgtttgtgt gattatgcaa tatgtccgtg tgtgcgtatg gagtgtctca 
240 

gtatggcatg tgtgtgtgta tctactgtgc gtctctgtgt gtgtantgac atgcatatgt 
300 

atagaaagcg tctgcgctgt gtgcatgtgt gtcagtatcg aacgagtcgg agatgtggta 

360 

atn 

363 

<210> 1036 
<211> 121 
<212> PRT 
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<213> Homo sapiens 
<400> 1036 

Xaa Ala Cys Asn Val Cys Val Cys Met Xaa Pro Cys Leu Cys Val Cys 

15 10 15 

Met Xaa lie Cys Val Cys He Xaa Met Cys Val Cys Val Xaa Glu Cys 

20 25 30 

Val Cys Val Xaa Glu Ala Val Cys He Cys Xaa Cys Leu Cys Ala Cys 

35 40 45 

Thr Xaa Met Cys Ala Cys Met Glu Cys He Cys Val Cys Val Trp Thr 

50 55 60 

Val Cys Val He Met Gin Tyr Val Arg Val. Cys Val Trp Ser Val Ser 
65 70 75 80 

Val Trp His Val Cys Val Tyr Leu Leu Cys Val Ser Val Cys Val Xaa 

85 90 95 

Thr Cys He Cys He Glu Ser Val Cys Ala Val Cys Met Cys Val Ser 

100 105 HO 

He Glu Arg Val Gly Asp Val Val Xaa 
115 120 

<210> 1037 

<211> 5832 

<212> DNA 

<213> Homo sapiens 

<400> 1037 

ccttctcctg ggggccagat gcatgctgga atcagtagct ttcagcagag taactcaagt 
60 

gggacttacg gtccacagat gagccagtat ggaccacaag gtaactactc cagaccccca 
120 

gcgtatagtg gggtgcccag tgcaagctac agcggcccag ggcccggtat gggtatcagt 
180 

gccaacaacc agatgcatgg acaagggcca agccagccat gtggtgctgt gcccctggga 
240 

cgaatgccat cagctgggat gcagaacaga ccatttcctg gaaatatgag cagcatgacc 
300 

cccagttctc ctggcatgtc tcagcaggga gggccaggaa tggggccgcc aatgccaact 
360 

gtgaaccgta aggcacagga ggcagccgca gcagtgatgc aggctgctgc gaactcagca 
420 

caaagcaggc aaggcagttt ccccggcatg aaccagagtg gacttatggc ttccagctct 
480 

ccctacagcc agcccatgaa caacagctct agcctgatga acacgcaggc gccgccctac 
540 

agcatggcgc ccgccatggt gaacagctcg gcagcatctg tgggtcttgc agatatgatg 
600 

tctcctggtg aatccaaact gcccctgcct ctcaaagcag acggcaaaga agaaggcact 
660 

ccacagcccg agagcaagtc aaaggatagc tacagctctc agggtatttc tcagccccca 
720 

accccaggca acctgccagt cccttcccca atgtccccca gctctgctag catctcctca 
780 

tttcatggag atgaaagtga tagcattagc agcccaggct ggccaaagac tccatcaagc 
840 
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cctaagtcca gctcctccac 
900 

aatgagccag agagaaagct 
960 

tctcctgtct caagtctgcc 
1020 

gtctgcgtca aagagatcgg 
1080 

ctggcaacca acctaaacgt 
1140 

tatattcagt acctgtttgc 
1200 

gaagtcttca gcaccgggga 
1260 

aactcgggat ccttgcaagg 
1320 

gaggttccag gtgacctgaa 
1380 

ccaatgcaag gtggaagaag 
1440 

gattcatcct tcccgaaacg 
1500 

agcatgcccg atgtgatggg 
1560 

atgagaaaag tgcctggaag 
1620 

agcatgcagg acatgtacaa 
1680 

cagcgccagc agtttcccta 
1740 

cagtatccag gccaaggccc 
1800 

ctgtacccac agcagccgaa 
1860 

aagcgccacg agggcgacat 
1920 

aaccagtatg gaggctccta 
1980 

tatccctaca gcagggagag 
2040 

cttcagatga tgggcggccc 
2100 

tgggcagcac gcaatgatat 
2160 

acacaggcgc ccccttaccc 
2220 

aggataaatc atgagagcca 
2280 

tcctcagcct ccatgcagcc 
2340 

tcactgccaa atcacatctc 
2400 

aaccgcatgt ctccaagcaa 
2460 


cactactggg gagaagatca 
ctgggtcgac cgatacctca 
tgccgtgggc aagaagcccc 
gggtttggcc caggttaata 
tggcacctca agcagtgcag 
ctttgagtgc aagatcgaac 
caccaaaaag cagcccaagc 
cccacagacc ccccagtcaa 
gccacctacc ^ccagcctcca 
cagtacaatc agtgtgcacg 
gaactccatg actccaaacg 
caggatgccc tatgagccca 
cagcgagccc tttatgacgc 
ccaaagtccc tccggagcaa 
tggagccagt tacgaccgaa 
tccctcggga cagccgccgt 
ttacaaacgc catatggacg 
gtacaacatg cagtacagca 
ctcgggcccg gaccgcaggc 
gatgcagggc ccggggcaga 
gctgcagtcg tcctccagtg 
gccttatccc taccagaaca 
aggcatgaac cgcacagacg 
gtggccttct cacgtcagcc 
catcacacgc ccaccacagc 
cagggcgccc agcccagcgt 
gtctcctttt ctgccgtcta 


cgaaggtgta cgagctgggg 
ccttcatgga agagagaggc 
tggacctgtt ccgactctac 
aaaacaagaa gtggcgtgag 
cgagctccct gaaaaagcag 
gtggggagga gcccccgccg 
tccagccgcc atctcctgct 
ctggcagcaa ttccatggca 
cccctcacgg ccagatgact 
acccattctc agatgtgagt 
ccccctacca gcagggcatg 
acaaggaccc ctttggggga 
aaggacagat gcccaacagc 
tgtctaacct gggcatgggg 
ggcatgaacc ttatgggcag 
atggagggca ccagcccggc 
gcatgtacgg gcccccagcc 
gccagcagca ggagatgtac 
ccatccaggg ccagtacccg 
tccagacaca cggaatcccg 
aggggcctca gcagaatatg 
ggcagggccc tggcggccct 
atatgatggt acccgatcag 
agcgtcagcc ttatatgtcg 
cgtcctacca gacgccaccg 
ccttccagcg ctccctggag 
tgaagatgca gaaggtcatg 
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rccaccratcc 

ccacatccca 

Wj W UvCA W w W W Wl 

2520 


gagatcacct 

ttcctcctgg 

2580 


aagattacct 

ccaaagatat 

2640 


tcaggtcttt 

tcrqctQaqaq 

2700 


gacagcactg 

ttgctactfct 

2760 


oaotacttta 

*J W W W WWW d 

gaaaatgcct 

2820 


y <3>»^U^uy V— ^ 

aaaaaccact 

2880 



w L,y y y oaety d 

2 940 


gaggaggatg 

anirarTfTa acta 
oyy ety y a ay a 



flf <*a 

ctyaCtgccc 

CyyaCyccyc 

J VJ D VJ 


yaLaayLuyw 

L-ddLdddyaL 

3120 


aaytuyyyyc 

nt"frt"rrranna 
y uy tycciyy a 

3180 


ydL>ovvavwy 

anraraf f r"*A 
dy LdLaUULa 

3240 



LLutut L.aay 

3300 



o-y wcmy avjoci 

3360 


t»L»ciy yyy v»ciw 

tTTffcrcjA acta 
uy v- i.y y acty a 

3420 


tULyy La lul> 


3480 


aarrciaciaccf 

agac tcccc t 

3 540 


tacatctato 

W^H C* W W W *J W^j 

tgtccaatat 

3600 


atgtccaaac 

atccaggcct 

3660 


catccagaga 

aaaaaccjaqc 

3720 


ytyycctgco 

rrf-a a a era frra 
yi.cLCLayciL.yci 

3780 


ttggtcacgt 

tggecaacat 

3840 


tgcttgccaa 

ttttggatgg 

3900 


gatccctttc 

caactgtggg 

3960 


accctctgta 

aactcagtat 

4020 


tttagtcgtc 

aggagaaatt 

4080 



ggtcaccggg 

ccaccacccc 

ctcagtagaa 

gcatcacaac 

cgttactcct 

gaggcgtggc 

tacgtgggct 

ttggacacta 

caatctctcc 

cagttgtctg 

gattgacatt 

tttggaattc 

tgatcacaac 

gcagcaagga 

ggaggaagat 

gctgaatgta 

cagegagaag 

acagaaagcg 

tgcagaccca 

aaggagaagc 

agtcaaaaag 

aacaacctgt 

gttcaatagt 

ggccttctac 

gactcacttt 

gagagcaaga 

ctccgcaggt 

aagaagaaag 

aagcatcata 

gcaaccattg 

cgcaaaccct 

gggccccaga 

aagtcacegg 

aacatcaagc 

gtgtaccatc 

gcgcactggc 

tgtcegtage 

ttgtcattcg 

ggtgctgatc 

ctggggaagc 

accgcagacc 

tatgagaaag 

gtggtggtgg 

gactgcctcg 

ttccgggcag 

ctagacttgt 

cttgctgcac 

tggatggtgt 

acccaactcg 

gtcccgtcgc 

ccaggacaat 

aatgtggacc 

etatgetaca 

ttagttaggt 


aaccaccccc aatcagaagg 
cagtcttgaa acaaaggega 
gtgtgatgat gtcccttaaa 
ttaatattct tctgtatgat 
gatttctcga acttttag'tc 
ttatggaata tgaagtggga 
aggatgacag ccagtccttg 
ttgatgacga cgaggaagac 
atgaaaagag cagcatcgct 
ccaagcaagc cagtaagttc 
ttgttgttga ccgatctgac 
actggcagct eggegggggt 
tggaaattcc tcctcgcagg 
agctggcagg caaaggegae 
atgaegtect gtctgetegg 
ccgaaagcag taagtttccc 
tgctggagga cgagcccagg 
aggactcget ggctaagega 
tgcctfggcaa tgatgccgaa 
tgattcttct tcaccacgag 
aggaggatga ggacaagggg 
aggtcttgag ggataacacg 
ctgcttacac ggaaagcatc 
gcccgtctgc agaggcacaa 
ctcagagact tgtgctggag 
tgatcttggc cactcctcca 
acgttgggga tegcaaaaac 
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ccagtctgtc gagaaatgtc 
4140 

gcagcaaggg ccatagctgt 
4200 

gatggggtca cgatggccca 
4260 

ccgcccctgg aaccacctag 
4320 

atggccagag tggacgaaaa 

4380 

atctcgatat cagctgtcct 
4440 

cagattgggc agttatgaca 
4500 

tcacatataa ctggctgttt 
4560 

atctttgctc ctctgcccca 
4620 

tgaacagtta tgaaattaat 
4680 

ttttttctct tttttttaac 
4740 

cttcacagat ctttttaatg 
4800 

tgactttaaa gaaaaaagtt 
4860 

agtcaaaaag gtgaaaaatt 
4920 

aactgcatcc catcacccaa 
4980 

ggctcaagga ggtatgtcgg 
5040 

ggaatatggt tccattaggc 
5100 

cctgacaacg atccggaaac 
5160 

accttccacg tgacagttct 
5220 

gcctatgggc tgtgatgtat 
5280 

tctttttttt ttttttttag 
5340 

aagtgatggt agatttaaat 
5400 

atatctccaa aaaaagaaag 
5460 

tgtacaagtt tctgtatgta 
5520 

ttgcttcatg aatcaaggtg 
5580 

cagtacagtc aaaaaagaga 
5640 

aaagattttt cagtgatgag 
5700 


catggcgctt ttatcgaacc 
gcagaaagga agcattggaa 
gtaccagcag agccagcaca 
cgtagacatg atgtgcaggg 
ccgctcggaa ttccttttgc 
gaactctctg gttgcatctg 
taagtgagaa ggcaagcatg 
tctgttcttg tttatccagc 
ttcactattt accaattggg 
atttgctgtc tgtgtgtata 
caaagttgct gtctagtgca 
ttctttccca tgttgtattg 
gtggcaaaag atgctaagat 
atccatttcc tatgcgtttt 
agttctgtgc aatagaaatt 
tcagtagtca aaactatgaa 
tgggagcaaa aacaatgttt 
tgctcctcac cactcccgtc 
tcacaattcc tttcatcatt 
atagaagttg tacattaaac 
tacaaagttt tagtttcttt 
aattttttat ttttatttta 
aaaaaataca aaaaacaaaa 
taaagtcatg ctcgatttca 
tggaaatggt tatatatgga 
aaatgaaaaa aatacaacta 
aatccacatt tgtatttcaa 


ttgcccaagg ggacgcacta 
acttgataag cttcctagag 
acctcatgca catgcagccc 
cggccaaggc tttgctagcc 
acgagggccg gttgctggat 
tcatctgtga tgtactgttt 
tgtgagtgaa gattagaggg 
gtaggaagaa ggaaaagaaa 
aattaaagaa ataattaatt 
agtacatcct ttggggtttt 
ttcaaaggtc actttttgtt 
catttttggg ggaagcaaat 
gcgaaaattt caccacactg 
actcctcaga gaatgaaaaa 
tctacagata caggtatagg 
atgatactgg tttctccaca 
tttaagattg agaatacata 
atgcctgctg tcggcgtttg 
ttttaaatat tttttttact 
ataccctcat ttttttcttt 
ttcatgatgt ggtaactacg 
tatatttttt cattagggcc 
acaaaaaaaa aagagggtaa 
ggagagcagc tgatcacaat 
ttgatttaga aaatggttac 
aaaggaagaa acacaacctc 
gataatgtag tttaaaaaaa 


988 


WO 00/58473 PCT/US00/08621 


aaaaaaagaa aaaaacttga tgtaaattcc tccttttcct ctggcttaat gaatatcatt 
5760 

tattcagtat aaaatcttta tatgttccac atgttaagaa caaatgtaca ttaaatcttg 
5820 

ttaagcactg tg 
5832 

<210> 1038 

<211> 1485 

<212> PRT 

<213> Homo sapiens 

<400> 1038 

Pro Ser Pro Gly Gly Gin Met His Ala Gly He Ser Ser Phe Gin Gin 

15 10 15 

Ser Asn Ser Ser Gly Thr Tyr Gly Pro Gin Met Ser Gin Tyr Gly Pro 

20 25 30 

Gin Gly Asn Tyr Ser Arg Pro Pro Ala Tyr Ser Gly. Val Pro Ser Ala 

35 40 45 

Ser Tyr Ser Gly Pro Gly Pro Gly Met Gly He Ser Ala Asn Asn Gin 

50 55 60 

Met His Gly Gin Gly Pro Ser. Gin Pro Cys Gly Ala Val Pro Leu' Gly 
65 70 75 80 

Arg Met Pro Ser Ala Gly Met Gin Asn Arg Pro Phe Pro Gly Asn Met 

85 90 95 

Ser Ser Met Thr Pro Ser Ser Pro Gly Met Ser Gin Gin Gly Gly Pro 
100 105 HO 

• Gly Met Gly Pro Pro Met Pro Thr Val Asn Arg Lys Ala Gin Glu Ala 
115 120 125 

Ala Ala Ala Val Met Gin Ala Ala Ala Asn Ser Ala Gin Ser Arg Gin 

130 135 140 

Gly Ser Phe Pro Gly Met Asn Gin Ser Gly Leu Met Ala Ser Ser Ser 
145 150 155 160 

Pro Tyr Ser Gin Pro Met Asn Asn Ser Ser Ser Leu Met Asn Thr Gin 

165 170 175 

Ala Pro Pro Tyr Ser Met Ala Pro Ala Met Val Asn Ser Ser Ala Ala 

180 185 190 

Ser Val Gly Leu Ala Asp Met Met Ser Pro Gly Glu Ser Lys Leu Pro 

195 200 205 

Leu Pro Leu Lys Ala Asp Gly Lys Glu Glu Gly Thr Pro Gin Pro Glu 

210 215 220 

Ser Lys Ser Lys Asp Ser Tyr Ser Ser Gin Gly He Ser Gin Pro Pro 
225 ^ 230 235 240 

Thr Pro Gly Asn Leu Pro Val Pro Ser Pro Met Ser Pro Ser Ser Ala 

245 250 255 

Ser He Ser Ser Phe His Gly Asp Glu Ser Asp Ser He Ser Ser Pro 

260 265 270 

Gly Trp Pro Lys Thr Pro Ser Ser Pro Lys Ser Ser Ser Ser Thr Thr 

275 280 285 

Thr Gly Glu Lys lie Thr Lys Val Tyr Glu Leu Gly Asn Glu Pro Glu 

290 295 300 

Arg Lys Leu Trp Val Asp Arg Tyr Leu Thr Phe Met Glu Glu Arg Gly 
305 ~ 310 315 320 

Ser Pro Val Ser Ser Leu Pro Ala Val Gly Lys Lys Pro Leu Asp Leu 
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325 330 335 ' 

Phe Arg Leu Tyr Val Cys Val Lys Glu He Gly Gly Leu Ala Gin Val 

340 345 350 

Asn Lys Asn Lys Lys Trp Arg Glu Leu Ala Thr Asn Leu Asn Val Gly 

355 360 365 

Thr Ser Ser Ser Ala Ala Ser Ser Leu Lys Lys Gin Tyr He Gin Tyr 

370 375 380 

Leu Phe Ala Phe Glu Cys Lys He Glu Arg Gly Glu Glu Pro Pro Pro 
385 390 395 400 

Glu Val Phe Ser Thr Gly Asp Thr Lys Lys Gin Pro Lys Leu Gin Pro 

405 410 415 

Pro Ser Pro Ala Asn Ser Gly Ser Leu Gin Gly Pro Gin Thr Pro Gin 

420 425 430 

Ser Thr Gly Ser Asn Ser Met Ala Glu Val Pro Gly Asp Leu Lys Pro 

435 440 445 

Pro Thr Pro Ala Ser Thr Pro His Gly Gin Met Thr Pro Met Gin Gly 

450 455 460 

Gly Arg Ser Ser Thr He Ser Val His Asp Pro Phe Ser Asp Val Ser 
465 470 475 480 

Asp Ser Ser Phe Pro Lys Arg Asn Ser Met Thr Pro Asn Ala Pro Tyr 

485 490 495 

Gin Gin Gly Met Ser Met Pro Asp Val Met Gly Arg Met Pro Tyr Glu 

500 505 510 

Pro Asn Lys Asp Pro Phe Gly Gly Met Arg Lys Val Pro Gly Ser Ser 

515 520 525 

Glu Pro Phe Met Thr Gin Gly Gin Met Pro Asn Ser Ser Met Gin Asp 

530 535 540 

Met Tyr Asn Gin Ser Pro Ser Gly Ala Met Ser Asn Leu Gly Met Gly 
545 550 555 560 

Gin Arg Gin Gin Phe Pro Tyr Gly Ala Ser Tyr Asp Arg Arg His Glu 

565 570 575 

Pro Tyr Gly Gin Gin Tyr Pro Gly Gin Gly Pro Pro Ser Gly Gin Pro 

580 585 590 

Pro Tyr Gly Gly His Gin Pro Gly Leu Tyr Pro Gin Gin Pro Asn Tyr 

595 600 .605 

Lys Arg His Met Asp Gly Met Tyr Gly Pro Pro Ala Lys Arg His Glu 

610 615 ■ 620 

Gly Asp Met Tyr Asn Met Gin Tyr Ser Ser Gin Gin Gin Glu Met Tyr 
625 630 635 640 

Asn Gin Tyr Gly Gly Ser Tyr Ser Gly Pro Asp Arg Arg Pro He Gin 

645 650 655 

Gly Gin Tyr Pro Tyr Pro Tyr Ser Arg Glu Arg Met Gin Gly Pro Gly 

660 665 670 

Gin He Gin Thr His Gly He Pro Leu Gin Met Met Gly Gly Pro Leu 

675 680 685 

Gin Ser Ser Ser Ser Glu Gly Pro Gin Gin Asn Met Trp Ala Ala Arg 

690 695 700 

Asn Asp Met Pro Tyr Pro Tyr Gin Asn Arg Gin Gly Pro Gly Gly Pro 
705 710 715 720 

Thr Gin Ala Pro Pro Tyr Pro Gly Met Asn Arg Thr Asp Asp Met Met 

725 730 735 

Val Pro Asp Gin Arg He Asn His Glu Ser Gin Trp Pro Ser His Val 

740 745 750 

Ser Gin Arg Gin Pro Tyr Met Ser Ser Ser Ala Ser Met Gin Pro He 
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7S5 


760 





765 




Thr Arg 

Pro 

Pro 

Gin Pro Ser Tyr 

Gin 

Thr 

Pro 

Pro 

Ser 

Leu 

Pro 

Asn 

770 



775 




780 





His He 

Ser 

Arg 

Ala Pro Ser Pro 

Ala 

Ser 

Phe 

Gin 

Arg 

Ser 

Leu 

Glu 

785 



790 



795 





800 

Asn Arg 

Met 

Ser 

Pro Ser Lys Ser 

Pro 

Phe 

Leu 

Pro 

Ser 

Met 

Lys 

Met 




805 


810 





815 


Gin Lys 

Val 

Met 

Pro Thr Val Pro 

Thr 

Ser 

Gin 

Val 

Thr 

Gly 

Pro 

Pro 



820 


825 





830 



Pro Gin 

Pro 

Pro 

Pro He Arg Arg 

Glu 

He 

Thr 

Phe 

Pro 

Pro 

Gly 

Ser 


835 


840 





845 




Val Glu 

Ala 

Ser 

Gin Pro Val Leu 

Lys 

Gin 

Arg 

Arg 

Lys 

He 

Thr 

Ser 

850 



855 




860 





Lys Asp 

He 

Val 

Thr Pro Glu Ala 

Trp 

Arg 

Val 

Met 

Met 

Ser 

Leu 

Lys 

865 



870 



875 





880 

Ser Gly 

Leu 

Leu 

Ala Glu Ser Thr 

Trp 

Ala 

Leu 

Asp 

Thr 

He 

Asn 

lie 




885 


890 





895 


Leu Leu 

Tyr 

Asp 

Asp Ser Thr Val 

Ala 

Thr 

Phe 

Asn 

Leu 

Ser 

Gin 

Leu 



900 


905 





910 



Ser Gly 

Phe 

Leu 

Glu Leu Leu Val 

Glu 

Tyr 

Phe 

Arg 

Lys 

Cys 

Leu 

He 


915 


920 





925 




Asp lie 

Phe 

Gly 

He Leu Met Glu 

Tyr 

Glu 

Val 

Gly 

Asp 

Pro 

Ser 

Gin 

930 



935 




940 





Lys Ala 

Leu 

Asp 

His Asn Ala Ala 

Arg 

Lys 

Asp 

Asp 

Ser 

Gin 

Ser 

Leu 

945 



950 



955 





960 

Ala Asp 

Asp 

Ser 

Gly Lys Glu Glu 

Glu 

Asp 

Ala 

Glu 

Cys 

He 

Asp 

Asp 




965 


970 





975 


Asp Glu 

Glu 

Asp 

Glu Glu Asp Glu 

Glu 

Glu 

Asp 

Ser 

Glu 

Lys 

Thr 

Glu 



960 


985 





990 



Ser Asp 

Glu 

Lys 

Ser Ser lie Ala 

Leu 

Thr 

Ala 

Pro 

Asp 

Ala 

Ala 

Ala 


995 


1000 




1005 



Asp Pro 

Lys 

Glu 

Lys Pro Lys Gin 

Ala 

Ser 

Lys 

Phe 

Asp 

Lys 

Leu 

Pro 

1010 


1015 




1020 




He Lys 

He 

Val 

Lys Lys Asn Asn 

Leu 

Phe 

Val 

Val Asp Arg 

Ser 

Asp 

1025 



1030 



1035 




1040 

Lys Leu Gly 

Arg 

Val Gin Glu Phe 

Ash 

Ser 

Gly Leu Leu His 

Trp 

Gin 




1045 


1050 




1055 

Leu Gly Gly 

Gly 

Asp Thr Thr Glu His 

He 

Gin 

Thr 

His 

Phe 

Glu 

Ser 



1060 

1065 




1070 


Lys Met 

Glu 

He 

Pro Pro Arg Arg Arg 

Pro 

Pro 

Pro 

Pro 

Leu 

Ser 

Ser 


1075 

1080 




1085 



Ala Gly Lys 

Lys 

Lys Glu Leu Ala Gly 

Lys 

Gly Asp 

Ser 

Glu 

Glu 

Gin 

1090 


1095 




1100 




Gin Glu Lys 

Ser 

He He Ala Thr 

He Asp Asp Val 

Leu Ser Ala Arg 

1105 



1110 



1115 




1120 

Pro Gly Ala Leu 

Pro Glu Asp Ala Asn 

Pro Gly Pro 

Gin 

Thr 

Glu 

Ser 


1125 1130 H35 


Ser Lys Phe Pro Phe Gly lie Gin Gin Ala Lys Ser His Arg Asn He 

1140 1145 1150 

Lys Leu Leu Glu Asp Glu Pro Arg Ser Arg Asp Glu Thr Pro Leu Cys 

1155 1160 1165 

Thr He Ala His Trp Gin Asp Ser Leu Ala Lys Arg Cys lie Cys Val 

1170 1175 1180 

Ser Asn He Val Arg Ser Leu Ser Phe Val Pro Gly Asn Asp Ala Glu 
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1185 H90 1195 1200 

Met Ser Lys His Pro Gly Leu Val Leu He Leu Gly Lys Leu He Leu 

1205 1210 1215 

Leu His His Glu His Pro Glu Arg Lys Arg Ala Pro Gin Thr Tyr Glu 

1220 1225 1230 

Lys Glu Glu Asp Glu Asp Lys Gly Val Ala Cys Ser Lys Asp Glu Trp 

1235 1240 1245 

Trp Trp Asp Cys Leu Glu Val Leu Arg Asp Asn Thr Leu Val Thr Leu 

1250 1255 1260 

Ala Asn He Ser Gly Gin Leu Asp Leu Ser Ala Tyr Thr Glu Ser He 
1265 1270 1275 1280 

Cys Leu Pro He Leu Asp Gly Leu Leu His Trp Met Val Cys Pro Ser 

1285 1290 1295 

Ala Glu Ala Gin Asp Pro Phe Pro Thr Val Gly Pro Asn Ser Val Pro 

1300 1305 1310 

Ser Pro Gin Arg Leu Val Leu Glu Thr Leu Cys Lys Leu Ser He Gin 

1315 1320 1325 

Asp Asn Asn Val Asp Leu He Leu Ala Thr Pro Pro Phe Ser Arg Gin 

1330 1335 1340 

Glu Lys Phe Tyr Ala Thr Leu Val Arg Tyr Val Gly Asp Arg Lys Asn 
1345 1350 1355 1360 

Pro Val Cys Arg Glu Met Ser Met Ala Leu Leu Ser Asn Leu Ala Gin 

1365 1370 1375 

Gly Asp Ala Leu Ala Ala Arg Ala He Ala Val Gin Lys Gly Ser He 

1380 1385 1390 

Gly Asn Leu He Ser Phe Leu Glu Asp Gly Val Thr Met Ala Gin Tyr 

1395 1400 1405 

Gin Gin Ser Gin His Asn Leu Met His Met Gin Pro Pro Pro Leu Glu 

1410 1415 1420 

Pro Pro Ser Val Asp Met Met Cys Arg Ala Ala Lys Ala Leu Leu Ala 
1425 1430 1435 1440 

Met Ala Arg val Asp Glu Asn Arg Ser Glu Phe Leu Leu His Glu Gly 

1445 1450 1455 

Arg Leu Leu Asp He Ser He Ser Ala Val Leu Asn Ser Leu Val Ala 

1460 1465 1470 

Ser Val He Cys Asp Val Leu Phe Gin He Gly Gin Leu 
1475 1480 1485 

<210> 1039 
<211> 379. 
<212> DNA 

<213> Homo sapiens 
<400> 1039 

gcaggagcca gggatgctgc tgaacatccc gcagtgcacg agacaggcct ccaccacacg 
60 

gaattacctt ggcctgaggt gttacgagag cacagagaga aaccaggtac agacgcgggg 
120 

cagaggggag agagggagag agtgtgagag ctaaggtttc gggagaagac tttgtggaaa 
180 

aagtctttgg ctgggtcctg caacatagcc aggattcagt gacaggtgag gaccactcca 
240 

gattttgtat gtattgaagg ccctgaatac ttttttgaaa gagaatgaca tgagtacacc 
300 
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tggtcagcca cacgtgagag gggttggagg agggaagtac cagaggcagg gagaccaggt 
360 

agaaagacct cgccatagt 
379 


<210> 1040 

<211> 125 

<212> PRT 

<213> Homo sapiens 


<400> 1040 


Met 

Ala 

Arg 

Ser 

Phe Tyr Leu Val 

Ser 

Leu 

Pro 

Leu 

Val 

Leu 

Pro 

Ser 

1 




5 


10 





15 


Ser 

Ash 

Pro 

Ser 

His Val Trp Leu 

Thr 

Arg 

Cys 

Thr 

His 

Val 

He 

Leu 




20 


25 





30 



Phe 

Gin 

Lys 

Ser 

lie Gin Gly Leu 

Gin 

Tyr 

He 

Gin 

Asn 

Leu 

Glu 

Trp 



35 


40 





45 




Ser 

Ser 

Pro 

Val 

Thr Glu Ser Trp 

Leu 

Cys 

Cys 

Arg 

Thr 

Gin 

Pro 

Lys 


50 



55 




60 





Thr 

Phe 

Ser 

Thr 

Lys Ser Ser Pro 

Glu 

Thr 

Leu 

Ala 

Leu 

Thr 

Leu 

Ser 

65 




70 



75 





80 

Pro 

Ser 

Leu 

Pro 

Ser Ala Pro Arg 

Leu 

Tyr 

Leu 

val 

Ser 

Leu 

Cys 

Ala 





85 


90 





95 


Leu 

Val 

Thr 

Pro 

Gin Ala Lys Val 

He 

Pro 

Cys 

Gly 

Gly 

Gly 

Leu 

Ser 




100 


105 





110 



Arg Ala 

Leu 

Arg 

Asp val Gin Gin 

His 

Pro 

Trp 

Leu 

Leu 






115 


120 





125 





<210> 1041 
<211> 388 
<212> DNA 

<213> Homo sapiens 
<400> 1041 

ttagtggccg tggaggccat cggctacatc gcgagtattg acaaggccga tatgtcaatc 
60 

gaaacggcgt acctgccgcg gctgttggtt tccctggccc tgaccatccc ggtgctcgcc 
120 

ttgtcgatga tcccggccct gcacttcccg cattggccgt tgtgggcgtt ggcgcttacc 
180 

accccggtgg tgttctgggg tgcctggccg ctgcaccacg ccgcgtggac caacctgcgg 
240 

cacggcgcgg ccatcatgga caccctggtg tcgctcggcg tcctcacttc gtacctctgg 
300 

tcggtatgga tgctgaccac aggcggcgag cacctctacc tggaggtagc cgtccaccgt 
360 

cacgacgctg atcctggccg gcaaattt 
388 


<210> 1042 

<211> 129 

<212> PRT 

<213> Homo sapiens 
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<400> 1042 


Leu 

Val 

Ala 

Val 

Glu 

Ala 

He Gly 

Tyr 

He 

Ala 

Ser 

He 

Asp 

Lys 

Ala 

1 




5 




10 





15 


Asp 

Met 

Ser 

He 

Glu 

Thr 

Ala Tyr 

Leu 

Pro 

Arg 

Leu 

Leu 

Val 

Ser 

Leu 




20 




25 





30 



Ala 

Leu 

Thr 

He 

Pro 

Val 

Leu Ala 

Leu 

Ser 

Met 

He 

Pro 

Ala 

Leu 

His 



35 




40 





45 




Phe 

Pro 

His 

Trp 

Pro 

Leu 

Trp Ala 

Leu 

Ala 

Leu 

Thr 

Thr 

Pro 

Val 

Val 


50 





55 




60 





Phe 

Trp 

Gly 

Ala 

Trp Pro 

Leu His 

His 

Ala 

Ala 

Trp 

Thr 

Asn 

Leu 

Arg 

65 





70 




75 





80 

His 

Gly 

Ala 

Ala 

He 

Met 

Asp Thr 

Leu 

Val 

Ser 

Leu 

Gly 

val 

Leu 

Thr 





85 




90 





95 


Ser 

Tyr 

Leu 

Trp 

Ser 

Val 

Trp Met 

Leu 

Thr 

Thr 

Gly 

Gly 

Glu 

His 

Leu 




100 




105 





110 



Tyr 

Leu 

Glu 

Val 

Ala 

val 

His Arg 

His 

Asp 

Ala Asp 

Pro 

Gly 

Arg 

Gin 


115 120 125 

He 


<210> 1043 

<2ll> 555 

<212> DNA 

<213> Homo sapiens 

<400> 1043 

accggtgaaa ccctgatcgg ccaatcgttt tccaccgttc ccggcggcaa gggcgcaaac 
60 

caggcggtcg cttcggcgcg tcttggggcc gaagtcgcga tggtcggttg cgtgggtacc 
120 

gatgcctacg gcgcgcaatt acgcgacgca ttgttggtgg aaggcatcga ttgccaggcc 
180 

gtcagcaccg tcgacggttc cagcggtgtg gcgctgatcg tggtggatga cagcagccag 
240 

aatgcgatcg ttatcgtcgc cggtagcaat ggcgagctga ctccggccaa gttacagacc 
300 

tttgacagcg tgctgcaggc tgccgacgtg attgtctgcc agcttgagac gccgatggac 
360 

actgtcggcc atgcgcctaa gcgcggtcgc gaactgggca agacggtgat cctcaatccg 
420 

gcgccggcca gcggcccgct gcctgaggat tggtacgccg ccatcgatta cctgattccc 
480 

aacgaaagcg aagcctcggc cttgagtggc gtggtggtgg attcactgga cagcgccaag 
540 

gtcgctgcta cgcgt 
555 

<210> 1044 
<211> 185 
<212> PRT 

<213> Homo sapiens 
<400> 1044 

Thr Gly Glu Thr Leu He Gly Gin Ser Phe Ser Thr Val Pro Gly Gly 
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1 



5 10 


15 


Lys Gly 

Ala 

Asn 

Gin Ala Val Ala Ser Ala Arg 

Leu Gly Ala Glu 

Val 



20 

25 


30 


Ala Met 

Val 

Glv 

Cys Val Gly Thr Asp Ala Tyr 

Gly Ala Gin Leu 

Arg 


35 


40 

45 



Asp Ala. 

Leu 

Leu 

Val Glu Gly He Asp Cys Gin 

Ala Val 

Ser Thr 

Val 

50 



55 

60 



Asp Gly 

Ser 

Ser 

Gly Val Ala Leu He Val Val 

Asp Asp 

Ser Ser 

Gin 

65 



70 75 



80 

Asn Ala. 

lie 

Val 

He Val Ala Gly Ser Asn Gly 

Glu Leu 

Thr Pro 

Ala 




85 90 


95 



V3XU 

Thr 

Phf» A«;n Ser VaI Leu Gin Ala 

c lie n<9V ij^i vc*a. uwu wx*i 

Ala Asp 

Val lie 

Val 



100 

105 


110 


Cys Gin 

Leu 

Glu 

Thr Pro Met Asp Thr Val Gly 

His Ala 

Pro Lys 

Arg 


115 


120 

125 



Gly Arg 

Glu 

Leu 

Gly Lys Thr Val He Leu Asn 

Pro Ala 

Pro Ala 

Ser 

130 



135 

140 



Gly Pro 

Leu 

Pro 

Glu Asp Trp Tyr Ala Ala He 

Asp Tyr 

Leu He 

Pro 

145 



150 155 



160 

Asn Glu 

Ser 

Glu 

Ala Ser Ala Leu Ser Gly Val 

Val Val 

Asp Ser 

Leu 




165 170 


175 


Asp Ser 

Ala 

Lys 

Val Ala Ala Thr Arg 






180 

185 





<210> 1045 
<211> 371 
<212> DNA 

<213> Homo sapiens 
<400> 1045 

etattgecat actaccgccg cggcaaccta caggacatga tcaacgccaa cctcttcaat 
60 

cactccaaat tccccgagac gcaccttatg aatctatttc teggegtctg caaggccctg 
120 

cgcgccatgc acgattacca cgcaccgccg geagagegea tgccaattgg gcaccgaagg 
180 

cagaccacca cccaggtgca aagcaacagt ggtagagegg tcgctcatcg aegaaaegta 
240 

eggaagaaga cgaagagacg gagcaggaaa gacctgttat ggaatcacag aaccacatcg 
300 

ggcagggegg cgagcacaaa accatatgeg catcgcgaca ttaaaccagg tacgtgctgc 
360 

aagctcctcg g 
371 

<210> 1046 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 1046 

Leu Leu Pro Tyr Tyr Arg Arg Gly Asn Leu Gin Asp Met He Asn Ala 

1 5 10 15 

Asn Leu Phe Asn His Ser Lys Phe Pro Glu Thr His Leu Met Asn Leu 
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20 25 30 

Phe Leu Gly Val Cys Lys Ala Leu Arg Ala Met His Asp Tyr His Ala 

35 40 45 

Pro Pro Ala Glu Arg Met Pro He Gly His Arg Arg Gin Thr Thr Thr 

50 .55 60 
Gin Val Gin Ser Asn Ser Gly Arg Ala Val Ala His Arg Arg Asn Val 
65 70 75 80 

Arg Lys Lys Thr Lys Arg Arg Ser Arg Lys Asp Leu Leu Trp Asn His 

85 90 95 

Arg Thr Thr Ser Gly Arg Ala Ala Ser Thr Lys Pro Tyr Ala His Arg 

100 105 HO 

Asp He Lys Pro Gly Thr Cys Cys Lys Leu Leu 
115 120 

<210> 1047 

<211> 754 

<212> DNA 

<213> Homo sapiens 

<400> 1047 

natgcccaga aggacctgga cgaggcgttg ccagccctgg atgcggctct ggccagccta 
60 

cgcaacctca acaagaacga agtgacccag gtacgtgcca tgcagcggcc acccccgggt 
120 

gtgaaactgg tcatagaagc tgtgtgcatt atgaaaggca tcaagcccaa gaaggtgcct 
180 

ggagaaaagc caggcaccaa ggtggatgac tactgggagc ctggcaaggg gctgctgcag 
240 

gacccgggcc acttccttga gagcctcttc aagtttgaca aggacaacat tggagatgtg 
300 

gtgatcaaag ccatccagcc gtacatcgat aatgaagagt tccagccagc caccattgcc 
360 

aaggtgtcca agggttgccc cttcatttgg ccgtgggggg gggcaatgcc caagtacccc 

420 

tttgtggcca aggccgtgga gcccaagcgg caagccctgc tggaggccca ggatgacctg 
480 

ggggtgacac agaggatcct ggatgaggca aaacagcgcc ttcgtgaggt ggaggacggc 
540 

atcgccacaa tgcaggctaa gtaccgggaa tgcattacca agaaggagga gctggagctg 
600 

aagtgtgagc agtgtgagca gcggctgggc cacgctggca aggtgcgcac cctcctcctg 
660 

caaggcctgc aagcgggccc ggcccagaca ggggccagaa aggaccaggg cgccggtggg 
720 

tcctggggtg gctgtccaac cccctccctg gcaa 
754 

<210> 1048 
<211> 251 
<212> PRT 

<213> Homo sapiens 
<400> 1048 

Xaa Ala Gin Lys Asp Leu Asp Glu Ala Leu Pro Ala Leu Asp Ala Ala 
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1 



5 

10 


15 

Leu Ala 

Ser 

Leu 

Arg Asn 

Leu Asn Lys Asn Glu 

Val 

Thr Gin Val Arg 



20 


25 


30 

Ala Met 

Gin 

Arg 

Pro Pro 

Pro Gly Val Lys Leu 

Val 

He Glu Ala Val 


35 



40 


45 

Cys He 

Met 

Lys 

Gly He 

Lys Pro Lys Lys Val 

Pro 

Gly Glu Lys Pro 

50 




55 

60 


Gly Thr 

Lys 

Val 

Asp Asp 

Tyr Trp Glu Pro Gly Lys 

Gly Leu Leu Gin 

65 



70 

75 


80 

Asp Pro 

Gly 

His 

Phe Leu 

Glu Ser Leu Phe Lys 

Phe 

Asp Lys Asp Asn 



85 

90 


95 

He Gly 

Asp 

Val 

Val He 

Lys Ala He Gin Pro 

Tyr 

He Asp Asn Glu 



100 


105 


110 

Glu Phe 

Gin 

Pro 

Ala Thr 

He Ala Lys Val Ser 

Lys 

Gly Cys Pro Phe 


115 



120 


125 

He Trp 

Pro 

Trp 

Gly Gly 

Ala Met Pro Lys Tyr 

Pro 

Phe val Ala Lys 

130 




135 

140 


Ala Val 

Glu 

Pro 

Lys Arg 

Gin Ala Leu Leu Glu 

Ala 

Gin Asp Asp Leu 

145 



150 

155 


160 

Gly Val 

Thr 

Gin 

Arg He 

Leu Asp Glu Ala Lys Gin 

Arg Leu Arg Glu 




165 

170 


175 

Val Glu 

Asp 

Gly 

He Ala 

Thr Met Gin Ala Lys 

Tyr 

Arg Glu Cys He 



180 


185 


190 

Thr Lys 

Lys 

Glu 

Glu Leu 

Glu Leu Lys Cys Glu 

Gin 

Cys Glu Gin Arg 


195 



200 


205 

Leu Gly 

His 

Ala 

Gly Lys 

Val Arg Thr Leu Leu 

Leu 

Gin Gly Leu Gin 

210 




215 

220 


Ala Gly 

Pro 

Ala 

Gin Thr 

Gly Ala Arg Lys Asp 

Gin 

Gly Ala Gly Gly 

225 



230 

235 


240 

Ser Trp 

Gly 

Gly 

Cys Pro 

Thr Pro Ser Leu Ala 






245 

250 




<210> 1049 . 
<211> 558 
<212> DNA 

<213> Homo sapiens 
<400> 1049 

cgcagcaata gctgcacttg accagactgg gctttgcaat aagcgcattc cccgggctga 
60 

atgctgcaga tccttacagg ctgactgcag ggtgtttcag attctcctgg agtcacacgt 
120 

gccagcttga tttcaagaaa caactagaat aacagttttc tgataagaag tctatagcac 
180 

tttatggctt acataatcca gagatagatg ggctgggcat gattcccatt ttctgttggg 
240 

gaaaccgact cacagagaag ttaagggaca agtataaagt gatgaaactg tgtactgaac 
300 

ctcatgtctc ccagactccc gggtccccgg gctttttctc ggggcggccc cattcacatt 
360 

gcaattcatg gccggggcaa atgctcaccc acagagatat taagcactcc aacactccat 
420 

ccaccaggtt gcagccaaag gattcagaag acaatgatca ttccatcagc atgcactatg 
480 
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cagctaaaga aaggttttgg catgctctgc tttattgttt cacagaagat aagaaaataa 
540 

actgcaaagt aacttaag 
558 

<210> 1050 

<211> 112 

<212> PRT 

<213> Homo sapiens 


<400> 1050 


Met 

He 

Pro 

He 

Phe Cys Trp Gly Asn 

Arg 

Leu Thr 

Glu 

Lys 

Leu 

Arg 

l 




5 

10 




15 


Asp Lys 

Tyr 

Lys 

Val Met Lys Leu Cys 

Thr 

Glu Pro 

His 

val 

Ser 

Gin 




20 

25 




30 



Thr 

Pro 

Gly 

Ser 

Pro Gly Phe Phe Ser 

Gly 

Arg Pro 

His 

Ser 

His 

Cys 



35 


40 



45 




Asn 

Ser 

Trp 

Pro 

Gly Gin Met Leu Thr 

His 

Arg Asp 

He 

Lys 

His 

Ser 


50 



55 


60 





Asn 

Thr 

Pro 

Ser 

Thr Arg Leu Gin Pro 

Lys 

Asp Ser 

Glu 

Asp 

Asn 

Asp 

65 




70 


75 




80 

His 

Ser 

He 

Ser 

Met His Tyr Ala Ala 

Lys 

Glu Arg 

Phe 

Trp 

His 

Ala 





85 

90 




95 


Leu 

Leu 

Tyr 

Cys 

Phe Thr Glu Asp Lys 

Lys 

He Asn 

Cys 

Lys 

Val 

Thr 



100 

105 




110 




<210> 1051 

<211> 317 

<212> DNA 

<213> Homo sapiens 

<400> 1051 

gcgttgagtc gggatgtcgc attcatgccc ggcgaacctt tttttgccga accggagcgt 
60 

aatccgggta atcttcgtct caatttcagt cacatcgcac cggagcgtct ggacgaaggt 
120 

ctcaagcgcc tggctgctgt catccgtcac gcacaggctg cacaagcggc ttaaggggag 
180 

ggccatgtac aaggtttatg gcgattacca gtcgggcaat tgctacaaga tcaagctgat 
240 

gctgcacctg ctggggcagg aatatcgctg gcacccgggg gacatcctca aggtgacacc 
300 

gagaccccgg aattttt 
317 

<210> 1052 

<211> 57 

<212> PRT 

<213> Homo sapiens 

<400> 1052 

Ala Leu Ser Arg Asp Val Ala Phe Met Pro Gly Glu Pro Phe Phe Ala 

1 5 10 15 

Glu Pro Glu Arg Asn Pro Gly Asn Leu Arg Leu Asn Phe Ser His He 
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20 25 30 

Ala Pro Glu Arg Leu Asp Glu Gly Leu Lys Arg Leu Ala Ala Val He 

35 ~ 40 45 

Arg His Ala Gin Ala Ala Gin Ala Ala 
50 55 

<210> 1053 

<211> 318 ■ 

<212> DNA 

<213> Homo sapiens 

<400> 1053 

caattggcta cgcgatccga acgggcgcat gggtctctat gactggcaag ccgtcgctcg 
60 

cggggagtgg gccctcgact atgcctacgc gatgtcggtg aacctgacca ccgagaaccg 
120 

gcgtgcctgg gaacgcgacc tgctcgagcg ttatctgtgg cgcctcgccg aagagggtgt 
180 

cgccaacccg ccctcgttcg agcaagcgtg gctacgctac cggcaacagc cgttccacgt 
240 

cgggatcttc tcactcttga ccatcggcgc cggacgcttt caaccggcca tgcaaccggc 
300 

ggactcnnnn ccccncnc 
318 

<210> 1054 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 1054 

Met Gly Leu Tyr Asp Trp Gin Ala Val Ala Arg Gly Glu Trp Ala Leu 

1 5 10 15 

Asp Tyr Ala Tyr Ala Met Ser Val Asn Leu Thr Thr Glu Asn Arg Arg 

20 25 30 

Ala Trp Glu Arg Asp Leu Leu Glu Arg Tyr Leu Trp Arg Leu Ala Glu 

35 40 45 

Glu Gly Val Ala Asn Pro Pro Ser Phe Glu Gin Ala Trp Leu Arg Tyr 

50 55 60 

Arg Gin Gin Pro Phe His Val Gly He Phe Ser Leu Leu Thr He Gly 
65 70 75 80 

Ala Gly Arg Phe Gin Pro Ala Met Gin Pro Ala Asp Ser Xaa Pro Xaa 
85 90 95 

<210> 1055 

<211> 391 

<212> DNA 

<213> Homo sapiens 

<400> 1055 

tacaatgtat catcaaccag aaatacaatg agaaccacct gccagtctcc caaatactat 
60 

ctgcagccac tcatttaact ctcctggcta gctccacgtg ggccgtctga actctcttag 
120 
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aagaatcatc tctctgctca ggcaccggga gcaaggggca tctgtcgctc tgcagaacgg 
180 

aggggaccag gcctgatgaa caccatcctg ggcccagaaa cctgggaggg taaagagaac 
240 

tgccaggggt gaagtccaag gatgggaaaa aggcctccgg ggcagagtcc tgaaatgtca 
300 

gaagtacacc aaagaggaaa cagcatcacg ttattgctga ggcagggcct cattctgrttg 
360 

ccaaggctgc agtgcagtgg tgacaccatg g 
391 

<210> 1056 
<211> 83 
<212> PRT 

<213> Homo sapiens 
<400> 1056 

Met Val Ser Pro Leu His Cys Ser Leu Gly Asn Arg Met Arg Pro Cys 

1 ■ 5 10 15 

Leu Ser Asn Asn Val Met Leu Phe Pro Leu Trp Cys Thr Ser Asp lie 

20 25 30 

Ser Gly Leu Cys Pro Gly Gly Leu Phe Pro lie Leu Gly Leu His Pro 

35 40 45 

Trp Gin Phe Ser Leu Pro Ser Gin Val Ser Gly Pro Arg Met Val Phe 

50 55 60 

He Arg Pro Gly Pro Leu Arg Ser Ala Glu Arg Gin Met Pro Leu Ala 
65 70 75 80 

Pro Gly Ala 


<210> 1057 
<211> 341 
<212> DNA 

<213> Homo sapiens 
<400> 1057 

gaattccctg cgcgtgtgac gccggtcgcc gagcaactcg gcgtgtcgct gacgctgcat 
60 

cccgatgatc cgccgcgtcc gctgttcggg ttgccgcgca ttgcgtccag cgccgaggac 
120 

tatcaggcgc tgttcgatgc ggtaccgtcc aaggcgaacg gcatctgcct gtgcacgggt 
180 

tcgctcggcg tgcgcgcgga gaacgatctg cctgaaatgg ccgaacgttt cggcccgcgt 
240 

atcgcctttg cgcatctgcg cgcgaccaag cgcgacgccg atggcctgtc gtttcatgaa 
300 

tccgaccatc tcgacggcga tgtcgacatg gtcgcgtgct c 
341 

<210> 1058 
<211> 113 
<212> PRT 

<213> Homo sapiens 
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<400> 1058 

Glu Phe Pro Ala Arg Val Thr Pro Val Ala Glu Gin Leu Gly Val Ser 

1 5 10 15 

Leu Thr Leu His Pro Asp Asp Pro Pro Arg Pro Leu Phe Gly Leu Pro 

20 25 30 

Arg He Ala Ser Ser Ala Glu Asp Tyr Gin Ala Leu Phe Asp Ala Val 

35 40 45 

Pro Ser Lys Ala Asn Gly He Cys Leu Cys Thr Gly Ser Leu Gly Val 

50 55 60 

Arg Ala Glu Asn Asp Leu Pro Glu Met Ala Glu Arg Phe Gly Pro Arg 
65 70 75 80 

He Ala Phe Ala His Leu Arg Ala Thr Lys Arg Asp Ala Asp Gly Leu 

85 90 ?5 

Ser Phe His Glu Ser Asp His Leu Asp Gly Asp Val Asp Met Val Ala 
100 105 HO 

Cys 


<210> 1059 

<211> 372 

<212> DNA 

<213> Homo sapiens 

<400> 1059 

nagctgaccg gctggcagat caacatcatg acgccggaag aaagcgtgaa ccgccgggaa 
60 

gtcgagcgtt cgggcctgcg caccacgttc atgaacaagc tggacgtcga tgaggaagtc 
120 

gccgacatcc tgatcgacga aggtttcacc ggtatcgagg aaatcgccta cgtccccatg 
180 

caggaactgc tggagatcga ggcgttcgac gaagacacca tcaacgagtt gcgcgcccgt 
240 

gcccgcaatg cgctgctgac cgaggccatc gcccaggaag agcgccttga gaccgcgcag 
300 

gatctgcttg aactcgaagg cgtgacgccg gaactggctg ccaagctggc cgagcgtcaa 
360 

gtgcgtacgc gt 
372 


<210> 1060 
<211> 124 
<212> PRT 

<213> Homo sapiens 
<400> 1060 

Xaa Leu Thr Gly Trp Gin He Asn 

1 5 
Asn Arg Arg Glu Val Glu Arg Ser 

Lys Leu Asp Val Asp Glu Glu Val 

35 40 
Phe Thr Gly He Glu Glu He Ala 

50 55 
Glu He Glu Ala Phe Asp Glu Asp 


He Met Thr Pro Glu Glu Ser Val 

10 15 
Gly Leu Arg Thr Thr Phe Met Asn 
25 30 
Ala Asp He Leu He Asp Glu Gly 
45 

Tyr Val Pro Met Gin Glu Leu Leu 
60 

Thr He Asn Glu Leu Arg Ala Arg 
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65 70 75 80 

Ala Arg Asn Ala Leu Leu Thr Glu Ala He Ala Gin Glu Glu Arg Leu 

85 90 95 

Glu Thr Ala Gin Asp Leu Leu Glu Leu Glu Gly Val Thr Pro Glu Leu 

100 105 HO 

Ala Ala Lys Leu Ala Glu Arg Gin Val Arg Thr Arg 
115 120 

<210> 1061 
<211> 456 
<212> DNA 

<213> Homo sapiens 
<400> 1061 

tctagactcc atggcaccgg gctgagcggg taagtaagaa agataaaaag tgccttttgc 
60 

cccttcgagg aaaccctttt gcaggccaag caagggctgc aagtgtttgg gagctgagag 
120 

gagaaggagg attctggagc attgtatttg gcagccggag cgggcagtgg gcggggggtt 
180 

gggacacgaa gggctcttcg gacccctgtg cctcttctgc cccaagggcg agaagacggg 
240 

cttcgcagcg accctcgggg gtccatggag ccgcctgcct tcgccccctc gctcttccca 
300 

ggtctgaacc tggatgggga gaagaaattg aagtgctttg gagacggggg ggcttaaaac 
360 

actagggagc ctcatcgccc agccttgggc ccactttcct ttcgatcgtg aggattccgc 
420 

accccgaagc cgtcttctcg gggctccggg gcgcgc 
456 

<210> 1062 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 1062 

Met Arg Leu Pro Ser Val Leu Ser Pro Pro Val Ser Lys Ala Leu Gin 

1 .5 10 15 

Phe Leu Leu Pro He Gin Val Gin Thr Trp Glu Glu Arg Gly Gly Glu 

20 25 30 

Gly Arg Arg Leu His Gly Pro Pro Arg Val Ala Ala Lys Pro Val Phe 

35 40 45 

Ser Pro Leu Gly Gin Lys Arg His Arg Gly Pro Lys Ser Pro Ser Cys 

50 55 60 

Pro Asn Pro Pro Pro Thr Ala Arg Ser Gly Cys Gin He Gin Cys Ser 
65 70 75 80 

Arg He Leu Leu Leu Leu Ser Ala Pro Lys His Leu Gin Pro Leu Leu 

85 90 95 

Gly Leu Gin Lys Gly Phe Leu Glu Gly Ala Lys Gly Thr Phe Tyr Leu 

100 105 HO 

Ser Tyr Leu Pro Ala Gin Pro Gly Ala Met Glu Ser Arg 
115 120 125 
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PCT/US00/08621 


<210> 1063 

<211> 3760 

<212> DNA 

<213> Homo sapiens 

<400> 1063 

ntagtagaga cagggtttca ccatgttggc caggctggtc ttgaactcct gagcttgtga 
60 

tccacccgcc tcagcctccc aaagtgctgg gattacaggc gtgacgactg cacccagcct 
120 

taaggtctta taactagtaa atatctgcat taaagaacga gttgaatgaa aattctgata 
180 

aattcctact taaagtgtat ccaaagaaaa cggaaaaagt ctaggagtta gtgatattag 
240 

attcagaaga atgagctttg taattcttaa aaattagtct cagaatagaa aggattttaa 
300 

aagtaattga gtaaagtcat aggaaatgtg accatataaa ggaatggctc taaatgtatt 
360 

aatccagaag gaagcaacag gttaaacagt aagaggtaag aaacaaaaaa taaggaacga 
420 

gagagagaga gtgacaggga gagagagaca gagcggggaa ggagagaatg agaaggaaaa 
480 

tcaggaaaac gaggagaaac agaattaagg aggtgatact ggaatagtat cagaccattc 
540 

tgaatcaatt taagaattgc catgtctaat tcttatatgg aagatttgaa atacaaggat 
600 

attgaaagga ataacaaatt ataatgaatg catagaaatc cttatgtaat ccaaggtcat 
660 

taatttgaag gaagacatca agaaaatgtg atctagaaat aaaggttgag attgctccat 
720 

ttacaaaatt attatgctct ataatcttcc catatgcaaa tatttcatat tccctctttt 

780 

gtcccatgga catatttcac agcaacaacg aatcaagtgc tgacctaaat ggggtatctg 
840 

ttaaaactta gtatattgat atccttcacc ccactccagg aacgttcgct acgctaggac 
900 

tgcatcttgg gaacagaatt ttagagatga tcatctctta catcagaagc aggatctaaa 
960 

tgatccctgg atgcccaatt tcctgaccct gctattgttg tgggtggcaa gataagagga 
1020 

gttgcatcac agatgaaaaa gtaaggccga agaagaccag agaagagttg gttgaatgtg 
1080 

tagatataag atccatctgt gacattgtag aatgaaattt caccggcttc atagtccaag 
1140 

aaaatcccaa tgcagtgagg actttccagt tggagaagag gcactgatgg ggaggcaagg 
1200 

accatgtact cattcccttt cagcagccac agggcccaga ccccattctc aggagatggc 
1260 

gtggtttccc cctttcttgg cagtgtgtct tgacagaccc ctaaacccca ctctgctcct 
1320 

tctcccacca gaacctccca gtaatgcctc cctgatgaga agctctgcaa acccaggatg 
1380 

cagggccatg tgtcaaatcg ctcagggttg ttggggacat ccctccatgg ttctccatcc 

1440 
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tgcacactgc gcaggtcggc 
1500 

tttacatcca cttggaactt 
1560 

ttcagttcca tggggatgtt 
1620 

actcctctca caccctccag 
1680 

tccgccagct ccttcagggc 
1740 

ctctgcagcg tcgctcgctc 
1800 

atggctctgg aacttatgag 
1860 

gggaaaaaga ctgtcatttg 
1920 

gagtttgaga agcatcgtgg 
1980 

gaggcggagg agcgagcgac 
2040 

cagagcaagg ccctgaagga 
2100 

ctgggtctgc tggagggtgt 
2160 

gaagcagaga acatccccat 
2220 

ctcttaagga agttccaagt 
2280 

ctcttgaccg ccgacctgcg 
2340 

aaccctgagc gatttgacac 
2400 

aggcattact gggaggttct 
2460 

gacacactgc caagaaaggg 
2520 

tggctgctga aagggaatga 
2580 

ctggaaagtc ctcgctgcat 
2640 

tacaatgtca cagatggatc 
2700 

cggccttact ttttcatctg 
2760 

gggtcaggaa attgggcatc 
2820 

catctctaaa attctgttcc 
2880 

gtgaaggata tcaatatact 
2940 

gttgttgctg tgaaatatgt 
3000 

gaagattata gagcataata 
3060 


ggtcaagagc agactcgggt 
ccttaagagc tccctcctcc 
ctctgcttcc agccttgtga 
cagacccagg gctgggcgct 
cttgctctgc tggaccagcc 
ctccgcctcc agccgcctca 
gaaagagttg gaggacgcct 
gaaggagaaa gtggaaatgc 
ctttctggcc caggaggagc 
gctgcagaga ctgcgggaga 
gctggcggat gagctgcagg 
gagaggagtc ctgagcagaa 
ggaactgaag acagcatgct 
ggatgtaaag ctggatcccg 
cagtgtgcag gatggagaac 
atggccctgc atcctgggtt 
ggtgggagaa ggagcagagt 
ggaaaccatg ccatctcctg 
gtacatggtc cttgcctccc 
tgggattttc ttggactatg 
ttatatctac acattcaacc 
tgatgcaact cctcttatct 
cagggatcat ttagatcctg 
caagatgcag tcctagcgta 
aagttttaac agatacccca 
ccatgggaca aaagagggaa 
attttgtaaa tggagcaatc 


gcgccgtggc gggatccagc 
cagggatgca gcatgctgtc 
cagccttact tctgctcagg 
ggcacctctc ctgcagctca 
ggctcttgct ctcccgcagt 
gctaccaggt aaagctccag 
tgactcagga ggccaacgtg 
agaggcagcg cttcagattg 
aacggcagct gaggcggctg 
gcaagagccg gctggtccag 
agaggtgcca gcgcccagcc 
gtaaggctgt cacaaggctg 
gcatccctgg gaggagggag 
ccacggcgca cccgagtctg 
catggaggga tgtccccaac 
tgcagagctt ctcatcaggg 
ggggtttagg ggtctgtcaa 
agaatggggt ctgggccctg 
catcagtgcc tcttctccaa 
aagccggtga aatttcattc 
aactcttctc tggtcttctt 
tgccacccac gacaatagca 
cttctgatgt aagagatgat 
gcgaacgttc ctggagtggg 
tttaggtcag cactcgattc 
tatgaaatat ttgcatatgg 
tcaacctcta tttctagatc 
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acattttctt gatgtcttcc ttcaaattaa tgaccttgga ttacataagg atttctatgc 
3120 

attcattata atttgttatt cctttcaata tccttgtatt tcaaatcttc catataagaa 
3180 

ttagacatgg caattcttaa attgattcag aatggtctga tactattcca gtatcacctc 
3240 

cttaattctg tttctcctcg ttttcctgat tttccttctc attctctcct tccccgctct 
3300 

gtctctctct ccctgtcact ctctctctct cgttccttat tttttgtttc ttacctctta 
3360 

ctgtttaacc tgttgcttcc ttctggatta atacatttag agccattcct ttatatggtc 
3420 

acatttccta tgactttact caattacttt taaaatcctt tctattctga gactaatttt 
3480 . 

taagaattac aaagctcatt cttctgaatc taatatcact aactcctaga ctttttccgt 
3 540 

tttctttgga tacactttaa gtaggaattt atcagaattt tcattcaact cgttctttaa 
3600 

tgcagatatt tactggttat aagaccttaa ggctgggtgc agtggctcac gcctgtggtc 
3660 

ccagcgcttt ggggggctga ggcgggtgga tcacaggctc gggagttcgg ggccagcctg 
3720 

gccagcatgg tgaaaccctg tctctactag aaaaaaaaaa 
3760 

<210> 1064 
<211> 483 
<212> PRT 

<213> Homo sapiens " 
<400> 1064 

Met Gin Gly His Val Ser Asn Arg Ser Gly Leu Leu Gly Thr Ser Leu 

15 10 15 

His Gly Ser Pro Ser Cys Thr Leu Arg Arg Ser Ala Val Lys Ser Arg 

20 25 30 

Leu Gly Cys Ala Val Ala Gly Ser Ser Phe Thr Ser Thr Trp Asn Phe 

35 40 45 

Leu Lys Ser Ser Leu Leu Pro Gly Met Gin His Ala Val Phe Ser Ser 

50 55 60 

Met Gly Met Phe Ser Ala Ser Ser Leu Val Thr Ala Leu Leu Leu Leu 
65 70 75 80 

Arg Thr Pro Leu Thr Pro Ser Ser Arg Pro Arg Ala Gly Arg Trp His 

85 90 95 

Leu Ser Cys Ser Ser Ser Ala Ser Ser Phe Arg Ala Leu Leu Cys Trp 

100 105. HO 

Thr Ser Arg Leu Leu Leu. ..Ser, Arg Ser Leu Cys Ser Val Ala Arg Ser 

115 , v 120 125 

Ser Ala Ser Ser Arg Leu Ser Tyr Gin Val Lys Leu Gin Met Ala Leu 

130 135 140 

Glu Leu Met Arg Lys Glu Leu Glu Asp Ala Leu Thr Gin Glu Ala Asn 
145 ' 150 155 160 

Val Gly Lys Lys Thr Val lie Trp Lys Glu Lys Val Glu Met Gin Arg 

165 170 175 

Gin Arg Phe Arg Leu Glu Phe Glu Lys His Arg Gly Phe Leu Ala Gin 
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180 





185 





190 



Glu 

Glu 

Gin 

Ara 

Gin 

Leu 

Arcr 

Arcr 

Leu 

Glu 

Ala 

Glu 

Glu 

Arg 

Ala 

Thr 



195 





200 





205 




Leu 

Gin 

Arcr 

Leu 

Arcr 

Glu 

Ser 

LVS 

Ser 

Arg 

Leu 

Val 

Gin 

Gin 

Ser 

Lys 


210 





215 





220 





Ala 

Leu 

Lvs 

Glu 

Leu 

Ala 

ASD 

Glu 

Leu 

Gin 

Glu 

Arg 

Cys 

Gin 

Arg 

Pro 

225 





230 





235 





240 

Ala 

Mia 

Leu 

Glv 

Leu 

Leu 

Glu 

Glv 

Val 

Arcr 

Glv 

Val 

Leu 

Ser 

Arg 

Ser 

Lys 





245 





250 





255 


Ala 

Val 

Thr 

Arcr 

Leu 

Glu 

Ala 

Glu 

Asn 

He 

Pro 

Met 

Glu 

Leu 

Lys 

Thr 




260 





265 





270 




cys 

cy& 

lie 

Pro 

Glv 

Arcr 

Arg 

Glu 

Leu 

Leu 

Arcr 

Lys 

Phe 

Gin 

Val 



275 





280 





285 




Asp 


T .\/c 
byo 

ucu 


Pro 

Ala 

Thr 

Ala 

His 

Pro 

Ser 

Leu 

Leu 

Leu 

Thr 







295 





300 





Ala 

Asp 

L6U 

Arg 

Car* 

vol 



Glv 

Glu 

Pro 

Trn 
*■ *•& 

Arcr 

ASD 

Val 

Pro 

JUS 





310 





315 





320 

Asn 

Asn 

Pro 

LjJ.U 

Arg 

IT llC 

Asp 

1 ill. 

xirp 

Pro 


He 

Leu 

Glv 

Leu 

Gin 





j ^ j 





330 





335 


ber 

r*ne 

Ser 

Cat" 
Dei 


Arg 

Hi cs 

Tvrr" 

iyr 

irp 

Glu 

Val 

Leu 

Val 

Glv 

Glu 

Gly 




340 





345 





350 



Aid 

tjJ.U 

Trp 

Vsxy 

• 

Leu 

vaiy 

val 

uys 

Gin 

Asp 

Thr 

Leu 

Pro 

Ara 

LVS 

Glv 



J 3 J 





360 





365 





i nr 

Mat- 

wet 

Pro 

Cor* 

ir x. \J 

VJl U 

Asn 

Glv 
vj±y 

Val 

lip 

Ala 

Leu 

TrD 

Leu 

Leu 







375 





380 





Lys 

Glv 

Asn 

Glu 

Tvr 

Met 

Val 

Leu 

Ala 

Ser 

Pro 

Ser 

Val 

Pro 

Leu 

Leu 

385 





390 





395 





400 

Gin 

Leu 

Glu 

Ser 

Pro 

Arg 

Cys 

He 

Gly 

lie 

Phe 

heu 

Asp 

Tyr 

Glu 

Ala 





405 





410 





415 


Gly 

GlU 

lie 

Ser 

Phe 

Tyr 

Asn 

Val 

Thr 

Asp 

Gly 

Ser 

Tyr 

He 

Tyr 

Thr 




420 





425 





430 



Phe 

Asn 

Gin, 

Leu 

Phe 

Ser 

Gly 

Leu 

Leu 

Arg 

Pro 

Tyr 

Phe 

Phe 

He 

Cys 



435 





440 





445 




Asp 

Ala 

Thr 

Pro 

Leu 

lie 

Leu 

Pro 

Pro 

Thr 

Thr 

He 

Ala 

Gly 

Ser 

Gly 


450 





455 





460 





Asn 

Trp 

Ala 

Ser 

Arg 

Asp 

His 

Leu 

Asp 

Pro 

Ala 

Ser 

Asp 

Val 

Arg 

Asp 

465 





470 





475 





480 

Asp 

His 

Leu 















<210> 1065 

<211> 892 

<212> DNA 

<213> Homo sapiens 

<400> 1065 

nacgcgtggt gtcatgggga ggtgggctgc agtgatgaga aaaggccggg ggctgtgcaa 
60 

taccatgett cacaaaggga gaagatcaaa gtgaccctcc cccatggctt tggaaccttc 
120 

ttgtccagtc tggaaggggg gaagaagaga tgaggggaag gctgtccagg ggggtgcaag 
180 

gecctagaga cccagcagag aagggactct ggccactgaa ggggccctcc cattgtggct 
240 


1006 
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ctggttccct agagcagctc cagcttcttg gcctcccccg tctgatgctt agctcatccc 
300 

atcccctgga gtgctgtgga gcttagatga aacagcccag tgctcactct tcaatgagcc 
360 

cacccagagc agcatcaaga tgcagttggc ggggtactgg aactggcttg gcaagggctg 
420 

cgcaggcaac aggtcccagc aagagtcagc tagcctagct cagccctgca cacctggaga 
480 

cctgggggtg ctccagacac ctcggccctt taggtccctt taattgaatg tgtgtggatc 
540 

agtgaaggtt gaggaatcat ttctctatgg cccaagacgt ttctctctgc agttgtcatg 
600 

ttagtacctg ccagcttttc ctctcttaca taaatttcat gccagagcct ggaaatgtgt 
660 

gccctttgta ggaggggcat cacaggctgg ctcacctcag cagtgccagg cagagcccgt 
720 

ccctctcatt gcaggaggcg catgaagcgt gtctgggacc gagctgtgga gttcctggcc 
780 

tccaacgaat cccggatcca gacggagtcc caccgcgttg caggagagga catgctggtg 
840 

ttgagatgga ctaagccctc ttccttctct gactcagagc gataagcccg gg 
892 

<210> 1066 
<211> 76 
<212> PRT 

<213> Homo sapiens 
<400> 1066 

Met Cys Ala Leu Cys Arg Arg Gly He Thr Gly Trp Leu Thr Ser Ala 

1 5 10 15 

Val Pro Gly Arg Ala Arg Pro Ser His Cys Arg Arg Arg Met Lys Arg 

20 25 30 

Val Trp Asp Arg Ala Val Glu Phe Leu Ala Ser Asn Glu Ser Arg He 

35 40 45 

Gin Thr Glu Ser His Arg Val Ala Gly Glu Asp Met Leu Val Leu Arg 

50 55 60 

Trp Thr Lys Pro Ser Ser Phe Ser Asp Ser Glu Arg 
65 70 75 

<210> 1067 
<211> 418 
<212> DMA 

<213> Homo sapiens 
<400> 1067 

gaattcgagg tcaccgcgaa tgtgttccgc gaaggccacg acgccgtcgg ggctagtgtc 
60 

gttctcaccg atcccgaggg caaccgtcac ctcactgaca tgcaccaggt cgagccctgg 
120 

ggactagaca tctggaaagc ccgagtctcc gctgacatcg aaggcgactg gactatgcac 
180 

gttgaaggct ggtcagacac ctggggcacg tggcatcaca atgccaatgc caagctcgcc 
240 


1007 


WO 00/58473 
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gctgccatcg acgtcgaact ggtgtgcgcc gaaggccatg ccctcataaa cgaggcggtc 
300 

cggcacgccg agcaatccgg ggatactgac gcgatcacgg ctctgcgcga gaccgatgcc 
360 

aacctaaccc ttgaccgtgc ccccgactcg ctacaacagg tcatcaacac ctacgcgt 
418 

<210> 1068 
<211> 139 

<212> PRT t 
<213> Homo sapiens 

<400> 1068 


Glu Phe 

Glu 

Val 

Thr Ala Asn Val 

Phe 

Arg 

Glu 

Gly 

His 

Asp 

Ala 

Val 

1 



5 


10 





15 


Gly Ala 

Ser 

val 

Val Leu Thr Asp 

Pro 

Glu 

Gly 

Asn 

Arg 

His 

Leu 

Thr 


20 


25 





30 



Asp Met 

His 

Gin 

Val Glu Pro Trp 

Gly 

Leu 

Asp 

He 

Trp 

Lys 

Ala 

Arg 


35 


40 





45 




Val Ser 

Ala 

Asp 

He Glu Gly Asp 

Trp 

Thr 

Met 

His 

val 

Glu 

Gly 

Trp 

50 



55 




60 





Ser Asp 

Thr 

Trp 

Gly Thr Trp His 

His 

Asn 

Ala 

Asn 

Ala 

Lys 

Leu 

Ala 

65 



70 



75 


r 



80 

Ala Ala 

lie 

Asp 

Val Glu Leu Val 

Cys 

Ala 

Glu 

Gly 

His 

Ala 

Leu 

He 




85 


90 





95 


Asn Glu 

Ala 

Val 

Arg His Ala Glu 

Gin 

Ser 

Gly 

Asp 

Thr 

Asp 

Ala 

He 



100 


105 





110 

Ala 


Thr Ala 

Leu 

Arg 

Glu Thr Asp Ala 

Asn 

Leu 

Thr 

Leu 

Asp 

Arg 

Pro 


115 


120 





125 




Asp Ser 

Leu 

Gin 

Gin Val He Asn 

Thr 

Tyr 

Ala 







130 135 


<210> 1069 
<211> 371 
<212> DNA 

<213> Homo sapiens 
<400> 1069 

ntgtacaatt tccttgctgg aagtactgga gcgaatatga tacggtctcc ggcctctcag 
60 

cagttcatat gccgtcactc ccagggacca ccagtcaaca gcaaaggaat agcctgctcc 
120 

ttttctggag ctgaacatct caggtgccat gtaaggcttg gtgccagcca tggtggagac 
180 

ctgcgttatc acctgcaaca gaacgtccac ttcaaggaag aaacagtgaa gctcttcatc 
240 

tgtgagctgg tcatggccct ggactacctg cagaaccagc gcatcattca cagggatatg 
300 . 

aagcctgaca atattttact tgacgaacat gggcacgtgc acatcacaga tttcaacatt 
360 

gctgcgatgc t 
371 

<210> 1070 . * 


1008 


WO 00/58473 


PCT7USOO/08621 


<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 1070 


Xaa 

Tyr 

Asn 

Phe 

Leu Ala Gly Ser Thr Gly Ala 

Asn Met He Arg Ser 

1 




5 10 

15 

Pro 

Ala 

Ser 

Gin 

Gin Phe He Cys Arg His Ser 

Gin Gly Pro Pro Val 




20 

25 

30 

Asn 

Ser 

Lys 

Gly 

He Ala Cys Ser Phe Ser Gly 

Ala Glu His Leu Arg 



35 


40 

45 

Cys 

His 

Val 

Arg 

Leu Gly Ala Ser His Gly Gly 

Asp Leu Arg Tyr His 


50 



55 

60 

Leu 

Gin 

Gin 

Asn 

Val His Phe Lys Glu Glu Thr 

Val Lys Leu Phe He 

65 




70 75 

80 

Cys 

Glu 

Leu 

Val 

Met Ala Leu Asp Tyr Leu Gin 

Asn Gin Arg He He 





85 90 

95 

His 

Arg 

Asp 

Met 

Lys Pro Asp Asn He Leu Leu 

Asp Glu His Gly His 




100 

105 

110 

Val 

His 

He 

Thr 

Asp Phe Asn He Ala Ala Met 




115 


120 



<210> 1071 

<211> 998 

<212> DNA 

<213> Homo sapiens 

<400> 1071 

nnacgcgttt gtgtcgtcca tcagaagctg tgctcgattt gttaccgcaa gagcagcgtg 
60 

ggagtttcgt caaggaagac ggacaaatcg tcattgatga gaatggcaac agggtttgat 
120 

cccacccgaa gtacgtggcc ttggagtgcc attcgcactc cacttggcca ccgtttgcat 
180 

tcgacctaac cagcaattgc atctcgtttg acctgctcgc gttgtcaaca tcatagcaac 
240 

gagcggccaa tagcagagtt ctggtcatcc tgttccgccc ttcctcctat ttgaagcctc 
300 

agtttcagca aagagctgtt tatgagtttt ccgtcaaacg gcgcttgtat aggcataggg 
360 

ggtataccta tgatgcgtgt attcacagtt aaaaaggttt ctctcatggg ccatacagct 
420 

tcaaacaaag acgatcttct caaacgcgtg aaacgcatcg cggggcaaat ccaggccgtt 
480 

gagcgtgcac tggagtcgga tgccgattgc gcgaaaacat tgcatctcgt agctgccaca 
540 

cgtggagcta tcaacggctt gatggacgaa attattgagg atcacgccag aaaacatgtg 
600 

gcgagcccaa cgcttagcga ttaataacgc aacaagggtg tcgaagagct tcttgaagcc 
660 

attcgccgct actccaagtg aagaatccag gtacatgtcc atgagtagca gccccaatat 
720 

cgagattagc cacatacatg accatgtgtt ccttgggtca gcacgcgaag aaaatgccaa 
780 
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gcgtaccctt tgggttgtgg cgcttacggt ggtgatgatg gttggcgaaa tcgtcgccgg 
840 

ctatctcact ggctcaatgg ctttacttgc cgacgggttt tcacaaggca accccatgca 
900 

ggcgctttgg gcatcgctgc agctgcctac ggttacgcaa aacgccacgc ttccagcagt 
960 

cgttatagct tcggtacggg caaggttgga gacctagg 
998 

<210> 1072 
<211> 72 
<212> PRT 

<213> Homo sapiens 


<400> 1072 

Met Gly His Thr Ala Ser Asn Lys 

1 5 
Arg lie Ala Gly Gin He Gin Ala 
20 

Ala Asp Cys Ala Lys Thr Leu His 

35 40 
He Asn Gly Leu Met Asp Glu He 

50 55 
Val Ala Ser Pro Thr Leu Ser Asp 
65 70 

<210> 1073 

<211> 468 

<212> DNA 

<213> Homo sapiens 


Asp Asp Leu Leu Lys Arg Val Lys 

10 15 
Val Glu Arg Ala Leu Glu Ser Asp 
25 30 
Leu Val Ala Ala Thr Arg Gly Ala 
45 

He Glu Asp His Ala Arg Lys His 
60 


<400> 1073 

tgtacaacac tcccatcctc tactctctgc 
60 

tacaatggac aattttctat tcttcaagta 
120 

ttcccccact gataaaatct tgcttctctt 
180 

gaaagtcttg tttctccata tccttcgtaa 
240 

attcattgtc tcctctcctt cactctcgaa 
300 

catcctctgt ataatatttg gttttcacct 
360 

ggctctggaa cccagaacat accacgggtt 
420 

aaattttgtt gtgcttatgc agatacagat 
468 


atataccctg tatgtacttc atgttatagc 
cactcttccc atgtcccaac tgggatgctt 
caaactccta ggcaaatttc tcctacttca 
ccaccacctg gtgcacatgc tgaaggcaga 
tagctttgcc cagaccctca ggtactcctt 
ctttatgaac tcttttgtat tctcattact 
caaggtatgt tttaatgaat tgaatggaat 
gccactaaac actgatca 


<210> 1074 

<211> 134 

<212> PRT 

<213> Homo sapiens 


1010 
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<400> 1074 


Met 

Asp 

Asn 

Phe 

Leu 

Phe 

Phe 

Lys 

Tyr 

Thr 

Leu 

Pro 

Met 

Ser 

Gin 

Leu 





5 





10 





15 


Gly 

Cys 

Phe 

Ser 
20 

Pro 

Thr 

Asp 

Lys 

He 
25 

Leu 

Leu 

Leu 

Phe 

Lys 
30 

Leu 

Leu 

Gly 

Lys 

2 

Phe 
35 

Leu 

Leu 

Leu 

Gin 

Lys 
40 

Val 

Leu 

Phe 

Leu 

His 
45 

He 

Leu 

Arg 

Asn 

His 
50 

His 

Leu 

val 

His 

Met 
55 

Leu 

Lys 

Ala 

Glu 

Phe 
60 

He 

val 

Ser 

Ser 

Pro 

Ser 

Leu 

Ser 

Asn 

Ser 

Phe 

Ala 

Gin 

Thr 

Leu 

Arg 

Tyr 

Ser 

Phe 

He 

65 





70 





75 





80 

Leu 

Cys 

He 

He 

Phe 

Gly 

Phe 

His 

Leu 

Phe 

Met 

Asn 

Ser 

Phe 

Val 

Phe 




B5 





90 





95 


Ser 

Leu 

Leu 

Ala 
100 

Leu 

Glu 

Pro 

Arg 

Thr 
105 

Tyr 

His 

Gly 

Phe 

Lys 
110 

Val 

Cys 

Phe 

Asn 

Glu 
115 

Leu 

Asn 

Gly 

He 

Asn 
12 0 

Phe 

Val 

Val 

Leu 

Met 
125 

Gin 

He 

Gin 

Met 

Pro 

Leu 

Asn 

Thr 

Asp 












130 


<210> 1075 

<211> 1633 

<212> DNA 

<213> Homo sapiens 

<400> 1075 

gcgcgccagg gatgagtccc agtacttccg ctttcatgct gacgaggaga tggaggggac 
60 

cagcagcaag aacaaacagc ttcgcaacga cttcaagctg gtggagaaca ttctggccaa 
120 

gcgcctgctg atcctgcccc aggaggagga ctatggcttt gacatcgagg agaagaacaa 
180 

ggctgtggtg gtgaagtccg tccagagggg cttgctggct gaggtggctg gcctgcaggt 
240 

ggggaggaag atctactcca tcaatgagga cctggtgttc ctgcggccgt tttcagaggt 
300 

ggagtccatc ctcaaccagt ccttctgctc ccgccgccct ctgcgcctcc tggtggccac 
360 

gaaggccaaa gagatcatca aaatccccga ccagccggac acactgtgct tccagattcg 
420 

tggagctgcc ccaccgtacg tctatgctgt ggggagaggc tctgaggcca tggctgcagg 
480 

gctctgtgct ggtcagtgca ttctgaaggt caatggcagc aacgtgatga acgatggtgc 
540 

ccctgaggtc ctggagcact tccaggcatt ccggagtcgg cgcgaagagg ccctgggcct 
600 

gtaccagtgg atctaccaca cccatgagga tgcccaggaa gcacgagcca gtcaggaggc 
660 

ctccactgag gaccccagtg gcgagcaggc ccaggaggaa gaccaggctg attcagcctt 
720 

cccactgctg tccctgggtc cccggctgag cctgtgtgag ggcagcccca tggtcaccct 
780 

gactgtggac aacgtgcacc tggaacacgg cgtggtgtat gagtatgtga gcacggcagg 
840 
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cgtcaggtgc catgtgctgg agaagatcgt ggagccccgc ggctgcttcg gcctcaccgc 
900 

caagatcctc gaggcctttg ctgccaatga cagcgtcttc gtggagaact gcaggcggct 
960 

catggccctg agcagcgcca tcgtgaccat gccccacttt gagttccgca acatctgtga 
1020 

caccaagctg gagagcattg gccagaggat tgcctgctac caggagtttg cagcccaact 
1080 

gaagagcagg gtcagcccac ccttcaaaca agcccccctg gagccccacc cgctgtgtgg 
1140 

cctacttctg ccccaccaat tgccacatca acctcatgga agtgtcctac cccaagacca 
1200 

ccccctcagt gggcaggtcc ttcagcatcc gctttggacg caaaccctcc ctcatcggcc 
1260 

ttgacccgga gcaaggccac ctgaacccca tgtcgtacac ccagcactgc atcaccacca 
1320 

tggctgctcc ctcctggaag tgcttgcctg ctgcagaggg tgatccccaa ggccagggtc 
1380 

tccatgatgg cagcttcggg ccagccagtg ggacccttgg tcaggaagac cggggcctca 
1440 

gcttcctact caagcaggag gaccgtgaga tccaggatgc ctacctgcag ctcttcacca 
1500 

agctggatgt ggccctgaag gagatgaagc aatatgtcac ccagatcaac aggctgctgt 
1560 

ccaccatcac agagcccacc tcgggtgggt cctgcgacgc atccttggct gaggaggcct 
1620 

cctccctgcc cct 
1633 

<210> 1076 
<211> 87 
<212> PRT 

<213> Homo sapiens 
<400> 1076 

His Gin Ala Gly Glu His Trp Pro Glu Asp Cys Leu Leu Pro Gly Val 

1 5 10 15 

Cys Ser Pro Thr Glu Glu Gin Gly Gin Pro Thr Leu Gin Thr Ser Pro 

20 25 30 

Pro Gly Ala Pro Pro Ala Val Trp Pro Thr Ser Ala Pro Pro He Ala 

- .35 40 45 

Thr Ser Thr Ser Trp Lys Cys Pro Thr Pro Arg Pro Pro Pro Gin Trp 

50 55 60 

Ala Gly Pro Ser Ala Ser Ala Leu Asp Ala Asn Pro Pro Ser Ser Ala 
65 70 75 80 

Leu Thr Arg Ser Lys Ala Thr 
85 

<210> 1077 

<211> 419 

<212> DNA 

<213> Homo sapiens 

<400> 1077 
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nnacgcgtaa cgcgcctcgc gacgcgcctc cacagcatgt cgaccaagtg gacgtgcaat 
60 

gcaaacgagg caacatgttt gcgcctcgcc ggagcaccct cacccagcga tgctttgttt 
120 

cacccagagt ttacatatcc aatttttgga gaggctgagg caatttacgg ctacaacggc 
180 

ttgcacatga atcttgcctt tgcgagcggc agcctggtgc cgtcgctcga aatcacttac 
240 

cgcgctaaga atacgacgac gtccgctaaa gtagatgacg tggagcaggc tctgcgcgga 
300 

gtgctcccgc cagatgtcgt tactcctgca gaacttgatg ctatcgttgc acgcgacgcc 
360 

agggcggtcc gggcgcattt acgccgccgg gcaccaagat tgcgacgtac actcgcgcg 
419 

<210> 1078 
<211> 139 
<212> PRT 

<213> Homo sapiens 


<400> 1078 

Xaa Arg Val Thr Arg Leu Ala Thr Arg Leu His Ser Met Ser Thr Lys 

1 5 10 15 

Trp Thr Cys Asn Ala Asn Glu Ala Thr Cys Leu Arg Leu Ala Gly Ala 

20 25 30 

Pro Ser Pro Ser Asp Ala Leu Phe His Pro Glu Phe Thr Tyr Pro He 

35 40 45 

Phe Giy Glu Ala Glu Ala He Tyr Gly Tyr Asn Gly Leu His Met Asn 

50 55 60 

Leu Ala Phe Ala Ser Gly Ser Leu Val Pro Ser Leu Glu He Thr Tyr 
65 70 75 80 

Arg Ala Lys Asn Thr Thr Thr Ser Ala Lys Val Asp Asp Val Glu Gin 

85 90 95 

Ala Leu Arg Gly Val Leu Pro Pro Asp Val Val Thr Pro Ala Glu Leu 

100 105 HO 

Asp Ala He Val Ala Arg Asp Ala Arg Ala Val Arg Ala His Leu Arg 

115 120 125 

Arg Arg Ala Pro Arg Leu Arg Arg Thr Leu Ala 
130 135 


<210> 1079 

<211> 584 

<212> DNA 

<213> Homo sapiens 

<400> 1079 

acgcgtgaag ggtctgcagc ctgtacaact cagacatgct tcacgtggtc tcagccagtc 
60 

agccttggga aatgtacccc catgctgtgg catctacaat cggcctcctg ttcttactct 
120 

gctcaaactg cttcccaagc cagcagggag gggaaccatg ctgcctgctg acctgggtag 
180 

ttctatttag gtcttgtgac acaacagtgg gcaaggtgat gccctctgtg accaaaagta 
240 
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tttaccccaa gttcccccag gccctccctt 
300 

gtgtcttctg caaagacaca catctgtttc 
360 

tttccccttt taagggtttt cccctccatc 
420 

cccaggatag ccttcccccc cagatcaaga 
480 

cacagcacct tgttcctttc tgtaatctag 
540 

caagggcaca ggccatggtt tgtcctcagg 
584 

<210> 1080 

<211> 122 

<212> PRT 

<213> Homo sapiens 


tcgtctgcaa agacacacat ctgtttcact 
actggggttt tctgcaaaga" cacccatttg 
ttgtctattt ttaaaaaaat aaaccgggtt 
gcccatgtga aatgaggggg ccgacttgac 
acacttctgc acaatagagg gcccacccct 
ctccctccac gcgt 


<400> 1080 

Met Leu His Val Val Ser Ala Ser Gin Pro Trp Glu Met Tyr Pro His 

1.5 10 . 15 

Ala Val Ala Ser Thr He Gly Leu Leu Phe Leu Leu Cys Ser Asn Cys 

20 25 30 

Phe Pro Ser Gin Gin Gly Gly Glu Pro Cys Cys Leu Leu Thr Trp Val 

35 40 45 

Val Leu Phe Arg Ser Cys Asp Thr Thr Val Gly Lys Val Met Pro Ser 

50 55 60 

Val Thr Lys Ser He Tyr Pro Lys Phe Pro Gin Ala Leu Pro Phe Val 
65 * 70 75 80 

Cys Lys Asp Thr His Leu Phe His Cys Val Phe Cys Lys Asp Thr His 

85 90 95 

Leu Phe His Trp Gly Phe Leu Gin Arg His Pro Phe Val Ser Pro Phe 

100 105 110 

Lys Gly Phe Pro Leu His Leu Val Tyr Phe 
115 120 

<210> 1081 

<211> 3077 

<212> DNA 

<213> Homo sapiens 

<400> 1081 

naaccagtag tagaagtcta ttcttgttcc tattgtacaa attcgccaat attcaacagc 
60 

gttcttaaac tgaacaagca tatcaaagag aatcataaaa acattccctt ggccctgaat 
120 

tatatccaca atgggaagaa atccagggcc ttaagccccc tatctcctgt ggccatagag 
180 

cagacatctc ttaagatgat gcaggcagta ggaggtgcac ctgcacgtcc cactggagaa 
240 

tatatctgta atcaatgtgg tgctaagtac acatccctag acagctttca gactcaccta 
300 

aaaactcatc tcgacactgt gcttccaaaa ttgacctgtc ctcagtgcaa caaggaattc 
360 
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cccaaccaag aatccttgct gaagcatgtt accattcact ttatgatcac ttcaacgtat 
420 

tacatctgtg agagttgtga caagcaattc acatcagtgg atgaccttca gaaacacctg 
480 

ctggacatgc acacctttgt cttctttcgc tgcaccctct gccaggaagt ttttgactca 
540 

aaagtctcca ttcagctcca cttggctgtg aagcacagta acgaaaagaa agtctatagg 
600 

tgcacatctt gcaactggga cttccgcaac gaaactgact tgcagctcca tgtgaaacac 
660 

aaccacctgg aaaaccaagg gaaagtgcat aagtgcattt tctgcggtga gtcctttggc 
720 

accgaggtgg agctgcaatg ccacatcacc actcacagta agaagtacaa ctgcaagttc 
780 

tgtagcaaag ccttccatgc gatcattttg ttagaaaaac acttgcgaga aaaacactgt 

840 

gtattcgaaa ccaagacacc caactgtgga acaaatggag cttccgagca agtgcagaaa 
900agctgcagac tttgctgacc aacagccagg agtcccacaa cagtcacgat 960 
gggagcgaag aagacgttga cacctctgag cctatgtacg gctgcgacat ttgtggggca 
1020 

gcctacacta tggaaacttt gctgcagaat caccagctcc gagaccacaa catcagacct 
1080 

ggagaaagtg ccatcgtgaa aaagaaagct gagctcatta aagggaatta caagtgcagc 
1140 

gtgtgctctc gaaccttctt ctccgaaaat ggcctccggg aacatatgca gacccaccta 
1200 

ggccctgtca aacactacat gtgccctatt tgcggagagc ggtttccctc ccttttaact 
1260 

cttactgaac acaaagtcac gcatagtaag agtcttgata ctggaaactg ccggatttgc 
1320 

aagatgcctc tccagagtga agaggagttt ttagagcatt gccaaatgca ccctgacttg 
1380 

aggaattccc tgacaggctt tcgctgcgtg gtgtgcatgc agacagtgac ctccaccttg 
1440 

gaactcaaaa tccatgggac gttccacatg caaaagacag ggaatgggtc tgcagttcag 
1500 

accacagggc ggggccagca cgtccaaaaa ctgtataagt gcgcatcttg cctcaaagaa 
1560 

ttccgttcca agcaagatct ggtgaaactt gatatcaatg gcctgccata tggtctgtgt 
1620 

gccggctgcg tgaatctcag taagagcgcc agcccaggca ttaacgtccc tcccggcacg 
1680 

aatagaccag gcttgggcca gaatgagaat ctgagtgcca ttggggaaag gcaaggtggg 

1740 

gggactgaaa cacgctgctc tagctgcaac gttaagtttg agtctgaaag tgaactccag 
1800 

aaccacatcc aaaccatcca ccgagagctc gtgccagaca gcaacagcac acagttgaaa 
1860 

acgccccaag tatcaccaat gcccagaatc agtccctccc agtcggatga gaagaagacc 
1920 

tatcaatgca tcaagtgtca gatggttttc tacaatgaat gggatattca ggttcatgtt 
1980 

gcaaatcaca tgattgatga aggactgaac catgaatgca aactctgcag ccagaccttt 
2040 
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yoi» l. v_. u v~ 

ccaaactcca 

2100 


arcttcaacrt 

atccaatctQ 

2160 



cccatoaaca 

2220 



aaacagagc t 

2280 


Lctucty uwuw>u 

raaoaaoaat 

2340 



ffattot. taa 



y La L l a ll a a 

actot tcrcrat 

2460 


gua Lat.a.aag 


z o/u 


agtggacttg 

yyCCCuaLLC 

*5 ^ fi 0 


gcttaagata 


z b 4 U 


tggttggact 

lCCllllCll 

z / u u 


ccaaacccaa 

gaLLat L L. u l 



acagaacaga 

accccacagc 

2820 


gtgacaggta 

gcatcactat 

2880 


tttccctgga 

tacatttgaa 

2940 


ccaaattctt 

gaatcagttg 

3000 


gtctgaacct 

ggagattact 

3060 


aggaaaaaaa 

aaaaaaa 

3077 



gtgccacctg 

atagagcaca 

ctttacagta 

tttgttcaag 

agaagacaag 

atctatgact 

gcagaatcat 

acaatgaccc 

tgattttgtg 

gcacaaaaag 

tgtatattat 

tcagaaacat 

gttcatgtgt 

ttgaactttt 

gtattatgtc 

gtctgatact 

aggcaagatt 

aaaaaaaaaa 

aaggaagaaa 

gattaaaaac 

tacacttaag 

cctagaattt 

tattgctgaa 

gattcttgca 

tggataaggc 

ccgtatatat 

atatgcaata 

gttgttatgt 

gctttgagtg 

ttcaaggttt 

aactaacctg 

tatgttactg 

ggaattgttt 

tccaagagga 


gcttcgaagg gatgggaggc 
caaacaagtt gcagcagcat 
gtacacaatg tccacagaag 
aacacagcag ttagtgcaag 
ggaacatgtt ttactctttg 
tgtattgtac cataaaactt 
gcgcaccgga tagacccctt 
aaaatggtct tataaagaca 
aaaagactat gaccaaaatg 
aactgttata catgagacta 
ctctttaggt atatcagcgc 
aaccatgaag agatgttctc 
atatttgtaa gccttgcaat 
agactgtcaa agaatttttt 
tccttaatga tttcacgcag 
ttattaatgt ttactctgca 
aataaattca gtttaccatt 


<210> 1082 
<211> 757 
<212> PRT 

<213> Homo sapiens 
<400> 1082 

Xaa Pro Val Val Glu Val Tyr Ser Cys Ser Tyr Cys Thr Asn Ser Pro 

1 5 10 15 

He Phe Asn Ser Val Leu Lys Leu Asn Lys His He Lys Glu Asn His 

20 25 30 

Lys Asn He Pro Leu Ala Leu Asn Tyr He His Asn Gly Lys Lys Ser 

35 40 45 

Arg Ala Leu Ser Pro Leu Ser Pro Val Ala He Glu Gin Thr Ser Leu 

50 55 60 

Lys Met Met Gin Ala Val Gly Gly Ala Pro Ala Arg Pro Thr Gly Glu 
65 70 75 80 

Tyr He Cys Asn Gin Cys Gly Ala Lys Tyr Thr Ser Leu Asp Ser Phe 
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85 




90 


95 

Gin Thr 

His 

Leu 

Lys 

Thr His Leu Asp Thr 

Val 

Leu Pro Lys Leu Thr 



100 




105 



110 

Cys Pro 

Gin 

Cys 

Asn 

Lys 

Glu Phe 

Pro 

Asn 

Gin 

Glu Ser Leu Leu Lys 


115 




120 




125 

His Val 

Thr 

He 

His 

Phe 

Met He 

Thr 

Ser 

Thr 

Tyr Tyr He Cys Glu 

130 





135 




140 

Ser Cys 

Asp 

Lys 

Gin 

Phe 

Thr Ser 

Val 

Asp 

Asp Leu Gin Lys His Leu 

145 




150 




155 

160 

Leu Asp 

Met 

His 

Thr 

Phe 

Val Phe 

Phe Arg 

Cys 

Thr Leu Cys Gin Glu 




165 




170 


175 

Val Phe 

Asp 

Ser 

Lys 

Val 

Ser He 

Gin 

Leu 

His Leu Ala Val Lys His 



180 




185 



190 

Ser Asn 

Glu 

Lys 

Lys 

Val 

Tyr Arg 

Cys 

Thr 

Ser 

Cys Asn Trp Asp Phe 


195 




200 




205 

Arg Asn 

Glu 

Thr 

Asp 

Leu 

Gin Leu 

His 

Val 

Lys 

His Asn His Leu Glu 

210 





215 




220 

Asn Gin 

Gly 

Lys 

Val 

His 

Lys Cys 

He 

Phe 

Cys 

Gly Glu Ser Phe Gly 

225 




230 




235 

240 

Thr Glu 

Val 

Glu 

Leu 

Gin 

Cys His 

He 

Thr 

Thr 

His Ser Lys Lys Tyr 




245 




250 


255 

Asn Cys 

Lys 

Phe 

Cys 

Ser 

Lys Ala 

Phe 

His 

Ala 

He He Leu Leu Glu 



260 




265 



270 

Lys His 

Leu 

Arg 

Glu 

Lys 

His Cys 

Val 

Phe 

Glu 

Thr Lys Thr Pro Asn 


275 




280 




285 

Cys Gly 

Thr 

Asn 

Gly 

Ala 

Ser Glu 

Gin 

Val 

Gin 

Lys Glu Glu Val Glu 

290 





295 




300 

Leu Gin 

Thr 

Leu 

Leu 

Thr 

Asn Ser 

Gin 

Glu 

Ser His Asn Ser His Asp 

305 




310 




315 

320 

Gly Ser 

Glu 

Glu 

Asp 

Val 

Asp Thr 

Ser 

Glu 

Pro 

Met Tyr Gly Cys Asp 




325 




330 


335 

lie Cys 

Gly 

Ala 

Ala 

Tyr 

Thr Met 

Glu 

Thr 

Leu 

Leu Gin Asn His Gin 



340 




345 



350 

Leu Arg. 

Asp 

His 

Asn 

He Arg Pro Gly Glu 

Ser 

Ala He Val Lys Lys 


355 




360 




365 

Lys Ala 

Glu 

Leu 

He 

Lys Gly Asn Tyr Lys 

Cys 

Ser Val Cys Ser Arg 

370 





375 




380 

Thr Phe 

Phe 

Ser 

Glu 

Asn Gly Leu Arg Glu 

His 

Met Gin Thr His Leu 

385 




390 




395 

400 

Gly Pro 

Val 

Lys 

His 

Tyr Met Cys 

Pro 

He 

Cys Gly Glu Arg Phe Pro 




405 




410 


415 

Ser Leu 

Leu 

Thr 

Leu 

Thr 

Glu His 

Lys 

Val 

Thr 

His Ser Lys Ser Leu 



420 




425 



430 

Asp Thr 

Gly 

Asn 

Cys 

Arg 

He Cys 

Lys 

Met 

Pro 

Leu Gin Ser Glu Glu 


435 




440 




445 

Glu Phe 

Leu 

Glu 

His 

Cys 

Gin Met 

His 

Pro 

Asp 

Leu Arg Asn Ser Leu 

450 





455 




460 

Thr Gly 

Phe 

Arg 

Cys 

Val 

Val Cys 

Met 

Gin 

Thr 

Val Thr Ser Thr Leu 

465 




470 




475 

480 

Glu Leu 

Lys 

He 

His 

Gly Thr Phe 

His 

Met 

Gin 

Lys Thr Gly Asn Gly 




485 




490 


495 

Ser Ala 

Val 

Gin 

Thr 

Thr Gly Arg Gly Gin 

His 

Val Gin Lys Leu Tyr 



500 




505 



510 

Lys Cys 

Ala 

Ser 

Cys 

Leu 

Lys Glu 

Phe 

Arg 

Ser 

Lys Gin Asp Leu Val 
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515 520 525 

Lys Leu Asp lie Asn Gly Leu Pro Tyr Gly Leu Cys Ala Gly Cys Val 

530 535 540 

Asn Leu Ser Lys Ser Ala Ser Pro Gly He Asn Val Pro Pro Gly Thr 
545 '550 555 560 

Asn Arg Pro Gly Leu Gly Gin Asn Glu Asn Leu Ser Ala He Gly Glu 

565 570 575 

Arg Gin Gly Gly Gly Thr Glu Thr Arg Cys Ser Ser Cys Asn Val Lys 

580 585 590 

Phe Glu Ser Glu Ser Glu Leu Gin Asn His He Gin Thr He His Arg 

595 600 605 

Glu Leu Val Pro Asp Ser Asn Ser Thr Gin Leu Lys Thr Pro Gin Val 

610 615 620 

Ser Pro Met Pro Arg He Ser Pro Ser Gin Ser Asp Glu Lys Lys Thr 
625 630 635 640 

Tyr Gin Cys He Lys Cys Gin Met Val Phe Tyr Asn Glu Trp Asp He 

64 5 650 655 

Gin Val His Val Ala Asn His Met He Asp Glu Gly Leu Asn His Glu 

660 665 670 

Cys Lys Leu Cys Ser Gin Thr Phe Asp Ser Pro Ala Lys Leu Gin Cys 

675 680 685 

His Leu He Glu His Ser Phe Glu Gly Met Gly Gly Thr Phe Lys Cys 

690 695 700 

Pro Val Cys Phe Thr Val Phe Val Gin Ala Asn Lys Leu Gin Gin His 
705 710 715 720 

He Phe Ser Ala His Gly Gin Glu Asp Lys He Tyr Asp Cys Thr Gin 

725 730 735 

Cys Pro Gin Lys Phe Phe Phe Gin Thr Glu Leu Gin Asn His Thr Met 

740 745 750 

Thr Gin His Ser Ser 
755 

<210> 1083 
<211> 516 
<212> DNA 

<213> Homo sapiens 
<400> 1083 

naccggtgag gcatctctgc agggtgtccg gctagctaag cagagcggct ggaaggctcc 
60 

agatccgaat aacctgcccg ctcccgctga gcccgtggaa gaggagaaga agtgaccgat 
120 

ccactgaccc cggttctgtc ggccaattgg gatgaagagc gcagttggaa gctgcttaac 
180 

tacgagcgac agggcggata caccggcctt cgtaaggctt tgacgatgcc gcctgacgac 
240 

gttgtctcgc tggttaagga cgctaacctg cgtggccgtg gtggcgccgg gttccccacc 
300 

ggcatgaagt ggtccttcgt gcctaaggac aatcccaacc cgacctacct cgttgtcaac 
360 

ggcgacgagt ctgagccggg cacgtgcaag gacatgccgc tcatgatggc ctccccgcac 
420 

accctcgtcg agggcgtcat cattgcctcc tacgccatca aggccaagat ggccttcatc 
480 


1018 


WO 00/58473 


PCT/US00/08621 


tacatccgcg gtgaggtgct gcacgtcgtc cgacgc 
516 


<210> 1084 

<211> 142 

<212> PRT 

<213> Homo sapiens 


<400> 1084 

Ala Arg Gly Arg Gly Glu Glu Val Thr Asp Pro Leu Thr Pro Val Leu 

15 10 15 

Ser Ala Asn Trp Asp Glu Glu Arg Ser Trp Lys Leu Leu Asn Tyr Glu 

20 25 30 

Arg Gin Gly Gly Tyr Thr Gly Leu Arg Lys Ala Leu Thr Met Pro Pro 

35 40 45 

Asp Asp Val Val Ser Leu Val Lys Asp Ala Asn Leu Arg Gly Arg Gly 

50 55 60 

Gly Ala Gly Phe Pro Thr Gly Met Lys Trp Ser Phe Val Pro Lys Asp 
65 70 75 80 

Asn Pro Asn Pro Thr Tyr Leu Val Val Asn Gly Asp Glu Ser Glu Pro 

85 90 95 

Gly Thr Cys Lys Asp Met Pro Leu Met Met Ala Ser Pro His Thr Leu 

N 100 105 110 

Val Glu Gly Val He He Ala Ser Tyr Ala He Lys Ala Lys Met Ala 

115 120 125 

Phe He Tyr He Arg Gly Glu Val Leu His Val Val Arg Arg 
130 135 140 

<210> 1085 
<211> 374 
<212> DNA 

<213> Homo sapiens 
<400> 1085 

acgcgtagcg tttatacata gttttcacgt agccatacct ccatgtgggt catacgttca 
60 

aaatcgtaga gtgtctctga gctgcctagg gggctgtttg cgatcttgcg gacagtgtct 
120 

atatccacaa ggttcagctc cgccaggaga ctgtcgccga tcattttcag gaagttttct 
180 

ttgctgcgtt cgtagtcttg gtgcaggtcg aagctgtagt cgcttttgta gatgtcccgg 
240 

tagaagaact cgggcagggt gcctttcatg gcttccagga tgacgggttt gctcatcccg 
300 

tgcccgctca gaacacccgg gtacaccagg gaagagcgga tcatgtcgtc ctcaaggtag 
360 

ggggcggcga attc 
374 


<210> 1086 

<211> 110 

<212> PRT 

<213> Homo sapiens 
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<400> 10B6 












Gly 

Met He 

Arg 

Ser 

Ser 

Leu 

Val 

Tyr Pro 

Gly 

Val 

Leu 

Ser 

Gly 

His 

1 


5 




10 





15 


Met Ser 

Lys 

Pro 

Val 

He 

Leu 

Glu Ala 

Met 

Lys 

Gly 

Thr 

Leu 

Pro 

Glu 


20 




25 





30 



Phe Phe 

Tyr 

Arg 

Asp 

He 

Tyr 

Lys Ser 

Asp 

Tyr 

Ser 

Phe 

Asp 

Leu 

His 


35 





40 




45 




Gin Asp 

Tyr 

Glu 

Arg 

Ser 

Lys 

Glu Asn 

Phe 

Leu 

Lys 

Met 

He 

Gly 

Asp 

50 





55 




60 





Ser Leu 

Leu 

Ala 

Glu 

Leu 

Asn 

Leu Val 

Asp 

He 

Asp. 

Thr 

Val 

Arg 

Lys 

65 




70 




75 





80 

He Ala 

Asn 

Ser 

Pro Leu Gly Ser Ser 

Glu 

Thr 

Leu 

Tyr 

Asp 

Phe 

Glu 




B5 




90 





95 


Arg Met 

Thr 

His 

Met 

Glu 

Val 

Trp • Leu 

Arg 

Glu 

Asn 

Tyr 

Val 




100 




105 





110 




<210> 1087 
c211> 423 
<212> DNA 

<213> Homo sapiens 
<400> 1087 

atgacgatcg tggccccacc accgccgacc gcgggcgccg ccattagctt ccttgtcgac 
60 

ggcatccacc cgcacgacct cggccaggtc ctcgacgacc acggcgtgag catccgggtg 
120 

nggcaccact gtgcctggcc catccaccgg agtctagggg tgcaatccac cgcccgtgca 
180 

tcgttctact tctacaacac tttcccggaa gtggatgcgt tagcgtcggc ggtgcgggcc 
240 

gcccgggaat ttttcggagt gcattaggat tggtctgaac gtgaaccttg aatccatgta 
300 

ccaggaagtc atcctggacc actacaagaa tcccacgcac gcagggttga aggctccctt 
360 

tgatgccgaa gtgcaccatg tgaacccttc ctgcggtgac ganaccgtct ccgggtgaag 

420 

ctt 

423 


<210> 1088 
<211> 88 
<212> PRT 

<213> Homo sapiens 
<400> 1088 

Met Thr He Val Ala Pro Pro Pro 

1 5 • 

Phe Leu Val Asp Gly He His Pro 
20 

Asp His Gly Val Ser He Arg Val 

35 40 
His Arg Ser Leu Gly Val Gin Ser 

50 55 
Tyr Asn Thr Phe Pro Glu Val Asp 


Pro Thr Ala Gly Ala Ala He Ser 

10 15 
His Asp Leu Gly Gin Val Leu Asp 
25 30 
Xaa His His Cys Ala Trp Pro He 
45 

Thr Ala Arg Ala Ser Phe Tyr Phe 
60 

Ala Leu Ala Ser Ala Val Arg Ala 
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65 70 75 80 

Ala Arg Glu Phe Phe Gly Val His 
85 

<210> 1089 
<211> 750 
<212> DNA 

<213> Homo sapiens 
<400> 1089 

tctagaggac gtgagacatt ggggatggta acatgggtag agctgaaagg aaggttgacc 
60 

caggagatgg cctgtgagga caaaaccaag ggagggagag taggacagag gcagtacata 
120 

agagtggtaa gaatggggct cggggaagaa gccttacccc ttttcttctt taatttggcg 
180 

aaaggacttt tgggccaagg tcaccctagc cttctcttgg gggcctcaat tttccttcat 
240 

tctgtaaaaa atgggggggt aattcagaag taccctcctt attgtcaggg ttttggggaa 
300 

gggagtaaaa agaaattggc ttgggaaaat acttaataca gggcctgggc atgtaacaaa 
360 

tattcacaaa atgctagcag ttatcaccac agtgggagcc acagggagct ctgaggataa 
420 

gcagggatgt cgagggatgg gacagaactt gattgaaggc agacagacct ccaaattctt 
480 

gactcagaca gaatgatcac tgatccagcg agacgtcagg atcgagagga gtgtagcaag 
540 

gagtcaggag ggtgggcctg cgccagtgtc gccccgactc tgttcagtaa catgaaggca 
600 

aacacagaag ggcatgtgcg gagacacacg tgatcacgct agtgatgcag aggcagaccc 
660 

agacaaaaga ccgagacagg agctaggcag acacacagac agagacagcc ccgcggagtc 
720 

atgtagacag ggataatgac aggaacgcgt 
750 

<210> 1090 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 1090 

Met Val thr Trp Val Glu Leu Lys Gly Arg Leu Thr Gin Glu Met Ala 

15 10 15 

Cys Glu Asp Lys Thr Lys Gly Gly Arg Val Gly Gin Arg Gin Tyr He 

20 25 30 

Arg Val Val Arg Met Gly Leu Gly Glu Glu Ala Leu Pro Leu Phe Phe 

35 40 45 

Phe Asn Leu Ala Lys Gly Leu Leu Gly Gin Gly His Pro Ser Leu Leu 

50 55 60 

Leu Gly Ala Ser He Phe Leu His Ser Val Lys Asn Gly Gly Val He 
65 70 75 80 

Gin Lys Tyr Pro Pro Tyr Cys Gin Gly Phe Gly Glu Gly Ser Lys Lys 
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85 90 95 

Lys Leu Ala Trp Glu Asn Thr 
100 

<210> 1091 

<211> 438 

<212> DNA 

<213> Homo sapiens 

<400> 1091 

acgcgtaagt taactgaagt tgtcatgagt ttattactgg aatatcacta ttcaaagtcg 
60 

gcgattatta cggcttatat gaacgaagtg tatttggctc aagtaggtaa tgaggggctt 
120 

catggctttg ccgaggcgag tcagcacttt tttggacgac ctttaaaaga acttaatatc 
180 

gacgagtttg ccttgttagt aggaatggtg aaagggcctt ctatttataa tcctgaacga 
240 

caccctaaac gtgctttatc acgcagaaat acggtattag caattttaaa aagccaagat 
300 

cgtttaaccg agtcggatta taatatttta cggaaacaac ccattcgctt ggcagataaa 
360 

caccaagaac gctcagtata tggggattat ttagatctag tctctatgca gttatcgcga 
420 

gactttgatc gctgcatg 
438 

<210> 1092 

<211> 146 

<212> PRT 

<213> Homo sapiens 

<400> 1092 

Thr Arg Lys Leu Thr Glu Val Val Met Ser Leu Leu Leu Glu Tyr His 

1 5 10 15 

Tyr Ser Lys Ser Ala lie lie Thr Ala Tyr Met Asn Glu Val Tyr Leu 

20 25 30 

Ala Gin Val Gly Asn Glu Gly Leu His Gly Phe Ala Glu Ala Ser Gin 

35 40 45 

His Phe Phe Gly Arg Pro Leu Lys Glu Leu Asn He Asp Glu Phe Ala 

50 55 60 

Leu Leu Val Gly Met Val Lys Gly Pro Ser He Tyr Asn Pro Glu Arg 
65 70 75 80 

His Pro Lys Arg Ala Leu Ser Arg Arg Asn Thr Val Leu Ala He Leu 

.85 90 95 

Lys Ser Gin Asp Arg Leu Thr Glu Ser Asp Tyr Asn He Leu Arg Lys 

100 105 HO 

Gin Pro He Arg Leu Ala Asp Lys His Gin Glu Arg Ser Val Tyr Gly 

115 120 125 

Asp Tyr Leu Asp Leu val Ser Met Gin Leu Ser Arg Asp Phe Asp Arg 

130 135 140 

Cys Met 
145 
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<210> 1093 

<211> 351 

<212> DNA 

<213> Homo sapiens 

<400> 1093 

cgcgttctct acttcgagag ctatgtcgtt atcgatccag gcatgaccac ccttgagaaa 
60 

ggtcagctgc tgaacgacga gcagtacttc gaagcgctgg aagagttcgg cgacgatttc 
120 

gatgcccgca tgggtgccga agctgtccgt gaactgctgc acgctatcga cctggaacac 
180 

gagattggcc gtctgcgtga acaaattccg caaaccaact ccgaaaccaa gatcaagaag 
240 

ctgtccaagc gtctgaagtt gatggaagcc ttccagggtt ccggcaactt gccagagtgg 
300 

atggtgctga ccgttctgcc ggttctgccg ccagatctgc gtccgctggt a 
351 

<210> 1094 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 1094 


Arg Val 

Leu 

Tyr 

Phe Glu Ser Tyr Val Val 

He 

Asp Pro Gly 

Met 

Thr 

l 



5 10 



15 


Thr Leu 

Glu 

Lys 

Gly Gin Leu Leu Asn Asp 

Glu 

Gin Tyr Phe 

Glu 

Ala 



20 

25 


30 



Leu Glu 

Glu 

Phe 

Gly Asp Asp Phe Asp Ala Arg 

Met Gly Ala 

Glu 

Ala 


35 


40 


45 



Val Arg 

Glu 

Leu 

Leu His Ala He Asp Leu 

Glu 

His Glu He 

Gly 

Arg 

50 



55 


60 



Leu Arg 

Glu 

Gin 

He Pro Gin Thr Asn Ser 

Glu 

Thr Lys He 

Lys 

Lys 

65 



70 

75 



60 

Leu Ser 

Lys 

Arg 

Leu Lys Leu Met Glu Ala 

Phe 

Gin Gly Ser 

Gly 

Asn 




85 90 



95 


Leu Pro 

Glu 

Trp 

Met Val Leu Thr Val Leu 

Pro 

Val Leu Pro 

Pro 

Asp 



100 

105 


110 



Leu Arg 

Pro 

Leu 

Val 






115 


<210> 1095 

<211> 619 

<212> DNA 

<213> Homo sapiens 

<400> 1095 

nnacgcgtga gatccagcca ggccctcaac gaggacatcg tgcgagtgtc cagccggctg 
60 

gagcacctgg agaaggagct gtccgagaag agcgggcagc tgcggcaggg cagcgcccag 
120 

agccagcggc agatccgcgg ggagatcgac agcctgcgcc aggagaagga ctcactgctc 
180 
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aagcagcgcc tggagatcga cggcaagctg aggcagggga gtctgctgtc ccccgaggag 
240 

gagcggacgc tgttccagtt ggatgaggcc atcgaggccc tggatgctgc cattgagtat 
300 

aagaatgagg ccatcacatg ccgccagcgg gtgcttcggg cctcagcctc gttgctgtcc 
360 

cagtgcgaga tgaacctcat ggccaagctc agctacctct catcctcaga gaccagagcc 
420 

ctcctctgca agtattttga caaggtgggc cagcagccca tggccccccc agctcctcct 
480 

cacggcacgt gtggggaggt gtctcatggc agctgctcca gcggatatcc cgtttcctcc 
540 

cagactgggg gacagaatca ggaccaactc atctgcaggg ccgcctgacc ttaaagccta 
600 

ttttacttgt gaacctaag 
619 

<210> 1096 
<211> 195 
<212> PRT 

<213> Homo sapiens 
<400> 1096 

Xaa Arg Val Arg Ser Ser Gin Ala Leu Asn Glu Asp He Val Arg Val 

1 . 5 10 15 

Ser Ser Arg Leu Glu His Leu Glu Lys Glu Leu Ser Glu Lys Ser Gly 

20 25 30 

Gin Leu Arg Gin Gly Ser Ala Gin Ser Gin Arg Gin He Arg Gly Glu 

35 40 45 

He Asp Ser Leu Arg Gin Glu Lys Asp Ser Leu Leu Lys Gin Arg Leu 

50 55 60 

Glu He Asp Gly Lys Leu Arg Gin Gly Ser Leu Leu Ser Pro Glu Glu 
65 70 75 80 

Glu Arg Thr Leu Phe Gin Leu Asp Glu Ala He Glu Ala Leu Asp Ala 

85 90 95 

Ala He Glu Tyr Lys Asn Glu Ala He Thr Cys Arg Gin Arg Val Leu 

100 105 HO 

Arg Ala Ser Ala Ser Leu Leu Ser Gin Cys Glu Met Asn Leu Met Ala 

115 120 125 

Lys Leu Ser Tyr Leu Ser Ser Ser Glu Thr Arg Ala Leu Leu Cys Lys 

130 135 140 

Tyr Phe Asp Lys Val Gly Gin Gin Pro Met Ala Pro Pro Ala Pro Pro 
145 150 155 160 

His Gly Thr Cys Gly Glu Val Ser His Gly Ser Cys Ser Ser Gly Tyr 

165 170 175 

Pro Val Ser Ser Gin Thr Gly Gly Gin Asn Gin Asp Gin Leu He Cys 
180 185 190 

Arg Ala Ala 
195 
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<400> 1097 

nacgcgttgt cttctctccg 
60 

acatacatga cattgaaaaa 
120 

gacaaagagt tcacttccca 
180 

ggccagtagg gtacaatcgt 
240 

cggaacttga catttcccaa 
300 

acactgatct tgaacagcag 
360 

tatctgttta ttaaccaagc 
420 

ccagatgtat tggcgtaaaa 
480 

tgcaccatgt ttttggttgc 
540 

gaccaacaag tcatagagaa 
600 

catggcggcc cccgagtcag 
660 

accaaaaaca tggtgcatcc 
720 

tacgccaata catctggtac 
780 

tggttaataa acagataaac 
840 

tatacctgtg aacgaaatga 
900 

gaaagaggat atggtgataa 
960 

ctggaacaaa ttctcagtgt 
1020 

tcatttgtta aaaacactca 
1080 

acgaggcaca ctggccggaa 
1140 

caagacatgt taactatgca 
1200 

gagatattta cagaaagcct 
1260 

cagatgatgc actgcagtgc 
1320 

aaaccccact acagggtcag 
1380 

gagtacttca attcttctac 
1440 

ttacaactga taacagacag 
1500 

gttggatgtc ttgaagaatt 
1560 


taccaccccc cccttcacac 
actatgtttt caatttaagc 
tgagatcaaa caccctcaca 
aactccatgc tacccgtctc 
taatggatgt aaaatcatct 
ccaaaagctt tccattgctt 
gaaccagtcc atcagggagc 
ataataaacg atctcgaatt 
ctctaggctg tacttcagtc 
tcgtctcctc gactcctccg 
ggccggcttt gagtccaggc 
tttatcatca cgaaagcaat 
agcccggcac cttttttgct 
tggcatttgg tacttgcaag 
tcaactctgt ctttgctatg 
gacagaggca accacaaagc 
gtcagagctt ttggaaaaac 
atctagctca gaagaggcac 
gcagcctcct gtcagtgagt 
gcagaatgta tacacatgtc 
tctgtgctct agtcgccttg 
ttgttcagaa aatcctccag 
ctacgaaaag agtattgact 
caacctcact gatagctgca 
accccctgcc attcaagagg 
tggggtaaag atcctgcctt 


tcttttattc aagtacctat 
tatgtacata ccggggaaat 
gttcctgtgc tttcggcata 
cactggggtt tcgggtcttt 
tttgcagacc tgatttccac 
gcaagtacca aatgccagtt 
aaaaaaggtg ccgggctgta 
gctttcgtga tgataaagga 
tccggtggcc actcggtgtt 
ctgcctgagt cctcggcgaa 
actgcagagg cctagaggca 
tcgagatcgt ttattatttt 
ccctgatgga ctggttcgct 
caatagcact agagtgcatc 
acctactaga atgtctgcca 
ttcatgacat ggtagaccaa 
atggactcga gaaaccaatt 
gcaagctgat ggttagattg 
ctcattggag aacgttgctg 
tagattctga tgcctgctat 
aaaacatcca cctggctgga 
ctggtatagc ccataaaggg 
tggttttggc tgccagcaga 
tggatctagc caggtgctgc 
agctagatct tatccaagcc 
tgcaagtgcg attgtgccct 
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gatcggatca gtctcatcaa ggagtgtatt tcccagtccc ccacatgcta taaacaatcc 
1620 

accaagcttc tgggccttgc tgagctgctg agggttgcag gtgagaaccc agaagaaagg 
1680 

cggggacagg ttctaatcct tttagtggag caggcacttc gcttccatga ctacaaagca 
1740 

gccagtatgc attgtcagga gctgatggcc acaggttatc ctaaaagttg ggatgtttgt 
1800 

agccagttag gacaatcaga aggttaccag gacttggcca ctcgtcaaga gctcatggct 
1860 

tttgctttga cacattgccc tcctagcagc attgaacttc ttttggcagc tagcagctct 
1920 - 

ctgcagacag aaattcttta tcaaagagtg aatttccaga tccatcatga aggaggggaa 
1980 

aatatcagtg cttcaccatt aactagtaaa gcagtacaag aggatgaagt aggtgttcca 
2040 

ggtagcaatt cagctgacct attgcgctgg accactgcta ccaccatgaa agtcctttcc 
2100 

aacaccacaa ccaccaccaa agcggtgctg caggccgtca gtgatgggca gtggtggaag 
2160 

aagtctttaa cttaccttcg accccttcag gggcaaaaat gtggtggtgc atatcaaatc 
2220 

ggaactacag ccaatgaaga tctagagaaa caagggtgtc atccttttta tgaatctgtc 
2280 

atctcaaatc cttttgtcgc tgagtctgaa gggacctatg acacctatca gcatgttcca 
2340 

gtggaaagct ttgcagaagt attgctgaga actggaaaat tggcagaggc taaaaataaa 
2400 

ggagaagtat ttccaacaac tgaagttctc ttgcaactag caagtgaagc cttgccaaat 
2460 

gacatgacct tggctcttgc ttaccttctt gccttaccac aagtgttaga tgctaaccgg 
2520 

tgctttgaaa agcagtcccc ctctgcatta tctctccagc tggcagcgta ttactatagc 
2580 

ctccagatct atgcccgatt ggccccatgt ttcagggaca agtgccatcc tctttacagg 
2640 

gctgatccca aagaactaat caagatggtc accaggcatg tgactcgaca tgagcacgaa 
2700 

gcctggcctg aagaccttat ttcactgacc aagcagttac actgctacaa tgaacgtctc 
2760 

.ctggatttca ctcaggcgca gatccttcag ggccttcgga agggtgtgga cgtgcagcgg 
2820 

tttactgcag atgaccagta taaaagggaa actatccttg gtctggcaga aactctagag 
2880 

gaaagcgtct acagcattgc tatttctctg gcacaacgtt acagtgtctc ccgctgggaa 
2940 

gtttttatga cccatttgga gttccccttc acggacagtg gtttgtccac actagaaatt 
3000 

gaaaatagag cccaagacct tcatctcttt gagactttga agactgatcc agaagccttt 
3060 

caccagcaca tggtcaagta tatttaccct actattggtg gctttgatca cgaaaggctg 
3120 

cagtattatt tcactcttct ggaaaactgt ggctgtgcag atttggggaa ctgtgccatt 
3180 
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aaaccagaaa cccacattcg actgctgaag aagtttaagg ttgttgcatc aggtcttaat 
3240 

tacaaaaagc tgacagatga aaacatgagt cctcttgaag cattggagcc agttctttca 
3300 

agtcaaaata tcttgtctat ttccaaactt gttcccaaaa tccctgaaaa ggatggacag 
3360 

atgctttccc caagctctct gtacaccatc tggttacaga agttgttctg gactggagac 
3420 

cctcatctca ttaaacaagt cccaggctct tcaccggagt ggcttcatgc ctatgatgtc 
3480 

tgcatgaagt actttgatcg tctccaccca ggtgacctca tcactgtggt agatgcagtt 
3540 

acattttctc caaaagctgt gaccaagctg tctgtggaag cccgtaaaga gatgactaga 
3600 

aaggctatta agactgtcaa acattttatt gagaagccaa ggaaaagaaa ctcagaagac 
3660 

gaagctcaag aagctaagga ttctaaagtt acctatgcag atactttgaa tcatctggag 
3720 

aaatcacttg cccacctgga aaccctgagc cacagcttca tcctttctct gaagaatagt 
3780 

gagcaggaaa cactgcaaaa atacagtcac ctctatgatc tgtcccgatc agaaaaagag 
3840 ' 

aaacttcatg atgaagctgt ggctatttgt ttagatggtc agcctctagc aatgattcag 
3900 

cagctgctag aggtggcagt tggccctctt gacatctcac ccaaggatat agtgcagagt 
3960 

gcaatcatga aaataatttc tgcattgagt ggtggcagtg ctgaccttgg tgggccaagg 
4020 

gacccactga aggtcctgga aggtgttgtt gcagcagtcc acaccagtgt ggacaagggt 
4080 

gaggagctgg tttcacctga ggacctgctg gagtggctgc ggcctttctg tgctgatgac 
4140 

gcctggccgg tgcggccccg cattcacgtg ctgcagattt tggggcaatc atttcacctg 
4200 

actgaggagg acagcaagct cctcgtgttc tttagaactg aagccattct caaagcctcc 
4260 

tggccccaga gacaggtaga catagctgac attgagaatg aagagaaccg ctactgtcta 
4320 

ttcatggaac tcctggaatc tagtcaccac gaggctgaat ttcagcactt ggttttactt 
4380 

ttgcaagctt ggccacctat gaaaagtgaa tatgtcataa ccaataatcc atgggtgaga 
4440 

ctagctacag tgatgctaac cagatgtacg atggagaaca aggaaggatt ggggaatgaa 
4500 

gttttgaaaa tgtgtcgctc tttgtataac accaagcaga tgctgcctgc agagggtgtg 
4560 

aaggagctgt gtctgctgct gcttaaccag tccctcctgc ttccatctct gaaacttctc 
4620 

ctcgagagcc gagatgagca tctgcacgag atggcactgg agcaaatcac ggcagtcact 
4680 

acggtgaatg attccaattg tgaccaagaa cttctttccc tgctcctgga tgccaagctg 
4740 

ctggtgaagt gtgtctccac tcccttctat ccacgtattg ttgaccacct cttggctagc 
4800 


1027 


WO 00/58473 


PCTYUSOO/08621 


ctccagcaag ggcgctggga tgcagaggag ctgggcagac acctgcggga ggccggccat 
4860 

gaagccgaag ccgggtctct ccttctggcc gtgaggggga ctcaccaggc cttcagaacc 
4920 

ttcagtacag ccctccgcgc agcacagcac tgggtgtgag ggccacctgt ggccctgctc 
4980 

cttagcagaa aaagcatctg gagttgaatg ctgttcccag aagcaacatg tgtatctgcc 
5040 

gattgttctc catggttcca acaaattgca aataaaactg tatggaaacg atgaaaaaaa 
5100 

aaaaaaaa 
5108 

<210> 1098 
<211> 1336 
<212> PRT 

<213> > Homo sapiens 


<400> 1098 


Met Val 

ASD 

Gin 

Leu 

Glu 

Gin 

He 

Leu 

Ser 

Val 

Ser 

Glu 

Leu 

Leu 

Glu 



5 





10 





15 


Lys His 

Gly 

Leu 

Glu 

Lys 

Pro 

lie 

Ser 

Phe 

Val 

Lys 

Asn 

Thr 

Gin 

Ser 


20 





25 





30 



Ser Ser 

Glu 

Glu 

Ala 

Arg 

Lys 

Leu 

Met 

Val 

Arg 

Leu 

Thr 

Arg 

His 

Thr 


35 





40 





45 




Gly Arg 

Lys 

Gin 

Pro 

Pro 

Val 

Ser 

Glu 

Ser 

His 

Trp 

Arg 

Thr 

Leu 

Leu 

50 





55 





60 





Gin Asp 

Met 

Leu 

Thr 

Met 

Gin 

Gin 

Asn 

Val 

Tyr 

Thr 

Cys 

Leu 

Asp 

Ser 

65 




70 





75 





80 

Asp Ala 

Cys 

Tyr 

Glu 

He 

Phe 

Thr 

Glu 

Ser 

Leu 

Leu 

Cys 

Ser 

Ser 

Arg 


85 





90 





95 


Leu Glu 

Asn 

He 

His 

Leu 

Ala 

Gly 

Gin 

Met 

Met 

His 

Cys 

Ser 

Ala 

Cys 



100 





105 





110 



Ser Glu 

Asn 

Pro 

Pro 

Ala 

Gly 

He 

Ala 

His 

Lys 

Gly 

Lys 

Pro 

His 

Tyr 


115 





120 





125 




Arg Val 

Ser 

Tyr 

Glu 

Lys 

Ser 

He 

Asp 

Leu 

Val 

Leu 

Ala 

Ala 

Ser 

Arg 

130 





135 





140 





Glu Tyr 

Phe 

Asn 

Ser 

Ser 

Thr 

Asn 

Leu 

Thr 

Asp 

Ser 

Cys 

Met 

Asp 

Leu 

145 




150 





155 





160 

Ala Arg 

Cys 

Cys 

Leu 

Gin 

Leu 

He 

Thr 

Asp 

Arg 

Pro 

Pro 

Ala 

He 

Gin 




165 





170 





175 


Glu Glu 

Leu 

Asp 

Leu 

He 

Gin 

Ala 

Val 

Gly 

Cys 

Leu 

Glu 

Glu 

Phe 

Gly 



180 





185 





190 



Val Lys 

lie 

Leu 

Pro 

Leu 

Gin 

Val 

Arg 

Leu 

Cys 

Pro 

Asp 

Arg 

He 

Ser 

195 





200 





205 




Leu lie 

Lys 

Glu 

Cys 

He 

Ser 

Gin 

Ser 

Pro 

Thr 

Cys 

Tyr 

Lys 

Gin 

Ser 

210 





215 





220 





Thr Lys 

Leu 

Leu 

Gly 

Leu 

Ala 

Glu 

Leu 

Leu 

Arg 

Val 

Ala 

Gly 

Glu 

Asn 

225 




230 





235 





240 

Pro Glu 

Glu 

Arg 

Arg 

Gly 

Gin 

Val 

Leu 

He 

Leu 

Leu 

Val 

Glu 

Gin 

Ala 




245 





250 





255 


Leu Arg 

Phe 

His 

Asp 

Tyr 

Lys 

Ala 

Ala 

Ser 

Met 

His 

Cys 

Gin 

Glu 

Leu 



260 





265 





270 



Met Ala 

Thr 

Gly 

Tyr 

Pro 

Lys 

Ser 

Trp 

Asp 

val 

Cys 

Ser 

Gin 

Leu 

Gly 
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275 280 285 f 

Gin Ser Glu Gly Tyr Gin Asp Leu Ala Thr Arg Gin Glu Leu Met Ala 

290 295 300 

Phe Ala Leu Thr His Cys Pro Pro Ser Ser lie Glu Leu Leu Leu Ala 
305 310 315 320 

Ala Ser Ser Ser Leu Gin Thr Glu He Leu Tyr Gin Arg Val Asn Phe 

325 330 335 

Gin He His His Glu Gly Gly Glu Asn He Ser Ala Ser Pro Leu Thr 

340 345 350 

Ser Lys Ala Val Gin Glu Asp Glu Val Gly Val Pro Gly Ser Asn Ser 

355 360 365 

Ala Asp Leu Leu Arg Trp Thr Thr Ala Thr Thr Met Lys Val Leu Ser 

370 375 380 

Asn Thr Thr Thr Thr Thr Lys Ala Val Leu Gin Ala Val Ser Asp Gly 
385 390 395 400 

Gin Trp Trp Lys Lys Ser Leu Thr Tyr Leu Arg Pro Leu Gin Gly Gin 

405 410 415 

Lys Cys Gly Gly Ala Tyr Gin He Gly Thr Thr Ala Asn Glu Asp Leu 

420 425 430 

Glu Lys Gin Gly Cys His Pro Phe Tyr Glu Ser Val He Ser Asn Pro 

435 440 445 

Phe Val Ala Glu Ser Glu Gly Thr Tyr Asp Thr Tyr Gin His Val Pro 

450 455 460 

Val Glu Ser Phe Ala Glu Val Leu Leu Arg Thr Gly Lys Leu Ala Glu 
465 470 475 480 

Ala Lys Asn Lys Gly Glu Val Phe Pro Thr Thr Glu Val Leu Leu Gin 

485 490 495 

Leu Ala Ser Glu Ala Leu Pro Asn Asp Met Thr Leu Ala Leu Ala Tyr 

500 505 510 

Leu Leu Ala Leu Pro Gin Val Leu Asp Ala Asn Arg Cys Phe Glu Lys 

515 520 525 

Gin Ser Pro Ser Ala Leu Ser Leu Gin Leu Ala Ala Tyr Tyr Tyr Ser 

530 535 540 

Leu Gin He Tyr Ala Arg Leu Ala Pro Cys Phe Arg Asp Lys Cys His 
545 550 555 560 

Pro Leu Tyr Arg Ala Asp Pro Lys Glu Leu He Lys Met Val Thr Arg 

565 570 575 

His Val Thr Arg His Glu His Glu Ala Trp Pro Glu Asp Leu lie Ser 

580 585 590 

Leu Thr Lys Gin Leu His Cys Tyr Asn Glu Arg Leu Leu Asp Phe Thr 

595 600 605 

Gin Ala Gin He Leu Gin Gly Leu Arg Lys Gly Val Asp Val Gin Arg 

610 615 620 

Phe Thr Ala Asp Asp Gin Tyr Lys Arg Glu Thr He Leu Gly Leu Ala 
625 630 635 640 

Glu Thr Leu Glu Glu Ser Val Tyr Ser He Ala lie Ser Leu Ala Gin 

645 650 655 

Arg Tyr Ser Val Ser Arg Trp Glu Val Phe Met Thr His Leu Glu Phe 

660 665 670 

Pro Phe Thr Asp Ser Gly Leu Ser Thr Leu Glu He Glu Asn Arg Ala 

675 680 685 

Gin Asp Leu His Leu Phe Glu Thr Leu Lys Thr Asp Pro Glu Ala Phe 

690 695 700 

His Gin His Met Val Lys Tyr He Tyr Pro Thr He Gly Gly Phe Asp 
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705 





710 





715 





720 

His 

Glu 

Arg 

Leu 

Gin Tyr 

Tyr 

Phe 

Thr 

Leu 

Leu 

Glu 

Asn 

Cys 

Gly 

Cys 





725 





730 





735 


Ala 

Asp 

Leu 

Gly 
740 

Asn 

Cys 

Ala 

lie 

Lys 
745 

Pro 

Glu 

Thr 

His 

lie 
750 

Arg 

Leu 

Leu 

Lys 

Lys 
755 

Phe 

Lys 

Val 

Val 

Ala 
760 

Ser 

Gly 

Leu 

Asn 

Tyr 
765 

Lys 

Lys 

Leu 

Thr 

Asp 
770 

Glu 

Asn 

Met 

Ser 

Pro 
775 

Leu 

Glu 

Ala 

Leu 

Glu 
780 

Pro 

Val 

Leu 

Ser 

Ser 

Gin 

Asn 

He 

Leu 

Ser 

He 

Ser 

Lys 

Leu 

Val 

Pro 

Lys 

He 

Pro 

Glu 

785 





790 





795 





800 

Lys 

Asp 

Gly 

Gin 

Met 
805 

Leu 

Ser 

Pro 

Ser 

Ser 
810 

Leu 

Tyr 

Thr 

lie 

Trp 
815 

Leu 

Gin 

Lys 

Leu 

Phe 
820 

Trp 

Thr 

Gly 

Asp 

Pro 
825 

His 

Leu 

lie 

Lys 

Gin 
830 

Val 

Pro 

Gly 

Ser 

Ser 

Pro 

Glu Trp 

Leu 

His 

Ala 

Tyr 

Asp 

Val 

Cys 

Met 

Lys 

Tyr 



835 





840 





845 




Phe 

Asp 
850 

Ara 

Leu 

His 

Pro 

Gly 
855 

Asp 

Leu 

lie 

Thr 

Val 
860 

Val 

Asp 

Ala 

Val 

Thr 

Phe 

Ser 

Pro 

Lys 

Ala 

Val 

Thr 

Lys 

Leu 

Ser 

Val 

Glu 

Ala 

Arg 

Lys 

865 





870 





875 





880 

Glu 

Met 

Thr 

Arcr 

Lys 
885 

Ala 

He 

Lys 

Thr 

Val 
890 

Lys 

His 

Phe 

lie 

Glu 
895 

Lys 

Pro 

Arcr 

LVS 

Arcr 
900 

Asn 

Ser 

Glu 

Asp 

Glu 
905 

Ala 

Gin 

Glu 

Ala 

Lys 
910 

Asp 

Ser 

Lys 

Val 

Thr 

Tyr 

Ala Asp 

Thr 

Leu 

Asn 

His 

Leu 

Glu 

Lys 

Ser 

Leu 

Ala 



915 





920 





925 




His 

Leu 
930 

Glu 

Thr 

Leu 

Ser 

His 
935 

Ser 

Phe 

lie 

Leu 

Ser 
940 

Leu 

Lys 

Asn 

Ser 

Glu 

Gin 

Glu 

Thr 

Leu 

Gin 

Lys 

Tyr 

Ser 

His 

Leu 

Tyr 

Asp 

Leu 

Ser 

Arg 

945 





950 





955 





960 

Ser 

Glu 

Lys 

Glu 

Lys 
965 

Leu 

His 

Asp 

Glu 

Ala 
970 

Val 

Ala 

lie 

Cys 

Leu 
975 

Asp 

Gly 

Gin 

Pro 

Leu 
980 

Ala 

Met 

He 

Gin 

Gin 
985 

Leu 

Leu 

Glu 

Val 

Ala 
990 

Val 

Gly 

Pro 

Leu 

Asp 

He 

Ser 

Pro 

Lys 

Asp 

lie 

Val 

Gin 

Ser 

Ala 

lie 

Met 

Lys 



995 





1000 




1005 



He 

He 

Ser 

Ala 

Leu 

Ser 

Gly 

Gly Ser 

Ala 

Asp 

Leu 

Gly Gly 

Pro 

Arg 


1010 




1015 




1020 




Asp 

Pro 

Leu 

Lys 

Val 

Leu 

Glu Gly Val 

Val 

Ala 

Ala 

Val 

His 

Thr 

Ser 

1025 




1030 




1035 




1040 

Val 

Asp 

Lys 

Gly 

Glu 

Glu 

Leu 

val 

Ser 

Pro 

Glu Asp Leu Leu 

Glu 

Trp 





1045 




1050 




1055 

Leu Arg 

Pro 

Phe 

Cys Ala Asp Asp Ala 

Trp 

Pro Val Arg 

Pro 

Arg 

lie 




1060 




1065 




1070 


His 

Val 

Leu 

Gin He Leu Gly Gin Ser Phe His Leu Thr Glu Glu Asp 



1075 




1080 




1085 



Ser 

Lys 

Leu 

Leu 

Val 

Phe 

Phe 

Arg 

Thr 

Glu 

Ala 

lie 

Leu Lys 

Ala 

Ser 


1090 




1095 




1100 




Trp 

Pro Gin Arg Gin val 

Asp 

lie 

Ala 

Asp 

lie 

Glu 

Asn 

Glu 

Glu 

Asn 

1105 




1110 




1115 




1120 

Arg Tyr 

Cys 

Leu 

Phe 

Met 

Glu 

Leu 

Leu 

Glu 

Ser 

Ser 

His 

His 

Glu 

Ala 





1125 




1130 




1135 

Glu 

Phe 

Gin His 

Leu 

Val 

Leu 

Leu 

Leu Gin Ala 

Trp 

Pro 

Pro 

Met 

Lys 
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1140 1145 H50 

Ser Glu Tyr Val lie Thr Asn Asn Pro Trp Val Arg Leu Ala Thr Val 

1155 1160 H65 

Met Leu Thr Arg Cys Thr Met Glu Asn Lys Glu Gly Leu Gly Asn Glu 

1170 1175 1180 

Val Leu Lys Met Cys Arg Ser Leu Tyr Asn Thr Lys Gin Met Leu Pro 
1185 1190 1195 1200 

Ala Glu Gly Val Lys Glu Leu Cys Leu Leu Leu Leu Asn Gin Ser Leu 

1205 1210 1215 

Leu Leu Pro Ser Leu Lys Leu Leu Leu Glu Ser Arg Asp Glu His Leu 

1220 1225 1230 

His Glu Met Ala Leu Glu Gin He Thr Ala Val Thr Thr Val Asn Asp 

1235 1240 1245 

Ser Asn Cys Asp Gin Glu Leu Leu Ser Leu Leu Leu Asp Ala Lys Leu 

1250 1255 1260 

Leu Val Lys Cys Val Ser Thr Pro Phe Tyr Pro Arg He Val Asp His 
1265 1270 1275 1280 

Leu Leu Ala Ser Leu Gin Gin Gly Arg Trp Asp Ala Glu Glu Leu Gly 

1285 1290 1295 

Arg His Leu Arg Glu Ala Gly His Glu Ala Glu Ala Gly Ser Leu Leu 

1300 1305 1310 

Leu Ala Val Arg Gly Thr His Gin Ala Phe Arg Thr Phe Ser Thr Ala 

1315 1320 1325 

Leu Arg Ala Ala Gin His Trp Val 
1330 1335 


<210> 1099 

<211> 309 

<212> DNA 

<213> Homo sapiens 

<400> 1099 

acgcgtgctc tctcccgctt ggcaatcagc atggcctttt cgagctcggc ggtgcgcaat 
60 

tgaaccattt cttccagttg cgatttttca gaaagcagcg tcgattgacc ttcggtcagc 
120 

ttgcgcacat agcgcttggt gcggctggca aggatatagg cgagtatcaa tgcacctgcg 
-180 

agggcgagga tcgaggcaat ggtcagccag aagcgcaact tgtccatggc tatgttgcgg 
240 

gcgattagcc gacgatcttc ttcacccagg aaactgttga tggttttcct gacgtcatcc 
300 

atctggcca 
309 

<210> 1100 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 1100 

Met Asp Asp Val Arg Lys Thr lie Asn Ser Phe Leu Gly Glu Glu Asp 

15 10 15 

Arg Arg Leu He Ala Arg Asn He Ala Met Asp Lys Leu Arg Phe Trp 
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20 25 30 

Leu Thr He Ala Ser He Leu Ala Leu Ala Gly Ala Leu He Leu Ala 

35 40 45 

Tyr He Leu Ala Ser Arg Thr Lys Arg Tyr Val Arg Lys Leu Thr Glu 

50 55 60 

Gly Gin Ser Thr Leu Leu Ser Glu Lys Ser Gin Leu Glu Glu Met Val 
65 70 75 80 

Gin Leu Arg Thr Ala Glu Leu Glu Lys Ala Met Leu He Ala Lys Arg 
85 90 95 

Glu Arg Ala Arg 
100 

<210> 1101 

<211> 540 

<212> DNA 

<213> Homo sapiens 

<400> 1101 

gtcgacgtta ccaactacgt catgttggag tctggtcagc cgcttcatgc ctatgatgcc 
60 

gacaacgtca gcgggacgat tgtggtccgt aaggcccacg agggtgagca tctattgacc 
120 

ctcgacgaca ccgatcgcac cctcgatcct gacgatctag tcatcgccga cgactcggga 
180 

gccattggcc tggctggcgt catgggtggt gcggccaccg aagtgactgc tgagacgacg 
240 

tcaatcatcc tcgagggcgc tcacttcgac ccgatgacgg gcgctcgtgc ttaccgacgc 
300 

cacaagctcg gttcggaggc ctcccgccgc tttgagcggg gcgttgatcc gatttgcgcc 
360 

cataccgcag ccgttcgcgc agcggaattg ctcgcccagt acggcggtgc caccgtcggt 
420 

gagcccaccg tcgttggtga ggtccccgag atgccacgtc aaacgatcaa cgctgattta 
480 

cctaaccgga ttctcggcac gaaggtgcca actgaagagg tcatcgagat cttgacgcgt 
540 

<210> 1102 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<400> 1102 

Val Asp Val Thr Asn Tyr Val Met Leu Glu Ser Gly Gin Pro Leu His 

1 5 .10 15 

Ala Tyr Asp Ala Asp Asn Val Ser Gly Thr He Val Val Arg Lys Ala 

20 25 30 

His Glu Gly Glu His Leu Leu Thr Leu Asp Asp Thr Asp Arg Thr Leu 

35 40 45 

Asp Pro Asp Asp Leu Val He Ala Asp Asp Ser Gly Ala He Gly Leu 

50 55 60 

Ala Gly Val Met Gly Gly Ala Ala Thr Glu Val Thr Ala Glu Thr Thr 
65 70 75 80 

Ser He He Leu Glu Gly Ala His Phe Asp Pro Met Thr Gly Ala Arg 
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85 90 95 

Ala Tyr Arg Arg His Lys Leu Gly Ser Glu Ala Ser Arg Arg Phe Glu 

100 105 HO 

Arg Gly Val Asp Pro lie Cys Ala His Thr Ala Ala Val Arg Ala Ala 

115 120 125 

Glu Leu Leu Ala Gin Tyr Gly Gly Ala Thr Val Gly Glu Pro Thr Val 

130 135 140 

Val Gly Glu Val Pro Glu Met Pro Arg Gin Thr lie Asn Ala Asp Leu 
145 150 155 160 

Pro Asn Arg He Leu Gly Thr Lys Val Pro Thr Glu Glu Val He Glu 
165 170 175 

He Leu Thr Arg 
180 

<210> 1103 
<211> 537 
<212> DNA 

<213> Homo sapiens 
<400> 1103 

cctttcctcc aaccaggcgc tgcggcgccg gcacttgccc gacgttataa aacaattcaa 
60 

cgtcaggttt accatcgctg tactcaacca aatggtagcc gtatccacct tccccaccga 
120 

tcgcgaccca ggtgatcttt ccctcggcat agattgacgt ggcattctcg tcggagtgaa 
180 

tcaagcagcg cttaggcagc tgctgggccg gcggcttcgc ctagctcgcc ggagcacacg 
240 

aacccttccc gaagataacc gccaaggcct ggcacacctt ctgctgcacc cattccggct 
300 

tgacgccgac cgccaccgca ctggtgaaca tagccgcaat aaggagaatt gcgatgtatt 
360 

ccggcgcggc ggcaccccga tcgtcccttg tccgcatggg tctcccctcc actacctacc 
420 

caatacaggg gagagcataa aaagaaaccc atagccgcac ctgagcccat ggccccaaac 
480 

cggggcccaa gccgggccca aaccatggga tcaaccggat gtccgtacat. cacgcgt 
537 


<210> 1104 
<211> 112 
<212> PRT 

<213> Homo sapiens, u ... 
<400> 1104 

Met Tyr Gly His Pro Val Asp Pro 

1 * 5 
Arg Phe Gly Ala Met Gly Ser Gly 
20 

Ser Pro Leu Tyr Trp Val Gly Ser 

35 40 
Gly Arg Ser Gly Cys Arg Arg Ala 

50 55 
Cys Gly Tyr Val His Gin Cys Gly 


Met Val 

Trp 

Ala Arg Leu Gly Pro 

10 


15 

Ala Ala 

Met 

Gly Phe Phe Leu Cys 

25 


30 

Gly Gly 

Glu 

Thr His Ala Asp Lys 



45 

Gly He 

His 

Arg Asn Ser Pro Tyr 



60 

Gly Gly 

Arg 

Arg Gin Ala Gly Met 
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65 70 75 80 

Gly Ala Ala Glu Gly Val Pro Gly Leu Gly Gly Tyr Leu Arg Glu Gly 

85 90 95 

Phe Val Cys Ser Gly Glu Leu Gly Glu Ala Ala Gly Pro Ala Ala Ala 
100 105 HO 

<210> 1105 
<211> 448 
<212> DNA 

<213> Homo sapiens 
<400> 1105 

agggacctgg ggcagcacgt gcacgtgggt gggaggctcc ttgctaccga cagccagcca 
60 

tggggtgggc ccttccgagg ctgcctccag gacctgcgac tcgatggctg ccacctcccc 
120 

ttctttcctc tgccactgga taactcaagc cagcccagcg agctcggcgg caggcagtcc 
180 

tggaacctca ctgcgggctg cgtctccgag gacatgtgca gtcctgaccc ctgtttcaat 
240 

ggtgggactt gcctcgtcac ctggaatgac ttccactgta cctgccctgc caatttcacg 
300 

gggcctacat gtgcccagca gctgtggtgt cccggccagc cctgtctccc acctgccacg 
360 

tgtgaggagg tccctgatgg ctttgtgtgt gtggcggagg ccacgttccg cgagggtccc 
420 

cccgccgcgt tcagcgggca caacgcgt 
448 

<210> 1106 
<211> 149 
<212> PRT 

<213> Homo sapiens 
<400> 1106 

Arg Asp Leu Gly Gin His Val His Val Gly Gly Arg Leu Leu Ala Thr 

1.5 10 15 

Asp Ser Gin Pro Trp Gly Gly Pro Phe Arg Gly Cys Leu Gin Asp Leu 

20 25 30 

Arg Leu Asp Gly Cys His Leu Pro Phe Phe Pro Leu Pro Leu Asp Asn 

35 40 45 

Ser Ser Gin Pro Ser Glu Leu Gly Gly Arg Gin Ser Trp Asn Leu Thr 

50 55 60 

Ala Gly Cys Val Ser Glu Asp Met Cys Ser Pro Asp Pro Cys Phe Asn 
65 70 75 80 

Gly Gly Thr Cys Leu Val Thr Trp Asn Asp Phe His Cys Thr Cys Pro 

85 90 95 

Ala Asn Phe Thr Gly Pro Thr Cys Ala Gin Gin Leu Trp Cys Pro Gly 

100 105 HO 

Gin Pro Cys Leu Pro Pro Ala Thr Cys Glu Glu Val Pro Asp Gly Phe 

115 120 125 

Val Cys Val Ala Glu Ala Thr Phe Arg Glu Gly Pro Pro Ala Ala Phe 

130 135 140 

Ser Gly His Asn Ala 
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145 

<210> 1107 
<211> 618 
<212> DNA 

<213> Homo sapiens 
<400> 1107 

acgcgttgat gaagtacctg ccacgcttca gcaatgacgg ctcggtgaac ggcttctata 
60 

tctttgttat cgatgagacc gaacgcaaac tcaccgaaga ggccctgcgc cacctcaacg 
120 

agaacctcga agagcgcgtc gcccagcgca cacaggcgct ggctgaagcc aaccaacgcc 
180 

tggcaaaaca aaatgttcaa acgcaagcgc gccgaagacg cgctgcgtca cgcgcagaaa 
240 

atggaagccg ggggccagct caccggcggc atcgcccatg atttcaacaa catgctgacc 
300 

gggattatcg gcagcctgga cttgatgcag cgctacatcn aggccgggcg cagcgacgaa 
360 

atcggccgnc ttactgacgc cgccgtatcg tccgcccatc gcgcggccgc cctcacccat 
420 

cggctgctgg cgttctcgcg ccgccagtcg ctggcccccc gcccgctgga ccccaaccag 
480 

ctggtagcgt ccctggagga tctgttccag cgaaccaaag gcgcgcatat cacgctcaaa 
540 

gtgcaactgg gccgcgatat ctggcccgtg aataccgatg ccagccagtt ggaaaacgcc 
600 

ctgctcaacc tggcgatc 
618 

<210> HOB 
<211> 182 
<212> PRT 

<213> Homo sapiens 
<400> 1108 

Met Arg Pro Asn Ala Asn Ser Pro Lys Arg Pro Cys Ala Thr Ser Thr 

15 10 15 

Arg Thr Ser Lys Ser Ala Ser Pro Ser Ala His Arg Arg Trp Leu Lys 

20 25 30 

Pro Thr Asn Ala Trp Gin Asn Lys Met Phe Lys Arg Lys Arg Ala Glu 

35 40 45 

Asp Ala Leu Arg His Ala Gin Lys Met Glu Ala Gly Gly Gin Leu Thr 

50 55 60 

Gly Gly He Ala His Asp Phe Asn Asn Met Leu Thr Gly He He Gly 
65 70 75 80 

Ser Leu Asp Leu Met Gin Arg Tyr He Xaa Ala Gly Arg Ser Asp Glu 

85 90 95 

He Gly Arg Leu Thr Asp Ala Ala Val Ser Ser Ala His Arg Ala Ala 

100 105 HO 

Ala Leu Thr His Arg Leu Leu Ala Phe Ser Arg Arg Gin Ser Leu Ala 

115 120 125 

Pro Arg Pro Leu Asp Pro Asn Gin Leu Val Ala Ser Leu Glu Asp Leu 
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130 135 140 

Phe Gin Arg Thr Lys Gly Ala His He Thr Leu Lys Val Gin Leu Gly 
145 150 155 160 

Arg Asp He Trp Pro Val Asn Thr Asp Ala Ser Gin Leu Glu Asn Ala 

165 170 175 

Leu Leu Asn Leu Ala lie 
180 

<210> 1109 

<211> 325 

<212> DNA 

<213> Homo sapiens 

<400> 1109 

accggtgagc atcagggagg caccatgcag acgactctcc catccagtct caagccgtcc 
60 

agcctcaaga tcgtcgcacc gctggggggc atcctcgtgc ccctggatca ggtgcccgat 
120 

cccgttttcg cccagaagat ggtgggagac gggatctccc tggaccccat ctcaaacgaa 
180 

ttgctggcgc cggtcgccgg caccgtgacc cagctccaca acgcccacca cgcgctcacg 
240 

atcacgaccc cggaaggcat cgaggttctg gtccatatcg gactggatac cgtgatgctg 
300 

cgcggcgaca gctatccccc ccccn 
325 

<210> 1110 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 1110 

Thr Gly Glu His Gin Gly Gly Thr Met Gin Thr Thr Leu Pro Ser Ser 

15 10 15 

Leu Lys Pro Ser Ser Leu Lys He Val Ala Pro Leu Gly Gly He Leu 

20 25 30 

Val Pro Leu Asp Gin Val Pro Asp Pro Val Phe Ala Gin Lys Met Val 

35 40 45 

Gly Asp Gly He Ser Leu Asp Pro He Ser Asn Glu Leu Leu Ala Pro 

50 55 60 

Val Ala Gly Thr Val Thr Gin Leu His Asn Ala His His Ala Leu Thr 
65 70 75 80 

He Thr Thr Pro Glu Gly He Glu Val Leu Val His He Gly Leu Asp 

85 90 95 

Thr Val Met Leu Arg Gly Asp Ser Tyr Pro Pro Pro 
100 105 

<210> 1111 

<211> 385 

<212> DNA 

<213> Homo sapiens 

<400> 1111 
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nnacgcgtcg ccccggtgcg 
60 

actgaactcg tcaacgccgc 
120 

gcagtacgtg gcggcatcgt 
180 

gatttttttg gtgacgagat 
240 

accgacgaga ctcaccaaga 
300 

gaggtacgtt cccgagccaa 
360 

gagcggatcg gcaacggtca 
385 

<210> 1112 

<211> 128 

<212> PRT 

<213> Homo sapiens 


cctggcagtg ggagaagagc 
ctatagccgg gttgacatgg 
cgacgtcttc ccaccggtgc 
cgaggaaatg acctccttcg 
actgatctgc gctccttgcc 
ggctttgctg accgaccatc 
agctt 


atgaccttac cgagctcgcg 
tggaacgccg tggcgaattc 
tagaacaccc ggtccgtatc 
cggtagccga ccagcgatcc 
gtgagctcat cctcaccgac 
ccgaattagc tgacatgttg 


<400> 1112 

Xaa Arg Val Ala Pro Val .Arg Leu Ala Val Gly Glu Glu His Asp Leu 

15 10 15 

Thr Glu Leu Ala Thr Glu Leu Val Asn Ala Ala Tyr Ser Arg Val Asp . 

20 25 30 

Met Val Glu Arg Arg Gly Glu Phe Ala Val Arg Gly Gly lie Val Asp 

35 40 45 

Val Phe Pro Pro Val Leu Glu His Pro Val Arg lie Asp Phe Phe Gly 

50 55 60 

Asp Glu He Glu Glu Met Thr Ser Phe Ala Val Ala Asp Gin Arg Ser 
65 70 75 80 

Thr Asp Glu Thr His Gin Glu Leu He Cys Ala Pro Cys Arg Glu Leu 

8 5 90 95 

He Leu Thr Asp Glu Val Arg Ser Arg Ala Lys Ala Leu Leu Thr Asp 

100 105 HO 

His Pro Glu Leu Ala Asp Met Leu Glu Arg He Gly Asn Gly Gin Ala 
115 120 125 

<210> 1113 

<211> 400 

<212> DNA 

<213> Homo sapiens 

<400> 1113 

nnncgaccga tgagcgatcg cgaacccgtc aacctgggat acccctacgt cgagtctttc 
60 

cactcggact tctcggggac cggcggagtc gatcagaccg accgttctac caatatcgac 
120 

gagcacacca tcgaggagat gcatcagatc gcctcgcgtt accccgactc ccgttcggcg 
180 

ttgctgccga tcctgcacct ggttcagtcg gtggacggac gcatctcgcc ggtcggtatt 
240 

gagactgcgg ctgaagtgct cggcattacc accgcccagg tatccggggt ggcgaccttc 
300 
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tacaccatgt ataagaagca ccctgcgggc cagcatcaca tcggtgtctg caccacggcg 
360 

ctgtgcgccg tcatgggtgg cgaggaggtg cttgcccgtn 
400 

<210> 1114 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<400> 1114 


Xaa 

Arg 

Pro 

Met 

Ser Asp Arg Glu 

Pro 

Val 

Asn 

Leu 

Gly 

Tyr 

Pro 

Tyr 

1 




5 


10 





15 


Val 

Glu 

Ser 

Phe 

His Ser Asp Phe 

Ser 

Gly 

Thr 

Gly 

Gly 

Val 

Asp 

Gin 




20 


25 





30 



Thr 

Asp 

Arg 

Ser 

Thr Asn He Asp 

Glu 

His 

Thr 

He 

Glu 

Glu 

Met 

His 



35 


40 





45 




Gin 

He 

Ala 

Ser 

Arg Tyr Pro Asp 

Ser 

Arg 

Ser 

Ala 

Leu 

Leu 

Pro 

He 


50 



55 




60 





Leu 

His 

Leu 

val 

Gin Ser Val Asp Gly 

Arg 

He 

Ser 

Pro 

Val 

Gly 

He 

65 




70 



75 





80 

Glu 

Thr 

Ala 

Ala 

Glu Val Leu Gly 

He 

Thr 

Thr 

Ala 

Gin 

Val 

Ser 

Gly 





85 


90 





95 


Val 

Ala 

Thr 

Phe 

Tyr Thr Met Tyr 

Lys 

Lys 

His 

Pro 

Ala 

Gly 

Gin 

His 




100 


105 





110 



His 

He 

Gly 

Val 

Cys Thr Thr Ala 

Leu 

Cys 

Ala 

Val 

Met 

Gly 

Gly 

Glu 



115 


120 





125 




Glu 

Val 

Leu 

Ala 

Arg 










130 


<210> 1115 
<211> 402 
<212> DNA 

<213> Homo sapiens 
<400> 1115 

tctccgactg cacagattag agaaaggact gcgatgacca ttcgcaccac tcatgttggt 
60 

tccctgcccc gcacccccga gctgatcgag gcgaatcgtg cgcgccgtga gggttcgctc 
120 

ggcgaggctg acttcacgtc gctgctgcag gatcaggttg acggcgttgt gaagcgtcag 
180 

gctgagattg gcctggatat cgtcaatgac ggcgagtacg gtcacgcgat gcttgacacg 
240 

gttgattacg gcgcgtggtg gacgtattcc atctctcgtt tcggcgggct gtcctttgag 
300 

gacgtgcagc gttttgatgt gcgtcccccg gctggccgtg acggtcgcct gtctttctcg 
360 

tcgttcgctg agcgccgcga ctggcagcgt ttccggacgc gt 
402 

<210> 1116 
<211> 134 
<212> PRT 


1038 


WO 00/58473 


PCT7US00/08621 


<213> Homo sapiens 
<400> 1116 


Ser Pro 

Thr 

Ala 

Gin 

He 

Arg 

Glu 

Arg 

Thr 

Ala Met 

Thr 

He 

Arg 

Thr 

1 



5 





10 




15 


Thr His 

Val 

Gly 

Ser 

Leu 

Pro 

Arg 

Thr 

Pro 

Glu Leu 

He 

Glu 

Ala 

Asn 



20 





25 




30 



Arg Ala 

Arg 

Arg 

Glu 

Gly 

Ser 

Leu 

Gly 

Glu 

Ala Asp 

Phe 

Thr 

Ser 

Leu 

35 





40 




45 




Leu Gin 

Asp 

Gin 

Val 

Asp 

Gly 

val 

Val 

Lys 

Arg Glh 

Ala 

Glu 

He 

Gly 

50 




55 




60 




Thr 

Leu Asp 

He 

Val 

Asn 

Asp 

Gly 

Glu 

Tyr 

Gly 

His Ala 

Met 

Leu 

Asp 

65 




70 





75 




80 

Val Asp 

Tyr 

Gly 

Ala 

Trp 

Trp 

Thr 

Tyr 

Ser 

He Ser 

Arg 

Phe 

Gly 

Gly 


85 





90 




95 


Leu Ser 

Phe 

Glu 

Asp 

Val 

Gin 

Arg 

Phe 

Asp 

val Arg 

Pro 

Pro 

Ala 

Gly 



100 





105 




110 



Arg Asp 

Gly 

Arg 

Leu 

Ser 

Phe 

Ser 

Ser 

Phe 

Ala Glu 

Arg 

Arg 

Asp 

Trp 

115 





120 




125 




Gin Arg 

Phe 

Arg 

Thr 

Arg 











130 


<210> 1117 

<211> 307 

<212> DNA 

<213> Homo sapiens 

<400> 1117 

ggcgccggtc ttgccctggc tggaagtggc atgcagacct tggtgcggaa cccgctggct 
60 

gacccctacc tgctaggtgt atcggctggc gcaagtgtgg gagcaaccgc agtcatcgct 
120 

ttggggatgt tcacttcgtg gggaactcac cgactcactc ttggtgccct tgtaggggcc 
180 

ttggcggcag ctgcattggt ctatctcatt tccatggcgc aaggaggcat gacgccgctt 
240 

cggttggtgc tgtcgggcgt ggtgttgtcc tcggcgttct cgcgttggcg agtttcctcg 
300 

tctttcg 
307 

<210> 1118 
<211> 102 
<212> PRT 

<213> Homo sapiens 


<400> 1118 

Gly Ala Gly Leu Ala Leu Ala Gly 

1 5 
Asn Pro Leu Ala Asp Pro Tyr Leu 
20 

Val Gly Ala Thr Ala Val He Ala 

35 40 
Thr His Arg Leu Thr Leu Gly Ala 


Ser Gly Met Gin Thr Leu Val Arg 

10 15 
Leu Gly Val Ser Ala Gly Ala Ser 
25 30 
Leu Gly Met Phe Thr Ser Trp Gly 
45 

Leu Val Gly Aia- Leu Ala Ala Ala 


1039 


WO 00/58473 


PCT7US00/08621 


50 . 55 
Ala Leu Val Tyr Leu lie Ser Met 
65 70 
Arg Leu Val Leu Ser Gly Val Val 
85 

Arg Val Ser Ser Ser Phe 
100 


60 

Ala Gin Gly Gly Met Thr Pro Leu 

75 80 
Leu Ser Ser Ala Phe Ser Arg Trp 
90 95 


<210> 1119 

<211> 353 

<212> DNA 

<213> Homo sapiens 

<400> 1119 

cgcgtccttg agatgcttga gcaggtcggt attgaggatc cagccagggt gatggattcc 
60 

tatccgcatc aactgtccgg tggccagcgt caacgggttc tgcttgccat ggcgttggtg 
120 

aactcgccgg atctgctcat ttgtgacgag ccgacgaccg ccttggacgt cacggtgcag 
180 

tctcaggtac tggcgactat cgatgaggtg cttgactcgg ttggtgccgc atgcctattt 
240 

attacccacg atttggcggt tgtctcgcac atctgccggg agcttatcgt gatgacgtcg 
300 

ggcaaggtcg ttgaagccgg atcagcgcgt gatgtgttat ctcaccctga tea 
353 

<210> 1120 

<211> 117 

<212> PRT 

<213> Homo sapiens 


<400> 1120 

Arg Val Leu Glu Met Leu Glu Gin Val Gly lie Glu Asp Pro Ala Arg 

1 5 10 15 

Val Met Asp Ser Tyr Pro His Gin Leu Ser Gly Gly Gin Arg Gin Arg 

20 25 30 

Val Leu Leu Ala Met Ala Leu Val Asn Ser Pro Asp Leu Leu lie Cys 

35 40 45 

Asp Glu Pro Thr Thr Ala Leu Asp Val Thr Val Gin Ser Gin Val Leu 

50 55 60 

Ala Thr He Asp Glu Val Leu Asp Ser Val Gly Ala Ala Cys Leu Phe 
65 70 75 80 

He Thr His Asp Leu Ala Val Val Ser His He Cys Arg Glu Leu He 

85 90 95 

Val Met Thr Ser Gly Lys Val Val Glu Ala Gly Ser Ala Arg Asp Val 

100 105 HO 

Leu Ser His Pro Asp 
115 

<210> 1121 

<211> 406 

<212> DNA 

<213> Homo sapiens 
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<400> 1121 

tgatcaccca tgctccactc gaccgcgcgc tcgacgatgc gacggctgag acgatgctcg 
60 

cccagggcac ggtgttcatc ccgaccttga cgatgatgaa aggcgtcgcc gcgaatctca 
120 

ccgcagcggg cgttcccggt gtgagctatg cacacgccca cgagagcacg cgcgcgatgc 
180 

atgccgcggg cgttccggtc ctggccggca ccgacgccta catcgggtcc ttcacacggg 
240 

catcgccgcc atacggcgag agcatgcacg acgaagacgc ctacatcggg ctcctcgaac 
300 

gggcaatgcc gccatacggc gagagcatgc acgacgaact cgctctgctc gtggacgccg 
360 

gcctgtcaac agccgaagcg ctgcgcgctg ccacctcgac gggcgc 
406 

<210> 1122 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<400> 1122 


Met 

Leu 

Ala 

Gin 

Gly 

Thr 

Val 

Phe 

He 

Pro 

Thr 

Leu 

Thr 

Met 

Met 

Lys 

l 




5 





10 





15 


Gly Val 

Ala 

Ala 

Asn 

Leu 

Thr 

Ala 

Ala 

Gly Val 

Pro 

Gly 

Val 

Ser 

Tyr 




20 





25 





30 



Ala 

His 

Ala 
35 

His 

Glu 

Ser 

Thr 

Arg 
40 

Ala 

Met 

His 

Ala 

Ala 
45 

Gly 

Val 

Pro 

Val 

Leu 
50 

Ala 

Gly 

Thr 

Asp 

Ala 
55 

Tyr 

•lie 

Gly 

Ser 

Phe 
60 

Thr 

Arg 

Ala 

Ser 

Pro 

Pro 

Tyr 

Gly 

Glu 

Ser 

Met 

His 

Asp 

Glu 

Asp 

Ala 

Tyr 

He 

Gly 

Leu 

65 





70 





75 





80 

Leu 

Glu 

Arg 

Ala 

Met 

Pro 

Pro 

Tyr 

Gly 

Glu 

Ser 

Met 

His 

Asp 

Glu 

Leu 




85 





90 





95 


Ala 

Leu 

Leu 

Val 
100 

Asp 

Ala 

Gly 

Leu 

Ser 
105 

Thr 

Ala 

Glu 

Ala 

Leu 
110 

Arg 

Ala 

Ala 

Thr 

Ser 

Thr 

Gly 













115 


<210> 1123 

<211> 337 

<212> DNA 

<213> Homo sapiens 

<400> 1123 

gccggcgatg cgttcattaa ggcctaagat gcgccgacgc ctccccgctt tcctcgccct 
60 

cgcctccacc gcccttgccg cagcggggat ggtggggtgc tcgtccgagg gggcatcgcc 
120 

aagcgaatgc tcccctgttg atattgccgc agtgcgcgag gccctgccgc attcgctcgc 
180 

taaggcgaag ctcgacccgc actccaccaa cgaggatgaa cactcctttt ccatgctcta 
240 - ' 
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ccgcgcgcaa gataaggagc aggtcagctt gctggggacg aagtatgagg ccgacggtgc 
300 

acccgtctgc cccgatgacc ccaatgaggc agcgcgc 
337 

<210> 1124 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 1124 

Met Arg Ser Leu Arg Pro Lys Met Arg Arg Arg Leu Pro Ala Phe Leu 

1 . 5 10 15 

Ala Leu Ala Ser Thr Ala Leu Ala Ala Ala Gly Met Val Gly Cys Ser 

20 25 30 

Ser Glu Gly Ala Ser Pro Ser Glu Cys Ser Pro Val Asp He Ala Ala 

35 40 45 

Val Arg Glu Ala Leu Pro His Ser Leu Ala Lys Ala Lys Leu Asp Pro 

50 55 60 

His Ser Thr Asn Glu Asp Glu His Ser Phe Ser Met Leu Tyr Arg Ala 
65 70 75 80 

Gin Asp Lys Glu Gin Val Ser Leu Leu Gly Thr Lys Tyr Glu Ala Asp 

85 90 95 

Gly Ala Pro val Cys Pro Asp Asp Pro Asn Glu Ala Ala Arg 
100 105 HO 

<210> 1125 
<211> 555 
<212> DNA 

<213> Homo sapiens 
<400> 1125 

nncttgaatc gaatcggcat tgcgtctaaa catgacgttg agacactctc tgctaagctc 
60 

gaagagctga cggcattgct agaacgtgtc gcgcgtaaac actaaggaga catcgggatg 
120 

gctgttaaaa agactactca gaaagaaggc agctcgtgga tcggggaagt tgaaaaatat 
180 

tcccgtaaaa tctggcttgc tggtttaggc gtgtactcga aggttagcag tgacggcggc 
240 

aaatacttcg agacgttggt caaggacggc gagaaggccg agaagttgac caagagccca 
300 

gtcggtaaaa aagtagaggc ggcaaaagcg agcgccggtt ctgcgaaatc gagcatttcg 
360 

gatacctggg gcaagttgga agagactttc gacaagcgtc tcaacagtgc tatttcgcga 
420 

ttgggcgtgc ccagcaaagc ggaactgaag acgctgcaca gcaaggtcga taccctgacc 
460 

aagcaaatcg aaaaactcac cggtgccaaa gtggccccgg ctaaaacggc agccgctaaa 

540 

cctgctgcca agctt 
555 

<210> 1126 
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<211> 146 
<212> PRT 

<213> Homo sapiens 
<400> 1126 

Met Ala Val Lys Lys Thr Thr Gin Lys Glu Gly Ser Ser Trp lie Gly 

15 10 15 

Glu Val Glu Lys Tyr Ser Arg Lys He Trp Leu Ala Gly Leu Gly Val 

20 25 30 

Tyr Ser Lys Val Ser Ser Asp Gly Gly Lys Tyr Phe Glu Thr Leu Val 

35 40 45 

Lys Asp Gly Glu Lys Ala Glu Lys Leu Thr Lys Ser Pro Val Gly Lys 

50 55 60 

Lys Val Glu Ala Ala Lys Ala Ser Ala Gly Ser Ala Lys Ser Ser He 
65 70 75 80 

Ser Asp Thr Trp Gly Lys Leu Glu Glu Thr Phe Asp Lys Arg Leu Asn 

85 90 95 

Ser Ala He Ser Arg Leu Gly Val Pro Ser Lys Ala Glu Leu Lys Thr 

100 105 HO 

Leu His Ser Lys Val Asp Thr Leu Thr Lys Gin He Glu Lys Leu Thr 

115 120 125 

Gly Ala Lys Val Ala Pro Ala Lys Thr Ala Ala Ala Lys Pro Ala Ala 

130 135 140 

Lys Leu 
145 

<210> 1127 
<211> 352 
c212> DNA 

<213> Homo sapiens 
<400> 1127 

cccgaccgcg tactcgtggt cggtgccgga gtgatgggtg cagcacacgc acacgcgctc 
60 

cgcgggtccc tccaggcagt cgtgtgcggc gtggtcgacc tgcaggagcg agcagcgcaa 
120 

tcactcgctt cggaagtggg cgtacccggg ttcaccgacc tggtgaaggc gatcgagtcg 
180 . 

accgctccgg acgccgcggt catcgccacg ccggactcgg ctcaccgcca accggctgag 
240 

accgccatcg acgccggcct tgccgtcctg gtcgagaaac cgctcgccac gaccgtcgat 
300 

gacgccgaag cgatcgtgct ccgcgctgaa cgggccggcg tccgtctcat ga 
352 

<210> 1128 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 1128 

Pro Asp Arg Val Leu Val Val Gly Ala Gly Val Met Gly Ala Ala His 

15 10 15 

Ala His Ala Leu Arg Gly Ser Leu Gin Ala Val Val Cys Gly Val Val 
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20 25 



30 


Asp Leu 

Gin 

Glu Arg Ala Ala Gin Ser Leu 

Ala 

Ser Glu 

Val 

Gly Val 


35 

40 


45 



Pro Gly 

Phe 

Thr Asp Leu Val Lys Ala He 

Glu 

Ser Thr 

Ala 

Pro Asp 

50 


55 


60 



Ala Ala 

Val 

He Ala Thr Pro Asp Ser Ala 

His 

Arg Gin Pro 

Ala Glu 

65 


70 

75 



80 

Thr Ala 

He 

Asp Ala Gly Leu Ala Val Leu 

Val 

Glu Lys 

Pro 

Leu Ala 



85 90 




95 

Thr Thr 

Val 

Asp Asp Ala Glu Ala He Val Leu Arg Ala 

Glu 

Arg Ala 



100 , 105 



110 


Gly Val 

Arg 

Leu Met 






1.15 







<210> 1129 
<211> 336 
<212> DNA 

<213> Homo sapiens 
<400> 1129 

ntggcagccc tggaggagcc gatggtggac ctggacggcg agctgccttt cgtgcggccc 
60 

ctgccccaca ttgccgtgct ccaggacgag ctgccgcaac tcttccagga tgacgacgtc 
120 

ggggccgatg aggaagaggc agagttgcgg ggcgaacaca cgctcacaga gaagtttgtc 
180 

tgcctggatg actcctttgg ccatgactgc agcttgacct gtgatgactg caggaacgga 
240 

gggacctgcc tcctgggcct ggatggctgg gattgccccg agggctggac tgggctcatc 
300 

tgcaatgaga cttggtcctc gggctgcatg gatatt 

336 

<210> 1130 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 1130 

Xaa Ala Ala Leu Glu Glu Pro Met Val Asp Leu Asp Gly Glu Leu Pro 

1 5 10 15 

Phe Val Arg Pro Leu Pro His He Ala Val Leu Gin Asp Glu Leu Pro 

20 25 30 

Gin Leu Phe Gin Asp Asp Asp Val Gly Ala Asp Glu Glu Glu Ala Glu 

35 40 45 

Leu Arg Gly Glu His Thr Leu Thr Glu Lys Phe Val Cys Leu Asp Asp 

50 55 60 

Ser Phe Gly His Asp Cys Ser Leu Thr Cys Asp Asp Cys Arg Asn Gly 
65 70 75 80 

Gly Thr Cys Leu Leu Gly Leu Asp Gly Trp Asp Cys Pro Glu Gly Trp 

85 90 95 

Thr Gly Leu He Cys Asn Glu Thr Trp Ser Ser Gly Cys Met Asp He 
100 105 HO 
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<210> 1131 

<211> 672 

<212> DNA 

<213> Homo sapiens 

<400> 1131 

gcgttggtgg tgctcatggc ccgggaaaat ccgctggatc aatacctctt tgagcacccc 
60 

gaattattgt tctcgtcctc ggtggaatcg actgtgttgc acccggataa cccgtatgtg 
120 

ctcggcccgc acgtggccgc ggccgcccag gaggcatacc tctcccctgc ggacgaagag 
180 

ttttacgggt cggcctttgc cgggatatgc aaaacgctga caggccagaa cgtactgcga 
240 

cgtcgcggaa atcggctgtt ctggactcgt ccggaacggg ctgtcgacgc catcgacctg 
300 

cgatcggcgg caggcaaagg gattgacatt atcgacgtgt ccaccgggag ggtcatcggg 
360 

gtagtcgacg aagccgccgc agaccgtacc gtgcatccag gcgcggtgta cctgcatcag 
420 

ggggatcagt ggctggtcga cgaatacaac ccggtcgagc accacgccct ggtgcaccag 
480 

gacctgccgg gatattggac tcaaccgcag tcagcgtcga cggtgagaat ccttcgggag 
540 

gagagacgtc gcgcttgtgg tcccggatat gtggcgtgcg ggcaggtgga actgacagag 
600 

caagttgttg ggtatctgcg tcgcgacgaa ttcaccaatg atgtgtggta ctcgctggcc 
660 

ctcgagatgc cc 
672 

<210> 1132 
<211> 224 
<212> PRT 

<213> Homo sapiens 


<400> 1132 


Ala 

Leu 

Val 

Val 

Leu 

Met 

Ala 

Arg 

Glu 

Asn 

Pro 

Leu 

Asp 

Gin 

Tyr 

Leu 

1 




5 





10 





15 


Phe 

Glu 

His 

Pro 
20 

Glu 

Leu 

Leu 

Phe 

Ser 
25 

Ser 

Ser 

Val 

Glu 

Ser 
30 

Thr 

Val 

Leu 

His 

Pro 
35 

Asp 

Asn 

Pro 

Tyr 

Val 
40 

Leu 

Gly 

Pro 

His 

Val 
45 

Ala 

Ala 

Ala 

Ala 

Gin 
50 

Glu 

Ala 

Tyr 

Leu 

Ser 
55 

Pro 

Ala 

Asp 

Glu 

Glu 
60 

Phe 

Tyr 

Gly 

Ser 

Ala 

Phe 

Ala 

Gly 

He 

Cys 

Lys 

Thr 

Leu 

Thr 

Gly Gin 

Asn 

val 

Leu 

Arg 

65 




70 





75 





80 

Arg 

Arg 

Gly 

Asn 

Arg 

Leu 

Phe 

Trp 

Thr 

Arg 

Pro 

Glu 

Arg 

Ala 

Val 

Asp 




85 





90 





95 


Ala 

He 

Asp 

Leu 

Arg 

Ser 

Ala 

Ala 

Gly 

Lys 

Gly 

He 

Asp 

He 

He 

Asp 



100 





105 





110 



Val 

Ser 

Thr 

Gly 

Arg 

Val 

lie 

Gly 

Val 

Val 

Asp Glu 

Ala 

Ala 

Ala 

Asp 



115 



120 





125 




Arg 

Thr 

Val 

His 

Pro 

Gly 

Ala 

Val 

Tyr 

Leu 

His 

Gin 

Gly 

Asp 

Gin 

Trp 
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130 135 140 

Leu Val Asp Glu Tyr Asn Pro Val Glu His His Ala Leu Val His Gin 
145 150 155 160 

Asp Leu Pro Gly Tyr Trp Thr Gin Pro Gin Ser Ala Ser Thr Val Arg 

165 170 175 

He Leu Arg Glu Glu Arg Arg Arg Ala Cys Gly Pro Gly Tyr Val Ala 

180 185 190 

Cys Gly Gin Val Glu Leu Thr Glu Gin Val Val Gly Tyr Leu Arg Arg 

195 200 205 

Asp Glu Phe Thr Asn Asp Val Trp Tyr Ser Leu Ala Leu Glu Met Pro 
210 215 220 

<210> 1133 

<2ll> 796 

<212> DNA 

<213> Homo sapiens 

<400> 1133 

acgcgtgaag gggggtccag cgggtgtggc actcgatgac aagacagttt gagagcggct 
60 . 

tgtctccggg gacctggcgt aggtctcctc tgccttaacc cttggctttt gcacttcctc 
120 

tgtctgtcct ccatacaagc ttcttgcccc tagggaggac gggcttctta acagggggag 
180 

ccggttcctg tcctaacccc actgg'catct tacactctgg gagatagctt ccccctgaga 
240 

ggcgagtgag ccacgtaagg ggaggtgggc gatggcttcc cttctgtctt gggttggggg 
300 

agtcaggtac agtatttttt cttttaaagc atcattgatc acataataag gtttgtcata 
-360 

gtccttaatc acagacctgt gaaatttgga gaattcacgg cacctaggat gggagtgagc 
420 

ttctgactgt gagctgattt gggagctaac ctcaaggaaa ctcctcttgc aagccccctg 
480 

ctgggtgtcg gggccttcgc cagggacctc ccggggactc tggacgctct ttgtctgccc 
540 

ttccttttcc ctcacctcgc tcccccgtga gaaagtgggg ctcatgcagc tcagctcagt 
600 

gacagagggt ttattagggg tagctctggg acccatcttt tggtgatttc ttctctctct 
660 

ttctctaatg gaataattgt ttctgtctac acttctttat tttctcctct ctacagctgc 
720. 

cttctaaaaa tgtgcttttc tgttcctgca gaactgaagc ttgcatggcc tttgttgtga 
780 

ctttcccttc acgcgt 
796 

<210> 1134 
<211> 147 
<212> PRT 

<213> Homo sapiens 
<400> 1134 

Met Gly Pro Arg Ala Thr Pro Asn Lys Pro Ser Val Thr Glu Leu Ser 
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1 

Cys Met 

Gly Gin 

Pro Asp 

50 
Ser Gin 

Glu Phe 

Tyr Tyr 

Pro Pro 

Gly Ser 
130 
Gin Trp 
145 


Ser Pro Thr 
20 

Thr Lys Ser 
35 

Thr Gin Gin 

He Ser Ser 

Ser Lys Phe 
85 

Val He Asn 

100 
Thr Gin Asp 
115 

Leu Ala Ser 
Gly 


Phe Ser 

Val Gin 

Gly Ala 
55 

Gin Ser 
70 

His Arg 

Asp Ala 

Arg Arg 

Gin Gly 
135 


Arg Gly 

25 
Ser Pro 
40 

Cys Lys 

Glu Ala 

Ser Val 

Leu Lys 
105 
Glu Ala 
120 

Glu Ala 


10 

Ser Glu 

Arg Glu 

Arg Ser 

His Ser 

75 
He Lys 
90 

Glu Lys 
lie Ala 
He Ser 


Val Arg Glu 
30 

Val Pro Gly 
45 

Phe Leu Glu 
60 

His Pro Arg 

Asp Tyr Asp 

He Leu Tyr 
110 

His Leu Pro 

125 
Gin Ser Val 
140 


15 

Lys Glu 

Glu Gly 

Val Ser 

Cys Arg 

80 
Lys Pro 
95 

Leu Thr 
Leu Arg 
Arg Cys 


<210> 1135 

<211> 376 

<212> DNA 

<213> Homo sapiens 


<400> 1135 



gatcaggcca 

cacaggacaa 

cttcgagaag 

60 



agaaagatct 

ctgcgcacat 

cgctgcagcc 

120 



gcgacccgtc 

tgcctccccc 

cagcgacctg 

180 



cccgtctacc 

gcaactaccg gtagtgctgc 

240 



actatcaacg 

cggatggtac 

tctgttgttt 

300 



tggtgctgct 

ggagaggcat 

tgtacctgtc 

360 



gttgtgaaag 

caaact 


376 




ggctccatct tcccaccctt caccagcatc 
gtggctgcaa aagcctacga gctcggtctg 
gtgaaatatg cagagaactg catgtacact 
ggggatcaat tttgcagtaa taaaaaatct 
atagtccctg ctgctaacca cccttgttgc 
catgcatata tgatatatat atgttgtaac 


<210> 1136 
<211> 67 
<212> PRT 

<213> Homo sapiens 
<400> 1136 

Asp Gin Ala Thr Gin Asp Asn Phe 

1 5 
Phe Thr Ser He Arg Lys He Ser 
20 

Ala Lys Ala Tyr Glu Leu Gly Leu 

35 40 
Asp Leu Va\ Lys Tyr Ala Glu Asn 


Glu Lys Gly Ser He Phe Pro Pro 

10 15 
Ala His He Ala Ala Ala Val Ala 
25 30 
Ala Thr .Arg Leu Pro Pro Pro Ser 
45 

Cys Met Tyr Thr Pro Val Tyr Arg 
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50 55 60 

Asn Tyr Arg 
65 

<210> 1137 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<400> 1137 

acgcgtcgct ggaacccgaa gatgaagcgc ttcatcttca ccgagcgcaa cggtatctac 
60 

atcattgacc tgcaccagtc gctgacctac attgataagg cgtacgcctt cgtcaaggag 
120 

actgtcgcca agggcggcca gattcttttc gtcggcacga agaagcaggc ccaggagtcc 
180 

atcgttgagc aggccactcg cgttggcatg ccctatgtca accagcgttg gcttggggga 

240 

atgctcacta atttccagac catctcgaag cgcattgccc ggctcaagga gctcgaggcc 
300 

atggactttg acaaggtttc cggctccggt ctcaccaaga aggagctgct tatgctc 
357 

<210> 1138 

<211> 119 

<212> PRT 

<213> Homo sapiens 

<400> 1138 


Thr 

Arg 

Arg 

Trp 

Asn 

Pro 

Lys 

Met 

Lys 

Arg 

Phe He 

Phe 

Thr 

Glu 

Arg 

1 




5 





10 




15 


Asn 

Gly 

He 

Tyr 
20 

He 

He 

Asp 

Leu 

His 
25 

Gin 

Ser Leu 

Thr 

Tyr 
30 

He 

Asp 

Lys 

Ala 

Tyr 

Ala 

Phe 

Val 

Lys 

Glu 

Thr 

Val 

Ala Lys 

Gly 

Gly 

Gin 

He 


35 





40 




45 




Leu 

Phe 
50 

Val 

Gly 

Thr 

Lys 

Lys 
55 

Gin 

Ala 

Gin 

Glu Ser 
60 

He 

Val 

Glu 

Gin 

Ala 

Thr 

Arg 

Val 

Gly 

Met 

Pro 

Tyr 

Val 

Asn 

Gin Arg 

Trp 

Leu 

Gly 

Gly 

65 




70 





75 




80 

Met 

Leu 

Thr 

Asn 

Phe 
85 

Gin 

Thr 

He 

Ser 

Lys 
90 

Arg He 

Ala 

Arg 

Leu 
95 

Lys 

Giu 

Leu 

Glu 

Ala 
100 

Met 

Asp 

Phe 

Asp 

Lys 
105 

Val 

Ser Gly 

Ser 

Gly 
110 

Leu 

Thr 

Lys 

Lys 

Glu 
115 

Leu 

Leu 

Met 

Leu 










<210> 1139 

<211> 456 

<212> DNA 

<213> Homo sapiens 

<400> 1139 

gtgcacaggt cgtctgaggc catgccgcgg acgatcgatc cgagtatggc ggcaccttca 

60 . 
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ccaatcccgt aggacccgtc tcgtccagca tcgaccaagg cgctgttgag gcgttcggct 
120 

tcggtaatga actcgatgcg ctcaatatcc acgggggtag .cgaaatcgta gatcttggcc 
180 

agactgaggc cttggaggag cgcggccgtc ggggggacgt ggcctgcggc cgggcgttcc 
240 

ttgctctcaa ggacttcgtc gtcgcggctg acaaggaata cgtttgtgtg gtcgcctgca 
300 

atgcatgctc gagcgtggtg accatcgagg tgaaggacgg tttcggcata gaggtcatcg 
360 

tccacatcgg ccacagtgag ttcgacgact cctgagtcga ctagatgacg cgccttctct 
420 

gccgcgtctt cgctgacgtc ggccaggacc gctagc 
456 

<210> 1140 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 1140 


Met Trp Thr Met Thr Ser Met 

Pro 

Lys 

Pro 

Ser Phe 

Thr Ser Met 

Val 

1 

5 



10 


15 


Thr Thr Leu 

Glu His Ala Leu 

Gin 

Ala 

Thr 

Thr Gin 

Thr Tyr Ser 

Leu 


20 


25 



30 


Ser Ala Ala 

Thr Thr Lys Ser 

Leu 

Arg 

Ala 

Arg Asn 

Ala Arg Pro 

Gin 

35 


40 




45 


Ala Thr Ser 

Pro Arg Arg Pro 

Arg 

Ser 

Ser 

Lys Ala 

Ser Val Trp 

Pro 

50 

55 




60 



Arg Ser Thr 

He Ser Leu Pro 

Pro 

Trp 

He 

Leu Ser 

Ala Ser Ser 

Ser 

65 

70 - 




75 


80 

Leu Pro Lys 

Pro Asn Ala Ser 

Thr 

Ala 

Pro 

Trp Ser 

Met Leu Asp 

Glu 


85 



90 


95 


Thr Gly Pro 

Thr Gly Leu Val 

Lys 

Val 

Pro 

Pro Tyr 

Ser Asp Arg 

Ser 


100 


105 



110 


Ser Ala Ala 

Trp Pro Gin Thr 

Thr 

Cys Ala 





115 120 


<210> 1141 

<211> 354 

<212> DNA 

<213> Homo sapiens 

<400> 1141 

ggcgccatgc tcggcgggct ggtgctgggt gtggccgaag cctttggcgc cgatatcttc 
60 

ggcgaccagt acaaggacgt ggtggcgttt ggcctgttgg ttctggtgct gttgttccgt 
120 

ccgaccggca ttctgggccg tccggaggtt gagaaagtat gagcagatat cttaaatcgg 
180 

cgtttttcag cgccctgttg gtgtgggccg tggcctttcc ggtactcggc ctcaagctga 
240 

gcattgtcgg gatcaaccac gaagtgcatg gcaccggtcc cgtgaccttg accatcatcg 
300 
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ccctgtgctc ggtgccgatg ttcctgcgcg tgctgtttac ccagcaagtc ggtg 
354 

<210> 1142 
<211> 53 
<212> PRT 

<213> Homo sapiens 
<400> 1142 

Gly Ala Met Leu Gly Gly Leu Val Leu Gly Val Ala Glu Ala Phe Gly 

1 5 10 15 

Ala Asp lie Phe Gly Asp Gin Tyr Lys Asp Val Val Ala Phe Gly Leu 

20 25 30 

Leu Val Leu Val Leu Leu Phe Arg Pro Thr Gly He Leu Gly Arg Pro 

35 40 45 

Glu Val Glu Lys Val 
50 

<210> 1143 

<211> 353 

<212> DNA 

<213> Homo sapiens 

<400> 1143 

acgcgttgca catcccccag gaccatcaac cgcggcattg ccgcatagac ctggagatcc 
60 

catgcaacgt gaaatgaagt tcgaatcgat caaggcaaag gccaaggcga tgctcatcgg 
120 

cgcagccgac gacacagcaa gcgcaggcgc gaccaaccga gggtggctca acagcgccgc 
. 180 

attcgaaatc ctggcccacg tggccgtcaa tgcccaacac tacgcgctct ccgagagacc 
240 

ggcgctggag gagttcgcca agagcttcca gccgcgcaac aaccaggact acgtggccgc 
300 

gatcgccaag aaggccgcga accacaccat gcatcccggc aggcagtcga ttt 
3 53 

<210> 1144 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 1144 

Met His Gly Val Val Arg Gly Leu Leu Gly Asp Arg Gly His Val Val 

15 10 15 

Leu Val Val Ala Arg Leu Glu Ala Leu Gly Glu Leu Leu Gin Arg Arg 

20 25 30 

Ser Leu Gly Glu Arg Val Val Leu Gly He Asp Gly His Val Gly Gin 

35 40 45 

Asp Phe Glu Cys Gly Ala Val Glu Pro Pro Ser Val Gly Arg Ala Cys 

50 55 60 

Ala Cys Cys Val Val Gly Cys Ala Asp Glu His Arg Leu Gly Leu Cys 
65 70 75 80 

Leu Asp Arg Phe Glu Leu His Phe Thr Leu His Gly He Ser Arg Ser 
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85 90 95 

Met Arg Gin Cys Arg Gly 
100 

<210> 1145 
<211> 360 
<212> DNA 

<213> Homo sapiens 
<400> 1145 

gtcttcggcg ggctcggcct gttctattgc gtcatgaccc cggtgtactg gttctcggcc 
60 

catgaagtgg ccggcacctg ggtactcggg ctgtcggcgg- cgatggctct gatggtgttt 
120 

ttctacgtcc aggtcatcgc caagaagatc aatcctcgac cctccgacga gaaggacgcc 
180 

gaggtgatcg acggggctgg tccggtcggt ttcttcccgc cacagagtat ctggccgttc 
240 

tggtgcgcgc tcgttgtcgc catcatgtgc ctcggcccga tcttcggctg gtggatctct 
300 

ctgctcgggc tgggcattgt tatctgggcc gcctcgggtt gggcttttga gtactaccgc 
360 

<210> 1146 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 1146 


Val 

Phe 

Gly 

Gly 

Leu 

Gly Leu Phe 

Tyr 

Cys 

Val Met 

Thr 

Pro 

Val 

Tyr 

1 


5 



10 




15 


Trp 

Phe 

Ser 

Ala 

His 

Glu Val Ala 

Gly 

Thr 

Trp Val 

Leu 

Gly 

Leu 

Ser 



20 



25 




30 



Ala 

Ala 

Met 

Ala 

Leu 

Met Val Phe 

Phe 

Tyr 

Val Gin 

Val 

He 

Ala 

Lys 



35 



40 




45 




Lys 

He 

Asn 

Pro 

Arg 

Pro Ser Asp 

Glu 

Lys 

Asp Ala 

Glu 

Val 

He 

Asp 

50 




55 



60 





Gly 

Ala 

Gly 

Pro 

Val 

Gly Phe Phe 

Pro 

Pro 

Gin Ser 

He 

Trp 

Pro 

Phe 

65 





70 



75 




80 

Trp 

Cys 

Ala 

Leu 

Val 

Val Ala He 

Met 

Cys 

Leu Gly 

Pro 

He 

Phe 

Gly 



85 



90 




95 


Trp 

Trp 

He 

Ser 

Leu 

Leu Gly Leu 

Gly 

He 

Val He 

Trp 

Ala 

Ala 

Ser 


100 



105. 




110 



Gly 

Trp 

Ala 

Phe 

Glu 

Tyr Tyr Arg 









115 120 


<210> 1147 

<211> 409 

<212> DNA f 

<213> Homo sapiens 

<400> 1147 

tgtacattgg ctatgcagtc tggcctcctg aaggttatga tagtagccaa aaatatagaa 
60 
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gccaaaaagg catccacctt cttcatcaat ccagaattga tcatgctcat gcctgtgggt 
120 

ggatcactat gtgctctcca aattgggagg ggaagtctac tctcctctct cctctctctc 
180 

ccaccttccc ctctctcttc tctcctttct attcccaggg cagtggaaca tgatgaggtt 
240 

cttttccctt catggatatc ctctttctgc cctccacata aaggggcatt gatggatctt 
300 

caagaatggg atgcctttcc ctagaaaggc taaatattca tgaggctgaa tgtgaggatc 
360 

cagagtacac tgaaatataa ctggtcatca gtacacatag aatctgatn 
409 

<210> 1148 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 1148 


Met 

Gin 

Ser 

Gly 

Leu 

Leu 

Lys 

Val 

Met 

lie Val Ala Lys Asn He 

Glu 

1 




5 





10 15 


Ala 

Lys 

Lys 

Ala 

Ser 

Thr 

Phe 

Phe 

He 

Asn Pro Glu Leu He Met 

Leu 



20 





25 

30 


Met 

Pro 

Val 

Gly 

Gly 

Ser 

Leu 

Cys 

Ala 

Leu Gin He Gly Arg Gly 

Ser 



35 





40 


45 


Leu 

Leu 

Ser 

Ser 

Leu 

Leu 

Ser 

Leu 

Pro 

Pro Ser Pro Leu Ser Ser 

Leu 


50 





55 



60 


Leu 

Ser 

He 

Pro 

Arg 

Ala 

Val 

Glu 

His 

Asp Glu Val Leu Phe Pro 

Ser 

65 





70 




75 

80 . 

Trp 

He 

Ser 

Ser 

Phe 

Cys 

Pro 

Pro 

His 

Lys Gly Ala Leu Met Asp 

Leu 




85 





90 95 


Gin 

Glu 

Trp 

Asp 

Ala 

Phe 

Pro 






100 


<210> 1149 

<211> 309 

<212> DNA 

<213> Homo sapiens 

<400> 1149 

gtcgacttct gcatggaaaa acgcgatctg gtgattgagc acgttgcgga gatgtacggc 
60 

cgtgaggcgg tatcgcagat cattaccttc ggtaccatgg cggcgaaagc ggttattcgt 
120 

gacgtgggcc gtgtactggg tcacccgtat ggcttcgtcg atcgcatctc caagctggtg 
180 

ccgcccgatc cgggcatgac gctggaaaaa gcctttgccg ccgaaccgca gttgccggaa 
240 

atctacgagg ccgatgagga agtcaaagcg ctgatcgaca tggcgcgcaa gctgggaagg 
300 

gtgacgcgg 
309 

<210> 1150 
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<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 1150 

Val Asp Phe Cys Met Glu Lys Arg Asp Leu Val He Glu His Val Ala 

15 10 15 

Glu Met Tyr Gly Arg Glu Ala Val Ser Gin He He Thr Phe Gly Thr 

20 25 30 

Met Ala Ala Lys Ala Val He Arg Asp Val Gly Arg Val Leu Gly His 

35 40 45 

Pro Tyr Gly Phe Val Asp Arg He Ser Lys Leu Val Pro Pro Asp Pro 

50 55 60 

Gly Met Thr Leu Glu Lys Ala Phe Ala Ala Glu Pro Gin Leu Pro Glu 
65 70 75 80 

He Tyr Glu Ala Asp Glu Glu Val Lys Ala Leu He Asp Met Ala Arg 

85 90 95 

Lys Leu Gly Arg Val Thr Arg 
100 

<210> 1151 
<211> 360 
<212> DNA 

<213> Homo sapiens 
<400> 1151 

gcgcgcattt tttgcaaccc aagcgacgtc attatggccg agtcgccggc ttatgtcggg 
60 

gcgctcaata ccttcgcctc gtaccaaact gaggtcattc acgtcgacat ggacgacagc 
120 

gggttggttc cggaatccct gcgtgagaaa gtgactgcag cgcgtcaaga cggcaagtcg 
180 

gtgaagttcc tttacacggt tcctaactac tcgaacccgt cgggaatctc gcaatccacc 
240 

gagcgtcgcc gggagatcct agcggtggct gacgagctgg atctgttggt ggttgaggac 
300 

aacccgtacg ggttactcaa cctcgatggt gatccactgc cgacgttgaa gtcgatggat 
360 

<210> 1152 
<211> 120 
<212> PRT 

<213> Homo sapiens 


<400> 1152 


Ala Arg lie 

Phe Cys 

Asn Pro Ser 

Asp Val 

He 

Met 

Ala 

Glu 

Ser 

Pro 

1 

5 


10 





15 


Ala Tyr Val 

Gly Ala 

Leu Asn Thr 

Phe Ala 

Ser 

Tyr 

Gin 

Thr 

Glu 

Val 


20 


25 




30 



He His Val 

Asp Met 

Asp Asp Ser 

Gly Leu 

Val 

Pro 

Glu 

Ser 

Leu 

Arg 

35 


40 




45 




Glu Lys Val Thr Ala 

Ala Arg Gin 

Asp Gly 

Lys 

Ser 

Val 

Lys 

Phe 

Leu 

50 


55 



60 





Tyr Thr Val 

Pro Asn 

Tyr Ser Asn 

Pro Ser 

Gly 

He 

Ser Gin Ser Thr 
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65 70 75 80 

Glu Arg Arg Arg Glu He Leu Ala Val Ala Asp Glu Leu Asp Leu Leu 

85 90 95 

Val Val Glu Asp Asn Pro Tyr Gly Leu Leu Asn Leu Asp Gly Asp Pro 

100 105 HO 

Leu Pro Thr Leu Lys Ser Met Asp 
115 120 

<210> 1153 

<211> 416 

<212> DNA 

<213> Homo sapiens 

<400> 1153 

gcgtggattc gtcctggcgg cgtcgctacc gacctgcccg agaccgggct cgaccagttg 
60 

cgtgacctca tcaagcggat ggaaaagtac ctccccgaga tcggtcagtt ctgcaatgag 
120 

aatccgatct ttaaggcccg cactcagggc attggttacg ctgatctgtc tacctgtatg 
180 

gccctgggag ttactggtcc tgctctgcgc gctaccggcc tgccgtggga cctgcgcaag 
240 

acccagccct attgcgatta cgacacgtat gacttcgacg tcgccacctg ggatacctgt 
300 

gactgttacg ggcgtttccg catccgcctg gaagagatgg accagtcggt gcgcattctc 
360 

aagcaatgcc tcaaacgcct cgaggacacc cagggtgacc gtaatatggt cgagga 
416 

<210> 1154 
<211> 138 
<212> PRT 

<213> Homo sapiens 
<400> 1154 

Ala Trp He Arg Pro Gly Gly Val Ala Thr Asp Leu Pro Glu Thr Gly 

1 5 10 15 

Leu Asp Gin Leu Arg Asp Leu He Lys Arg Met Glu Lys Tyr Leu Pro 

20 25 30 

Glu He Gly Gin Phe Cys Asn Glu Asn Pro He Phe Lys Ala Arg Thr 

35 40 45 

Gin Gly He Gly Tyr Ala Asp Leu Ser Thr Cys Met Ala Leu Gly Val 

50 55 60 

Thr Gly Pro Ala Leu Arg Ala Thr Gly Leu Pro Trp Asp Leu Arg Lys 
65 70 75 80 

Thr Gin Pro Tyr Cys Asp Tyr Asp Thr Tyr Asp Phe Asp Val Ala Thr 

85 90 95 

Trp Asp Thr Cys Asp Cys Tyr Gly Arg Phe Arg lie Arg Leu Glu Glu 

100 105 HO 

Met Asp Gin Ser Val Arg He Leu Lys Gin Cys Leu Lys Arg Leu Glu 

115 120 125 

Asp Thr Gin Gly Asp Arg Asn Met Val Glu 
130 135 
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<210> 1X55 

<211> 339 

<212> DNA 

<213> Homo sapiens 


<400> 1155 

cttaagttat tttggtcttt gcctctctcc tcaggttgtg aagattacag aaatctggga 
60 

tggcttatgg gacgcttctc agccctaagt aggaaaacag cagtgaaaat ggcaaccaaa 
120 

acatcacgca ggactggggg ttttggggaa acagctcact ttagagcagt gcagtgtaga 
180 

gctttccgtc ttctaccagg gtccaccttt aacactgttt atctgaaaat tttccccctg 
240 

gcttactcgc ttgcagctgc ccactttgca gaaagatggc gctctgatct ctacgctccc 
300 

tgttccttca gggactccat agtatttttt ttcacgcgt 
339 

<210> 1156 
<211> 91 


<212> PRT 







<213> Homo sapiens 





<400> 1156 







Met Gly Arg 

Phe 

Ser Ala 

Leu 

Ser Arg Lys 

Thr 

Ala Val Lys Met Ala 

1 


5 


10 


15 

Thr Lys Thr 

Ser 

Arg Arg 

Thr 

Gly Gly Phe 

Gly 

Glu Thr Ala His Phe 


20 



25 


30 

Arg Ala Val 

Gin 

Cys Arg 

Ala 

Phe Arg Leu 

Leu 

Pro Gly Ser Thr Phe 

35 




40 


45 

Asn Thr Val 

Tyr 

Leu Lys 

He 

Phe Pro Leu 

Ala 

Tyr Ser Leu Ala Ala 

50 



55 



60 

Ala His Phe 

Ala 

Glu Arg 

Trp 

Arg Ser Asp 

Leu 

Tyr Ala Pro Cys Ser 

65 


70 



75 

80 

Phe Arg Asp 

Ser 

He Val 

Phe 

Phe Phe Thr 

Arg 




85 


90 




<210> 1157 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<400> 1157 

nnacagcctc tctccgaccc ggcggcggtt gcacacgtcc ccgtctgagg agtattcgtg 
60 

ctggcaaaac tcgtgacccg acacctgagg gcctatcggt tgcacgttgc cgtcatcatc 
120 

gttatgcagg tttgcgccca aatcgcggcc ctgaccttgc caaccatcaa cgcagacatc 
180 

atcaacaagg gcgtcgtgac agcggatacc ggatatgtca ccacccactc cctcttcatg 
240 

ctggcggtcg ctttagggca ggccatctgc caggtcattg cggtttatct cgccgctcag 
300 
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gtggcgatgg gaatgggccg tgacgttcgc gacgccatct tcacccgcac ccttgacttc 
360 

tcggcccggg agatcaacaa attcggagca ccatcactca ttacccggac taccaacgac 
420 

gtccag 
426 " 

<210> 1158 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 1158 


Val 

Leu 

Ala 

Lys 

Leu 

val 

Thr Arg 

His 

Leu 

Arg Ala 

Tyr 

Arg 

Leu 

His 

1 . 



5 




10 




15 


Val 

Ala 

Val 

He 
20 

He 

val 

Met Gin 

Val 
25 

Cys 

Ala Gin 

He 

Ala 
30 

Ala 

Leu 

Thr 

Leu 

Pro 
35 

Thr 

He 

Asn 

Ala Asp 
40 

He 

He 

Asn Lys 

Gly 
45 

Val 

Val 

Thr 

Ala 

Asp 
50 

Thr 

Gly 

Tyr 

Val 

Thr Thr 
55 

His 

Ser 

Leu Phe 
60 

Met 

Leu 

Ala 

val 

Ala 

Leu 

Gly 

Gin 

Ala 

He 

Cys Gin 

val 

He 

Ala Val 

Tyr 

Leu 

Ala 

Ala 

65 





70 




75 




80 

Gin 

Val 

Ala 

Met 

Gly Met 

Gly Arg 

Asp 

val 

Arg Asp 

Ala 

lie 

Phe 

Thr 





85 




90 




95 


Arg 

Thr 

Leu 

Asp 

Phe 

Ser 

Ala Arg 

Glu 

He 

Asn Lys 

Phe 

Gly 

Ala 

Pro 



100 




105 




110 



Ser 

Leu 

lie 
115 

Thr 

Arg 

Thr 

Thr Asn 
120 

Asp 

Val 

Gin 






<210> 1159 

<211> 434 

<212> DNA 

<213> Homo sapiens 

<400> 1159 

tctctccgac cgcgcctggg gcccggtggg gtcctgcggg gacgcgggcg aggacggcgc 
60 

ggacgaggca ggagcaggcc gggctctcgc catgggtcac tgtcgcctct gccacgggaa 
120 

gttttcctcg agaagcctgc gcagcatctc cgagagggcg cctggagcga gcatggagag 
.180 

gccatccgca gaggagcgcg tgctcgtacg ggacttccag cgcctgcttg gtgtggctgt 
240 

ccgccaggac cccaccttgt ctccgtttgt ctgcaagagc tgccacgccc agttctacca 
300 

gtgccacagc cttctcaagt ccttcctgca gagggtcaac gcctccccgg ctggtcgccg 
360 

gaagccttgt gcaaaggtcg gtgcccagcc cccaacaggg gcagaggagg gagcgtgtct 
420 

ggtggatctg atca 
434 

<210> 1160 
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<211> 114 
<212> PRT 

<213> Homo sapiens 
<400> 1160 

Met Gly His Cys Arg Leu Cys His Gly Lys Phe Ser Ser Arg Ser Leu 

1 5 10 15 

Arg Ser He Ser Glu Arg Ala Pro Gly Ala Ser Met Glu Arg Pro Ser 

20 25 30 

Ala Glu Glu Arg Val Leu Val Arg Asp Phe Gin Arg Leu Leu Gly Val 

35 40 45 

Ala Val Arg Gin Asp Pro Thr Leu Ser Pro Phe Val Cys Lys Ser Cys 

50 55 60 

His Ala Gin Phe Tyr Gin Cys His Ser Leu Leu Lys Ser Phe Leu Gin 
65 70 75 80 

Arg Val Asn Ala Ser Pro Ala Gly Arg Arg Lys Pro Cys Ala Lys Val 

85 90 95 

Gly Ala Gin Pro Pro Thr Gly Ala Glu Glu Gly Ala Cys Leu Val Asp 
100 105 . 110 

Leu He 


<210> 1161 

<211> 355 

<212> DNA 

<212> Homo sapiens 

<400> 1161 

ctgcacacac accaggccac gcccacgagg acggccagtc agcatgcagc caatacaccc 
60 

acagagggat ggggagcagc cctcagtgcc agctccaaca ggcccactgc aggtcctgtc 
120 

actgcaccca aggagctgcc ttccatttca cctgacattt ccactaaggg cccagcgttt 
180 

atcattccag aagagcagca ggcagaacct tcacctccca agagctgcaa gtgcgctgtg 
240 

gcaggaaaag aagatctggc gtctgaagtc agctcctgct ctccaggaaa agagggacga 
300 

tgacatagga cttgagcaaa atgagagccc cgtgatggga gagaacacct gatca 
355 

<210> 1162 
<211> 102 
<212> PRT 

<213> Homo sapiens 


<400> 1162 

Met Gin Pro He His Pro Gin Arg 

1 5 
Ala Pro Thr Gly Pro Leu Gin Val 
20 

Leu Pro Phe His Leu Thr Phe Pro 

35 40 
Gin Lys Ser Ser Arg Gin Asn Leu 


Asp Gly Glu Gin Pro Ser Val Pro 

10 15 
Leu Ser Leu His Pro Arg Ser Cys 
25 30 
Leu Arg Ala Gin Arg Leu Ser Phe 
45 

His Leu Pro Arg Ala Ala Ser Ala 
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50 55 60 

Leu Trp Gin Glu Lys Lys He Trp Arg Leu Lys Ser Ala Pro Ala Leu 
65 * 70 75 80 

Gin Glu Lys Arg Asp Asp Asp He Gly Leu Glu Gin Asn Glu Ser Pro 

85 90 95 

Val Met Gly Glu Asn Thr 
100 


<210> 1163 

<211> 466 

<212> DNA 

<213> Homo sapiens 

<400> 1163 

ngcgcgccag gaagcgggag gtcagctgta cacccagggt aatagaactt ctaccctcag 
60 

aggagtcaaa gagaaggcag aactatggca ggaaagctcc ggaagtccca catccctgga 
120 

gtgagcatct ggcagctggt ggaggagatc cctgaaggct gcagcacgcc ggactttgag 
180' 

cagaagcccg tcacctcggc tctgccagag gggaaaaatg ctgtctttcg ggctgtggtc 
240 

tgtggggagc ccaggcccga ggtgcgttgg cagaactcca aaggtgacct cagtgattcc 
300 

agcaagtaca agatctcctc cagccctggc agcaaggagc acgtgctgca gatcaacaag 
360 

ctgacaggcg aggacacgga tctgtaccac tgcacagcag taaatgcgta cggagaggcc 
420 

gcttgctcag tgagactcac cgtcatcgaa gttggctttc ggaaga 
466 


<210> 1164 

<211> 127 

<212> PRT 

<213> Homo sapiens 

<400> 1164 


Met 

Ala 

Gly 

Lys 

Leu Arg Lys 

Ser 

His 

He 

Pro Gly Val 

Ser 

He 

Trp 

l 




5 



10 



15 


Gin 

Leu 

Val 

Glu 

Glu He Pro. 

Glu 

Gly 

Cys 

Ser Thr Pro 

Asp 

Phe 

Glu 




20 



25 



30 



Gin 

Lys 

Pro 

Val 

Thr Ser Ala 

Leu 

Pro 

Glu 

Gly Lys Asn 

Ala 

Val 

Phe 



35 



40 



45 




Arg 

Ala 

Val 

Val 

Cys Gly Glu 

Pro 

Arg 

Pro 

Glu Val Arg 

Trp 

Gin 

Asn 

50 



.55 




60 




Ser 

Lys 

Gly 

Asp 

Leu Ser Asp 

Ser 

Ser 

Lys 

Tyr Lys He 

Ser 

Ser 

Ser 

65 



70 




75 



80 

Pro 

Gly 

Ser 

Lys 

Glu His Val 

Leu 

Gin 

He 

Asn Lys Leu 

Thr 

Gly 

Glu 



85 



90 



95 


Asp 

Thr 

Asp 

Leu 

Tyr His Cys 

Thr 

Ala 

Val 

Asn Ala Tyr 

Gly 

Glu 

Ala 



100 



105 



110 



Ala 

Cys 

Ser 

Val 

Arg Leu Thr 

Val 

He 

Glu 

Val Gly Phe 

Arg 

Lys 



115 



120 



125 
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<210> 1165 

<211> 414 

c212> DNA 

<213> Homo sapiens 

<400> 1165 

tgggtggttc cggacacana aaatcacgtg ttgaaccgaa tttcaggcat ggtgaaaggc 
60 

tgctttagta aagtccttgt tgagccgcgt ctgctcaagc tcaacttgac nattatgtgt 
120 

ctgcacattc tgctgatgtc cacgttcgtg gccctgcccg gtcagttggc tgcagcagga 
180 

ttccccgccg ctgaacactg gaaagtgtat ctggtgacga tgctcatctc cttcgtctcc 
240 

gttgtccctt tcattatcta tgcagaagtg aaacgccgca tgaagcgcgt attcctgacg 
300 

tgtgttgcgc tgctgttgat tgccgaaatc gtactatggg gctccggtcc acacttctgg 
360 

gaactggtca tcggcgtaca gcttttcttc ctcgccttta atctcatgga agcc 
414 

<210> 1166 

<211> 138 

<212> PRT 

<213> Homo sapiens 

<400> 1166 

Trp Val Val Pro Asp Thr Xaa Asn His Val Leu Asn Arg He Ser Gly 

1 5 10 15 

Met Val Lys Gly Cys Phe Ser Lys Val Leu Val Glu Pro Arg Leu Leu 

20 25 30 

Lys Leu Asn Leu Thr lie Met Cys Leu His He Leu Leu Met Ser Thr 

35 40 45 

Phe Val Ala Leu Pro Gly Gin Leu Ala Ala Ala Gly Phe Pro Ala Ala 

50 55 60 

Glu His Trp Lys Val Tyr Leu Val Thr Met Leu He Ser Phe Val Ser 
65 70 75 80 

Val Val Pro Phe He He Tyr Ala Glu Val Lys Arg Arg Met Lys Arg 

85 90 95 

Val Phe Leu Thr Cys Val Ala Leu Leu Leu lie Ala Glu He Val Leu 

100 105 HO 

Trp Gly Ser Gly Pro His Phe Trp Glu Leu Val He Gly Val Gin Leu 

115 120 125 

Phe Phe Leu Ala Phe Asn Leu Met Glu Ala 
130 135 

<210> 1167 

<211> 464 

<212> DNA 

<213> Homo sapiens 

<400> 1167 

gtcgaccccg tgggcaagag tcgcggcccc tgacgataac ttcaccccgc cggccttgag 
60 
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ctgttgggac cggctggcta aggcctgggc accggtagcg gcctggtgga taccctcatg 
120 

tagccgggtg acctgcctga ccatcttcgg caaaccagtg cgcagttgtg tggtgaactc 
180 

attgacccct cgagacagtc gtgaggaacc gtcagcaagt tcgtcgatgc cgtcgtcgat 
240 

gctcttgcca gagttcggat ccttgatcgc catcgccttg acggccaccc ccgacccagc 
300 

ccgcacgccc agggcgtacc catcggtcat cgcgtcgcgg acgatgggta ccaggtcgtg 
360 

gcattcctgc gcggtgtggc ttcgcacgca tcgacgcagg aagtcagcct cgccccggga 
420 

cagggcttcc ttactaagtt ccgcggtttt ctttcccgac gcgt 

464 

<210> 1168 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 1168 


Met Thr 

Asp 

Gly 

Tyr Ala Leu Gly Val 

Arg 

Ala 

Gly 

Ser 

Gly 

Val 

Ala 

1 



5 

10 





15 


Val Lys 

Ala 

Met 

Ala He Lys Asp Pro 

Asn 

Ser 

Gly 

Lys 

Ser 

He 

Asp 



20 

25 





30 



Asp Gly 

He 

Asp 

Glu Leu Ala Asp Gly 

Ser 

Ser 

Arg 

Leu 

Ser 

Arg 

Gly 


35 


40 




45 




Val Asn 

Glu 

Phe 

Thr Thr Gin Leu Arg 

Thr 

Gly 

Leu 

Pro 

Lys 

Met 

Val 

50 



■55 



60 





Arg Gin 

Val 

Thr 

Arg Leu His Glu Gly 

He 

His 

Gin 

Ala 

Ala 

Thr 

Gly 

65 



70 


75 





80 

Ala Gin 

Ala 

Leu 

Ala Ser Arg Ser Gin 

Gin 

Leu 

Lys 

Ala 

Gly 

Gly 

Val 




85 

90 





95 


Lys Leu 

Ser 

Ser 

Gly Ala Ala Thr Leu 

Ala 

His 

Gly 

Val 

Asp 





100 

105 





110 




<210> 1169 
<211> 486 
<212> DNA 

<213> Homo sapiens 
<400> 1169 

nacgcgtgaa gggagcagaa cggacaccag ttactagtgg ctctggtcgg ggacagcctc 
60 

ctagagcctt tctggccaat gggaacagga atagcccggg gctttctagc tgctatggac 
120 

tctgcctgga tggtccgaag ttggtctcta ggaacgagcc ctttggaagt gctggcagag 
180 

agggaaagta tttacaggtt gctgcctcag accacccctg agaatgtgag taagaacttc 
240 

agccagtaca gtatcgaccc tgtcactcgg tatcccaata tcaacgtcaa cttcctccgg 
300 

ccaagccagg tgcgccattt atatgatact ggcgaaacaa aagatattca cctggaaatg 
360 
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gagagcctgg tgaattcccg aaccaccccc aaattgactc gcaatgagtc tgtagctcgt 
420 

tcaagcaaac tgctgggttg gtgccagagg cagacagatg gctatgcagg ggtaaacgtg 
480 

acagat 
486 

<210> 1170 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 1170 

Arg Glu Gin Asn Gly His Gin Leu Leu Val Ala Leu Val Gly Asp Ser 

1 5 10 15 

Leu Leu Glu Pro Phe Trp Pro Met Gly Thr Gly He Ala Arg Gly Phe 

20 25 30 

Leu Ala Ala Met Asp Ser Ala Trp Met Val Arg Ser Trp Ser Leu Gly 

35 40 45 

Thr Ser Pro Leu Glu Val Leu Ala Glu Arg Glu Ser He Tyr Arg Leu 

50 55 60 

Leu Pro Gin Thr Thr Pro Glu Asn Val Ser Lys Asn Phe Ser Gin Tyr 
65 70 75 80 

Ser He Asp Pro Val Thr Arg Tyr Pro Asn He Asn Val Asn Phe Leu 

85 90 95 

Arg Pro Ser Gin Val Arg His Leu Tyr Asp Thr Gly Glu Thr Lys Asp 

X00 105 HO 

He His Leu Glu Met Glu Ser Leu Val Asn Ser Arg Thr Thr Pro Lys 

115 120 125 

Leu Thr Arg Asn Glu Ser Val Ala Arg Ser Ser Lys Leu Leu Gly Trp 

130 135 140 

Cys Gin Arg Gin Thr Asp Gly Tyr Ala Gly val Asn Val Thr Asp 
145 150 155 

<210> 1171 
<211> ,429 
<212> DNA 

<213> Homo sapiens 
<400> 1171 

acgcgttcaa caaagcacag aaccggagat gcagtgggag ccgagagcag gaagcgcgga 
60 

ggcagcgcca ggtgctggcg ctgcccgagg ccccgtgcca agtggggccc atagcagccg 
120 

actcgctaga ccctcccaaa acgcacacca cgcgcgacca ggaccgagag gcccgcacgg 
180 

ccctgctagg ccacaaacac tccactgtct ccagggtaaa agacaaacac agcctcgctt 
240 

gtccctccaa gagtacaacc tctgtctgat gaaaaacaaa cgacccagag aggaggcagc 
300 

tgccgggaca ctgcaggctg ggcccgccgc gcccttggag ggcaggtcaa aatcccggaa 
360 

caggcacagt gttcaggctg attgactgtc ccaggccagg gcggcctcaa ctgccagagc 
420 
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acctcctac 
429 

<210> 1172 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 1172 

Met Gin Trp Glu Pro Arg Ala Gly Ser Ala Glu Ala Ala Pro Gly Ala 

1 5 10 15 

Gly Ala Ala Arg Gly Pro Val Pro Ser Gly Ala His Ser Ser Arg Leu 

20 25 30 

Ala Arg Pro Ser Gin Asn Ala His His Ala Arg Pro Gly Pro Arg Gly 

35 40 45 

Pro His Gly Pro Ala Arg Pro Gin Thr Leu His Cys Leu Gin Gly Lys 

50 55 60 

Arg Gin Thr Gin Pro Arg Leu Ser Leu Gin Glu Tyr Asn Leu Cys Leu 
65 70 75 80 

Met Lys Asn Lys Arg Pro Arg Glu Glu Ala Ala Ala Gly Thr Leu Gin 

85 90 95 

Ala Gly Pro Ala Ala Pro Leu Glu. Gly Arg Ser Lys Ser Arg Asn Arg 

100 105- HO 

His Ser Val Gin Ala Asp 
115 

<210> 1173 

<211> 435 

<212> DNA 

<213> Homo sapiens 

<400> 1173 

cgcgtcaatg acgacggcga gcattctgcc gagcaggtga tgcgagccac ccgcggtgct 
60 

ggacttgggg ccgaggccaa gcgtcgcatc atcttgggta cctatgcctt gtcggctggg 
120 

tactatgacg cctactacgg ctcggctcag aaagtccgta ccctcatcca acgcgacttc 
180 

gagaaagcat ggcagatgtg cgatgtgctc gtgtcaccgg ccacgccaac gactgccttc 
240 

cggctgggtg agcgtactgc tgacccgatg gcgatgtacc gctccgatct atgcacggtc 
300 

ccggccaata tggccggaag tcccgcagga tctttcccga tcggtctatc agagaccgac 
360 

ggcatgcccg tcggcatgca ggtgatggcg ccaatcatgg cggacgatcg aatctaccga 
420 

gttggggccg ctcta 
435 

<210> 1174 
<211> 145 
<212> PRT 

<213> Homo sapiens 
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<400> 1174 

Arg Val Asn Asp Asp Gly Glu His Ser Ala Glu Gin Val Met Arg Ala 

1 5 10 15 

Thr Arg Gly Ala Gly Leu Gly Ala Glu Ala Lys Arg Arg He He Leu 

20 25 30 

Gly Thr Tyr Ala Leu Ser Ala Gly Tyr Tyr Asp Ala Tyr Tyr Gly Ser 

35 40 45 

Ala Gin Lys Val Arg Thr Leu He Gin Arg Asp Phe Glu Lys Ala Trp 

50 55 60 

Gin Met Cys Asp Val Leu Val Ser Pro Ala Thr Pro Thr Thr Ala Phe 
65 70 75 80 

Arg Leu Gly Glu Arg Thr Ala Asp Pro Met Ala Met Tyr Arg Ser Asp 

85 90 95 

Leu Cys Thr Val Pro* Ala - Asn Met Ala Gly Ser Pro Ala Gly Ser Phe 

100 1Q5 HO 

Pro He Gly Leu Ser Glu Thr Asp Gly Met Pro Val Gly Met Gin Val 

115 120 125 

Met Ala Pro He Met Ala Asp Asp Arg He Tyr Arg Val Gly Ala Ala 
130 135 140 

Leu 
145 

<210> 1175 
<211>. 729 
<212> DNA 

<213> Homo sapiens 
<400> 1175 

gatcgcactg caatccaccc acatctactt gatatgaaaa ttggtcaagg caaatatgag 
60 

caggggttct ttccaaagtt acagtccgat gtcttggcaa caggaccaac cagtaacaat 
120 

cgctgggtaa gtcggagtgc cactgcacag cgcaggaaag gacgccttcg ccagcattct 
180 

gagcatgttg ggctggacaa cgacttgagg gagaaatata tgcaagaggc acgaagttta 
240 

ggaaaaaacc tgaggcaacc caaactgtca gacctctctc ctgcagttat tgcacagacc 
300 

aactgtaaat tcgtagaagg cttattaaaa gaatgtagaa ataagacaaa gcgcatgttg 
360 

gtggagaaga tgggacatga agcggtggaa cttggccatg gagaagcaaa catcaccggc 
420 

ctggaggaga acaccttgat cgccagcctt tgtgacctgc tggagaggat atggagccat 
480 

ggcttgcagg tcaagcaggg gaagtcggtt ttgtggtcac atttaattcc ttttcaggac 
540 

agagaagaga accaagagcc ccttgcagaa tcaccagttg ccctcggacc agaaagaaaa 
600 

aaatctgact caggagttat gttgccaacg ctcagggtct ctcttattca ggacatgagg 
660 

catattcaaa acatgagtga gatcaagact gatgttggac gagctcgggc gtggataaga 
720 

ctgtctcta 
729 
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<210> 1176 

<211> 243 

<212> PRT 

<213> Homo sapiens 

<400> 1176 

Asp Arg Thr Ala He His Pro His Leu Leu Asp Met Lys He Gly Gin 

1 5. 10 15 

Gly Lys Tyr Glu Gin Gly Phe Phe Pro Lys Leu Gin Ser Asp Val Leu 

20 25 30 

Ala Thr Gly Pro Thr Ser Asn Asn Arg Trp Val Ser Arg Ser Ala Thr 

35 40 45 

Ala Gin Arg Arg Lys Gly Arg Leu Arg Gin His Ser Glu His Val Gly 

50 55 60 

Leu Asp Asn Asp Leu Arg Glu Lys Tyr Met Gin Glu Ala Arg Ser Leu 
65 * 70 75 80 

Gly Lys Asn Leu Arg Gin Pro Lys Leu Ser Asp Leu Ser Pro Ala Val 

85 90 95 

He Ala Gin Thr Asn Cys Lys Phe Val Glu Gly Leu Leu Lys Glu Cys 

100 105 HO 

Arg Asn Lys Thr Lys Arg Met Leu Val Glu Lys Met Gly His Glu Ala 

115 120 125 

Val Glu Leu Gly His Gly Glu Ala Asn He Thr Gly Leu Glu Glu Asn 

130 135 140 

Thr Leu He Ala Ser Leu Cys Asp Leu Leu Glu Arg lie Trp Ser His 
145 150 155 160 

Gly Leu Gin Val Lys Gin Gly Lys Ser Val Leu Trp Ser His Leu He 

165 170 175 

Pro Phe Gin Asp Arg Glu Glu Asn Gin Glu Pro Leu Ala Glu Ser Pro 

180 185 190 

Val Ala. Leu Gly Pro Glu Arg Lys Lys Ser Asp Ser Gly Val Met Leu 

195 200 205 

Pro Thr Leu Arg Val Ser Leu He Gin Asp Met Arg His He Gin Asn 

210 215 220 

Met Ser Glu He Lys Thr Asp Val Gly Arg Ala Arg Ala Trp He Arg 
225 230 235 240 

Leu Ser Leu 


<210> 1177 

<211> 581 

<212> DNA 

<213> Homo sapiens 

<400> 1177 

acgcgtgatg agttgcgcga gaccagcaac tgcagccgaa tacagttttc ttgtgtaccc 
60 

cgtcgcacag ctgcgagagg tgggcattgc cgagtgaggc aacgatgtct aaggcggaaa 
120 

gctcatcctc ggcagacggg aagactttgt cgtcggggat gttgtcaatg agagcgggga 
180 

cgtcgatctc ggtactgccc atggcgtcat gaaggatcgc gcgatacggg gcgacgaccc 
240 
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cgatgagggc gtcgtcgaat ccagcgatga tcgatacctc tctcggtagc acgtccgtgg 
300 

ccaacaggtg gtcgacttgg gcgggggcta gccatgtaat tgttccgagc acatggaggg 
360 

tggctgccag gaggcggatg gccggttctg gggcatcttt ggagatcttc agccggacat 
420 

cagtgggcag tccggccggg acttggcaga gggcctgggc gggatgggag cgctgggcga 
480 

cgacgaaacg ccccgacgcc gtaacgccgt gggcttggag atcgcaggtc cacttctctg 
540 

ggctttcacc ggcagagatc atggtgtgga ccaccattgt g 
581 

<210> 1178 
<211> 192 
<212> PRT 

<213> Homo sapiens 


<400> 1178 


Met 

Val 

Val 

His 

Thr Met He 

Ser Ala 

Gly 

Glu 

Ser 

Pro 

Glu 

Lys 

Trp 

1 




5 



10 





15 


Thr 

Cys 

Asp 

Leu 

Gin Ala His 

Gly Val 

Thr 

Ala 

Ser 

Gly 

Arg 

Phe 

Val 




20 



25 





30 



Val 

Ala 

Gin 

Arg 

Ser His Pro 

Ala 

Gin 

Ala 

Leu Cys 

Gin 

val 

Pro 

Ala 



35 



40 





45 




Gly 

Leu 

Pro 

Thr 

Asp Val Arg 

Leu Lys 

lie 

Ser Lys 

Asp 

Ala 

Pro 

Glu 


50 



55 





60 





Pro 

Ala 

He 

Arg 

Leu Leu Ala 

Ala 

Thr 

Leu 

His 

Val 

Leu 

Gly 

Thr 

He 

65 




70 




75 





80 

Thr 

Trp 

Leu 

Ala 

Pro Ala Gin 

Val 

Asp 

His 

Leu 

Leu 

Ala 

Thr 

Asp 

Val 





85 



90 





95 


Leu 

Pro 

Arg 

Glu 

Val Ser He 

He 

Ala 

Gly 

Phe 

Asp 

Asp 

Ala 

Leu 

He 




100 



105 





110 



Gly 

Val 

Val 

Ala 

Pro Tyr Arg 

Ala 

He 

Leu 

His 

Asp 

Ala 

Met 

Gly 

Ser 



115 



120 





125 




Thr 

Glu 

He 

Asp 

Val Pro Ala 

Leu 

He 

Asp 

Asn 

He 

Pro 

Asp 

Asp 

Lys 


130 



135 





140 





Val 

Phe 

Pro 

Ser 

Ala Glu Asp 

Glu 

Leu 

Ser 

Ala 

Leu 

Asp 

He 

Val 

Ala 

145 




150 




155 





160 

Ser 

Leu 

Gly 

Asn 

Ala His Leu 

Ser 

Gin 

Leu 

Cys 

Asp 

Gly 

val 

His 

Lys 





165 



170 





175 


Lys 

Thr 

Val 

Phe 

Gly Cys Ser 

Cys Trp 

Ser 

Arg Ala 

Thr 

His 

His 

Ala 


180 185 190 

<210> 1179 

<211> 597 

<212> DNA* 

<213> Homo sapiens 

<400> 1179 

gtgcactttc tggcttctaa ctgtggcccc agccctgact ccttgaggtg ctcctgtgct 
60 

gattggggct tctggacatg ctgccacaag atgtctggaa actccagggg gcacctgccg 
120 
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agaccctgcc ctgggaacgg ccggaagaat cccaaaacat gagattccgg tgcagctgag 
180 

ccccgccaat tcattgtctc tttcagtccc ttctgaaggc tgcatttggc aatgtgaccc 
240 

tcggggtggg gaaggcatca gaggaataca ggctatggga cgccagaggc agcgtcctgg 
300 

ggacaaagcc cacttcttcc catgcccagg gcttcctcat ggacccagca tggtggacgt 
360 

ggccctcaga cgtccatggg tggtggggga ggcacgtgct gtttggccct gtctctgctc 
420 

agagtctcat aggaagatgc atggtccaca caacagtgag tcggcaggga gtccaggctt 
480 

cccctcccaa ccagtggtgt tgagacgctt ggtttataac ccaagatccc ttgtcccatt 

540 

ggtgcctcct gaatctccca cctcccgcgg cacctgcatg gcctctacct gacgcgt 
597 

<210> 1180 
<211> 105 
<212> PRT 


<213> Homo sapiens 





<400> 1180 







Met Gly Arg 

Gin 

Arg Gin Arg Pro Gly 

Asp Lys 

Ala His Phe 

Phe 

Pro 

1 


5 

10 


15 


Cys Pro Gly 

Leu 

Pro His Gly Pro Ser 

Met Val Asp Val Ala 

Leu 

Arg 

20 

25 


30 



Arg Pro Trp 

Val 

Val Gly Glu Ala Arg 

Ala. Val 

Trp Pro Cys 

Leu 

Cys 

35 


40 


45 



Ser Glu Ser 

His 

Arg Lys Met His Gly 

Pro His 

Asn Ser Glu 

Ser 

Ala 

50 


55 


60 



Gly Ser Pro 

Gly 

Phe Pro Ser Gin Pro 

Val val 

Leu Arg Arg 

Leu 

Val 

65 


70 

75 



80 

Tyr Asn Pro 

Arg 

Ser Leu Val Pro Leu 

val Pro 

Pro Glu Ser 

Pro 

Thr 


85 

90 


95 


Ser Arg Gly 

Thr 

Cys Met Ala Ser Thr 






100 

105 






<210> 1181 

<211> 352 

<212> DNA 

<213> Homo sapiens 

<400> 1181 

gtcgactacc tcgatgtttc cccgcgtcag atggtctccg tggctactgc catgattccg 

60' 

ttcctcgagc acgacgacgc taaccgtgcc ctgatgggtg cgaacatgca gcgtcaggct 
120 

gtgccgctgc tgcgttcgga ggctccgttc gtcggtaccg gtatggagca gcgtgctgct 
180 

tacgacgccg gcgatgtcat tgtcgcttcg gccacaggtg tggtcgagac cgtgtcggca 
240 

ggcttcatca ccatcatgga cgatgagggc cagcgccaca cctacctgct gcgcaagttc 
300 
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gagcgcacca accagggcac ctgctacaac cagaagccac tgttgacgag gg 
352 

<210> 1182 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 1182 


Val Asp 

Tyr 

Leu 

Asp 

Val 

Ser 

Pro 

Arg 

Gin Met 

Val 

Ser 

Val 

Ala Thr 

1 



5 





10 




15 

Ala Met 

lie 

Pro 

Phe 

Leu 

Glu 

His 

Asp 

Asp Ala 

Asn 

Arg 

Ala 

Leu Met 



20 





25 




30 


Gly Ala 

Asn 

Met 

Gin 

Arg 

Gin 

Ala 

Val 

Pro Leu 

Leu 

Arg 

Ser 

Glu Ala 


35 





40 




45 



Pro Phe 

Val 

Gly 

Thr 

Gly 

Met 

Glu 

Gin 

Arg Ala 

Ala 

Tyr 

Asp 

Ala Gly 

50 





55 




60 




Asp Val 

lie 

Val 

Ala 

Ser 

Ala 

Thr 

Gly 

Val Val 

Glu 

Thr 

Val 

Ser Ala 

65 




70 








80 

Gly Phe 

He 

Thr 

He 

Met 

Asp 

Asp 

Glu 

Gly Gin 

Arg 

His 

Thr 

Tyr Leu 




85 





90 




95 

Leu Arg 

Lys 

Phe 

Glu 

Arg 

Thr 

Asn 

Gin 

Gly Thr 

Cys 

Tyr 

Asn 

Gin Lys 



100 





105 




110 


Pro Leu 

Leu 

Thr 

Arg 











115 


<210> 1183 
<211> 432 
<212> DNA 

<213> Homo sapiens 
<400> 1183 

gatccttctg ggcgctggtc caagcgcgtg gtgaggccgt cctctcctgc agaaccccgg 
60 

cctcttcgcc cctgcccgct cacctgttct gtcctgctca cctcctccag gaagcctgcc 
120 

tggccttctc catgctgatg ggcgtggccc ttgtccctgc agccatgcat tgacctccgt 
180 

ggctcctgga ggccaggcca cgtcctcatc ccctctgggt gagtgagagg cacagcctgg 
240 

gtgcgtgggg ccgtggcggc tccgaggcgc caccgctgtg tcctctcatg agtgggtgcc 
300 

gtccaggtct gtcctgggct ggctgcgagg aggaggttgg cctcgcgcgg ccatgtgcgt 
360 

gacagtggag acatcgccag cctcctgctt gcacagctga cggcagcccc tctctctcca 
420 

gccatgtccc ca 
432 

<210> 1184 
<211> 141 
<212> PRT 

<213> Homo sapiens 
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<400> 1184 

Met Ala Gly Glu Arg Gly Ala Ala Val Ser Cys Ala Ser Arg Arg Leu 

15 10 15 

Ala Met Ser Pro Leu Ser Arg Thr Trp Pro Arg Glu Ala Asn Leu Leu 

20 25 30 

Leu Ala Ala Ser Pro Gly Gin Thr Trp Thr Ala Pro Thr His Glu Arg 

35 40 45 

Thr Gin Arg Trp Arg Leu Gly Ala Ala Thr Ala Pro Arg Thr Gin Ala 

50 55 60 

Val Pro Leu Thr His Pro Glu Gly Met Arg Thr Trp Pro Gly Leu Gin 
65 70 75 80 

Glu Pro Arg Arg Ser Met His Gly Cys Arg Asp Lys Gly His Ala His 

85 90 95 

Gin His Gly Glu Gly Gin. Ala Gly Phe Leu Glu Glu Val Ser Arg Thr 

100 105 110 

Glu Gin Val Ser Gly Gin Gly Arg Arg Gly Arg Gly Ser Ala Gly Glu 

115 120 125 

Asp Gly Leu Thr Thr Arg Leu Asp Gin Arg Pro Glu Gly 
130 135 140 

<210> 1185 
<211> 423 
<212> DNA 

<213> Homo sapiens 
<400> 1185 

accggtgaat ttggccttaa cagcgatgga actcctggcc catcttatga acctggcatg 
60 

gaattacgcg gcaaatatgt attgttgggt gaaggtgtac ggggctctct atctaaacaa 
120 

gtcatcaata aataccaatt atccgagggt catgaaccac aaaagttcgg ccttggctta 
180 

aaagaaattt gggaaataga cccagaaaaa cacaaagaag gcagagtcag tcataccatg 
240 

ggctggccat taaatggcaa tgctggcggc ggttctttta tttatcatgc agaaaacaat 
300 

caagtcttta tcggctttgt ggtgcatctt aattacgcca acccttacct atccccttac 
360 

caagaatttc aacgctttaa acaccatccg attatcgcgg agctattaac tggcggtaaa 

420 

cgc 

423 

<210> 1186 
<211> 141 
<212> PRT 

<213> Homo sapiens 
<400> 1186 

Thr Gly Glu Phe Gly Leu Asn Ser Asp Gly Thr Pro Gly Pro Ser Tyr 

1 5 io .15 

Glu Pro Gly Met Glu Leu Arg Gly Lys Tyr Val Leu Leu Gly Glu Gly 

20 25 30 

Val Arg Gly Ser Leu Ser Lys Gin Val He Asn* Lys Tyr Gin Leu Ser 
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35 


dCi 4 5 
*t\j ^ ^ 


Glu Qjiy 

His Glu Pro Gin 

Lys 

Fne o-Ly Lieu uiy Leu .uya 

£51 u Tie Tro 

50 


55 

60 


Glu He 

Asp Pro Glu Lys 

His 

Lys Glu Gly Arg Val Ser 

His Thr Met 

65 

70 


75 

80 

Gly Trp 

Pro Leu Asn Gly Asn 

Ala Gly Gly Gly Ser Phe 

He Tyr His 


85 


90 

95 

Ala Glu 

Asn Asn Gin Val 

Phe 

lie Gly Phe Val Val His 

Leu Asn Tyr 


100 


105 

110 

Ala Asn 

Pro Tyr Leu Ser 

Pro 

Tyr Gin Glu Phe Gin Arg 

Phe Lys His 


115 


120 125 


His Pro 

He He Ala Glu 

Leu 

Leu Thr Gly Gly Lys Arg 


130 


135 

140 



<210> 1187 

<211> 387 

<212> DNA 

<213> Homo sapiens 


<400> 1187 

acgcgtgctg gtgagtttaa attgaatgct gatggtaatt tggtgacgaa ttcaggggct 
60 

aaggtccagg gctataatgc aatagatggc atagtcggtg ggaacttaga agatatggta 
120 

gtacccactg ctcgaatttc tcctcaagca acatcaagtg ttgatttaaa agtgaatctt 
180 

aattccgaag gtgaggatgt gccgccttat attcgagcgg actttgatcc agccaatcca 
240 

gatacttatg actatactca gacccaaacg gttgcggatg ggagtggtaa taatcattta 
300 

attagttatt actatgctaa aagtgatgta gcaaatacct atcaggttta tgccacggta 
360 

gatgggaagt cgactgatga taccggt 
387 

<210> 1188 
<211> 129 
<212> PRT 

<213> Homo sapiens 


<400> 1188 


Thr Arg 

Ala 

Gly 

Glu 

Phe 

Lys 

Leu 

Asn 

Ala 

Asp Gly 

Asn 

Leu 

val 

Thr 

1 



5 





10 




15 


Asn Ser 

Gly 

Ala 

Lys 

Val 

Gin 

Gly 

Tyr 

Asn 

Ala He 

Asp 

Gly 

He 

Val 



20 





25 




30 



Gly Gly 

Asn 

Leu 

Glu 

Asp 

Met 

Val 

Val 

Pro 

Thr Ala 

Arg 

He 

Ser 

Pro 


35 





40 




45 




Gin Ala 

Thr 

Ser 

Ser 

Val 

Asp 

Leu 

Lys 

Val 

Asn Leu 

Asn 

Ser 

Glu 

Gly 

50 





55 




60 





Glu Asp 

val 

Pro 

Pro 

Tyr 

He 

Arg 

Ala 

Asp 

Phe Asp 

Pro 

Ala 

Asn 

Pro 

65 




70 





75 




80 

Asp Thr 

Tyr 

Asp 

Tyr 

Thr 

Gin 

Thr 

Gin 

Thr 

Val Ala 

Asp 

Gly 

Ser 

Gly 




85 





90 




95 


Asn Asn 

His 

Leu 

He 

Ser 

Tyr 

Tyr 

Tyr 

Ala 

Lys Ser 

Asp 

Val 

Ala 

Asn 
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100 105 110 

Thr Tyr Gin Val Tyr Ala Thr. Val Asp Gly Lys Ser Thr Asp Asp Thr 
115 120 125 

Gly 


<210> 1189 
<211> 330 
<212> DNA 

<213> Homo sapiens 
<400> 1189 

tcgatcgccg accgcccggg ccttgccccc ggcatgatcg gtggcctgtt ggccagcacc 
60 

ctgggtgctg gtttcattgg cggcatcgtt gcaggttttc tggccggtta cagcgccaag 

120 ... 

gccattgccc gctgggcacg gctgcccagc agcctggatg cgctcaaacc gattctgatc 
180 

atttcgctgc tggccagcct gttcactggg ttggtgatga tctacgtggt cggccagccg 
240 

gtggcggcca tgctcggagg cctgacacac tttctcgaca gcatgggtac caccaacgcc 
300 

attctcctgg gcntgttgct cggcggctag 
330 

<210> 1190 
<211> 109 
<212> PRT 

<213> Homo sapiens 

<400> 1190 
Ser He Ala Asp Arg 

1 5 
Leu Ala Ser Thr Leu 
20 

Phe Leu Ala Gly Tyr 
35 

Pro Ser Ser Leu Asp 
50 

Ala Ser Leu Phe Thr 
65 

Val Ala Ala Met Leu 
85 

Thr Thr Asn Ala He 
100 

<210> 1191 
<211> 351 
c212> DNA 

<213> Homo sapiens 
<400> 1191 

cggccgacga tgtgcggtga gcaagagatt tggagagcca tgatgacgtc agcagacaaa 
60 


Pro Gly Leu Ala Pro Gly Met He Gly Gly Leu 

10 15 
Gly Ala Gly Phe He Gly Gly He Val Ala Gly 

25 30 
Ser Ala Lys Ala He Ala Arg Trp Ala Arg Leu 

40 45 
Ala Leu Lys Pro He Leu He He Ser Leu Leu 

55 60 
Gly Leu Val Met He Tyr Val Val Gly Gin Pro 
70 75 80 

Gly Gly Leu Thr His Phe Leu Asp Ser Met Gly 

90 95 
Leu Leu Gly Xaa Leu Leu Gly Gly 
105 
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gcagggacta acggacagac catgcagaca ccgccggtgg tgtcgccgca ggactgggag 
120 

gcagcccgtc agcaactgct cgtgaaggaa aaggcgcata cccgtgcccg cgacgcactc 
180 

gccgccgaac ggaggcgcat gccgtggatg gaagtgacaa aaacctacgc attcgaggcg 
240 

ccctcgggca aggccagtct gctcgatctg ttccagggcc ggaagcagct gatcctgtac 
300 

cgggccttct tcgagccggg cgtgttcggc tggcccgacc atgcctgccg c 
351 


<210> 1192 
<211> 114 
<212> PRT 

<213> Homo sapiens 
<400> 1192 

Met Cys Gly Glu Gin Glu He Trp Arg Ala Met Met Thr Ser Ala Asp 

1 5 10 15 

Lys Ala Gly Thr Asn Gly Gin Thr Met Gin Thr Pro Pro Val Val Ser 

20 25 30 

Pro Gin Asp Trp Glu Ala Ala Arg Gin Gin Leu Leu Val Lys Glu Lys 

35 40 45 

Ala His Thr Arg Ala Arg Asp Ala Leu Ala Ala Glu Arg Arg Arg Met 

50 55 60 

Pro Trp Met Glu Val Thr Lys Thr Tyr Ala Phe Glu Ala Pro Ser Gly 
65 70 75 80 

Lys Ala Ser Leu Leu Asp Leu Phe Gin Gly Arg Lys Gin Leu He Leu 

85 90 95 

Tyr Arg Ala Phe Phe Glu Pro Gly Val Phe Gly Trp Pro Asp His Ala 
100 105 110 

Cys Arg 


. <210> 1193 
<211> 722 
<212> DNA 

<213> Homo sapiens 
<400> 1193 

ggatcccagc ctccagatcc catcttgtag ctcttctttc tctacactna ggttgctccc 
60 . 

cgacttagga cgcccagttt gtactcagtg tttgctcttt tatggcagag cctctgcact 
120 

cccagcctcc tggccccttc tgtacatgat tttccttgtg gccactccat gcatttttct 
180 

tggctcagga cttagtgggc ctccatggga cttggtacct ctacttgttc ccttctggaa 
240 

tctgtaactt tgtgttcccc accattcttt cctttatgaa ccgatggtgc aacagcatga 
300 

ctacctgaaa ttcttagtca ctcccagctg ctttagtgga gggaaaatgc ccacagcaca 
360 

ggaaatagtc ctgcccttcg agagaggcca ggggatggga gcgtgtccag agaagggcga 
420 
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tgggttgatg aagggtggcc acagcgcccg ggaggaaggg gccagaacgc tctctgttct 
480 

gttccatgag gaggattatg ttggtgtgtg tagtcccctg gttcagagtt gtccagaaat 
540 

agctcagtgt aaggaacaat tttccaaaga tcaaaagagc tgtctcaaga tagcagtgcg 
500 

ttcccagccc ctacaggtgt atacagcaca aagggaggga ccccctagtg tggctgtcac 
660 

agagggaagt ggacgtcctg tggtttgacc ccaccagatg gctttagaga tctgggcccg 

720 

ag 

722 

<210> 1194 
<211> 134 
<212> PRT 

<213> Homo sapiens 
<400> 1194 


Met Val 

Gin 

Gin 

His 

Asp 

Tyr 

Leu 

Lys 

Phe 

Leu 

Val 

Thr 

Pro 

Ser 

Cys 

1 



5 





10 





15 


Phe Ser 

Gly 

Gly 

Lys 

Met 

Pro 

Thr 

Ala 

Gin 

Glu 

He 

Val 

Leu 

Pro 

Phe 



20 





25 





30 



Glu Arg 

Gly 

Gin 

Gly 

Met 

Gly 

Ala 

Cys 

Pro 

Glu 

Lys 

Gly 

Asp 

Gly 

Leu 


35 





40 





45 




Met Lys 

Gly 

Gly 

His 

Ser 

Ala 

Arg 

Glu 

Glu 

Gly Ala 

Arg 

Thr 

Leu 

Ser 

50 





55 





60 





Val Leu 

Phe 

His 

Glu 

Glu 

Asp 

Tyr 

Val 

Gly 

Val 

Cys 

Ser 

Pro 

Leu 

Val 

65 




70 





75 





80 

Gin Ser 

Cys 

Pro 

Glu 

He 

Ala 

Gin 

Cys 

Lys 

Glu 

Gin 

Phe 

Ser 

Lys 

Asp 




85 





90 





95 


Gin Lys 

Ser 

Cys 

Leu 

Lys 

He 

Ala 

Val 

Arg 

Ser 

Gin 

Pro 

Leu 

Gin 

Val 



100 





105 





110 



Tyr Thr 

Ala 

Gin 

Arg 

Glu 

Gly 

Pro 

Pro 

Ser 

Val 

Ala 

Val 

Thr 

Glu 

Gly 


115 





120 





125 




Ser Gly 

Arg 

Pro 

Val 

Val 











130 
















<210> 1195 
<211> 391 
<212> DNA 

<213> Homo sapiens 
<400> 1195 

tctagagcat gatattccgc gggcgcggcc gggtggactt tggttcgaga gtggaactaa 
60 

gtgagtaatg ggggcggcgc ggccagacgc gctcccagcc tcctggcgag agtgctgccc 
120 

ggtttcccgg gggcacggga gtgtgtctag gaggggaggc caggatcctt cctcgagtcc 
180 

tgtcctgaac aaaagaaaac gaggtgggtg gtgcttgaac ggccctgttt actctgcaga 
240 , 

tagccgaact ggtaggactc cggcgcgccc tatttatctt gattggctct gcctgaaggc 
300 
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aagcgttaat cccgtccaac ctgtatcact gcgaagagct cgttcgggag cgctttttgg 
360 

aaatgcagat tcttagcccc cacccagatc t 
391 

<210> 1196 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 1196 


Met Gly 

Ala 

Ala 

Arg 

Pro 

Asp 

Ala Leu 

Pro Ala Ser Trp Arg Glu Cys 

1 



5 




10. 15 

Cys Pro 

Val 

Ser 

Arg 

Gly 

His 

Gly "Ser 

Val ' Ser Arg Arg Gly Gly Gin 



20 




25 . 

30 

Asp Pro 

Ser 

Ser 

Ser 

Pro 

Val 

Leu Asn 

Lys Arg Lys Arg Gly Gly Trp 


35 





40 

45 

Cys Leu 

Asn 

Gly 

Pro 

Val 

Tyr 

Ser Ala 

Asp Ser Arg Thr Gly Arg Thr 

50 





55 


60 

Pro Ala 

Arg 

Pro 

lie 

Tyr 

Leu 

Asp Trp 

Leu Cys Leu Lys Ala Ser Val 

65 




70 



75 80 

Asn Pro 

Val 

Gin 

Pro 

val 

Ser 

Leu Arg 

Arg Ala Arg Ser Gly Ala Leu 




85 




90 95 

Phe Gly 

Asn 

Ala 

Asp 

Ser 






100 







<210> 1197 

<211> 386 

<212> DNA 

<213> Homo sapiens 

<400> 1197 

acgcgtgatg atcatgaaaa tggtacagag cgtctagcag aagtcgcctc tgtgatgggc 
60 

tggcagcaag atgaaatcat cgttaacgta caaggggatg aaccctttct gcctgttgca 
120 

cttattcatg ccacggttaa agcgttagcc gatgatgctg aatctgaaat ggccacgatt 
180 

gcctgtgcga ttgataacgt agcagagctg tttaacccaa atgtagttaa agtcgtttgt 
240 

gatgaaaaac agcgcgcctt gtatttcagt cgtgcgccta tgccatggga ccgtaatggt 
300 

tttatggaaa aaacagacga tcaagcgtta ccagcggatt ttcctgcgtt gcgtcatatt 
360 

ggtccgtatg tttaccgcac gacatn 
386 

<210> 1198 
<211> 128 
<212> PRT 

<213> Homo sapiens 
<400> 1198 

Thr Arg Asp Asp His Glu Asn Gly Thr Glu Arg Leu Ala Glu Val Ala 
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1*5 10 15 

Ser Val Met Gly Trp Gin Gin Asp Glu He He Val Asn Val Gin Gly 

20 25 30 

Asp Glu Pro Phe Leu Pro Val Ala Leu He His Ala Thr Val Lys Ala 

35 40 45 

Leu Ala Asp Asp Ala Glu Ser Glu Met Ala Thr He Ala Cys Ala He 

50 55 60 

Asp Asn Val Ala Glu Leu Phe Asn Pro Asn Val Val Lys Val Val Cys 
65 70 75 80 

Asp Glu Lys Gin Arg Ala Leu Tyr Phe Ser Arg Ala Pro Met Pro Trp 

85 90 95 

Asp Arg Asn Gly Phe Met Glu Lys Thr Asp Asp Gin Ala Leu Pro Ala 

100 105 HO 

Asp Phe Pro Ala Leu Arg His He Gly Pro Tyr Val Tyr Arg Thr Thr 
115 120 125 

<210> 1199 
<211> 318 
<212> DNA 

<213> Homo sapiens 
<400> 1199 

acgcgttcag cgtcatgtac agccccgggc cggtcaattt gatgggcctc aatgccgggc 
60 

ttacgggcaa attgcgtcgc tccagcggtt tctacatcgg cgtggggtgc gcgatgctgc 
120 

tgatggtcgg gctggttggg ctcaccggcg aagcgatcat ctcccaggcg gcgctgccgt 
180 

atatttcttt gattggcggg gtgtacacgc tgtacctcgc ctaccaggtg ttcaccgcac 
240 

gtaccgaagt ggatgacgcc ccaagcgcgc ctgccaagac cttgaccttc tggaatggcc 
300 

tggtgatcca gttgctcc 
318 

<210> 1200 
<211> 101 
<212> PRT 

<213> Homo sapiens 


<400> 1200 


Met Tyr 

Ser 

Pro 

Gly 

Pro 

Val 

Asn 

Leu 

Met 

Gly 

Leu Asn Ala Gly 

Leu 

• 1 



5 





10 


15 


Thr Gly 

Lys 

Leu 

Arg 

Arg 

Ser 

Ser 

Gly 

Phe 

Tyr 

He Gly Val Gly 

Cys 



20 





25 



30 


Ala Met 

Leu 

Leu 

Met 

Val 

Gly Leu 

Val 

Gly 

Leu 

Thr Gly Glu Ala 

He 


35 





40 




45 


He Ser 

Gin 

Ala 

Ala 

Leu 

Pro 

Tyr 

He 

Ser 

Leu 

He Gly Gly Val 

Tyr 

50 





55 





60 


Thr Leu 

Tyr 

Leu 

Ala 

Tyr 

Gin 

Val 

Phe 

Thr 

Ala 

Arg Thr Glu Val 

Asp 

65 




70 





75 


80 

Asp Ala 

Pro 

Ser 

Ala 

Pro 

Ala 

Lys 

Thr 

Leu 

Thr 

Phe Trp Asn Gly 

Leu 




65 





90 


95 


Val He 

Gin 

Leu 

Leu 
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100 

<210> 1201 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<400> 1201 

gtcgacgcac aactccagct ggtcgctccc aacagcccga acatccccct ttatcgcgat 
60 

atgatcctca ccgtgctgcg catggccaag gatgaccgca accgttggaa tgcaaaaatc 
120 

acgctgcagg cgatccgcga gctggataac gccttccgcg tgctggaaca gttcaagggc 
180 

cgccgcaagg tcacggtgtt tggctcggcg cgcacgccgg tcgaaagccc gctgtacgcc 
240 

ttggcaaggg aagtcggcac gctgctggcg caatccgacc tgatggtgat caccggcggt 
300 

ggcggcggca tcatggccgc tgcccacgag ggcgcaaggt ctggaacaca gcctgggggt 
360 

<210> 1202 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 1202 


Val 

Asp 

Ala 

Gin 

Leu Gin 

Leu 

Val 

Ala 

Pro 

Asn 

Ser 

Pro 

Asn 

He 

Pro 

1 




5 




10 





15 


Leu 

Tyr 

Arg 

Asp 

Met He 

Leu 

Thr 

Val 

Leu 

Arg Met 

Ala 

Lys 

Asp 

Asp 




20 




25 





30 



Arg 

Asn 

Arg 

Trp 

Asn Ala 

Lys 

He 

Thr 

Leu 

Gin 

Ala 

He 

Arg 

Glu 

Leu 



35 




40 





45 




Asp 

Asn 

Ala 

Phe 

Arg Val 

Leu 

Glu 

Gin 

Phe 

Lys 

Gly 

Arg 

Arg 

Lys 

Val 


50 




55 





60 





Thr 

Val 

Phe 

Gly 

Ser Ala 

Arg 

Thr 

Pro 

Val 

Glu 

Ser 

Pro 

Leu 

Tyr 

Ala 

65 




70 





75 





80 

Leu 

Ala 

Arg 

Glu 

Val Gly 

Thr 

Leu 

Leu 

Ala 

Gin 

Ser 

Asp 

Leu 

Met 

Val 





85 




90 





95 


He 

Thr 

Gly 

Gly 

Gly Gly 

Gly 

He 

Met 

Ala 

Ala 

Ala 

His 

Glu 

Gly 

Ala 




100 




105 





110 



Arg 

Ser 

Gly 

Thr 

Gin Pro 

Gly Gly 











115 




120 










<210> 1203 

<211> 477 

<212> DNA 

<213> Homo sapiens 

<400> 1203 

ccggatatgg cagctcgact tcattcgacc agagttcttg gaacatttgg ctatcatgca 
60 

cctgagtatg caatgactgg acaacttagc tctaagagtg acgtttacag ttttggagtt 
120 
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ggtcttctgg agctcctgac tggaagaaag cctgtggatc ttccattacc aagaggacag 
180 

caaagtcttg tgacatgggc aactccacgg ctttgtgaag ataaagttag gcaatgcgtt 
240 

gattcaagac ttggagtaga atatcctcct aaatccgttg caaagtttgc agctgttgct 
300 

gcactgtgtg tgcaatatga agctgacttt cgacccaaca tgagcatcgt ggtgaaggcg 
360 

cttcagcccc tgctgaatgc acgtgcatcc aacaaccctg gatgaatgaa tgaatgactg 
420 

ccgttgcttt tccctgacga gagtatctga atcagacaat catgtagcat tgaattc 
.477 

<210> i204 

<211> 134 

<212> PRT 

<213> Homo sapiens 

<400> 1204 


Pro Asp 

Met 

Ala 

Ala 

Arg 

Leu 

His 

Ser 

Thr 

Arg Val 

Leu 

Gly 

Thr 

Phe 

1 



5 





10 




15 


Gly Tyr 

His 

Ala 

Pro 

Glu 

Tyr 

Ala 

Met 

Thr 

Gly Gin 

Leu 

Ser 

Ser 

Lys 



20 





25 




30 



Ser Asp 

Val 

Tyr 

Ser 

Phe 

Gly 

Val 

Gly 

Leu 

Leu Glu 

Leu 

Leu 

Thr 

Gly 


35 





40 




45 




Arg Lys 

Pro 

Val 

Asp 

Leu 

Pro 

Leu 

Pro 

Arg 

Gly Gin 

Gin 

Ser 

Leu 

Val 

50 





55 




60 





Thr Trp 

Ala 

Thr 

Pro 

Arg 

Leu 

Cys 

Glu 

Asp 

Lys Val 

Arg 

Gin 

Cys 

Val 

65 




70 





75 . 




80 

Asp Ser 

Arg 

Leu 

Gly 

Val 

Glu 

Tyr 

Pro 

Pro 

Lys Ser 

Val 

Ala 

Lys 

Phe 




85 





90 




95 


Ala Ala 

Val 

Ala 

Ala 

Leu 

Cys 

Val 

Gin 

Tyr 

Glu Ala 

Asp 

Phe 

Arg 

Pro 



100 





105 




110 



Asn Met 

Ser 

He 

Val 

Val 

Lys 

Ala 

Leu 

Gin 

Pro Leu 

Leu 

Asn 

Ala 

Arg 


115 





120 




125 




Ala Ser 

Asn 

Asn 

Pro 

Gly 











130 


<210> 1205 

<211> 407 

<212> DNA 

<213> Homo sapiens 

<400> 1205 

acgcgttgcc attgaagact ggcaattaca cgatttacac atcattgatg ctgcagttga 
60 

tgtgcacagg gaaacactag ctaccgtgca gcaggaaatg atgggagaaa tcagccatgg 
120 

taacaagaac caagccatcc tggacacaga cggccggggt tgtgcgaacg gaacgttagt 
180 

ctatcaatgt gttgcggaac gattcaaggg atgctggccc cccccatcac ttgcccaatc 
240 

aagatgtgga gggaatctgt ctgcgcagaa cctggatctc gtggttgtac gacgttgtcc 
300 
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ccttctcgct cggacgccgc tcatgctccg ccacgtcgct gagcgagtga caaggtatcc 
360 

tgggaccatg cgtatggttt caactgaagc gctggcgaat cgtaaan 
407 

<210> 1206 

<211> 103 

<212> PRT 

<213> Homo sapiens 

<400> 1206 

Met Met Gly Glu He Ser His Gly Asn Lys Asn Gin Ala He Leu Asp 

1 5 10 15 

Thr Asp Gly Arg Gly Cys Ala Asn Gly Thr Leu Val Tyr Gin Cys Val 

20 25 30 

Ala Glu Arg Phe Lys Gly Cys Trp Pro Pro Pro Ser Leu Ala Gin Ser 

35 40 45 

Arg Cys Gly Gly Asn Leu Ser Ala Gin Asn Leu Asp Leu Val Val Val 

50 55 60 

Arg Arg Cys Pro Leu Leu Ala Arg Thr Pro Leu Met Leu Arg His Val 
65 70 75 80 

Ala Glu Arg Val Thr Arg Tyr Pro Gly Thr Met Arg Met Val Ser Thr 

85 90 95 

Glu Ala Leu Ala Asn Arg Lys 
100 

<210> 1207 

<211> 292 

<212> DNA 

<213> Homo sapiens 

<400> 1207 

gctagcatgt cacttttttc ttcagtagat ggcactggag agacattgca ggatgaagag 
60 

gcttgccttc attcctatgt gctttcccgt ccttgcttct ccagccatgt gtgggacaac 
120 

caggggtgct caccacctag tgagtttcag ggacactcca catgtcccag caagtcttat 
180 

cagcatctta gctggcttct caacaagact cagtggcacc cctgtggatg tctcccatca 
240 

agtttcatta gtgccccagg gggagactcc cagaaagttt cagcagcacc ac 
292 

<210> 1208 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 1208 

Met Ser Leu Phe Ser Ser Val Asp Gly Thr Gly Glu Thr Leu Gin Asp 

1 5 10 15 

Glu Glu Ala Cys Leu His Ser Tyr Val Leu Ser Arg Pro Cys Phe Ser : 

20 25 30 

Ser His Val Trp Asp Asn Gin Gly Cys Ser Pro Pro Ser Glu Phe Gin 
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35 40 
Gly His Ser Thr Cys Pro Ser Lys 

50 _ 55 

Leu Asn Lys Thr Gin Trp His Pro 
65 70 
lie Ser Ala Pro Gly Gly Asp Ser 
85 

<210> 1209 

<211> 431 

<212> DNA 

<213> Homo sapiens 


45 

Ser Tyr Gin His Leu Ser Trp Leu 
60 

Cys Gly Cys Leu Pro Ser Ser Phe 

75 80 
Gin Lys Val Ser Ala Ala Pro 
90 95 


<400> 1209 

ttggttccta taatggcggt agcttacatt tttgctggta tcattatttt gttaatgcat 
60 

gccagtgaag ttattccggc aatatcaact attgtcgagt atgcctttac gccagcttct 
120 

gcgcagggtg gttttgctgg tgcaacggta tggatggcga ttcgttttgg tgttgcccgt 
180 

ggtgtatttt caaatgaggc aggtttaggt tcggcgccga tcgctcatgc cagtgcacaa 
240 

actaatgaac cggttcgcca agggttggtg gcgatgttag gtactttcct tgatacactt 
300 

attatttgta caggtttagt gattgttatt tctggtgctt ggacagaagg attgtcgggt 
360 

gctgcgttaa catctgctgc atttaatctg gcgttacctg gttggggggg atacttagtc 
420 

gctatcagct g 
431 

<210> 1210 

<211> 143 

<212> PRT 

<213> Homo sapiens 

<400> 1210 

Leu Val Pro He Met Ala Val Ala Tyr He Phe Ala Gly He He He 

1 5 10 15 

Leu Leu Met His Ala Ser Glu Val He Pro Ala He Ser Thr He Val 

20 25 30 

Glu Tyr Ala Phe Thr Pro Ala Ser Ala Gin Gly Gly Phe Ala Gly Ala 

35 40 45 

Thr Val Trp Met Ala He Arg Phe Gly Val Ala Arg Gly Val Phe Ser 

50 55 60 

Asn Glu Ala Gly Leu Gly Ser Ala Pro He Ala His Ala Ser Ala Gin 
65 70 75 80 

Thr Asn Glu Pro Val Arg Gin Gly Leu Val Ala Met Leu Gly Thr Phe 

85 90 95 

Leu Asp Thr Leu He He Cys Thr Gly Leu Val He Val lie Ser Gly 

100 105 HO 

Ala Trp Thr Glu Gly Leu Ser Gly Ala Ala Leu Thr Ser Ala Ala Phe 

115 120 125 

Asn Leu Ala Leu Pro Gly Trp Gly Gly Tyr Leu Val Ala He Ser 
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130 135 140 

<210> 1211 

<211> 480 

<212> DNA 

<213> Homo sapiens 

<400> 1211 

gaggagggac gagaggctgg tgagatggag tccagcaccc tgcaggagag ccccagggcc 
60 

agagccgaag ctgtgcttct ccatgagatg gatgaagatg atctggccaa tgccctgatc 
120 

tggcctgaga ttcaacagga gctgaaaatc attgaatctg aggaggagct ctcatcgttg 
1B0 

ccacctcctg ctctgaagac cagcccaatt cagcctattc tcgagtcgag tctggggccc 
240 

tttattccct cagagcctcc tgggagcttg ccttgtggct ccttccctgc tccagtctcc 
300 

acccctctgg aggtgtggac tagggatcca gccaatcaga gcacacaggg ggcttccaca 
360 

gcagccagca gagagaagcc ggaacctgag cagggcctgc acccagacct cgccagcctg 
420 

gctcctctgg aaatagttcc ttttgagaag gcatctccag aggctggagt gtgctcgcga 
480 

<210> 1212 

<211> 160 

<212> PRT 

<213> Homo sapiens 


<400> 1212 


Glu 

Glu 

Gly Arg 

Glu Ala 

Gly 

Glu 

Met 

Glu 

Ser Ser 

Thr 

Leu 

Gin 

Glu 

1 • 




5 




10 




15 


Ser. 

Pro 

Arg Ala 

Arg Ala 

Glu 

Ala 

Val 

Leu 

Leu His 

Glu 

Met 

Asp 

Glu 




20 




25 




30 



Asp 

Asp 

Leu 

Ala 

Asn Ala 

Leu 

He 

Trp 

Pro 

Glu He 

Gin 

Gin 

Glu 

Leu 



35 




40 




45 




Lys 

lie 

He 

Glu 

Ser Glu 

Glu 

Glu 

Leu 

Ser 

Ser Leu 

Pro 

Pro 

Pro 

Ala 


50 




55 




60 





Leu 

Lys 

Thr 

Ser 

Pro He 

Gin 

Pro 

He 

Leu 

Glu Ser 

Ser 

Leu 

Gly 

Pro 

65 




70 





75 




80 

Phe 

He 

Pro 

Ser 

Glu Pro 

Pro 

Gly 

Ser 

Leu 

Pro Cys 

Gly 

Ser 

Phe 

Pro 





85 




90 




95 


Ala 

Pro 

Val 

Ser 

Thr Pro 

Leu 

Glu 

Val 

Trp 

Thr Arg 

Asp 

Pro 

Ala 

Asn 




100 




105 




110 



Gin 

Ser 

Thr 

Gin 

Gly Ala 

Ser 

Thr 

Ala 

Ala 

Ser Arg 

Glu 

Lys 

Pro 

Glu 



115 




120 




125 




Pro 

Glu 

Gin Gly 

Leu His 

Pro 

Asp 

Leu 

Ala 

Ser Leu 

Ala 

Pro 

Leu 

Glu 


130 




135 




140 





He 

Val 

Pro 

Phe 

Glu Lys 

Ala 

Ser 

Pro 

Glu 

Ala Gly 

val 

Cys 

Ser 

Arg 

145 




150 





155 




160 


<210> 1213 
<211> 1141 
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<212> DNA 

<213> Homo sapiens 

<400> 1213 

nntcatgatg gcggcctggt gtgtgggtat gtccacgatg ggcgcgtcac gcgtgtcgcc 
60 

cgtgatgctc aggggcgggt taccgggata gaggggccat cagggcgttg gagttacggc 
120 

tacaacgagg ctgggtcact catcagcgcg acggggcccc gcacacaaca taactggact 
180 

cacgacgcct atggccggct caccagccac gccacatccg gaaccgacac caccttcgcc 
240 

tgggaccagg aaggccacct ggcgcagacg tgtacgcgtg cacacgggca tgccactgcc 
300 

acccagtatc gctatgacgc agcgggacgg cgcgtcagtg cgaccagctc agacggccag 
360 

gaggagcgtt actcctggga tggacggggt tggctgtctg acatcaccac cgacgccacg 
420 

accgtatcga ctcacgtcga tgcattgggg cgcgccagtc gtatcaccac taagggccag 
480 

caggtacgag tggactggga cctcgtgacc ggagccccca cctcgattga tggtcgtcct 
540 

gtgcttcccc tgcccggagg acgcatcctc ggcgccacac ccatcggcga taccaaccta 
600 

tggcgtgagg tcatgcccac cgaccctgac aacccttacc agcccgccac ggccactatt 
660 

gagggtgtcc ccgagacgat caggatggcc gggaacacgc tagtggttga tggtcaccct 
720 

tggtgggggc gcgcctctac gacccaacta ccaccacctt cttgtctcct gacccgttaa 
780 

ccccgcccgc cggcgcgcta tgggccaaca acccctacga . ctacgccaac aacaaccccc 
840 

tcaccctcac cgatcctctc gggacccacc ccgtcaccga cgaccaactg gcactcctca 
900 

cccaccccat cggcacactc gcacactacg tcgccaactc cgtcagcaca ctcgtgcatc 
960 

acatcaccga tccgatcagc cactggtggg ccacccacaa agaccggatc ctctcccggg 
1020 

acttcctgat cggtgccggc ctcgtcatcg gcggtatcgc gtagcggcca cgggcgtagg 
1080 

aggacccctc ctagccgcgg ccatttccgg gggactcatc tcaggcggct tttccgctag 

1140 

c 

1141 

<210> 1214 

<211> 259 

<212> PRT 

<213> Homo sapiens 

<400> 1214 

Xaa His Asp Gly Gly Leu Val Cys Gly Tyr Val His Asp Gly Arg Val 

15 10 15 

Thr Arg Val Ala Arg Asp Ala Gin Gly Arg Val Thr Gly He Glu Gly 
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20 


25 

30 


Pro 

Ser 

Gly 

Arg 

Trp Ser Tyr Gly 

Tyr Asn Glu Ala 

Gly Ser Leu 

He 



35 


40 




Ser 

Ala 

Thr 

Gly 

Pro Arg Thr Gin 

His Asn Trp Thr 

His Asp Ala 

Tyr 


50 



55 

60 



Gly 

Arg 

Leu 

Thr 

Ser His Ala Thr 

Ser Gly Thr Asp 

Thr Thr Phe 

Ala 

65 



70 

75 


80 

Trp 

Asp 

Gin 

Glu 

Gly His Leu Ala 

Gin Thr Cys Thr 

Arg Ala His 

Gly 



85 

90 

95 


His 

Ala 

Thr 

Ala 

Thr Gin Tyr Arg 

Tyr Asp Ala Ala 

Gly Arg Arg 

Val 




100 


105 

110 


Ser 

Ala 

Thr 

Ser 

Ser Asp Gly Gin 

Glu Glu Arg Tyr 

Ser Trp Asp 

Gly 



115 


120 


125 


Arg 

Gly 

Trp 

Leu 

Ser Asp lie Thr 

Thr Asp Ala Thr 

Thr Val Ser 

Thr 


130 



135 

140 



His 

Val 

Asp 

Ala 

Leu Gly Arg Ala 

Ser Arg lie Thr 

Thr Lys Gly 

Gin 

145 




150 

155 


160 

Gin 

Val 

Arg 

Val 

Asp Trp Asp Leu 

Val Thr Gly Ala 

Pro Thr Ser 

He 





165 

.170 

175 


Asp 

Gly 

Arg 

Pro 

Val Leu Pro Leu 

Pro Gly Gly Arg 

lie Leu Gly 

Ala 



180 


185 

190 


Thr 

Pro 

lie 

Gly 

Asp Thr Asn Leu 

Trp Arg Glu Val 

Met Pro Thr 

Asp 



195 


200 


205 


Pro 

Asp 

Asn 

Pro 

Tyr Gin Pro Ala 

Thr Ala Thr lie 

Glu Gly Val 

Pro 


210 



215 

220 



Glu 

Thr 

lie 

Arg 

Met Ala Gly Asn 

Thr Leu Val Val 

Asp Gly His 

Pro 

225 




230 

235 


240 

Trp 

Trp 

Gly 

Arg 

Ala Ser Thr Thr 

Gin Leu Pro Pro 

Pro Ser Cys 

Leu 





245 

250 

255 


Leu 

Thr 

Arg 







<210> 1215 
<211> 317 
<212> DNA 

<213> Homo sapiens 
<400> 1215 

acgcgttcgc tgcagatcga gtcgccggtg agctcgatct acctgtggat gtactacgtg 
60 

ggcgtgccga catccggcat cgggggggat cccaacctgc ttacctttta ttggaaccgc 
120 

ccccggggtc aacccggcca tcaccgggag aacgccgctc ctcggagggg gtgttctcgc 
180 ' 

agtcgccggc gtgggtgcgt ggaagaagta ccgcggcacg accttcggcg ggctgctccc 
240 

gtcgctgtcc ctcggcctcg tgctcgcgtt catcgtgctg aacaaggtcg gctcgccgca 
300 

gtacatcgcc tggatcn 
317 

<210> 1216 
<211> 102 
<212> PRT 


1081 


WO 00/58473 


PCT/US00/08621 


<213> Homo sapiens 
<400> 1216 


Met 

Tyr 

Cys 

Gly 

Glu 

Pro 

Thr 

Leu 

Phe 

Ser Thr 

Met Asn Ala Ser 

Thr 

1 

5 





10 

15 


Arg 

Pro 

Arg 

Asp 

Ser 

Asp 

Gly 

Ser 

Ser 

Pro Pro 

Lys Val Val Pro 

Arg 



20 





25 


30 


Tyr 

Phe 

Phe 

His 

Ala 

Pro 

Thr 

Pro 

Ala 

Thr Ala 

Arg Thr Pro Pro 

Pro 


35 





40 



45 


Arg 

Ser 

Gly 

Val 

Leu 

Pro 

Val 

Met 

Ala 

Gly Leu 

Thr Pro Gly Ala 

Val 

50 





55 




60 


Pro 

He 

Lys 

Gly 

Lys 

Gin 

Val 

Gly He 

Pro Pro 

Asp Ala Gly Cys 

Arg 

65 




70 




75 


80 

His 

Ala 

His 

Val 

Val 

His 

Pro 

Gin 

Val 

Asp Arg 

Ala His Arg Arg 

Leu 





85 





90 

95 


Asp Leu 

Gin 

Arg 

Thr 

Arg 








100 


<210> 1217 
<211> 548 
<212> DNA 

<213> Homo sapiens 
<400> 1217 

nacgcgtggg ttgacgcgct attaaacgat aagagcaaaa aaacatttcc tcatttatta 
60 

cgttgtcggg tgaatgatgt ttctggtgat agtcagtgga tagagatgcg aggcagtgtg 
120 

acaggttggg acagccgtca tcgagctcag atggtgagag ggacattcga gcgtattaac 
180 

catcttattg acgctgaaaa tgaattaatt gcggcccgtg aagatgctca gcgacgagag 
240 

cttattttat cggctttgct aaataatatt ccagaccctg tttggtctaa agatgaaagc 
300 

ggtcgttatt tggactgtaa ccatgcgttt tgtctgttta atggtttaga gcagagtgat 
360 

gttcaggggc aaaaagacag tgaattaaac ttagataata atggtcaata ttatcaagat 

420 

atgggcggtg aggtattagc gcgaggggag atttttcatg aacattgttg gggtacgcct 
480 1 

gcagatggaa gtgacaaccg cttgtttgaa gtatatcgag tccctatcaa agagcctacc 
540 

gtgaattc 
548 

<210> 1218 
<211> 182 
<212> PRT 

<213> Homo sapiens 
<400> 1218 

Xaa Ala Trp Val Asp Ala Leu Leu Asn Asp Lys Ser Lys Lys Thr Phe 

15 10 15 

Pro His Leu Leu Arg Cys Arg Val Asn Asp Val Ser Gly Asp Ser Gin 
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20 

25 30 


Trp 

lie 

Glu Met Arg Gly Ser 

Val Thr Gly Trp Asp Ser Arg His 

Arg 


35 

40 45 


Ala 

Gin 

Met Val Arg Gly Thr 

Phe Glu Arg He Asn His Leu He 

Asp 


50 

55 

60 


Ala 

Glu 

Asn Glu Leu He Ala 

Ala Arg Glu Asp Ala Gin Arg Arg 

Glu 

65 


70 

75 

80 

Leu 

He 

Leu Ser Ala Leu Leu 

Asn Asn He Pro Asp Pro Val Trp 

Ser 



85 

90 95 


Lys 

Asp 

Glu Ser Gly Arg Tyr 

Leu Asp Cys Asn His Ala Phe Cys 

Leu 


100 

105 HO 


Phe 

Asn 

Gly Leu Glu Gin Ser 

Asp Val Gin Gly Gin Lys Asp Ser 

Glu 



115 

120 125 


Leu 

Asn 

Leu Asp Asn Asn Gly 

Gin Tyr Tyr Gin Asp Met Gly Gly 

Glu 


130 

135 

140 


Val 

Leu 

Ala Arg Gly Glu He 

Phe His Glu His Cys Trp Gly Thr 

Pro 

145 


150 

155 

160 

Ala 

Asp 

Gly Ser Asp Asn Arg 

Leu Phe Glu Val Tyr Arg Val Pro 

He 


165 

170 175 


Lys 

Glu 

Pro Thr Val Asn 




180 

<210> 1219 

<211> 308 

<212> DNA 

<213> Homo sapiens 

<400> 1219 , 

acgcgtgaag ggaggaatac agatggagaa atgggtccac caaaaaatga tgagggtacc 
60 

tccagagaaa attaccaaga ccattctgtt agtattttcc agctccacag gcctttggaa 
120 

gttcccagac caccctccct cttttcaaac taaaacaggg atggctctta accaccaccc 
180 

aaaggcaagg ggggtcttaa aacccaaacc aagtggggca ggggccagcc tcttcaggag 
240 

ggcccaaccc tgcagcctct gcccatttgg gaaagaccgt gagttggaat tatgggtcgg 
300 

tggggggc 
308 

<210> 1220 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 1220 

Met Glu Lys Trp Val His Gin Lys Met Met Arg Val Pro Pro Glu Lys 

15 10 15 

He Thr Lys Thr He Leu Leu Val Phe Ser Ser Ser Thr Gly Leu Trp 

20 25 30 

Lys Phe Pro Asp His Pro Pro Ser Phe Gin Thr Lys Thr Gly Met Ala 

35 40 45 

Leu Asn His His Pro Lys Ala Arg Gly Val Leu Lys Pro Lys Pro Ser 
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50 55 60 

Gly Ala Gly Ala Ser Leu Phe Arg Arg Ala Gin Pro Cys Ser Leu Cys 
65 70 75 80 

Pro Phe Gly Lys Asp Arg Glu Leu Glu Leu Trp Val Gly Gly Gly 
85 90 95 

<210> 1221 

<211> 569 

<212> DNA 

<213> Homo sapiens 

<400> 1221 

gcgcgccagg ggcaggtagc ctgtggcagg tgaggctgcg tgtggggtgt gctcccagag 
60 

gcccgtccag gaaagctgca cctcagagaa gcagtttcct tccttacctg ggaagtttct 
120 

tctgtaacac gttaagcccc acaggtaagg cctgatcccc cctggacggc tcccctctcc 
180 

agtgttccca gtctggaggt antcttttct aagccatcct ctcagaatgt gatgggtacc 
240 

aggatgcaca cccggtggcc ctgtggtgtg aggcctcagc aaacacggtc agaagatgaa 
300 

cacacagaga cccgcccgtc ggaaggagag gagggagcgg atacggaggc ccacgtgcca 
360 

gaagggtccc ttgcagtggt gtggttatgt gcctgcaatc ccagagtgtc ctcgaaggac 
420 

ctcagatcta acgagctcag ccggcagctg cacgtgggac cagccctctg agcttcactt 
480 

gttttcctct gtgccatcag aaaccaatac gaagataaaa tgggaaaaaa aaaaatccca 
540 

ttcacggcac agcctgccga gaaacgcgt 
569 

<210> 1222 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 1222 

Met Asn Thr Gin Arg Pro Ala Arg Arg Lys Glu Arg Arg Glu Arg He 

1 5 10 15 

Arg Arg Pro Thr Cys Gin Lys Gly Pro Leu Gin Trp Cys Gly Tyr Val 

20 ' 25 30 

Pro Ala He Pro Glu Cys Pro Arg Arg Thr Ser Asp Leu Thr Ser Ser 

35 40 45 

Ala Gly Ser Cys Thr Trp Asp Gin Pro Ser Glu Leu His Leu Phe Ser 

50 55 60 

Ser Val Pro Ser Glu Thr Asn Thr Lys He Lys Trp Glu Lys Lys Lys 
65 70 75 80 

Ser His Ser Arg His Ser Leu Pro Arg Asn Ala 
85 90 


<210> 1223 
<211> 450 
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<212> DNA 

<213> Homo sapiens 
<400> 1223 

aagcttgctc aggctagtgc cgacgctgct* gctctcaaac tcgtcgatgc ccaccggttg 
60 

ttgtgcgctc accgagaggg gccatacggg gtagacgagt ggtctcagcg catggttact 
120 

gtactttcag atgtgttgcc tggtgttggc caaggccggt gggttctcgg cgaaactgca 
180 

atagtaacgc ataacctcgc acaattggga gtcaataacg gtgattgcgg ggtcatcgtt 
240 

gaaacaaggc ccgtccccac gatagctcta ccgggacccg gtggagtccc cagacggttg 
300 

ccctgttccc tcatcccatc gctgcaaccc ttacaggcga tgacgattca caaagcgcag 
360 

ggcagccaat tcacggacgt aacggtggtc ctgccaccac ccgactcgcc cctcctctct 
420 

cgtgagttgc tctataccgc catcacgcgt 
450 

<210> 1224 
<211> 150 
<212> PRT 

<213> Homo sapiens 
<400> 1224 


Lys Leu 

Ala 

Gin 

Ala 

Ser 

Ala 

Asp 

Ala 

Ala 

Ala 

Leu 

Lys 

Leu Val 

Asp 

1 



5 





10 




15 


Ala His 

Arg 

Leu 

Leu Cys 

Ala 

His 

Arg 

Glu 

Gly 

Pro 

Tyr 

Gly Val 

Asp 



20 





25 





30 


Glu Trp 

Ser 

Gin 

Arg 

Met 

Val 

Thr 

Val 

Leu 

Ser 

Asp 

Val 

Leu Pro 

Gly 


35 





40 





45 



Val Gly 

Gin Gly 

Arg 

Trp 

val 

Leu 

Gly 

Glu 

Thr 

Ala 

He 

Val Thr 

His 

50 





55 





60 




Asn Leu 

Ala 

Gin 

Leu 

Gly 

Val 

Asn 

Asn 

Gly 

Asp 

Cys 

Gly 

val He 

Val 

65 




70 





75 




80 

Glu Thr 

Arg 

Pro 

Val 

Pro 

Thr 

He 

Ala 

Leu 

Pro 

Gly 

Pro 

Gly Gly 

Val 



85 





90 




95 


Pro Arg 

Arg 

Leu 

Pro 

Cys 

Ser 

Leu 

He 

Pro 

Ser 

Leu 

Gin 

Pro Leu 

Gin 



100 





105 





110 


Ala Met 

Thr 

He 

His 

Lys 

Ala 

Gin 

Gly 

Ser 

Gin 

Phe 

Thr 

Asp Val 

Thr 


115 





120 





125 



Val Val 

Leu 

Pro 

Pro 

Pro 

Asp 

Ser 

Pro 

Leu 

Leu 

Ser 

Arg 

Glu Leu 

Leu 


130 135 140 

Tyr Thr Ala He Thr Arg 
145 150 


<210> 1225 

<211> 436 

<212> DNA 

<213> Homo sapiens 

<400> 1225 
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ncccatcccc cacccgggat ggtgaacact gggatggcca cttgggagct caaagtgttg 
60 

tcagtgggag gacaaggtcc tcaattcctg gcacattggc ccagagaagt catgaaaacc 
120 

caaagccccc cgaaagtaag aagtagaaaa aaacccgacc ccgaccagat gaagggacct 
180 

gggaagtttt tggaaaagag actgctgaag tgtctccttg caggcatcac cgtgagctgg 

240 

ggctttgcac acagcatctt catggctttc cacaatgatc ccagaactga tccagagaaa 
300 

cccagggatc aggggttgac ccgaccctgt catcatccca ttctacaaat gaggacactg 
360 

aggcctggtg aaaagggagg ggtggatgga accaggtggc ctggctctaa gacccagagg 
420 

ctggagtgtg ctcatg 
436 

<210> 1226 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 1226 

Met Val Asn Thr Gly Met Ala Thr Trp Glu Leu Lys Val Leu Ser Val 

15 10 15 

Gly Gly Gin Gly Pro Gin Phe Leu Ala His Trp Pro Arg Glu Val Met 

20 25 30 

Lys Thr Gin Ser Pro Pro Lys Val Arg Ser Arg Lys Lys Pro Asp Pro 

35 40 45 

Asp Gin Met Lys Gly Pro Gly Lys Phe Leu Glu Lys Arg Leu Leu Lys 

50 .55 60 

Cys Leu Leu Ala Gly He Thr Val Ser Trp Gly Phe Ala His Ser He 
65 70 75 80 

Phe Met Ala Phe His Asn Asp Pro Arg Thr Asp Pro Glu Lys Pro Arg 

85 90 95 

Asp Gin Gly Leu Thr Arg Pro Cys His His Pro He Leu Gin Met Arg 

100 105 HO 

Thr Leu Arg Pro Gly Glu Lys Gly Gly Val Asp Gly Thr Arg Trp Pro 

115 120 125 

Gly Ser Lys Thr Gin Arg Leu Glu Cys Ala His 
130 135 

<210> 1227 
<211> 756 
<212> DNA 

<213> Homo sapiens 
<400> 1227 

gttgagttcc acgtgaaaca aaatgcactt tacaatagaa tgacgattcg tatcaaagat 
60 

aatggtattg gaataccgat taacaaggta gataaaatct ttgatagatt ctaccgtgtc 
120 

gacaaagcac gtacacgtaa gatgggcggt acaggactag gtctagctat ttccaaagag 
180 
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attgtcgaag cacataatgg ccgtatttgg gcaaatagtg tcgaaggaca aggtacatct 
240 

atcttcatta ccctaccatg tgaaattatt gaagatggtg attgggatga atagtaaaga 
300 

atacatcaaa acgattatcc tgatactact tgtattaatg agtatcgtct taacctacat 
360 

ggtatggaac ttctcacctg atctatcaaa tgctgatagt acgtcatcag ataataagaa 
420 

agataattct aaacctattg gaaaaccaat gagtgcgaaa acggataaaa ccatcacacc 
480 

atttcaaatc gttcaatcta atggcgaaaa aacaaaaggt atgccagcaa caggtcatgc 
540 

agtatctcaa attttaagcc cattaaaaga taaaaatgtt gattcagtac aacatttaaa 
600 : 

acgaaatcat aacttaatta ttcctgaatt aagtgataac tttatcgttc ttgatttcac 
660 

atatgattta ccgttatcaa tttacttaag ccaagtatta aacatagatg ctaagacacc 
720 

taatcatttt aactttaatc gactactgat tgatca 
756 

<210> 1228 . / . .. 

<211> 97 

<212> PRT 

<213> Homo sapiens 

<400> 1228 


Val 

Glu 

Phe 

His 

Val Lys 

Gin Asn 

Ala 

Leu Tyr 

Asn Arg Met Thr 

He 

l 




5 



10 


15 


Arg 

He 

Lys 

Asp 

Asn Gly 

He Gly He 

Pro 

He 

Asn Lys Val Asp 

Lys 




20 



25 



30 


lie 

Phe 

Asp 

Arg 

Phe Tyr 

Arg Val 

Asp 

Lys 

Ala 

Arg Thr Arg Lys 

Met 



35 



40 




45 


Gly Gly 

Thr 

Gly 

Leu Gly Leu Ala 

He 

Ser 

Lys 

Glu lie Val Glu 

Ala 


50 




55 




60 


His 

Asn 

Gly 

Arg 

He Trp 

Ala Asn 

Ser 

Val 

Glu 

Gly Gin Gly Thr 

Ser 

65 




70 




75 


80 

He 

Phe 

He 

Thr 

Leu Pro 

Cys Glu 

He 

He 

Glu 

Asp Gly Asp Trp 

Asp 





85 



90 


95 



Glu 


<210> 1229 

<211> 377 

<212> DNA 

<213> Homo sapiens 

<400> 1229 

nacgcgtcgt gaacgcggcg tcaacagctt ttcggatata cctctgagga gcccaagatg 
60 

cttgtcgccc ccatggcaaa ccagggggtc gaggccactg gagcgatggg aaccgacacc 
120 

ccgctggccg tgctatctaa ctgtccgcgg atgctctggg actatttcag tcagcttttc 
180 
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gctcaggtaa ccaatccgcc cttggacgct atccgcgagg agcttgtcac ctccctgacg 

240 

ggcaccatcg gcccggaggc gaacttgctt gagcctggcc cggaatcatg tcggcaagtg 
300 

gtcgtcaact acccgatcat cgattccgac cagcttgcca agatcattca catcgacgct 
360 

gacggggagc atccgga 
377 

<210> 1230 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 1230 


Thr 

Arg 

Arg 

Gin 

Gin Leu Phe Gly Tyr Thr Ser Glu Glu Pro 

Lys 

Met 

1 


5 10 

15 


Leu 

Val 

Ala 

Pro 
20 

Met Ala Asn Gin Gly Val Glu Ala Thr Gly 
25 30 

Ala 

Met 

Gly 

Thr 

Asp 

Thr 

Pro Leu Ala Val Leu Ser Asn Cys Pro Arg 

Met 

Leu 



35 


40 45 



Trp" 

Asp 

Tyr 

Phe 

Ser Gin Leu Phe Ala Gin Val Thr Asn Pro 

Pro 

Leu 

50* 



55 60 



Asp 

Ala 

He 

Arg 

Glu Glu Leu Val Thr Ser Leu Thr Gly Thr 

He 

Gly 

65 




70 75 - 


80 

Pro 

Glu 

Ala 

Asn 

Leu Leu Glu Pro Gly Pro Glu Ser Cys Arg 
85 90 

Gin 
95 

Val 

Val 

Val 

Asn 

Tyr 
100 

Pro He He Asp Ser Asp Gin Leu Ala Lys 
105 HO 

He 

He 

His 

He 

Asp 
115 

Ala 

Asp Gly Glu His Pro 
120 




<210> 1231 
<211> 351 
<212> DNA 

<213> Homo sapiens 
<400> 1231 

aaatttcatt taaaatcaat tgattgctta aataaggcag ttcatctgct- gcgccaggag 
60 

cggaagtaag gagtttttat ggcggtttta atcaccggag acgccggtta tatcggttct 
120 

cacactgttc tggctttgtt agaacatggc gaagatgttg tagtgttaga taatttatca 
180 

aactcttccg atgagtctct gcgtcgcgtt gagaaactcg cgggtagaag tgctcagttc 
240 

taccaaggcg atatcttgga tgctgagtgt ctgcatcgca tcttcgaggc tcacgacatc 
300 

tcggctgtga tccattttgc tgggptaaag ggtgtcggag agtcgacgcg t 
351 

<210> 1232 
<211> 91 
<212> PRT 
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<213> Homo sapiens 


<400> 1232 

Met Ala Val Leu He Thr Gly Asp 

1 5 
Val Leu Ala Leu Leu Glu His Gly 
20 

Leu Ser Asn Ser Ser Asp Glu Ser 

35 40 
Gly Arg Ser Ala Gin Phe Tyr Gin 

50 55 
Leu His Arg He Phe Glu Ala His 
65 70 
Ala Gly Leu Lys Gly Val Gly Glu 
85 

<210> 1233 

<211> 4982 

<212> DMA 

<213> Homo sapiens 


Ala Gly Tyr He Gly Ser His Thr 

10 15 
Glu Asp Val Val Val Leu Asp Asn 
25 30 
Leu Arg Arg Val Glu Lys Leu Ala 
45 

Gly Asp He Leu Asp Ala Glu Cys 
60 

Asp He Ser Ala Val He His Phe 

75 80 
Ser Thr Arg 
90 


<400> 1233 


nnggcttaag 

cagtggtaac 

.60 


catttctatt 

agtggcttcc 

120 


cctgcctatc 

tcttttgcat 

180 ; ^ 


tttctttgag 

aatttatctc 

240 


tcaatgtcga 

aatgttgcat 

300 


tgctttttgg 

gcagcgtatt 

360 


attatttata 

gcttcctgcc 

420 


ggaattaagt 

gggcttgtga 

480 


accatgtgtc 

gtgcccaaag 

540 


ggttcaagtg 

atgttggtag 

600 


ttgatatgtc 

cagactctag 

660 


gcaaataagt 

ggtcatgcca 

720 


acccagtgct 

tatcccaacg 

780 


tctggctcaa 

gaccagttgc 

840 


aaactgaaca 

ctaggacaca 

900 


aaggctaaaa 

gatgtgttgt 

960 



aacgcagagt acgcggggtg 
cgttaatctc atccttctta 
tccaaagttc agttttatta 
cagtgtttct atggaaatta 
gcatcttttg agaaatttat 
tttggaggtg gaatgtagtt 
tgacacagct cacttcaaga 
atattgtacg tatgaaaact 
acctagtgga acaattatta 
agattgggat ccttccagca 
tgcaagacca agggtgaaat 
catgtgtaca tatttgaact 
taggaccagg agtcctacag 
tttttctgtt gatccttgtg 
gcactggact tgctctgttt 
ttgtgatcat cccagaccta 


atggcctccc tgaaattaaa 
gatcaaacct cgttatatct 
aatcccaggg tctaagattt 
aaaaagaaaa ttaggataat 
attttgtagg ttgaaggact 
attttaataa ccatgtccta 
agtgcacaat gtcagaacgt 
ggccatctgc aatcaagtgt 
cagaagatcc atttaaaagt 
ccgaaggagg aagtagtcct 
cttcgtatag catggaaaat 
ggccaagagc aatcagatgt 
aatctcctca gtcctcagga 
aggaatacaa tgatagaaat 
gcacatatga aaactgggcc 
ataacattga agcaatagaa 
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ttggcagaga ctgaagaggc 
1020 

ggaagttgca gtagtggtaa 
1080 

gaagtgaaaa tggattttca 
1140 

cttgaagtag actttaaaaa 
1200 

ctcttcctca atgcttgtgt 
1260 

aagtcatcag gaggagacat 
1320 

cgtccttctg cctttgatgt 
1380 

caggatatgc tagcaatatt 
1440 

gcaatggtgt gtcctgaact 
1500 

cagagaaagg gggattttgc 
1560 

gcagatattg aagatttgcc 
1620 

agagacgttc aaaaagaatt 
1680 

gctacacgtt tggacagtcg 
1740 

cttgattcag ttctacaagc 
1800 

gccctgcatg acagcctgca 
1860 

gaatcatggt attctcagag 
1920 

gaagactggg catttatact 
1980 

cacatttttg tactggcaca 
2040 

tacaagagtt tccggggaga 
2100 

ttgttgtggg aacagagttt 
2160 

cacttctctg ctttggttgc 
2220 

aatctcaata ccgatgatga 
2280 

aagctactcc atgtgcactt 
2340 

aaactgctca gggagtggct 
2400 

cagaagagtt ctcggcggcg 
2460 

gaccgctacc gacagatccg 
2520 

gatgaagatg aatgaaaaaa 
2580 


ttcttcaata ataaatgagc 
tagccaaagg agatcacctc 
gaggattgaa ttggctggtg 
actaaagcaa attaaaaaca 
gggggttgta gaaggtgatt 
tgcacgtcag ctcaccgcag 
tggctatact cttgtacact 
gcttacagag gtgtctcaac 
gacagaacaa atccggagag 
ttgctatttt ctgactgacc 
cccaacagtc caagaaaaat 
agaagaagaa tctccaatta 
actgtatgca ctttggaacc 
tacctggggc atctatgaca 
tgactgttca cattggtttt 
ctttggttta catttttcct 
ctctcttgct agtcagcctg 
tattcttaga cgaccaatta 
aactttagga tatactcggt 
ttgttggaaa agtccgattg 
catggaaaat gatggctatg 
tgtcaccatc acatttttgc 
cctttctgct caggagctag 
ggactgctgt gtgacggagg 
aaatcacccc ctggtcactc 
gccgtgtaca tccctgtctg 
aaaatcaaac agcagaagac 


aagacagagc 

LL-yauyyoyy 

A- f-— /~% 4- 3 3 

CtyCLaCyad 


ctgcgggaag 

/^aa rrcra froa a 
Ldayyayyaa 


rr*a ft* era t~ t*orcr 
yaLLyaLLyy 



argaagcacg 

CCLyctyaat 

tggctatacg 

ccutcagagg 

aagcagcaaa 

^ /T ^ ^ -n 

gcgca u ccca 

agatagctgc 

ctctcctcat 

ttgtaacatt 

tacattgcca 

tatttgatga 

ggtgcttgat 

ttaactggtc 

ctxggaattg 

ggactgcagg 

agactgccta 

aggactcagt 

gcttcggaaa 

acacacgctg 

gaaagat tgg 

tgagagaaga 

acagnggcaa 

gagcaagctt 


tagttnatgg 

aguaaaa cau 

ttcaaggtgt 

LLaLC Uy CC L. 

c c c uggg u u. a 

*» a si strict cm r* 
Ccicy ay y y y 

yCddCCyayy 

i»yt uy y i.yui. 

ctctggttga 

cagtgaaagg 

gtaatgagga 

acagcaagaa 

ggggagttct 

ggttgccatg 

agatggtaga 

aaaatggctt 

atggagagga 

agatgaggat 

caaggcatca 

gatctgtaac 
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gaccctaaag 

ttagtgtggt 

2640 


gcaggatctg 

ctcggggaag 

2700 


ctgctgcgtg 

aggaqacaga 

2760 


tattaagaca 

gaactttttt 

2820 


tggttgtgta 

agacattgtt 

2880 


aaattttttc 

cagcatgggc 

2940 


cagatattat 

ttcagtagaa 

3000 


tcaaatctacr 

aaacatt tfcq 

3060 


tattaataat 

ttcgttcctc 

3120 


aactaaoaat 

attttaoaot 

3180 


tttaatttto 

w *— 3 3 i» w i> 

ottattatat 

3240 



taoaaaaaat 

3300 


gtctgtgagt 

agtttttttc 

3360 


ttatataaaa 

w *"3 3 

tgtgctcact 

3420 


caqaqqqtct 

tcggattctt 

3480 


gcatgccttt 

qcttaqqcaq 

3 w 33 3 

3540 


a tgcaataag 

qtaqcaaatq 

3 w 33 v w 3 

3600 


ttgcatgttg 

gttaattgtg 

3660 


gaaaaacttt 

tttataagaa 

3720 


aaaaatttca 

gacctatctc 

3780. 


agactattga 

tgtggccagg 

3840 


acacacacac 

acagtttttt 

3900 


tttgcttgct 

tcttgttttg 

3960 


ccagaatact . aiaaaatagaa 

4020 


cgaaaactca 

gtaaaaaggt 

4080 


tcttgcagga 

aaaatgattt 

4140 


aaatgctgct gtttgtttca 

4200 



gctccaagca gagtcgacat 
tgttttcctg gaccacacac 
gaactttagt tggactacag 
tccttccaaa ttgtaaatct 
taataggaaa agttgtacca 
acttagaaaa agcacatggc 
cctggcattc tcctttcacc 
taccgattat ccacagcaaa 
ttgtgcccaa tcaaatcttt 
gaactaaata cagacattgc 
cttttaagtt ttctgatatg 
accttaaaat gagggttctt 
ctggatgaaa agggagcaag 
tggactccat caacaatgtg 
ccttctatca cctctgctct 
attgggaata ccaattcact 
cattgtatga agaatttctc 
gccattcttt aatttaaagt 
gtattatttg accacttcag 
aggaacacag aaatatttgg 
aatttggaaa gacgacacac 
ccttccctgt gatgaaaaag 
tttagttgat aatgaaatgt 
aaatacccac aaaactgtca 
gttcccagga tgaaaagatc 
tttagtacga ttctgtagaa 
agtggtgaat gtgttgttaa 


catggaatga accaaatctg 
accttatgga gataatgcct 
tttgtaaaaa aaactaattt 
gtctataaat gtaacgcatg 
gcatcttcat attattgaga 
aaatggctct ttgttccttt 
ttaaaagatc catctaagtc 
acaaaaataa gcttttattt 
taggaacaaa ctgcaagaaa 
ttacttgttt tgaagagggt 
ccccctttca atatttagat 
attccagatt ctgggcagtg 
cccacttgtc actaaatgaa 
ctgctcccag attgccatgc 
aagcaaatct tgttagaagg 
acagaataaa gattttaaaa 
agtgtttagt ctgagaattt 
taaaactata atcttaggta 
gtatacattc aatactgggt 
tgtcctgata agcactttct 
gcacgcacac acacacacac 
gctgtgaaaa ccttaaagta 
gtacaacctc aaatttgctg 
cgtctttagt tctttccccc 
attttttgct gcatgctaaa 
atgaatcttt gatataatgt 
aaattggctg tttgctttca 
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ttttggccaa 

taagtaatca 

agtttgtaga 

4260 



gtagtaattt 

ctctatgtat 

agggataatt 

4320 



cctgtgaagc 

aaaatctgcc 

ctcccaattg 

4380 



agcatgtagc 

cattgcagtc 

tgcattgcag 

4440 



acttagcttc 

tactgtgtgt 

tgtggtctgg 

4500 



tttatttatt 

tattatcaat 

cagtgaccct 

4560 



tccctgtggg 

aaagaattaa 

agatggttcc 

4620 



ctaaatggtt 

ttcatagact 

ggctgttaaa 

4680 



ttatgctctt 

gaactattaa 

aacagccata 

4740 



cctttttcaa 

agatgattat 

acgtggctag 

4600 



gtaagtcata 

cctgcactct 

gtggacttga 

4860 



gcattttgtt 

ttgacttgtt 

cttccttggg 

4920 



tgtttgggcg 

accaagatct 

aataattaaa 

4960 



aa 



4962 




aaatgttagc attctgacta cttagcatct 
ttttagtggg cagagatcct gttctagttg 
aaaaagccaa agagaattgt tagagggaaa 
ccagcgttgt ccagagagta cacgctcagc 
tgagtgttgt ttcccctgag cgctctatta 
gaccacatag tgtgataggt gcagcattct 
atttcctagg ctacagacag gaatggggct 
ggccaaaaat tttggtaaat caatgctata 
attattgtcc caagatagat agaatatagt 
gtgacagaca ttaatgactg actctggaga 
tggttctttt tctagagcaa acagagcgtg 
gtcaaattta tatatatata tataaatttt 
acccaggtgg accatggaaa aaaaaaaaaa 


<210> 1234 
<211> 708 
<212> PRT 

<213> Homo sapiens 
<400> 1234 

Met Ser Glu Arg Gly lie Lys Trp Ala Cys Glu Tyr Cys Thr Tyr Glu 

1 5 10 15 

Asn Trp Pro Ser Ala He Lys Cys Thr Met Cys Arg Ala Gin Arg Pro 

20 25 30 

Ser Gly Thr He He Thr Glu Asp Pro Phe Lys Ser Gly Ser Ser Asp 

35 40 45 

Val Gly Arg Asp Trp Asp Pro Ser Ser Thr Glu Gly Gly Ser Ser Pro 

50 55 60 

Leu He Cys Pro Asp Ser Ser Ala Arg Pro Arg Val Lys Ser Ser Tyr 
65 70 75 80 

Ser Met Glu Asn Ala Asn Lys Trp Ser Cys His Met Cys Thr Tyr Leu 

85 90 95 

Asn Trp Pro Arg Ala He Arg Cys Thr Gin Cys Leu Ser Gin Arg Arg 

100 105 HO 

Thr Arg Ser Pro Thr Glu Ser Pro Gin Ser Ser Gly Ser Gly Ser Arg 

115 120 125 

Pro Val Ala Phe Ser Val Asp Pro Cys Glu Glu Tyr Asn Asp Arg Asn 

130 135 140 

Lys Leu Asn Thr Arg Thr Gin His Trp Thr Cys Ser Val Cys Thr Tyr 
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145 150 155 160 

Glu Asn Trp Ala Lys Ala Lys Arg Cys Val Val Cys Asp His Pro Arg 

165 170 175 

Pro Asn Asn He Glu Ala He Glu Leu Ala Glu Thr Glu Glu Ala Ser 

180 185 190 

Ser He He Asn Glu Gin Asp Arg Ala Arg Trp Arg Gly Ser Cys Ser 

195 200 205 

Ser Gly Asn Ser Gin Arg Arg Ser Pro Pro Ala Thr Lys Arg Asp Ser 

210 215 220 

Glu Val Lys Met Asp Phe Gin Arg He Glu Leu Ala Gly Ala Val Gly 
225 230 235 240 

Ser Lys Glu Glu Leu Glu Val Asp Phe Lys Lys Leu Lys Gin He Lys 

245 250 255 

Asn Arg Met Lys Lys Thr Asp Trp Leu Phe Leu Asn Ala Cys Val Gly 

260 . 265 270 

Val Val Glu Gly Asp Leu Ala Ala He Glu Ala Tyr Lys Ser Ser Gly 

275 . 280 285 

Gly Asp He Ala Arg Gin Leu Thr Ala Asp Glu Val Arg Leu Leu Asn 

290 295 300 

Arg Pro Ser Ala Phe Asp Val Gly Tyr Thr Leu Val His Leu Ala He 
305 310 315 320 

Arg Phe Gin Arg Gin Asp Met Leu Ala He Leu Leu Thr Glu Val Ser 

325 330 335 

Gin Gin Ala Ala Lys Cys He Pro Ala Met Val Cys Pro Glu Leu Thr 

340 345 350 

Glu Gin He Arg Arg Glu He Ala Ala Ser Leu His Gin Arg Lys Gly 

355 360 365 

Asp Phe Ala Cys Tyr Phe Leu Thr Asp Leu Val Thr Phe Thr Leu Pro 

370 375 380 

Ala Asp He Glu Asp Leu Pro Pro Thr Val Gin Glu Lys Leu Phe Asp 
385 390 395 . 400 

Glu Val Leu Asp Arg Asp Val Gin Lys Glu Leu Giu Glu Glu Ser Pro 

405 410 415 

He He Asn Trp Ser Leu Glu Leu Ala Thr Arg Leu Asp Ser Arg Leu 

420 425 430 

Tyr Ala Leu Trp Asn Arg Thr Ala Gly Asp Cys Leu Leu Asp Ser Val 

435 440 445 

Leu Gin Ala Thr Trp Gly He Tyr Asp Lys Asp Ser Val Leu Arg Lys 

450 455 460 

Ala Leu His Asp Ser Leu His Asp Cys Ser His Trp Phe Tyr Thr Arg 
465 470 475 480 

Trp Lys Asp Trp Glu Ser Trp Tyr Ser Gin Ser Phe Gly Leu His Phe 

485 490 495 

Ser Leu Arg Glu Glu Gin Trp Gin Glu Asp Trp Ala Phe He Leu Ser 

500 505 510 

Leu Ala Ser Gin Pro Gly Ala Ser Leu Glu Gin Thr His He Phe Val 

515 520 525 

Leu Ala His He Leu Arg Arg Pro He He Val Tyr Gly Val Lys Tyr 

530 535 540 

Tyr Lys Ser Phe Arg Gly Glu Thr Leu Gly Tyr Thr Arg Phe Gin Gly 
545 550 555 560 

Val Tyr Leu Pro Leu Leu Trp Glu Gin Ser Phe Cys Trp Lys Ser Pro 

565 ' 570 575 

He Ala Leu Gly Tyr Thr Arg Gly His Phe Ser Ala Leu Val Ala Met 
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580 



585 



590 



Glu 

Asn 

Asp 

Gly 

Tyr Gly Asn 

Arg Gly 

Ala 

Gly Ala 

Asn Leu 

Asn 

Thr 



595 




600 



605 



Asp 

Asp 

Asp 

Val 

Thr He 

Thr 

Phe Leu 

Pro 

Leu Val 

Asp Ser 

Glu 

Arg 


610 




615 



620 




Lys 

Leu 

Leu 

His 

Val His 

Phe 

Leu Ser 

Ala 

Gin Glu 

Leu Gly 

Asn 

Glu 

625 




630 




635 



640 

Glu 

Gin 

Gin 

Glu 

Lys Leu 

Leu 

Arg Glu 

Trp 

Leu Asp. 

Cys Cys 

Val 

Thr 





645 



650 



655 


Glu 

Gly 

Gly 

val 

Leu Val 

Ala 

Met Gin 

Lys 

Ser Ser 

Arg Arg 

Arg 

Asn 




660 



665 



670 



His 

Pro 

Leu 

Val 

Thr^ Gin 

Met 

Val Glu 

Lys 

Trp Leu 

Asp Arg 

Tyr 

Arg 



675 




680 



685 



Gin 

He 

Arg 

Pro 

Cys Thr 

Ser 

Leu Ser 

Asp 

Gly Glu 

Glu Asp 

Glu 

Asp 


690 




695 



700 




Asp 

Glu 

Asp 

Glu 










705 

<210> 1235 

<211> 383 

<212> DNA 

<213> Homo sapiens 

<400> 1235 

gcgtctcagg ccgtgnctca gatacctgtc gatatgacga ccttgggcgc tgatttggtg 
60 

gccttcaccg gtcacaagat gtgcggtccg acgggtatcg gcattctctg gggacgctat 
120 

gacctcctcg ctgagctacc gcccttcctc ggaggcggcg agatgatcga ggtcgtgcgc 
180 

atggagggat cgacctacgc cgagcctcca catcgttttg aggcaggcac cccgccgatc 
240 

gcacagctgg ctgccctcgg ggtggccgcc gactacctag atggcatcgg gatgcaggcc 
300 

atcgccgagc acgaacatga gctggctgct cggatgctcg aagactacca gaccgtcaag 
360 

ggagtgcagc cggagagagg ctg 
383 

<210> 1236 

<211> 127 

<212> PRT 

<213> Homo sapiens 

<400> 1236 

Ala Ser Gin Ala Val Xaa Gin He Pro Val Asp Met Thr Thr Leu Gly 

1 5 10 15 

Ala Asp Leu Val Ala Phe Thr Gly His Lys Met Cys Gly Pro Thr Gly 

20 25 30 

He Gly He Leu Trp Gly Arg Tyr Asp Leu Leu Ala Glu Leu Pro Pro 

35 40 45 

Phe Leu Gly Gly Gly Glu Met He Glu Val Val Arg Met Glu Gly Ser 

50 55 60 

Thr Tyr Ala Glu Pro Pro His Arg Phe Glu Alia Gly Thr Pro Pro He 
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65 70 75 80 

Ala Gin Leu Ala Ala Leu Gly Val Ala Ala Asp Tyr Leu Asp Gly He 

85 90 95 

Gly Met Gin Ala lie Ala Glu His Glu His Glu Leu Ala Ala Arg Met 

100 105 110 

Leu Glu Asp Tyr Gin Thr Val Lys Gly Val Gin Pro Glu Arg Gly 
115 120 125 


<210> 1237 

<211> 1608 

<212> DNA 

<213> Homo sapiens 


<400> 1237 


ccatcxacccra 

aooac ca tac 



acaccacrcac 

attctoactc 




yyy *-*-yyyy *-* 

180 


ttocctatct 

tctaaaaaaa 

W W W 99 ^4 9 99^g 

240 


nt - 1* ^ ficrt" t" t" a 
y ul a. y y l> l. l> a 


300 


qqaaqqatta 

tgtcaaatag 

360 


tqtqtqtctq 

w 3 w 3 w 3 w 3 

qatcagggaa 

3 333 

420 


agtgaagcca 

cgtgtgtgga 

** O \J 


agtccttgct 

ccacatgaaa 

540 


gtatgtgttg 

gtgacgtcct 

600 


ttggaatcca 

ccaaagaaaa 

660 


cctgagagcc 

agttcacctc 

720 


actgctagcc 

gctgaagtat 

780 


atgcagattc 

tgctttcaac 

840 


tgtagtgctc 

caggtacacg 

900 


ggaccaaaat 

acagaagaat 

960 


atcatcactt 

tccatatttt 

1020 


gggtgaaaac 

tatcaaaagg 

1080 


tatgactttc 

ataaaggaac 

1140 


tactcctggg 

attcagtcac 

1200 



tctacaggcc tcctttctac 
aacatggcta tacggttgtc 
tactagaaca aggtgatctg 
cagaaggaac accctgtata 
caaacagatt accagaaata 
ttagaagatt cccagaactg 
tgcaattaaa gccgagtact 
aaccagggga ctggagtcgt 
caatctttcg agccaaagat 
taaccccttt gcgtgcattc 
aacgcttcac tgtcaagctg 
aacaggcttt tgacattatg 
tcagtgaaac atctactctg 
ttctaacttt tgatattggt 
agcatttaaa ttttcaagat 
tccttttaaa tgacactttc 
ctgagatatt tcagagactt 
aactaaatca gtgtctgtcc 
ttggaagtct gggacaattc 
tgatgcatga attttatgat 


agcaaaacag agcttcagct 
atcgctgaag aaaggctcaa 
ggctcttggg atctgctcat 
tccaaggaag tcatgtgcca 
cagcagccac tttgcagaaa 
caacttccag tgagtccctc 
tcgagtcacc ttttaaaaac 
gaacagctga atgaaacgac 
ctatctgtga ttcttaaagc 
attcattcga ctggcacagt 
caaacatttt ttgagacatt 
aaggaagcaa ttggcaaact 
ggaccaaaga ccttccatag 
tatggcagtt tcatgtaccc 
tatgataata tggattttga 
aattttctct tccctaatga 
tatagatcag atgttttcaa 
ttagaagaaa ttaactcaat 
caactgctct tcccatctac 
gtggcaaatc ctgtgggaaa 
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tcctggctca gtcctgaccc 
1260 

catgaataaa aagacacagc 
1320 

cattgaaaaa ccacaagtgc 
1380 

aattaaaaat gaaaataaag 
1440 

caagcagatc ttcacacatc 
1500 

agattattac tgtgaagtcc 
1560 

taagtgtctg tgcaaggtgc 
1608 

<210> 1238 
<211> 458 
<212> PRT 

<213> Homo sapiens 


aatactggtc tcttttaaat 
cacatccact ggaatggaat 
catttgatgc aatagaaaat 
aaatacattg cagtgatgat 
cacatttgga actaaatcct 
catttgatgt ggtaacagtg 
acctgtacga gcaggcaggg 


gtatttgaac aatttcagtt 
tctttcacag aagataagaa 
aaaaaagctg cagttccaca 
gaaaacacac catgtcatat 
gactttcatc caaagatcaa 
acaattggag tggaaactcc 
ccaagctt 


<400> 1238 

Met Cys Gin Leu Gly Leu His Gin Lys Ala Asn Arg Leu Pro Glu lie 

1 5 10 15 

Gin Gin Pro Leu Cys Arg Lys Glu Gly Leu Cys Gin He Val Arg Arg 

20 25 30 

Phe Pro Glu Leu Gin Leu Pro Val Ser Pro Ser Val Cys Leu Asp Gin 

35 40 45 

Gly Met Gin Leu Lys Pro Ser Thr Ser Ser His Leu Leu Lys Thr Val 

50 55 60 

Lys Pro Arg Val Trp Lys Pro Gly Asp Trp Ser Arg Glu Gin Leu Asn 
65 70 75 80 

Glu Thr Thr Val . Leu Ala Pro His Glu Thr He Phe Arg Ala Lys Asp 

85 • 90 95 

Leu Ser Val He Leu Lys Ala Tyr Val Leu Val Thr Ser Leu Thr Pro 

100 105 110 

Leu Arg Ala Phe He His Ser Thr Gly Thr Val Trp Asn Pro Pro Lys 

115 120 125 

Lys Lys Arg Phe Thr Val Lys Leu Gin Thr Phe Phe Glu Thr Phe Leu 

130 135 140 

Arg Ala Ser Ser Pro Gin Gin Ala Phe Asp He Met Lys Glu Ala He 
145 150 155 160 

Gly Lys Leu Leu Leu Ala Ala Glu Val Phe Ser Glu Thr Ser Thr Leu 

165 170 175 

Gly Pro Lys Thr Phe His Arg Cys Arg Phe Cys Phe Gin Leu Leu Thr 

180 185 190 

Phe Asp He Gly Tyr Gly Ser Phe Met Tyr Pro Val Val Leu Gin Val 

195 200 205 

His Glu His Leu Asn Phe Gin Asp Tyr Asp Asn Met Asp Phe Glu Asp 

210 215 220 

Gin Asn Thr Glu Glu Phe Leu Leu Asn Asp Thr Phe Asn Phe Leu Phe 
225 230 235 240 

Pro Asn Glu Ser Ser Leu Ser He Phe Ser Glu He Phe Gin Arg Leu 

245 250 255 

Tyr Arg Ser Asp Val Phe Lys Gly Glu Asn Tyr Gin Lys Glu Leu Asn 


1096 


WO 00/58473 


PCT/US00/08621 





260 





265 





270 



Gin 

Cys 

Leu 

Ser 

Leu 

Glu 

Glu 

He 

Asn 

Ser 

He 

Met 

Thr 

Phe 

He 

Lys 


275 





280 





285 




Glu 

Leu 

Gly 

Ser 

Leu Gly Gin 

Phe 

Gin 

Leu 

Leu 

Phe 

Pro 

Ser 

Thr 

Thr 


290 





295 





300 





Pro 

Gly 

lie 

Gin 

Ser 

Leu 

Met 

His 

Glu 

Phe 

Tyr 

Asp 

Val 

Ala 

Asn 

Pro 

305 




310 





315 





320 

Val 

Gly 

Asn 

Pro 

Gly Ser 

Val 

Leu 

Thr 

Gin 

Tyr 

Trp 

Ser 

Leu 

Leu 

Asn 




325 





330 





335 


Val 

Phe 

Glu 

Gin 

Phe 

Gin 

Phe 

Met 

Asn 

Lys 

Lys 

Thr 

Gin 

Pro 

His 

Pro 




340 





345 





350 



Leu 

Glu 

Trp 

Asn 

Ser 

Phe 

Thr 

Glu 

Asp 

Lys 

Asn 

He 

Glu 

Lys 

Pro 

Gin 



355 





360 





365 




Val 

Pro 

Phe 

Asp 

Ala 

He 

Glu 

Asn 

Lys 

Lys 

Ala 

Ala 

Val 

Pro 

Gin 

He 


370 





375 





380 





Lys 

Asn 

Glu 

Asn 

Lys 

Glu 

He 

His 

Cys 

Ser 

Asp 

Asp 

Glu 

Asn 

Thr 

Pro 

385 





390 





395 





400 

Cys 

His 

lie 

Lys 

Gin 

He 

Phe 

Thr 

His 

Pro 

His 

Leu 

Glu 

Leu 

Asn 

Pro 




405 





410 





415 


Asp 

Phe 

His 

Pro 

Lys 

He 

Lys 

Asp 

Tyr 

Tyr 

Cys 

Glu 

Val 

Pro 

Phe 

Asp 



420 





425 





430 



Val 

Val 

Thr 

Val 

Thr 

He 

Gly 

Val 

Glu 

Thr 

Pro 

Lys 

Cys 

Leu 

Cys 

Lys 



435 





440 





445 




Val 

His 

Leu 

Tyr 

Glu 

Gin 

Ala 

Gly 

Pro 

Ser 








450 455 


<210> 1239 

<211> 447 

<212> DNA 

<213> Homo sapiens 

<400> 1239 

atacctactg aacgtgaacg aacagaaagg ctaattaaaa ccaaattaag ggagatcatg 
60 

atgcagaagg atttggagaa tattacatcc aaagagataa gaacagagtt ggaaatgcaa 
120 

atggtgtgca acttgcggga attcaaggaa tttatagaca atgaaatgat agtgatcctt 
180 

ggtcaaatgg atagccctac acagatattt gagcatgtgt tcctgggctc agaatggaat 
240 

gcctccaact tagaggactt acagaaccga ggggtacggt atatcttgaa tgtcactcga 
300 

gagatagata actttttccc aggagtcttt gagtatcata acattcgggt atatgatgaa 
360 

gaggcaacgg atctcctggc gtactggaat gacacttaca aattcatctc taaagcaaag 
420 

aaacatggat ctaaatgcct tgtgcac 
447 

<210> 1240 

<211> 149 

<212> PRT 

<213> Homo sapiens 
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<400> 1240 


lie 

Pro 

Thr 

Glu 

Arg 

Glu 

Arg 

Thr 

Glu 

Arg 

Leu He Lys 

Thr 

Lys 

Leu 

l 




5 





10 



15 


Arg 

Glu 

He 

Met 

Met 

Gin 

Lys 

Asp 

Leu 

Glu 

Asn He Thr 

Ser 

Lys 

Glu 



20 





25 



30 



lie Arg 

Thr 

Glu 

Leu 

Glu 

Met 

Gin 

Met 

Val 

Cys Asn Leu 

Arg 

Glu 

Phe 



35 





40 



45 




Lys 

Glu 

Phe 

He 

Asp 

Asn 

Glu 

Met 

He 

Val 

He Leu Gly 

Gin 

Met 

Asp 

50 





55 




60 




Ser 

Pro 

Thr 

Gin 

He 

Phe 

Glu 

His 

Val 

Phe 

Leu Gly Ser 

Glu 

Trp 

Asn 

65 





70 





75 



80 

Ala 

Ser 

Asn 

Leu 

Glu 

Asp 

Leu 

Gin 

Asn 

Arg 

Gly Val Arg 

Tyr 

He 

Leu 





85 





90 



95 


Asn 

Val 

Thr 

Arg 

Glu 

He 

Asp 

Asn 

Phe 

Phe 

Pro Gly Val 

Phe 

Glu 

Tyr 




100 





105 



110 



His 

Asn 

He 

Arg 

Val 

Tyr 

Asp 

Glu 

Glu 

Ala 

Thr Asp Leu 

Leu 

Ala 

Tyr 



115 





120 



125 




Trp Asn 

Asp 

Thr 

Tyr 

Lys 

Phe 

He 

Ser 

Lys 

Ala Lys Lys 

His 

Gly 

Ser 


130 





135 




140 




Lys 

Cys 

Leu 

Val 

His 











145 

<210> 1241 

<211> 489 

<212> DNA 

<213> Homo sapiens 

<400> 1241 

acgcgtgtgc agcgtatcca gcaccgtcct cagaataata gctgtgaaaa ggaggaaggg 
60 

aactaggcag acagaccgac agataggggg aaaccgggat gtttaatgtg tccgaacaag 
120 

taggaagatc aatgaggcgc gagtgtgtgt gtgtacgtgt gcgcgtgtgt gtgtgagaga 
180 

gagagaaaga aagaagaaag gtcccgattg caacgtgtca gatcttgcaa ccttcccccc 
240 

acccaacaca acaaccctca gacacaaaaa caccattgct gactgatacc ccaggtcttc 
300 

agggttaaag gaaccgtgtg ttggcagcgc aattgtgcag acgctgtaag gccaaaacga 
360 

ggatttgtgt tgtgaggtcg gtggtgcgtt cttttctttc tcttctcgcc tgttttcccg 
420 

gagtgcctgg gttgcgagaa aggcgcatcg caggctgtgc agccgaatcg cttcgcaatt 
480 

attcatgct 
489 

<210> 1242 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 1242 

Met Asn Asn Cys Glu Ala He Arg Leu His Sej: Leu Arg Cys Ala Phe 
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1 - , 5 10 15 

Leu Ala Thr Gin Ala Leu Arg Glu Asn Arg Arg Glu Glu Lys Glu Lys 

20 .25 30 

Asn Ala" Pro Pro Thr Ser Gin His Lys Ser Ser Phe Trp Pro Tyr Ser 

35 40 45 

Val Cys Thr He Ala Leu Pro Thr His Gly Ser Phe Asn Pro Glu Asp 

50 55 60 

Leu Gly Tyr Gin Ser Ala Met Val Phe Leu Cys Leu Arg Val Val Val 
65 .70 75 80 

Leu Gly Gly Gly Lys Val Ala Arg Ser Asp Thr Leu Gin Ser Gly Pro 

85 90 95 

Phe Phe Phe Leu Ser Leu Ser Leu Thr His Thr Arg Ala His Val His 

100 105 HO 

Thr His Thr Arg Ala Ser Leu He Phe Leu Leu Val Arg Thr His 
115 ' 120 125 

<210> 1243 

<211> 390 

<212> DNA 

<213> Homo sapiens 

<400> 1243 

ntagactccg tcgatcccct catggagaat ccagtgtgcc aggtcccttc ggcgtactgg 
60 

gagatgatat acctaccggg aatgttcact gtctacttcg atggccagtt ctgggtcgga 
120 

gtcctagaga ggcgcgacga gggtttggtg cgtgccgtaa aagtcacgtt tggcgccgaa 
180 

ccgtctgaca cggaattgta cgggtgggtt agccgtcatg gcaacgcact tatagagcga 
240 

ttggagtcta ccgctgctgt ccctaccacc cgcagtcccc gagccaagcg actgaacccc 
300 

aagagggcgt tacgagatgc agcgcgagct gcccaagcac accgtgccag cacgnccgca 
360 

caggccgcga ttaaggccga tcaggaagct 
390 

<210> 1244 

<211> 130 

<212> PRT 

<213> Homo sapiens 


<400> 1244 


Xaa 

Asp 

Ser 

Val 

Asp 

Pro 

Leu 

Met 

Glu 

Asn 

Pro Val 

Cys 

Gin 

Val 

Pro 

l 



5 





10 




15 


Ser 

Ala 

Tyr 

Trp 

Glu 

Met 

He 

Tyr 

Leu 

Pro 

Gly Met 

Phe 

Thr 

Val 

Tyr 



20 





25 




30 



Phe 

Asp 

Gly 
35 

Gin 

Phe 

Trp 

Val 

Gly 
40 

Val 

Leu 

Glu Arg 

Arg 
45 

Asp 

Glu 

Gly 

Leu 

Val 
50 

Arg 

Ala 

Val 

Lys 

Val 
55 

Thr 

Phe 

Gly 

Ala Glu 
60 

Pro 

Ser 

Asp 

Thr 

Glu 

Leu 

Tyr 

Gly Trp 

Val 

Ser 

Arg 

His 

Gly 

Asn Ala 

Leu 

He 

Glu 

Arg 

65 




70 





75 




80 

Leu 

Glu 

Ser 

Thr 

Ala 

Ala 

Val 

Pro 

Thr 

Thr 

Ai;g Ser 

Pro 

Arg 

Ala 

Lys 
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85 90 95 

Arg Leu Asn Pro Lys Arg Ala Leu Arg Asp Ala Ala Arg Ala Ala Gin 

100 105 HO 

Ala His Arg Ala Ser Thr Xaa Ala Gin Ala Ala lie Lys Ala Asp Gin 
115 120 125 

Glu Ala 
130 

<210> 1245 
<211> 339 
<212> DNA 

<213> Homo sapiens 
<400> 1245 

gccaagcagc aaaaaccaca gatcattgct atgggaaatg tgtcattttc ttgttcacaa 
60 

ccacaatcta tgcccgtgac ttttctgagc tccaggagtt ttttagcact gccagacttc 
120 

tctggagagg aggaggtttc tgccactttt caatttcgaa cttggaataa ggcagggctt 
180 

ctgctgttca gtgaacttca gctgatttca gggggtatcc tcctctttct gagtgatgga 
240 

aaacttaagt cgaatctcta ccagccaaga aaattaccca gtgacatcac agcaggtgtc 
300 

gaattaaatg atgggcagtg gcattctgtc tctttatct 
339 

<210> 1246 
<211> 113 
<212> PRT 

c213> Homo sapiens 


<400> 1246 


Ala 

Lys 

Gin 

Gin 

Lys 

Pro Gin He He Ala 

Met Gly Asn Val Ser 

Phe 

1 




5 

10 

15 


Ser Cys 

Ser 

Gin 

Pro 

Gin Ser Met Pro Val 

Thr Phe Leu Ser Ser 

Arg 




20 


25 

30 


Ser 

Phe 

Leu 

Ala 

Leu 

Pro Asp Phe Ser Gly 

Glu Glu Glu Val Ser 

Ala 



35 



.40 

45 


Thr 

Phe 

Gin 

Phe 

Arg 

Thr Trp Asn Lys Ala 

Gly .Leu Leu Leu Phe 

Ser 


50 




55 

60 


Glu 

Leu 

Gin 

Leu 

lie 

Ser Gly Gly He Leu 

Leu Phe Leu Ser Asp 

Gly 

65 





70 

75 

80 

Lys 

Leu 

Lys 

Ser 

Asn 

Leu Tyr Gin Pro Arg 

Lys Leu Pro Ser Asp 

He 





85 

90 

95 


Thr Ala 

Gly 

Val 

Glu 

Leu Asn Asp Gly Gin 

Trp His Ser Val Ser 

Leu 




100 


105 

110 



Ser 


<210> 1247 

<211> 366 

<212> DNA 

<213> Homo sapiens 
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<400> 1247 

ttgacctcca acccgggcac gcgcatcctg ccccagatcc cgatggatgg gcatgacctc 
60 

aacccggtgt ggcgggacgt cggcctgatc gtgcacccgc cgatgctcta catgggctac 
120 

gtcggtttct ccgtggcctt tgcgtttgcc atcgccgcct tgctcggcgg gcgcctcgat 
180 

gcggcctggg cgcgctggtc gcggccatgg accattgtgg cctgggcgtt cctcggtatc 
240 

ggtatcaccc tcggttcgtg gtgggcctac tacgaactcg gctggngcgg ctggtggttc 
300 

tgggaccccg gggaaaaccc cttcttcatg ccctggctgg ggggcacccc gctgattcac 
360 

tcgctg 
366 


<210> 1248 












<211> 122 












<212> PRT 












<213> Homo sapiens 










<400> 1248 












Leu Thr Ser 

Asn 

Pro 

Gly 

Thr Arg 

lie 

Leu 

Pro Gin 

lie 

Pro 

Met 

Asp 

1 


5 




10 




15 


Gly His Asp 

Leu 

Asn 

Pro 

Val Trp 

Arg 

Asp 

Val Gly 

Leu 

He 

Val 

His 


20 




25 




30 



Pro Pro Met 

Leu 

Tyr 

Met 

Gly Tyr 

Val 

Gly 

Phe Ser 

Val 

Ala 

Phe 

Ala 

35 




40 




45 




Phe Ala lie 

Ala 

Ala 

Leu 

Leu Gly 

Gly 

Arg 

Leu Asp 

Ala 

Ala 

Trp 

Ala 

50 




55 



60 





Arg Trp Ser 

Arg 

Pro 

Trp 

Thr He 

Val 

Ala 

Trp Ala 

Phe 

Leu 

Gly 

He 

65 



70 




75 




80 

Gly lie Thr 

Leu 

Gly 

Ser 

Trp Trp 

Ala 

Tyr 

Tyr Glu 

Leu 

Gly 

Trp 

Xaa 



85 




90 




95 


Gly Trp Trp 

Phe 

Trp - Asp 

Pro Gly 

Glu 

Asn 

Pro Phe 

Phe 

Met 

Pro 

Trp 


100 




105 




110 



Leu Gly Gly 

Thr 

Pro 

Leu 

He His 

Ser 

Leu 






115 




120 









<210> 1249 
<211> 374 
<212> DNA 

<213> Homo sapiens 
<400> 1249 

acgcgtgtcc tcaacaccct ggcgcccacg ctgattgccg tggaaccggt gccggcaatg 
60 

ggcgcgcagt tgagcaagct gctgccggat gtgcacctgg tcaatggcac tgccgaggcc 
120 

attccactgg aaagcgccgt ggcggatgcg gtggtgtgcg cacaagcctt ccattggttt 
180 

tccagcgagg cggccctggc ggaaatccat cgggtactca aaccggatgg gcgcctgggg 
240 
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ctggtgtgga atgtgcgcga cgagtcggtg gattgggtcg ccgccattac tcaaatcatc 
300 

acgccttatg aaggcgacac gccgcgcttt cataccggcc gttggcgcga agccttcact 
360 

ggcgagtatt tttg 
374 

<210> 1250 

<211> 124 

<212> PRT 

<213> Homo sapiens 

<400> 1250 


Thr 

Arg 

Val Leu Asn Thr 

Leu 

Ala 

Pro 

Thr 

Leu 

He 

Ala 

Val 

Glu 

Pro 

1 

5 




10 





15 


val 

Pro 

Ala Met Gly Ala 
20 

Gin 

Leu 

Ser 
25 

Lys 

Leu 

Leu 

Pro 

Asp 
30 

Val 

His 

Leu 

Val 

Asn Gly Thr Ala 
35 

Glu 

Ala 
40 

He 

Pro 

Leu 

Glu 

Ser 
45 

Ala 

Val 

Ala 

Asp 

Ala 
50 

Val Val Cys Ala 

Gin 
55 

Ala 

Phe 

His 

Trp 

Phe 
60 

Ser 

Ser 

Glu 

Ala 

Ala 

Leu 

Ala Glu lie His 

Arg 

Val 

Leu 

Lys 

Pro Asp 

Gly 

Arg 

Leu 

Gly 

65 


70 





75 





80 

Leu 

val 

Trp Asn Val Arg 

Asp 

Glu 

Ser 

Val 

Asp Trp 

Val 

Ala 

Ala 

He 



85 




90 





95 


Thr 

Gin 

He He Thr Pro 
100 

Tyr 

Glu 

Gly 
105* 

Asp 

Thr 

Pro 

Arg 

Phe 
110 

His 

Thr 

Gly 

Arg 

Trp Arg Glu Ala 
115 

Phe 

Thr 
120 

Gly 

Glu 

Tyr 

Phe 






<210> 1251 

<211> 742 

<212> DNA 

<213> Homo sapiens 

<400> 1251 

accggtctct tcctcggaaa ggcagggccg aggggcttgc ggggcagcca tggaggcgac 
60 

gcggaggcgg cagcacgtgg gagcgacggg cggcccaggc gcgcagttgg gcgcctcctt 
120 

ccctgcaggc caggcatggc tctgtgagcg ctgatgaggc tgcccgcacg gctcccttcc 
180 

acctcgacct ctggttctac ttcacactgc agaactgggt tctggacttt gggcgtccca 
240 

ttgccatgct ggtattccct ctcgagtggt ttccactcaa caagcccagt gttggggact 
300 

acttccacat ggcctacaac gtcatcacgc cctttctctt gctcaagctc atcgagcggt 
360 

ccccccgcac cctgctacgc tccatcacgt acgtgagcat catcatcttc atcatgggtg 
420 

ccagcatcca cctggtgggt gactctgtca accaccgcct gctcttcagt ggctaccagc 
480 

accacctgtc tgtccgtgag aaccccatca tcaagaatct caagccggag acgctgatcg 
540 
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aetcctttga gctgctctac tattatgatg agtacctggg tcactgcatg tggtacatcc 
600 

ccttcttcct catcctcttc atgtacttca gcggctgctn ttactgcctc taaagctgag 
660 

agcttgattc cagggcctgc cctgctcctg gtggcaccca gtggcctgta ctactggtac 
-720 

ctggtcaccg agggccagat ct 
742 

<210> 1252 
<211> 80 
<212> PRT 

<213> Homo sapiens 
<400> 1252 

Met Arg Leu Pro Ala Arg Leu Pro Ser Thr Ser Thr Ser Gly Ser Thr 

15 10 15 

Ser His Cys Arg Thr Gly Phe Trp Thr Leu Gly Val Pro Leu Pro Cys 

20 25 30 

Trp Tyr Ser Leu Ser Ser Gly Phe His Ser Thr Ser Pro Val Leu Gly 

35 40 45 

Thr Thr Ser Thr Trp Pro Thr Thr Ser Ser Arg Pro Phe Ser Cys Ser 

50 55 60 

Ser Ser Ser Ser Gly Pro Pro Ala Pro Cys Tyr Ala Pro Ser Arg Thr 
65 70 75 80 

<210> 1253 
<211> 675 
<212> DNA 

< 2 13 > Homo sapiens 
<400> 1253 

gggccccctc ccaggcgctt tctgggagct tttagaactg cgctctgaag tttccagaga 
60 

gcgaggagct tttgcggcag gcagagacaa tggaagaaaa tgaaagccag aaatgtgagc 
120 

cgtgccttcc ttactcagca gacagaagac agatgcagga acaaggcaaa ggcaatctgc 

180 

atgtaacatc accagaagat gcagaatgcc gcagaaccaa ggaacgcctt tctaatggaa 
240 

acagtcgtgg ttcagtttcc aagtcttccc gcaatatccc aaggagacac accctagggg 
300 

ggccccgaag ttccaaggaa atactgggaa tgcaaacatc tgagatggat. cggaagagag 
360 

gaaaaagcgt tcctagaaca tctgaagcag aagtaccccc accacgcctc tgcaatcatg 
420 

ggtcaccaag agaggctgag agaccagaca aggatcccca aactgtctca cagtcctcaa 

480 

ccacccagtg tgggtgaccc ggtcgagcat ttatcagaga cgtccgctga ttctttggaa 
540 

gccatgtctg agggggatgc tccaacccct ttttccagag gcagccggac tcgtgcgagc 
600 

cttcctgtgg tgaggtcaac caaccagacg aaagaaagat ctctgggggt tctctatctc 
660 
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cagtatggag atgaa 
675 

<210> 1254 

<211> 86 

<212> PRT 

<213> Homo sapiens 

<400> 1254 

Met Gly His Gin Glu Arg Leu Arg Asp Gin Thr Arg lie Pro Lys Leu 

15 10 15 

Ser His Ser Pro Gin Pro Pro Ser Val Gly Asp Pro Val Glu His Leu 

20 25 30 

Ser Glu Thr Ser Ala Asp Ser Leu Glu Ala Met Ser Glu Gly Asp Ala 

35 40 45 

Pro Thr Pro Phe Ser Arg Gly Ser Arg Thr Arg Ala Ser Leu Pro Val 

50 55 60 ^ 

Val Arg Ser Thr Asn Gin Thr Lys Glu Arg Ser Leu Gly Val Leu Tyr 
65 70 75 80 

Leu Gin Tyr Gly Asp Glu 
85 


<210> 1255 
<211> 401 
<212> DNA 

<213> Homo sapiens 
<400> 1255 

ncgccgatta ccaaggctat ggatgtgtgg gccttgggcg taacgctata ctgtctgctg 

60 . 

ttcggtcgag tgccatttga tgcagagacg gagtacttgcf tgctggaaag tatcctgcat 
120 

gacgattatg ccgtcccgac gcacatgggt agcgaccgcg tgttggtagg cccgcgacca 
180 

gcacgttggc cctcgtcgca agagacgccc aacgtgccgc tgtccggcga ggcgcatgca 
240 

gtacgccatc tgctcgatgc ccttctcgac aaggatccag cgacgcgcct cactctcgat 
300 

cgtgttataa cacacccatg gctcgtggca gagtcatggt aatagtagca attgtatata 
360 

ccctcatcac caagatggcc aaagcggtac aaggcccgcg g 
401 

<210> 1256 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 1256 

Xaa Pro He Thr Lys Ala Met Asp Val Trp Ala Leu Gly Val Thr Leu 

15 10 15 

Tyr Cys Leu Leu Phe Gly Arg Val Pro Phe Asp Ala Glu Thr Glu Tyr 

20 25 30 

Leu Leu Leu Glu Ser He Leu His Asp Asp Tyr Ala Val Pro Thr His 
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35 40 45 

Met Gly Ser Asp Arg Val Leu Val Gly Pro Arg Pro Ala Arg Trp Pro 

50 55 • 60 

Ser Ser Gin Glu Thr Pro Asn Val Pro Leu Ser Gly Glu Ala His Ala 
65 70 75 80 

Val Arg His Leu Leu Asp Ala Leu Leu Asp Lys Asp Pro Ala Thr Arg 

85 90 95 

Leu Thr Leu Asp Arg Val He Thr His Pro Trp Leu Val Ala Glu Ser 
100 105 110 

Trp 


<210> 1257 

<211> 294 

<212> DNA 

<213> Homo sapiens 

<400> 1257 

cgcgtacagc tgattgaagg tgatgtcgcc aacgccgacc tggtggcgca agccgccatc 
60 

ggcgccacgg cggtggtgca tttggcagcg gtggcttcgg tgcaagcctc ggtggatgac 
120 

ccggtcagca cgcgccagag caattttgtc ggcaccttga atgtctgcga agccatgcgc 
180 

aaggccggtg tgaagcgtgt ggtatttgct tccagcgttg cggtgtatgg caacaatggc 
240 

gagggcgctt cgattgacga agagaccatc aaggccccgc tgacgcctta cgcg 
•294 

<210> 1258 

<211> 98 

<212> PRT 

<213> Homo sapiens 


<400> 1258 


Arg Val 

Gin 

Leu 

He Glu 

Gly Asp Val Ala 

Asn Ala Asp 

Leu 

Val Ala 

1 



5 




10 



15 

Gin Ala 

Ala 

He 

Gly Ala 

Thr 

Ala 

Val 

Val 

His Leu Ala 

Ala 

Val Ala 



20 




25 



30 


Ser Val 

Gin 

Ala 

Ser Val 

Asp 

Asp 

Pro 

Val 

Ser Thr Arg 

Gin 

Ser Asn 


35 




40 



45 



Phe Val 

Gly Thr 

Leu Asn 

Val 

Cys 

Glu 

Ala 

Met Arg Lys 

Ala 

Gly Val 

50 




55 




60 



Lys Arg 

Val 

Val 

Phe Ala 

Ser 

Ser 

Val 

Ala 

Val Tyr Gly 

Asn Asn Gly 

65 



70 





75 


80 

Glu Gly 

Ala 

Ser 

He Asp 

Glu 

Glu 

Thr 

lie 

Lys Ala Pro 

Leu 

Thr Pro 




85 




90 



95 


Tyr Ala 


<210> 1259 
<211> 417 
<212> DNA 

<213> Homo sapiens 
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<400> 1259 

nnacactcta gcctctgact caaggaagct gcccagggtc ttgcccttcg gtttgggggg 
60 

atcccgtctc ccttcgtctg gagcagacat agtgagaacg tgagaagctg caggcgtggc 
120 

ctcaccgtgg tgtgttccaa gatgtccagg gccaaggatg ccgtgtcctc cggggtggcc 
180 

agcgtggtgg acgtggctaa gggagtggtc cagggaggcc tggacaccac tcggtctgca 
240 

cttacgggca ccaaggaggc ggtgtccagc ggggtcacag gggccatgga catggctaag 
300 

ggggccgtcc aagggggtct ggacacctcg aaggctgtcc tcaccggcac caaggacacg 
360 

gtgtccactg ggctcacggg ggcagtgaat gtggccaaag ggcccgtaca ggccggc 
417 

<210> 1260 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<400> 1260 


Leu 

Lys 

Glu 

Ala 

Ala 

Gin 

Gly 

Leu 

Ala 

Leu 

Arg 

Phe 

Gly Gly 

lie 

Pro 

1 



5 





10 





15 


Ser 

Pro 

Phe 

Val 
20 

Trp 

Ser 

Arg 

His 

Ser 
25 

Glu 

Asn 

Val 

Arg 

Ser 
30 

Gys 

Arg 

Arg Gly 

Leu 

Thr 

Val 

Val 

Cys 

Ser 

Lys 

Met 

Ser 

Arg 

Ala 

Lys 

Asp 

Ala 



35 





40 





45 




val 

Ser 
50 

Ser 

Gly 

Val 

Ala 

Ser 
55 

Val 

Val 

Asp 

Val 

Ala 
60 

Lys 

Gly 

Val 

Val 

Gin Gly 

Gly 

Leu 

Asp 

Thr 

Thr 

Arg 

Ser 

Ala 

Leu 

Thr 

Gly 

Thr 

Lys 

Glu 

65 





70 





75 





80 

Ala 

Val 

Ser 

Ser 

Gly 
85 

Val 

Thr 

Gly 

Ala 

Met 
90 

Asp 

Met 

Ala 

Lys 

Gly 
95 

Ala 

Val 

Gin 

Gly 

Gly 
100 

Leu 

Asp 

Thr 

Ser 

Lys 
105 

Ala 

Val 

Leu 

Thr 

Gly 
110 

Thr 

Lys 

Asp 

Thr 

Val 
115 

Ser 

Thr 

Gly 

Leu 

Thr 
120 

Gly 

Ala 

val 

Asn 

Val 
125 

Ala 

Lys 

Gly 

Pro 

Val 

Gin 

Ala 

Gly 













130 


<210> 1261 
<211> 330 
<212> DNA 

<213> Homo sapiens 
<400> 1261 

ngtgcacgtg ccgttcggca tcaggagatg aacatggatt tgaacgctga agtcgatcag 
60 

ctggtccgcc aatcccagac ctggatcccc ttgatcatgg agtacggcag ccgcctgctg 
I20tgaccctggc ggtcggctgg tggatcgaca acaaggtcag cgcccgcctg 180 
ggcaaactgg taggcctgcg caacgccgac ctggcactgc aaggctttat cagcaccttg 

240 
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tcgaacatcg ggctgaaagt gctgctgttc gtcagtgtgg cgtcgatgat cggcattgag 
300 

accacctcgt tcgtcgcgga catcggtgct 
330 

<210> 1262 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<400> 1262 


Xaa Ala 

Arg 

Ala 

Val Arg His Gin Glu 

Met 

Asn Met 

Asp 

Leu 

Asn 

Ala 

1 



5 

10 




15 


Glu Val 

Asp 

Gin 

Leu Val Arg Gin Ser 

Gin 

Thr Trp 

He 

Pro 

Leu 

He 



20 

25 




30 



Met Glu 

Tyr 

Gly 

Ser Arg Leu Leu Leu 

Ala 

Leu Leu 

Thr 

Leu 

Ala 

Val 


35 


40 



45 




Gly Trp 

Trp 

He 

Asp Asn Lys Val Ser 

Ala 

Arg Leu 

Gly 

Lys 

Leu 

Val 

50 



55 


60 





Gly Leu 

Arg 

Asn 

Ala Asp Leu Ala Leu 

Gin 

Gly Phe 

He 

Ser 

Thr 

Leu 

65 



70 


75 




80 

Ser Asn 

He 

Gly 

Leu Lys Val Leu Leu 

Phe 

Val Ser 

Val 

Ala 

Ser 

Met 




85 

90 




95 


He Gly 

lie 

Glu 

Thr Thr Ser Phe Val 

Ala 

Asp He 

Gly 

Ala 





100 

105 




110 




<210> 1263 

<211> 351 

<212> DNA 

<213> Homo sapiens 

<400> 1263 

acgcgtggac gatggacttc gtcggtctgc ggtacgacga agggctcaac attgccggtg 
60 

gcatcgatga tgagtttgct cgcctgggca acacctagca gcaatggcat cgatagtccc 
120 

tgcccagcct gctccatttc gacgacgatg gtcgccgggt tcagtttctt ctcgctccac 
180 

gtcaacagac cgtcaccgtg gttgacgatc tcgccggtgg aggcgtcctt gacgacgatc 
240 

tggccacgcg ccagggaata catctcccca tccacccaaa agaacgcccc caagctgggc 
300 

atcttggcca gcccgatgat cgagagggtt tcaacaagcg actcgggatc c 
351 

<210> 1264 
<211>, 100 
<212> PRT 

<213> Homo sapiens 
<400> 1264 

Met Pro Ser Leu Gly Ala Phe Phe Trp Val Asp Gly Glu Met Tyr Ser 

15 10 15 

Leu Ala Arg Gly Gin He Val Val Lys Asp Ala Ser Thr Gly Glu He 
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20 25 30 

Val Asn His Gly Asp Gly Leu Leu Thr Trp Ser Glu Lys Lys Leu Asn 

35 40 45 

Pro Ala Thr He Val Val Glu Met Glu Gin Ala Gly Gin Gly Leu Ser 

50 55 60 

Met Pro Leu Leu Leu Gly Val Ala Gin Ala Ser Lys Leu He He Asp 
65 70 75 80 

Ala Thr Gly Asn Val Glu Pro Phe Val Val Pro Gin Thr Asp Glu Val 
85 90 95 

His Arg Pro Arg 
100 

<210> 1265 
<211> 318 
<212> DNA 

<213> Homo sapiens 
<400> 1265 

accggtgtat gcaactgaaa tgctgtccga tatgcctgcg ctccagctcg tgaatcgaaa 
60 

gttggataac gctcgcttgg tggaatcgtc gctacggaag cttatcaagg atacggatgc 
120 

tgctgcaccg ccaaaattat ggacgccccc cgaccccact cgctctgacg ataccattgc 
180 

acagccgaaa gtgcaaccag cccaagcagt gggagatgac tcgatcatgt cggtcgatga 
240 

gcctgatgca accgtccatg acatgccact caccacgaca ctcgacaacg tgggtcgctc 
300 

agatccatcg cgacgcgt 
318 


<210> 1266 











<211> 99 











<212> PRT 











<213> Homo sapiens 










<400> 1266 











Met Leu Ser Asp 

Met 

Pro 

Ala 

Leu Gin 

Leu 

Val 

Asn Arg 

Lys 

Leu 

Asp 

1 

5 




10 




15 


Asn Ala Arg Leu 

Val 

Glu 

Ser 

Ser Leu 

Arg Lys 

Leu He 

Lys 

Asp 

Thr 

20 




25 




30 



Asp Ala Ala Ala 

Pro 

Pro 

Lys 

Leu Trp 

Thr 

Pro 

Pro Asp 

Pro 

Thr 

Arg 

35 




40 



45 




Ser Asp Asp Thr 

He 

Ala 

Gin 

Pro Lys 

Val 

Gin 

Pro Ala 

Gin 

Ala 

Val 

50 



55 




60 




Gly Asp Asp Ser 

He 

Met 

Ser 

Val Asp 

Glu 

Pro 

Asp Ala 

Thr 

Val 

His 

65 


70 




75 




80 

Asp Met Pro Leu 

Thr 

Thr 

Thr 

Leu Asp 

Asn 

Val 

Gly Arg Ser Asp 

Pro 

85 




90 




95 


Ser Arg Arg 












<210> 1267 
<211> 343 
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<212> DNA 

<213> Homo sapiens . 
<400> 1267 

nggacacttg tgggaaatgc cccacagcct gtgtttttat tccccttgtg aacacttgtg 
60 

ggaactgtcc cacggcccgt gtttctgtgc gcctgcagac actcgtggga aatgccccac 
120 

aacctgtgtt tttgttcccc ttgtgaacac tcgtgggaaa tgccccacaa cctgtgtttt 
180 

tattcccctt gtgaacactc gtgggaaatg tcccatggcc cgtgtttccg tgcacctgcg 
240 

gatactcatc aaacaccagg ctgtcattgg ggacagggtg agctctggct gttggtgcag 
300 

catggtagga agagcaccaa gtcctggact ctgttgattt ata 
343 

<210> 1268 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 1268 


Met 

Pro 

His 

Ser 

Leu 

Cys 

Phe 

Tyr 

Ser 

Pro 

Cys 

Glu 

His 

Leu 

Trp Glu 

1 




5 





10 





15 

Leu 

Ser 

His 

Gly 

Pro 

Cys 

Phe 

Cys 

Ala 

Pro 

Ala 

Asp 

Thr 

Arg 

Gly Lys 




20 





25 





30 


Cys 

Pro 

Thr 

Thr 

Cys 

Val 

Phe 

Val 

Pro 

Leu 

Val 

Asn 

Thr 

Arg 

Gly Lys 



35 





40 





45 



Cys 

Pro 

Thr 

Thr 

Cys 

Val 

Phe 

He 

Pro 

Leu 

Val 

Asn 

Thr 

Arg 

Gly Lys 


50 





55 





60 




Cys 

Pro 

Met 

Ala 

Arg 

Val 

Ser 

Val 

His 

Leu 

Arg 

He 

Leu 

lie 

Lys His 

65 





70 





'75 




80 

Gin 

Ala 

Val 

lie 

Gly Asp Arg 

Val 

Ser 

Ser 

Gly 

Cys 

Trp 

Cys 

Ser Met 





85 





90 





95 

Val 

Gly 

Arg 

Ala 

Pro 

Ser 

Pro 

Gly Leu 

Cys 







100 105 


<210> 1269 
<211> 391 
<212> DNA 

<213> Homo sapiens 
<400> 1269 

tcgcgatccg gagcgatcgg tgctgcagat ggctggcgac gccctgcggg gcgcattgcg 
60 

ggacgccgac ctggagccgg ccgccctaga cgggctgatc gtccaggtgg ggtccccccg 
120 

cggcgcggac tacgacaccg tgtccgaaac ctttggtctt tcgccacaat tctgcagcca 
180 

gacctggggc gcacggccgg ttcaccgcaa cggtgatcct ggcagcggcc atggcggtgt 
240 

ccagcggcct cgcgcggcgg gtggcttgcc tcatgggcat gaagaattcg gacctcgggc 
300 
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ggttgggtga ggcggacaat ccctttcatc atgagcaatt ccgggagaat ggcgggccgc 
360 

acggggaaga gggttggatc ggcatggcct c 
391 

<210> 1270 

<211> 110 

<212> PRT 

<213> Homo sapiens 


<400> 1270 









Met Met 

Lys 

Gly 

He Val Arg Leu Thr 

Gin 

Pro 

Pro 

Glu 

Val Arg 

He 

l 



5 * 

10 




15 


Leu His 

Ala 

His 

Glu Ala Ser His Pro 

Pro 

Arg 

Glu 

Ala 

Ala Gly 

His 



20 

25 





30 


Arg His 

Gly 

Arg 

Cys Gin Asp His Arg 

Cys 

Gly 

Glu 

Pro 

Ala Val 

Arg 


35 


40 




45 



Pro Arg 

Ser 

Gly 

Cys Arg He Val Ala 

Lys 

Asp 

Gin 

Arg 

Phe Arg 

Thr 

50 



55 



60 




Arg Cys 

Arg 

Ser 

Pro Arg Arg Gly Gly 

Thr 

Pro 

Pro 

Gly 

Arg Ser 

Ala 

65 


70 


75 




80 

Arg Leu 

Gly 

Arg 

Pro Ala Pro Gly Arg 

Arg 

Pro 

Ala 

Met 

Arg Pro 

Ala 



85 

90 




95 


Gly Arg 

Arg 

Gin 

Pro Ser Ala Ala Pro 

He 

Ala 

Pro 

Asp 

Arg 


100 

105 





110 



<210> 1271 

<211> 661 

<212> DNA 

<213> Homo sapiens 

<400> 1271 

acgcgtcgtt actggccacc tgcgagcgca ccagggtagg cagcactcgg tctccgtcga 
60 

accagaaagc gtcatcgggg tggtgaacga gaacgggcga tgttgtggtg ggacggataa 
120 

cccccggttg cgtcaccata tggcccacta aagagttcac cagggttgat ttaccagccc 
180 

cggtcgaccc tcctaccacc gccagaagcg gcgcatcaat agtctctaag cgcggcaaaa 
240 

tatagtcgtt aagctggtta gcgatgcgtc gtgccagccc ggcctgagta atagcctccg 
300. 

gcaaatccaa ggggaactgg gcctgacgca ggttgtgccg cagatcggtc aacgacagca 
360 

gtatctgctc agtgttcatg gtgatccttc ctggtcactc gtcaggcctg tggcggcgcc 
420 

cactgcaact cgttgttgac cggctggttg cgacgtcgct tgaggaatgc gggcagtctc 
480 

ggcttcgaca atttggcacc tcgggcgacg gtgatagccg ccgggcgcag cacgttcata 
540 

cggttgatga gctcgatctg aagcggacca ggatcatcgt ccaacccacg cacaatggcg 
600 

tcacgaagat aagcaagatc tgtcccaacg cgcaggaact ctaacgtgtg ccaccaccgg 
660 
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t 

661 

<210> 1272 

<211> 126 

<212> PRT 

<213> Homo sapiens 

<400> 1272 


Met Asn 

Thr 

Glu 

Gin He Leu Leu Ser 

Leu 

Thr 

Asp Leu Arg His Asn 

1 



5 

10 


15 

Leu Arg 

Gin 

Ala 

Gin Phe Pro Leu Asp 

Leu 

Pro 

Glu Ala lie Thr Gin 



20 

25 



30 

Ala Gly 

Leu 

Ala 

Arg Arg He Ala Asn 

Gin 

Leu 

Asn Asp Tyr He Leu 


35 


40 



" 45 

Pro Arg 

Leu 

Glu 

Thr He Asp Ala Pro 

Leu 

Leu 

Ala Val Val Gly Gly 

50 



55 



60 

Ser Thr 

Gly 

Ala 

Gly Lys Ser Thr Leu 

Val 

Asn 

Ser Leu Val Gly His 

65 



70 


75 

80 

Met Val 

Thr 

Gin 

Pro Gly Val He Arg Pro Thr 

Thr Thr Ser Pro Val 




85 

90 


95 

Leu Val 

His 

His 

Pro Asp Asp Ala Phe 

Trp 

Phe 

Asp Gly Asp Arg Val 



100 

105 



110 

Leu Pro 

Thr 

Leu 

Val Arg Ser Gin Val 

Ala 

Ser 

Asn Asp Ala 


115 


120 



125 


<210> 1273 
<211> 489 
<212> DNA 

<213> Homo sapiens 
<400> 1273 

gccggcgaga ccggtgccgg aaagaccatg gtggtcaccg gtattggttt gctgctcggc 
60 

gacaaggctg acactggatt ggtccggcat ggctgcgatc gtgccgtcgt cgaagccgtt 
120 

ctcgacacgc ctgatgccgg tcgcgtcagc gagcttggcg gaacagtcga ggatggtgag 
180 

gttatctgcg ctcgacacat cacgagtcgt cgctctcgag cgctgcttgg aggagctcaa 
240 

gttaccgcta gtcagctggc ccacatcgtt ggggatcagg tgaccatcca tggccaatct 
300 

gaacaagtga ggttggtcga cgcagcgcgg cagctcgacg tcgttgaccg ggctgccgga 
360 

gatgagctgg caggctacct aagtcgacat gcacagctgt ggtcggagtt tcgtgctgca 
420 

tcccagcgtc ttcagcgcct caacgaggat cgcgctgggg ccgagatgga acgcgaggtg 
480 

cttacgcgt 
489 

<210> 1274 
<211> 163 
<212> PRT 
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<213> Homo sapiens 


<400> 1274 


Ala 

Gly 

Glu 

Thr 

Gly 

Ala 

Gly 

Lys 

Thr 

Met 

Val Val 

Thr 

Gly 

He 

Gly 

. 1 




5 





10 




15 


Leu 

Leu 

Leu 

Gly 

Asp 

Lys 

Ala 

Asp 

Thr 

Gly 

Leu Val 

Arg 

His 

Gly 

Cys 




20 





25 




30 



Asp 

Arg 

Ala 

Val 

Val 

Glu 

Ala 

Val 

Leu 

Asp 

Thr Pro 

Asp 

Ala 

Gly 

Arg 



35 





40 




45 




Val 

Ser 

Glu 

Leu 

Gly 

Gly 

Thr 

Val 

Glu 

Asp 

Gly Glu 

Val 

He 

Cys 

Ala 


50 





55 




60 





Arg 

His 

lie 

Thr 

Ser 

Arg 

Arg 

Ser 

Arg 

Ala 

Leu Leu 

Gly 

Gly 

Ala 

Gin 

65 





70 





75 




60 

Val 

Thr 

Ala 

Ser 

Gin 

Leu 

Ala 

His 

He 

Val 

Gly Asp 

Gin 

Val 

Thr 

He 





85 





90 




95 


His 

Gly 

Gin 

Ser 

Glu 

Gin 

Val 

Arg 

Leu 

Val 

Asp Ala 

Ala 

Arg 

Gin 

Leu 




100 





10S 




110 



Asp 

val 

Val 

Asp 

Arg 

Ala 

Ala 

Gly 

Asp 

Glu 

Leu Ala 

Gly 

Tyr 

Leu 

Ser 



115 





120 




125 




Arg 

His 

Ala 

Gin 

Leu 

Trp 

Ser 

Glu 

Phe 

Arg 

Ala Ala 

Ser 

Gin 

Arg 

Leu 


130 





135 




140 





Gin 

Arg 

Leu 

Asn 

Glu. 

Asp 

Arg 

Ala 

Gly 

Ala 

Glu Met 

Glu 

Arg 

Glu 

Val 

145 





150 





155 




160 


Leu Thr Arg 


<210> 1275 

<211> 384 

<212> DNA 

<213> Homo sapiens 

<400> 1275 

nngctagcaa gtgcaagtac gagcaaaagt tatcagcaac agcgggaggc tgaacttctc 
60 

gtcgcacggc tagaggggga aatgcacgca cacagcgacc cgaccccgtc gccacaacca 
120 

cccgaggatg cagggttgat tgatgttgcc ctgaaagagg cgaagaaagc ctttgatgaa 
180 

ggcaaggtcg atctaatgga taaactcaat caggagatac ttcgcctggc aaacgaattc 
240 

ggtgcgctcg ggcttgaatc tattgagctt ggctccgacg cgaagatggc agtacgcaaa 
300 . 

ggcaatcaga aatcagcgtt cagcaggctg actcccggtg aacgtctcag gctgcgcatt 
360 

gctacagcca tcgcgttgtt acgc 
384 

<210> 1276 
<211> 128 
<212> PRT 

<213> Homo sapiens 
<400> 1276 

Xaa Leu Ala Ser Ala Ser Thr Ser Lys Ser Tyr Gin Gin Gin Arg Glu 
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1 5 10 15 

Ala Glu Leu Leu Val Ala Arg Leu' Glu Gly Glu Met His Ala His Ser 

20 25 30 

Asp Pro Thr Pro Ser Pro Gin Pro Pro Glu Asp Ala Gly Leu lie Asp 

35 40 45 

Val Ala Leu Lys Glu Ala Lys Lys Ala Phe Asp Glu Gly Lys Val Asp 

50 55 60 

Leu Met Asp Lys Leu Asn Gin Glu He Leu Arg Leu Ala Asn Glu Phe 
65 70 . 75 80 

Gly Ala Leu Gly Leu Glu Ser lie Glu Leu Gly Ser Asp Ala Lys Met 

85 90 , 95 

Ala Val Arg Lys Gly Asn Gin Lys Ser Ala Phe Ser Arg Leu Thr Pro 

100 105 HO 

Gly Glu Arg Leu Arg Leu Arg He Ala Thr Ala He Ala Leu Leu Arg 
115 120 125 

<210> 1277 

<211> 392 

<212> DNA 

<213> Homo sapiens 

<400> 1277 

cagtttcagc cccgctgtgt gtccccaatt cctgtctctc ctaccagccg gattcagaac 
60 

ccagtggctt tcctcagctc tgttctgcct tctctccctg ccatcccacc cacaaatgcc 
120 

atggggctgc ctagaagtgc accatccatg ccatcccagg gattagcgaa gaaaaataca 
180 

aagtctcctc aaccagtgaa tgatgataac attcgtgaaa ctaagaacgc agtgattcga 
240 

gacttgggga aaaaaataac tttcagtgat gtcagaccaa accagcagga gtacaaaatt 
300 

tcaagctttg agcagaggct gatgaatgaa atagagtttc gcttggaacg tactectgtt 
360 

gatgaatcac atgatgaaat tcaacatgat gg 
392 

<210> 1278 

<211> 130 

<212> PRT 

<213> Homo sapiens 


<.400> 1278 


Gin 

Phe 

Gin Pro Arg 

Cys Val Ser 

Pro He 

Pro 

Val 

Ser 

Pro 

Thr 

Ser 

1 


5 


10 





15 


Arg 

lie 

Gin Asn Pro 

Val Ala Phe 

Leu Ser 

Ser 

Val 

Leu 

Pro 

Ser 

Leu 



20 


25 




30 



Pro 

Ala 

He Pro Pro 

Thr Asn Ala 

Met Gly 

Leu Pro Arg Ser Ala Pro 



35 

40 




45 




Ser 

Met 

Pro Ser Gin 

Gly Leu Ala 

Lys Lys 

Asn 

Thr 

Lys 

Ser 

Pro 

Gin 


50 


55 



60 





Pro 

Val 

Asn Asp Asp 

Asn He Arg 

Glu Thr 

Lys 

Asn 

Ala 

Val 

He 

Arg 

65 



70 


75 





80 

Asp Leu 

Gly Lys Lys 

He Thr Phe 

Ser Asp 

Val 

Arg 

Pro 

Asn 

Gin 

Gin 
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85 90 95 

Glu Tyr Lys lie Ser Ser Phe Glu Gin Arg Leu Met Asn Glu lie Glu 

100 105 110 

Phe Arg Leu Glu Arg Thr Pro Val Asp Glu Ser His Asp Glu He Gin 
115 120 125 

His Asp 
130 

<210> 1279 
<211> 297 
<212> DNA 

<213> Homo sapiens 
<400> 1279 

atggagtcgc agactctccg ccacatgatc gaggacgact gcgccgacaa cggcatccca 
60 

ctccccaacg tcaactccag gatcctctct aaggtcatcg agtactgcaa cagtcacgtc 
120 

cacgccgccg ccaaacccgc tgactccgct gcctccgagg gcggcgagga cctcaagagc 
180 

tgggacgcga agttcgtcaa ggtggaccag gctacgctct tcgacctcat cctggctgcc 
240 

aactatctga acatcaaggg attgctggac ctgacctgcc agacgggtgc tgacatg 
.297 

<210> 1280 
<211> 99 
<212> PRT 

<213> Homo sapiens 


<400> 1280 

Met Glu Ser Gin Thr Leu Arg His 

1 5 
Asn Gly He Pro Leu Pro Asn Val 
20 

He Glu Tyr Cys Asn Ser His Val 

35 40 
Ser Ala Ala Ser Glu Gly Gly Glu 

50 55 
Phe Val Lys Val Asp Gin Ala Thr 
65 70 
Asn Tyr Leu Asn He Lys Gly Leu 
85 

Ala Asp Met 


Met He Glu Asp Asp Cys Ala Asp 

10 15 
Asn Ser Arg He Leu Ser Lys Val 
25 30 
His Ala Ala Ala Lys Pro Ala Asp 
45 

Asp Leu Lys Ser Trp Asp Ala Lys 
60 

Leu Phe Asp Leu He Leu Ala Ala 

75 80 
Leu Asp Leu Thr Cys Gin Thr Gly 
90 95 


<210> 1281 
<211> 515 
<212> DNA 

<213> Homo sapiens 
<400> 1281 

acgcgtgaag ggggctttgg aggggatggc ttctggactg cacgatgggt gaacacagtt 
60 
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ttttaaactc ttttccacat ctgtataggt ttgaaaatta tcaacaactc atggggaggg 
120 

tggcgtgcca ggtcatggct gcctggagcc cttctgagga gggccggctc aaccgaggac 
180 

gccctcccca ctaccaagta ggcactgcgg gcaggagtcg ccacccccac cccaaggaag 
240 

ttcagaacag gcaacaggag gagcctgact ccaacagagt tggtgtcatc cggcgcatcg 
300 

ctaaggacgt cacaacacat caactctggg agcccaaggg ggtgtgtggt ccactcaagg 
360 

ggaagatgat ccagaagctc tgctccctcc ctttgctttt gaagaacaca ggagtgacac 
420 

gtggggaatc taccggctta atttcttctt agtaacaggc atagtaggat caaaaaattt 
480 

ttgcttctaa tttttaaaaa cattcaatgt gtaca 
515 

<210> 1282 
<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 1282 

Met Gly Glu His Ser Phe Leu Asn Ser Phe Pro His Leu Tyr Arg Phe 

15 10 15 

Glu Asn Tyr Gin Gin Leu Met Gly Arg Val Ala Cys Gin Val Met Ala 

20 . 25 30 

Ala Trp Ser Pro Ser Glu Glu Gly Arg Leu Asn Arg Gly Arg Pro Pro 

35 40- 45 

His Tyr Gin Val Gly Thr Ala Gly Arg Ser Arg His Pro His Pro Lys 

50 55 60 

Glu Val Gin Asn Arg Gin Gin Glu Glu Pro Asp Ser Asn Arg Val Gly 
65 .70 75 80 

Val He Arg Arg He Ala Lys Asp Val Thr Thr His Gin Leu Trp Glu 

85 90 95 

Pro Lys Gly Val Cys Gly Pro Leu Lys Gly Lys Met He Gin Lys Leu 

100 105 HO 

Cys Ser Leu Pro Leu Leu Leu Lys Asn Thr Gly Val Thr Arg Gly Glu 

115 120 125 

Ser Thr Gly Leu lie Ser Ser 
130 135 

<210> 1283 
<211> 296 
<212> DNA 

<213> Homo sapiens 
<400> 1283 

gaattcctca caatgaactg cagtgtctgg aggaccagtt gggtagcctt actccgggtc 
60 

tccactgcag aacttataca tatatgcttt gtgcacacaa agaaaaacag cagcccaaaa 
120 

gaatcccggc tggggctctt aggagggagg aaagttccca caggtaactc actggttaat 
180 
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tttaaagagc tcaggaaagg aaggaaggat ggctttttct cttgtgagtc aagacaaggt 
240 

cctgatgata accctcccag atcagaacgt aactttcaac ccacgagtgc tgctcn 
296 

<210> 1284 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 1284 


Met Asn Cys 

Ser 

Val 

trp Arg Thr Ser Trp 

Val Ala Leu Leu Arg Val 

1 


5 

10 

15 

Ser Thr Ala 

Glu 

Leu 

lie His He Cys Phe 

Val His Thr Lys Lys Asn 


20 


25 

30 

Ser Ser Pro 

Lys 

Glu 

Ser Arg Leu Gly Leu 

Leu Gly Gly Arg Lys Val 

35 



40 

45 

Pro Thr Gly 

Asn 

Ser Leu Val Asn Phe Lys 

Glu Leu Arg Lys Gly Arg 

50 



55 

60 

Lys Asp Gly 

Phe 

Phe 

Ser Cys Glu Ser Arg 

Gin Gly Pro Asp Asp Asn 

65 



70 

75 80 

Pro Pro Arg 

Ser 

Glu 

Arg Asn Phe Gin Pro 

Thr Ser Ala Ala 



85 

90 



<210> 1285 
<211> 526 
<212>' DNA 

<213> Homo sapiens 
<400> 1285 

gggccccttc ttacctgccc cttccccgtg ccaccaaccc gtagacaggg agggcaagca 
60 

gtgaaaggtc catctagagg aggtaaaaga cagggctgag ggaaaacgcc ttgtacagtc 
120 

aggatggcag atgtactctg tcagggaaga cagccccaca gaaaaggctc ggcttggcca 
180 

agaagcaaca aaagggattc tacacctcag accagggagg gggaatgtgt acaaagattg 
240 

gatttactaa attcagagcc acagactttc aggtacttcg gtgaagatca gtgctctttc 
300 

aaacccacac ttcagaggca ggctttaaaa cgcctgactt ctgtcagggc cacaggctgg 
360 

gctgcccaaa gctcctacgg ggctggggga tccgagagag gacttcccac tagtccaaga 
420 

tgtggtgact agtttcaagc cagagattga ggagcagacc tgatgccctt tcgggcccct 
460 

gctaagaacc tgattcgagg aaaaggaagt gaagacagta acgcgt 
526 

<210> 1286 
<211> 102 
<212> PRT 

<213> Homo sapiens 
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<400> 1286 


Met 

Ala 

Asp 

Val 

Leu Cys Gin Gly Arg Gin Pro 

His Arg Lys 

Gly Ser 

l 




5 . 10 


15 

Ala 

Trp 

Pro 

Arg 

Ser Asn Lys Arg Asp Ser Thr 

Pro Gin Thr 

Arg Glu 




20 

25 

30 


Gly Glu 

Cys 

Val 

Gin Arg Leu Asp Leu Leu Asn 

Ser Glu Pro 

Gin Thr 



35 


40 

45 


Phe 

Arg 

Tyr 

Phe 

Gly Glu Asp Gin Cys Ser Phe 

Lys Pro Thr 

Leu Gin 


50 



55 

60 


Arg 

Gin 

Ala 

Leu 

Lys Arg Leu Thr Ser Val Arg 

Ala Thr Gly 

Trp Ala 

65 




70 75 


80 

Ala 

Gin 

Ser 

Ser 

Tyr Gly Ala Gly Gly. Ser Glu 

Arg Gly Leu 

Pro Thr 





85 90 


95 

Ser 

Pro 

Arg 

Cys 

Gly Asp 




100 


<210> 1287 

<211> 333 

<212> DNA 

<213> Homo sapiens 

<400>, 1287 

acgcgtgaag gggagaggca gctccaggtg gagggaagtg catgaggaag cagagaggca 
60 

ggcgacaggc agcgtggctg gggctgggca ggccttccag tttgattgca gcccagaggt 
120 

caggtgagaa gaaggtacaa caagcaagga aggccccagg aagccactgg gggtgtttga 
180 

gccattgaat attctggatt ttaggacatt tctgtggctg actccactgc catcagagtt 
240 

catccacccc aactccagcc tgagagtgct ggggcactgg gcactccgga attcttcaaa 
300 

gctctgatgc aacatgtccc cagggtgtct gac 
333 

<210> 1288 

<211> 105 

<212> PRT 

<213> Homo sapiens 


<400> 1288 


Met 

Leu 

His 

Gin 

Ser 

Phe Glu Glu 

Phe 

Arg 

Ser 

Ala Gin Cys Pro 

Ser 

1 




5 



10 


15 


Thr 

Leu 

Arg 

Leu 

Glu 

Leu Gly Trp 

Met 

Asn 

Ser 

Asp Gly Ser Gly 

val 




20 



25 



30 


Ser 

His 

Arg 

Asn 

Val 

Leu Lys Ser 

Arg 

He 

Phe 

Asn Gly Ser Asn 

Thr 



35 



40. 




45 


Pro 

Ser 

Gly 

Phe 

Leu 

Gly Pro Ser 

Leu 

Leu 

Val 

Val Pro Ser Ser 

His 


50 




55 




60 


Leu 

Thr 

Ser 

Gly 

Leu 

Gin Ser Asn 

Trp 

Lys 

Ala 

Cys Pro Ala Pro 

Ala 

65 





70 



75 


80 

Thr 

Leu 

Pro 

Val 

Ala 

Cys Leu Ser 

Ala 

Ser 

Ser 

Cys Thr Ser Leu 

His 





85 



90 


95 


Leu 

Glu 

Leu 

Pro 

Leu 

Pro Phe Thr 

Arg 
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100 105- 

<210> 1289 

<211> 336 

<212> DNA 

<213> Homo sapiens 

<400> 1289 

acgcgtgtct gtgtacaggt ggaaggggat gggtatgaga tggtgcagcg tgtgcatggg 
60 

cacggcgtat ggtgtgtgag tgcactcgtg tgccggagag ctgtaagctg ctggctgagt 
120 

cctgcacggt ggaggaggca aggtggcccc tgcctgtggg cacagagccc accttccggt 
180 

ccagcccgag gcccctttcc cagagccccc tcccaagggg ccataccacc tgcatcccca 
240 

agatggcgtg gggcgtccct ggtgcaggag caggggacag tcagggaggc gtgtggcgga 
300 

cagtagcagc cccccagccc ccctcccccc accggt 
336 

c210> 1290 
<211> 89 
<212> PRT 

<213> Homo sapiens 
<400> 1290 


Met Val 

Cys 

Glu 

Cys 

Thr 

Arg 

Val Pro Glu 

Ser Cys Lys Leu Leu 

Ala 

1 


5 



10 

15 


Glii Ser 

Cys 

Thr 

Val 

Glu 

Glu 

Ala Arg Trp 

Pro Leu Pro Val Gly Thr 



20 




25 

30 


Glu Pro 

Thr 

Phe 

-Arg 

Ser 

Ser 

Pro Arg Pro 

Leu Ser Gin Ser Pro 

Leu 


35 





40 

45 


Pro Arg 

Gly 

His 

Thr 

Thr 

Cys 

He Pro Lys 

Met Ala Trp Gly Val 

Pro 

50 





55 


60 


Gly Ala 

Gly 

Ala 

Gly 

Asp 

Ser 

Gin Gly Gly 

Val Trp Arg Thr Val 

Ala 

65 




70 



75 

80 

Ala Pro 

Gin 

Pro 

Pro 

Ser 

Pro 

His Arg 




85 


<210> 1291 

<211> 379 

<212> DNA 

<213> Homo sapiens 

<400> 1291 

tggccatcca cctctgtcag ctgttccggc aacccattca gatcattgtg gtagtaacga 
60 

atcttctgca acggcccggc accgtccacg cgagccagag gttgatagcc ttcatcctca 
120 

taaacgtaca ggcttgtctg gctgtgttta tgctcctgca ataaccgcaa accatcccag 
180 

gtaaaccggg tttcccccaa cggataccca tcactgccat gctcggtttt ttctatccga 
240 
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cgccccagcg ggtcatacac catcctgacc acgctaccat cgtcattacg cacttcaacc 
300 

agccggcttt cagcgtcata cgcaaaccgc tgcacgccac gcttggcact gcgcttctcg 
360 

accatccgcc caaacgcgt 
379 

<210> 1292 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 1292 


Met Val 

Glu 

Lys 

Arg Ser Ala Lys 

Arg 

Gly Val Gin 

Arg 

Phe 

Ala 

Tyr 

1 



5 


10 



15 


Asp Ala 

Glu 

Ser 

Arg Leu Val Glu 

Val 

Arg Asn Asp 

Asp 

Gly 

Ser 

Val 



20 


25 



30 



val Arg 

Met 

Val 

Tyr Asp Pro Leu 

Gly 

Arg Arg lie 

Glu 

Lys 

Thr 

Glu 


35 


40 



45 




His Gly 

Ser 

Asp 

Gly Tyr Pro Leu 

Gly 

Glu Thr Arg 

Phe 

Thr 

Trp 

Asp 

50 



55 


60 





Gly Leu 

Arg 

Leu 

Leu Gin Glu His 

Lys 

His Ser Gin 

Thr 

Ser 

Leu 

Tyr 

65 



70 


75 




80 

Val Tyr 

Glu 

Asp 

Glu Gly Tyr Gin 

Pro 

Leu Ala Arg 

Val 

Asp 

Gly 

Ala 




85 


90 



95 


Gly Pro 

Leu 

Gin 

Lys lie Arg Tyr 

Tyr 

His Asn Asp 

Leu 

Asn 

Gly 

Leu 



100 


105 



110 



Pro Glu 

Gin 

Leu 

Thr Glu Val Asp 

Gly 







115 120 


<210> 1293 
<211> 340 
<212> DNA 

<213> Homo sapiens 
<400> 1293 

nngccggccg cccgagagct gttcgaggcg tgccgcaacg gggacgtgga acgagtcaag 
60 

aggctggtga cgcctgagaa ggtgaacagc cgcgacacgg cgggcaggaa atccaccccg 
120 

ctgcacttcg ccgcaggttt tgggcggaaa gacgtagttg aatatttgct tcagaatggt 
180 

gcaaatgtcc aagcacgtga tgatgggggc cttattcctc ttcataatgc atgctctttt 

240 

ggtcatgctg aagtagtcaa tctccttttg cgacatggtg cagaccccaa tgcttgagat 
300 

aattggaatt atactcctag agggtggagt gtgctcgcga 
340 

<210> 1294 
<211> 98 
<212> PRT 

<213> Homo sapiens 
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<400> 1294 

Xaa Pro Ala Ala Arg Glu Leu Phe Glu Ala Cys Arg Asn Gly Asp Val 

1 5 10 15 

Glu Arg Val Lys Arg Leu Val Thr Pro Glu Lys Val Asn Ser Arg Asp 

20 .25 30 

Thr Ala Gly Arg Lys Ser Thr Pro Leu His Phe Ala Ala Gly Phe Gly 

35 40 45 

Arg Lys Asp Val Val Glu Tyr Leu Leu Gin Asn Gly Ala Asn Val Gin 

50 55 60 

Ala Arg Asp Asp Gly Gly Leu He Pro Leu His Asn Ala Cys Ser Phe 
65 70 75 80 

Gly His Ala Glu Val Val Asn Leu Leu Leu Arg His Gly Ala Asp Pro 
85 90 95 

Asn Ala 


<210> 1295 

<211> 351 

<212> DNA 

<213> Homo sapiens 


<400> 1295 

ggatcccgga gacctcgtcg gcgaacgtca cctcgtccag ggccgaggcg cggaacaccg 
60 

acgtgtcgat gccctcgccc tcgatgcagt cggtcagcgg tacgacggcg ccgcgggagg 
120 

cgaaggtgcc gatctggctg cgctcggcgt agaccagcga cggcggttcg cccgacgcca 
180 

cggaggagag gaactgctgg atgtcgaggt caccctcgat cagcttgacc ttggcgtcgc 
240 

cgagctcctc cttcgcccgg tcgagccgca ccgtcgcgat ctcgtcgccg gcaccgaagc 
300 

ccatcacctc gacctcgccg gagagcttcg ccccgctgtc gaaagacgcg t 
351 

<210> 1296 
<211> 75 
<212> PRT 

<213> Homo sapiens 
<400> 1296 

Gly Ser Arg Arg Pro Arg Arg Arg Thr Ser Pro Arg Pro Gly Pro Arg 

1 5 10 15 

Arg Gly Thr Pro Thr Cys Arg Cys Pro Arg Pro Arg Cys Ser Arg Ser 

20 25 30 

Ala Val Arg Arg Arg Arg Gly Arg Arg Arg Cys Arg Ser Gly Cys Ala 

35 40 45 

Arg Arg Arg Pro Ala Thr Ala Val Arg Pro Thr Pro Arg Arg Arg Gly 

50 55 60 

Thr Ala Gly Cys Arg Gly His Pro Arg Ser Ala 
65 70 75 

<210> 1297 
<211> 356 
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<212> DNA 

<213> Homo sapiens 

<400> 1297 

gtgcacccgg attcccattg ccaccgactt cgagtaaact ccagtcccga ggacacgaga 
60 

gacacccagg' cctcaggccc catgggcacg ctccacgcca cggctcctac cagagggaca 
120 

gatacactct acaaatctcg gggcccacca caccaagaag acacggagga gccaacaaaa 
180 

gaaggaccat acgaaatgca cccccaaagc aaccaaccaa tccaagaaaa aatacgtctc 
240 

agggttctgt gggccctctt gcatgggctg ccc'tgccccc 1 ctgttctggc ctggctcaag 
300 

caccttaccc cagcctgctc gaaagagccc tggctaccag agcagagcac tggcct 
356 

<210> 1298 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 1298 

Met Gly Thr Leu His Ala Thr Ala Pro Thr Arg Gly Thr Asp Thr Leu 

1 * 5 10 15 

Tyr Lys Ser Arg Gly Pro Pro His Gin Glu Asp Thr Glu Glu Pro Thr 

20 25 30 

Lys Glu Gly Pro Tyr Glu Met His Pro Gin Ser Asn Gin Pro lie Gin 

35 40 45 

Glu Lys lie Arg Leu Arg Val Leu Trp Ala Leu Leu His Gly Leu Pro 

50 55 60 

Cys. Pro Pro Val Leu Ala Trp Leu Lys His Leu Thr Pro Ala Cys Ser 
65 70 .75 80 

Lys Glu Pro Trp Leu Pro Glu Gin Ser Thr Gly 
85 90 

<210> 1299 
<211> 307 
<212> DNA 

<213> Homo sapiens 
<400> 1299 

ggatccactt ctaagatgtc tcactcacgt ggtgatggca gcaggcctca gactctggtg 
60 

gttgttggca ggatgtctca gttccttgcc atgtgggtct ctacacaggg cagcttcctg 
120 

tgtctttgcc atatggcaac tgagaatgat cttggctacc ttctccagcc cgggagtcgg 
180 

gagttttctg gggtggggtc acgggtcttg cccggagttc gccctggcaa aggcctgtgc 
240 

cagtgatcct ggagcggagc gaagtgtttc cgtgactctg cagccgcagt tcttagggct 
300 

tccttag 
307 
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<210> 1300 

<211> 90 

<212> PRT 

<213> Homo sapiens 

<400> 1300 

Met Ala Ala Gly Leu Arg Leu Trp Trp Leu Leu Ala Gly Cys Leu Ser 

1 5 10 IS 

Ser Leu Pro Cys Gly Ser Leu His Arg Ala Ala Ser Cys Val Phe Ala 

20 25 30 

He Trp Gin Leu Arg Met He Leu Ala Thr Phe Ser Ser Pro Gly Val 

35 40 - - 45 

Gly Ser Phe Leu Gly Trp Gly His Gly Ser Cys Pro Glu Phe Ala Leu 

50 55 60 

Ala Lys Ala Cys Ala Ser Asp Pro Gly Ala Glu Arg Ser Val Ser Val 
65 70 75 80 

Thr Leu Gin Pro Gin Phe Leu Gly Leu Pro 
85 90 

<210> 1301 

<211> 408 

<212> DNA 

<213> Homo sapiens 

<400> 1301 

ctgagcaagt taaaagaagt tcttgaattt tataacttta ttttgacaaa ctattataaa 
60 

gttgagccta tttcctttga tgcagtatac gctgaaggtt tggaaatggc tgagttcttg 
12 0 

cgccctatgg tgtcagatac gattacactt ttgcatgacc ttagaaggtc tggcgcaaac 
180 

atcatgtttg aaggcgcgca agggtctttg ttggatgttg atcatggtac ttacccgtat 
240 

gtgacttcat ctaatacgac tgcgggcgga gcgccagcgg gaacaggttt tggtcctttg 
300 

tacttagatt atgtattagg tatcactaag gcttatacga ctcgcgttgg ttctggacct 
360 

ttccctactg agttgtttga cgaagatggt gagcgtcttg gtacgcgt 
408 

<210> 1302 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<400> 1302 

Leu Ser Lys Leu Lys Glu Val Leu Glu Phe Tyr Asn Phe He Leu Thr 

1 5 ~ 10 15 

Asn Tyr Tyr Lys Val Glu Pro He Ser Phe Asp Ala Val Tyr Ala Glu 

20 25 30 

Gly Leu Glu Met Ala Glu Phe Leu Arg Pro Met Val Ser Asp Thr He 

35 40 45 

Thr Leu Leu His Asp Leu Arg Arg Ser Gly Ala Asn He Met Phe Glu 
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50 55 60 

Gly Ala Gin Gly Ser Leu Leu Asp Val Asp His Gly Thr Tyr Pro Tyr 
65 70 75 80 

Val Thr Ser Ser Asn Thr Thr Ala Gly Gly Ala Pro Ala Gly Thr Gly 

85 90 95 

Phe Gly Pro Leu Tyr Leu Asp Tyr Val Leu Gly He Thr Lys Ala Tyr 

100 105 HO 

Thr Thr Arg Val Gly Ser Gly Pro Phe Pro Thr Glu Leu Phe Asp Glu 

115 120 125 

Asp Gly Glu Arg Leu Gly Thr Arg 
130 135 

<210> 1303 

<211> 1037 

<212>DNA 

<213> Homo sapiens 

<:400> 1303 

gccggggggg ggatgctatc taacatcttc atgttcaacc cagagaagaa acatcccgcc 
60 

gtttgccctg gggccctctc atcccacatc attttttcaa cccttcccca ncctttcnga 
120 

aatagggcca accccttaaa aancaaatnt tcanataaac ccttttccct ccaccctttt 
180 

cccatcccat cctttttccc tcacaaacac aaacaaaang cctctttcct ttgccatttc 
240 

cactcctttt ggaagaaaca ggccctgttc cctccctgct caccacttca cccagctcag 
300 

ctggcacaaa aatactgcca ccacaccttc accctgccta gcccaacctg gcagggcctc 
'360 

ggagtagcct gccagctaaa atacgggttg cccagataac tgtgaatgtc agataagaat 
420 

cttctgggac aagtatgtcc catgccatat ttgggacata cttacactaa taaatttctg 
480 

tttatctgaa actcaaattt gcctgggcgt cctgtacttt tcttaactaa atttggtgcc 
540 

tctacacaca aggtccctgg ggtggggggg cacaggagca agccccttcc caggctgggt 
600 

ccctgccggc atctcccaca ggccaggact ggccacccag atggagcccg tgccaggcag 
660 

ccggcgacag acggacaaag gctgctcagg agacactgca caccttcctc tttcttgtct 
720 

gggggctcaa gaatccagac gcccacctcc ccgagcgagc accaagacag gaagccaacc 
780 

tgcaatgccc agcccactgc gaccacaggg ctctgccggg gtcctgccgg aacccagggt 
840 

tccggtccag aagccaggga taaatgccgc ttctcctata gggacggtca gagtagagag 
900 

ggggaggcct acagtctcac ctgcagggag aggaagtcct cggggcgggc acgtgggggg 
960 

cctgacagct ccgagcacac ccggccacag tgaccacgga ctgcacacgc agaagcagtc 
1020 

tggatcccac gcgtggc 
1037 
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<210> 1304 

<211> 132 

<212> PRT 

<213> Homo sapiens 

<400> 1304 


Met Glu 

Pro 

Val 

Pro Gly Ser Arg Arg Gin Thr 

Asp Lys Gly Cys Ser 

l 



5 10 

15 

Gly Asp 

Thr 

Ala 

His Leu Pro Leu Ser Cys Leu 

Gly Ala Gin Glu Ser 


20 

25 

30 

Arg Arg 

Pro 

Pro 

Pro Arg Ala Ser Thr Lys Thr 

Gly Ser Gin Pro Ala 


35 


40 

45 

Met Pro 

Ser 

Pro 

Leu Arg Pro Gin Gly Ser Ala 

Gly Val Leu Pro Glu 

50 



55 

60 

Pro Arg 

val 

Pro 

Val Gin Lys Pro Gly He Asn 

Ala Ala Ser Pro He 

65 



70 75 

80 

Gly Thr 

Val 

Arg 

Val Glu Arg Gly Arg Pro Thr 

Val Ser Pro Ala Gly 



85 90 

95 

Arg Gly 

Ser 

Pro 

Arg Gly Gly His Val Gly Gly 

Leu Thr Ala Pro Ser 



100 

105 

110 

Thr Pro 

Gly 

His 

Ser Asp His Gly Leu His Thr 

Gin Lys Gin Ser Gly 


115 


120 

125 

Ser His 

Ala 

Trp 



130 






<210> 1305 
<211> 775 
<212> DNA 

<213> Homo sapiens 
<400> 1305 

nacgcgttct gcgaggccat gcgggtctat gccccgcggc cgttgacctc gcccacactc 
60 

ccggccccgc tgcgggtgga gagacgtcgg gccctctacg ggtcctggta cgagtttttc 
120 

ccgcgctctc agggtgctta tgtcgatgcg gacggtcact gggtttcagg tactttcgac 
180 

acctcctggg agcgcctgga cgccgccgct gcgatgggat ttgacgttgt ttacctgccc 
240 

gcgatccatc ccatgggcca agccttccgc aagggcaagg acaacaccct gaccccaggt 
300 

ccggacgatc cgggatcgcc gtgggccatc ggatcgtctg atggcggcca tgacaccatt 
360 

caccccgacc taggcacctt cgacgacctc gaccgtttcg tggcccacgc tcatgaccta 
420 

ggcatggagg tggccctaga ttttgccttg caagcctcac cagaccaccc gtgggtacac 
480 

cagcacccgg agtggttcac gacccgcgtt gatggcacca tcgcctatgc agaaaattca 
540 

cccaaaaagt atcaggacat ctacccgatc aacttcgaca atgaccctga cggtatctac 
600 

caggaatgct tgcggctgct ggagttatgg atctcccacg gcgtgacgat tttccgcgtc 
660 
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gataatccac ataccaagcc tctgaatttc tgggcctggc tcatggaaca ggttcatcgt 
720 

cgtcaccccg aggtcatctt cctggcagag gccttcaccc gtcccgagat gatca 
775 

<210> 1306 

<211> 258 

<212> PRT 

<213> Homo sapiens 


<400> 1306 


Xaa Ala 

Phe 

Cvs 

Glu 

Ala 

Met 

Arg 

Val 

Tyr 

Ala 

Pro 

Arg 

Pro 

Leu 

Thr 




5 





10 





15 


Ser Pro 

Thr 

Leu 

Pro 

Ala 

Pro 

Leu 

Arg 

Val 

Glu 

Arg 

Arg 

Arg 

Ala 

Leu 



2 0 





25 





30 



fvr Glv 

Ser 

Trn 

Tvr 

Glu 

Phe 

Phe 

Pro 

Arg 

Ser 

Gin 

Gly 

Ala 

Tyr 

Val 







40 





45 




rto^ nla 

Asp 

Glv 

His 

Tro 

Val 

Ser 

Glv 

Thr 

Phe 

Asp 

Thr 

Ser 

Trp 

Glu 






55 





60 





Arg Leu 

7\ en 

Ala 

Ala 

Ala 

Ala 

Met 

Glv 

Phe 

Asd 

Val 

Val 

Tyr 

Leu 

Pro 





70 





75 





80 

Ala He 

His 

Pro 

Met 

Gly 

Gin 

Ala 

Phe 

Arg 

Lys 

Gly 

Lys 

Asp 

Asn 

Thr 




85 





90 





95 


Leu Thr 

Pro 

Gly 

Pro 

Asp 

Asp 

Pro 

Gly 

Ser 

Pro 

Trp 

Ala 

He 

Gly 

Ser 



100 





105 





110 



Ser Asp 

Gly 

Gly 

His 

Asp 

Thr 

lie 

His 

Pro 

Asp 

Leu 

Gly 

Thr 

Phe 

Asp 


115 





120 





125 




Asp Leu 

Asp 

Arg 

Phe 

Val 

Ala 

His 

Ala 

His 

Asp 

Leu 

Gly 

Met 

Glu 

Val 

130 





135 





14 0 





Ala Leu 

Asp 

Phe 

Ala 

Leu 

Gin 

Ala 

Ser 

Pro 

Asp 

His 

Pro 

Trp 

Val 

His 

145 



150 





155 





160 

Gin His 

Pro 

Glu 

Trp 

Phe 

Thr 

Thr 

Arg 

Val 

Asp 

Gly 

Thr 

He 

Ala 

Tyr 




165 





170 





175 


Ala Glu 

Asn 

Ser 

Pro 

Lys 

Lys 

Tyr 

Gin 

Asp 

He 

Tyr 

Pro 

He 

Asn 

Phe 



160 





185 





190 



Asp Asn 

Asp 

Pro 

Asp 

Gly 

He 

Tyr 

Gin 

Glu 

Cys 

Leu 

Arg 

Leu 

Leu 

Glu 


195 





200 





205 




Leu Trp 

He 

Ser 

His 

Gly 

Val 

Thr 

He 

Phe 

Arg 

Val 

Asp 

Asn 

Pro 

His 

210 





215 





220 





Thr Lys 

Pro 

Leu 

Asn 

Phe 

Trp 

Ala 

Trp 

Leu 

Met 

Glu 

Gin 

Val 

His 

Arg 

225 




230 





235 





240 

Arg His 

Pro 

Glu 

val 

He 

Phe 

Leu 

Ala 

Glu 

Ala 

Phe 

Thr 

Arg 

Pro 

Glu 



245 





250 





255 



Met He 


<210> 1307 

<211> 624 

<212> DNA 

<213> Homo sapiens 

<400> 1307 

cggccggtgg ggagtgccaa gccccaggct ccctgcatcc cacttctggt gaggtcagtg 
60 
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atgctgggca catgcggtca gggccctgtg cctgagccgt ggaactccac agccattcca 
120 

catgttcagt cccacaccct gaggccaagg caccccgagt ccctgaggga gcaaggccct 
180 

gccacccgag gctgccgctg cagaggcaaa cagccccgag caaggcccgg caaccccagg 
240 

ctgtggctgc atggggcaaa cacagcctgg cctgaggctg ccggccagtc ggggtggcca 
300 

taggctaacg agaagccagg gcctccctcc ccactgggct ttccacaaaa acctgactaa 
360 

tgtccaggga cagccaaagg ccttgaggtc agctgggtgg aacacctttc ccctaccatc 
420 

ccgagatatt gtcttcttgg atggagtttt caaagccctc catgtggagg tctcgggatg 
480 

agaggcctcg gctgagctct gtgcagagga gcaggaagct gcagaatggg cacccgcctc 
540 

cctcccagca cctccagtcg ctgccacgcc ccaagctcct gagctgctct gcccaagacc 
600 

tcccccaacc ttggtctgac gcgt 
624 

<210> 1308 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 1308 

Met Ala Thr Pro Thr Gly Arg Gin Pro Gin Ala Arg Leu Cys Leu Pro 

15 10 15 

His Ala Ala Thr Ala Trp Gly Cys Arg Ala Leu Leu Gly Ala Val Cys 

20 25 30 

Leu Cys Ser Gly Ser Leu Gly Trp Gin Gly Leu Ala Pro Ser Gly Thr 

35 40 45 

Arg Gly Ala Leu Ala Ser Gly Cys Gly Thr Glu His Val Glu Trp Leu 

50 55 60 

Trp Ser Ser Thr Ala Gin Ala Gin Gly Pro Asp Arg Met Cys Pro Ala 
65 70 75 80 

Ser Leu Thr Ser Pro Glu Val Gly Cys Arg Glu Pro Gly Ala Trp His 
85 90 95 

Ser Pro Pro Ala 
100 

<210> 1309 
<211> 563 
<212> DNA 

<213> Homo sapiens 
<400> 1309 

ntgatcatcg ccaaccacca gtccaactat gacctgttcg tgtttggcac gggagtgccc 
60 

taccgtactg tgtgtatcgg caaaaagagc ctgaaatggg tgccgctgtt cggtcagttg 
120 

ttctggctgg cgggcaatgt gttgattgac cggggcaacg cgcacaaggc gcgccgctca 
180 
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atgctcacca 

ccacccacac 

cttgcagcat 

240 



y y ^cn»civ»y v»o 

acttccratcia 

aaccttgctg 

300 



attgccgcag 

gtgtgccgat 

cgtgcaggtg 

360 



ctcaatcgtt 

gggacagtgg 

cgatatttta 

420 



ggactgacgt 

tggatgacat 

gccacggttg 

480 



tgcattgagg 

caatggaccg 

cgagctggaa 

540 



gaagggcgtt 

aacgactacg 

cgt 

563 




aaagacacat cgatctgggt atttgccgaa 
ccgttcaaga aaggtgcgtt ccagatggcg 
tgtgtcagca cgtatgtgaa gcacatgaag 
attcgctcgt tgccgccaat tcctacgacc 
atggagacct gccgtcaaca aatgcgcgag 
atcgtccctt gtaggaacga attggctcgc 


<210> 1310 
<211> 183 
<212> PRT 

<213> Homo sapiens 
<400> 1310 

Xaalle lie Ala Asn His Gin Ser Asn Tyr Asp Leu Phe Val Phe Gly 

15 10 15 

Thr Gly Val Pro Tyr Arg Thr Val Cys lie Gly Lys Lys Ser Leu Lys 

20 25 30 

trp Val Pro Leu Phe Gly Gin Leu Phe Trp Leu Ala Gly Asn Val Leu 

35 40 45 

He Asp Arg Gly Asn Ala His Lys Ala Arg Arg Ser Met Leu Thr Thr 

50 55 60 

Thr His Thr Leu Gin His Lys Asp Thr Ser He Trp Val Phe Ala Glu 
65 70 75 80 

Gly Thr Arg Asn Phe Gly Glu Thr Leu Leu Pro Phe Lys Lys Gly Ala 

85 90 95 

Phe Gin Met Ala He Ala Ala Gly Val Pro He Val Gin Val Cys Val 

100 105 HO 

Ser Thr Tyr Val Lys His Met Lys Leu Asn Arg Trp Asp Ser Gly Asp 

115 120 125 

He Leu He Arg Ser Leu Pro Pro He Pro Thr Thr Gly Leu Thr Leu 

130 135 140 

Asp Asp Met Pro Arg Leu Met Glu Thr Cys Arg Gin Gin Met Arg Glu 
145 150 155 160 

Cys He Glu Ala Met Asp Arg Glu Leu Glu He Val Pro Cys Arg Asn 

165 170 175 

Glu Leu Ala Arg Glu Gly Arg 
180 

<210> 1311 

<21l> 674 

<212> DNA 

<213> Homo sapiens 

<400> 1311 

gagcttgacg acgcccaacg tgacatcctt gtatcaggcg ggtacttgac caatgatccc 
60 
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tccagggccg acccggcaca caccgtcggg ctgacggatg atctgagctg ggtcaagcgc 
120 

atctcccggc cgccgaaagc cggaatacca cgaggcgctg gatcggcgat tctgttcaca 
180 

gggctgaccc ccgatcagga tcgactgacc aacgagtggg cgcaggcgca cgggttgggg 
240 

gaattttatg tcatggcccc ccgaatcctc ggtgatgtcc cgctgccaac gatcaccatc 
300 

gtcgcgaccg tcaccttcat cgtgttgtcg gccatcatgg cgggcctgtt ggcgaaggag 
360 

gagagagccg ccaacagtga tctggtgacc agcctcaaac gcatcggatt gggcaggcgt 
420 

tgggtggacc aggtcatcct tgtggaggtg gctaccacaa tgctggccgc cctgatatgc 
480 

ggggtgatct cctcggttgt cgcggtgtgg ctcacaggca ggatcctgtc gggagccttg 
540 

gacctgcttg gggccgcgtg gtgggtcttc ggtgcgttgg ccgccgggat gttcggtgga 
600 

tccttgctgg gggccgccat ccatcgccgt taccacttcg acatgagagc tacctgatcc 
660 

acgaccccgt gaca 
674 

<210> 1312 
<211> 196 
<212> PRT 

<213> Homo sapiens 
<400> 1312 


Met 

Asp 

Gly 

Gly 

Pro 

Gin 

Gin 

Gly 

Ser 

Thr Glu 

His Pro Gly 

Gly 

Gin 

1 




5 





10 


15 


Arg 

Thr 

Glu 

Asp 

Pro 

Pro 

Arg 

Gly 

Pro 

Lys Gin 

Val Gin Gly 

Ser 

Arg 




20 





25 


30 



Gin 

Asp 

Pro 

Ala 

Cys 

Glu 

Pro 

His 

Arg 

Asp Asn 

Arg Gly Asp 

His 

Pro 



35 





40 



45 



Ala 

Tyr 

Gin 

Gly 

Gly 

Gin 

His 

Cys 

Gly 

Ser His 

Leu His Lys 

Asp 

Asp 


50 





55 




60 



Leu 

Val 

His 

Pro 

Thr 

Pro 

Ala 

Gin 

Ser 

Asp Ala 

Phe Glu Ala 

Gly 

His 

65 





70 




75 



80 

Gin 

lie 

Thr 

Val 

Gly 

Gly 

Ser 

Leu 

Leu 

Leu Arg 

Gin Gin Ala 

Arg 

His 





85 





90 


95 


Asp 

Gly 

Arg 

Gin 

His 

Asp 

Glu 

Gly 

Asp 

Gly Arg 

Asp Asp Gly 

Asp 

Arg 




100 





105 


110 



Trp 

Gin 

Arg 

Asp 

He 

Thr 

Glu 

Asp 

Ser 

Gly Gly 

His Asp He 

Lys 

Phe 



115 





120 



125 



Pro 

Gin 

Pro 

Val 

Arg 

Leu 

Arg 

Pro 

Leu 

Val Gly 

Gin Ser He 

Leu 

He 


130 





135 




140 



Gly 

Gly 

Gin 

Pro 

Cys 

Glu 

Gin 

Asn 

Arg 

Arg Ser 

Ser Ala Ser 

Trp 

Tyr 

145 





150 




155 



160 

Ser 

Gly 

Phe 

Arg 

Arg 

Pro 

Gly 

Asp 

Ala 

Leu Asp 

Pro Ala Gin 

lie 

lie 





165 





170 


175 


Arg 

Gin 

Pro 

Asp 

Gly 

Val 

Cys 

Arg 

Val 

Gly Pro 

Gly Gly He 

He 

Gly 




180 





185 


190 



Gin 

Val 

Pro 

Ala 
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195 . 

<210> 1313 

<211> 367 

<212> DNA 

<213> Homo sapiens 

<400> 1313 

cgaatatcca tgcagccgcg ccaggtggca ggtgcaggtg gtgcggcagg ggctgcagcg 
60 

gtggtggcag ctagcgtagg acagtcacga gatttaggag ataaaataga aggtggcggc 
120 

aaggaaggga gaggacagag cctggtgtga ctcctgggtt tctggtgtgt atagctggtg 
180 

gacagtggtg tctttgccaa gaggggagcc ctggaagagg agaggtttgc agggcaggtg. 

240 

ctgagtccgg ttttggacac gctgaatttg aggtatctgt cagatatgag acccaaaagg 
300 

tgagggcggg gaagtggatg tgcaggccct gagctctggg aggggtctgg gtatgctgtg 
360 

gtcatga 
367 

<210> 1314 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 1314 


Met 

Thr 

Thr 

Ala 

Tyr 

Pro Asp Pro 

Ser 

Gin 

Ser 

Ser 

Gly 

Pro 

Ala 

His 

1 




5 



10 





15 


Pro 

Leu 

Pro 

Arg 

Pro 

His Leu Leu 

Gly 

Leu 

He 

Ser 

Asp 

Arg 

Tyr 

Leu 




20 



25 





30 



Lys 

Phe 

Ser 

Val 

Ser 

Lys Thr Gly 

Leu 

Ser 

Thr 

Cys 

Pro 

Ala 

Asn 

Leu 


35 



40 





45 




Ser 

Ser 

Ser 

Arg 

Ala 

Pro Leu Leu 

Ala 

Lys 

Thr 

Pro 

Leu 

Ser 

Thr 

Ser 


50 




55 




60 





Tyr 

Thr 

His 

Gin 

Lys 

Pro Arg Ser 

His 

Thr 

Arg 

Leu 

Cys 

Pro 

Leu 

Pro 

65 





70 



75 





80 

Ser 

Leu 

Pro 

Pro 

Pro 

Ser lie Leu 

Ser 

Pro 

Lys 

Ser 

Arg 

Asp 

Cys 

Pro 





85 



90 





95 


Thr 

Leu 

Ala 

Ala 

Thr 

Thr Ala Ala 

Ala 

Pro 

Ala 

Ala 

Pro 

Pro 

Ala 

Pro 




100 



105 





110 



Ala 

Thr 

Trp 

Arg 

Gly 

Cys Met Asp 

He 









115 120 


<210> 1315 
<211> 5245 
<212> DNA 

<213> Homo sapiens 
<400> 1315 

nntccggaga ccatggacga agattcttcg ttgagagatt atactgtaag cttggactct 
60 
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gacatggatg atgcatctaa 
12 0 

gaagctttga gtccttgtcc 
180 

tcttctagtt ctggagttaa 
240 

cataccgatg gaaaaagtag 
300 

cttaatattc ctcatgtggt 
360 

ggacgggaca ctacccagct 
420 

gaaaagaggc gtgctataga 
480 

agacagaaaa tgggaaggac 
540 

tctcctctac gagaggaagc 
600 

aaagaaaagg aatcacaaaa 
660 

gagagcatgg agaatcctca 
720 

gagaagcagt ggaacctggc 
780 

gaatatacca aatccattga 
840 

caacgcttgt cacttcagca 
900 

atttcacctc cacaaccctc 
960 

gcaggcctgt catcagccat 
1020 

>tctccacagt cttctaacag 
1080 

aggccaaatg agttaaaaat 
1140 

gatagccttc ctcggttaag 
1200 

tttgtatgtt ttggggatga 
1260 

gttaaaaagg aggaattgga 
1320 

gaaaaggaaa tcaaaccttt 
1380 

gagactgtat gtctgacacc 

1440 

aaacccgttt tcccacccac 
1500 

gatttgaaac cccctgaaaa 
1560 

aaagaacaat ttgatgatga 
1620 

aaagcagaaa atgatatggc 
1680 



ftn at* era t a 

daytaCtyta 

aftfa r>c*A aer f 
ciy uaLLaoy u 

o a cts ppanp 
daUydLtay L, 

L L i~y u- Lyoau 

tyyaayCdyu 

L t» LUQaCiOPO 

tyCt.LyyyCd 

Ldaa L LLLay 

gttyycctct 

yaoatyy uyi# 

agcccagaaa 

aayddddLyy 

agcautccuu 

actgtagtga 

ggcgggtgca 

gaagatgaga 

aactgatgga 

caaaggagca 

agccaaatgg 

ctaaagtctc 

aagcccctca 

gaagaaactt 

aaagttaaat 

tcatccctgc 

ggagatgtta 

atgcagafcga 

tccacagaaa 

Cayotucgay 

tgcaccattc 

uccucagac u. 

gaaaagtgca 


adCdCCttty 

adtCydatv- L 

>»an<if ^ ^ ♦* f»a 

ydyy LLLLLd 

LLady LUaay 


Cay L Udaayy 


auui»Lyyaav 

tgagtcaaca 

gtctctgaag 

aaatgaggac 

caattgaatc 

tgctccaaaa 

aatgttaatc 

ggctgatgta 

cctgttgaaa 

ccagaaagta 

tgctgtggat 

aatgaaacgg 

gcagctttgt 


ttcgaactgg caacaccagg 
ctcagccagg cagcagtget 
aaaaattcag gaaactgaat 
ctacaccaga aggctctgaa 
aagaaacagg gcttccacag 
atcttaggat gaaactagaa 
aagctgcttt taccaaacag 
aaaagaaagg ggatgggata 
aagtatatac tgatcgagca 
agtcactggc agatataaaa 
caactacacc tattgatcct 
taaatgaagg agagatttta 
attttctaca acaagaaatg 
gagagcaaca atcttgggtg 
attttaaacc ttctaagcag 
cccctcgtcc tactcaccca 
ttaaaagtca aaggactcct 
tgacacctcc tcggtctgtg 
ttcctattca aactaggtca 
aatccaaacc taaagaggaa 
agcgtggaca taatccagaa 
tcctatcact gcctgtcaca 
aacccacaga accccctcct 
tgattgaagt ttccctctca 
aatatgatgg agaaagtgat 
tcttttttaa ggatgatcaa 
tggagaaaag attaagaagg 
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gaaaaggaaa ctcagctccg 
1740 

gaaacaaggc gtaaaactga 
1800 

gaatttatta ggcaagaata 
1860 

acagtaatta aaccccgtcc 
1920 

cacagagatc atattgaatc 
1980 

tctttggcat cgctgaacac 
2040 

agatcagagt ctgtagaagg 
. 2100 

aaagactggg agaatgcatc 
2160 

ccaaagctct acaaagaacc 
2220 

gctcattgct gtttggctgg 
2280 

atggagaaat cagatgccaa 
2340 

agatctttat acacttattg 
2400 

cctaaatcta tcactaaaaa 
2460 

cagtttagcc acatacccgc 
2520 

agccatttat ggcagaccaa 
2580 

tagaagttgg gaaatacttg 
2640 

gcctatagaa aatctttcta 
2700 

gctctgttgt catgaacaac 
2760 

caattaagtg ataagtccaa 
2820 

atgtgttatc aggttcacct 
2860 

tattagttgg atttatcatt 
2940 

gctttttttt aaccttttaa 
3000 

ctgggggttt attctaagat 
3060 

aaatatacct ttagaagtaa 
3120 

tagttttaca gtaaccctca 
3180 

taagtattta caactctatt 
3240 

ggaggtgttg taaagagctg 
3300 


gaaacaacag ttggaagcag 
ggaagaacgt cagaagaaag 
tatgaggcgg aaacaactga 
tcaagtagta aaacaaaaaa 
ccccaaaaca ccaataaagg 
gggtgataac gagagtgtac 
cttcttatct ccaagtcgtt 
aacaacttct tcagtggctt 
cagtgcaaaa tccaataagc 
aaaagtaaat gaaggtcaga 
caacttctta atcttgttcc 
cccagaaact gaagaaatca 
aatgattgaa ggactttaca 
taaaacttta tctgccagtg 
aagaccagta acacccaaaa 
cttcagaaca ttcatggtaa 
attgccaaca agacttttat 
tggaatgtaa accacagtat 
atgatgaagg aaatgtttta 
gcttgatatt agatacatta 
gaaatatggt taagattaca 
tgtatattct tgtcttcaga 
acctttgtat tttatttcat 
ctcgcacctt tcttatgatg 
tattttaatg gtgttacagc 
tattattcac tcaagtatta 
ctagtaggtt cgctttaaac 


aaatggagca taagaaggag 
aagatgagag agcacgcaga 
aactaatgga agatatggat 
aacagcgacc aaaatctatt 
gtcctccagt ctctagcctt 
attcaggcaa gaggacgcca 
gtggcagtcg aaatggagaa 
ctggaacaga atatacagga 
acataataca aaatgcttta 
agaaaaaaat actggaggaa 
gggattcagg atgccagttc 
ataaactgac tgggataggc 
aatataattc tgacaggaaa 
ttgatgcaat taccattcat 
aacttttacc cactaaggca 
atttgcactt catctttcct 
taattaaaac tggacattaa 
tttggagtgc agaacattct 
attcacaaat ggagatttgt 
aagcactgaa ttttcatgga 
aattatgtgt tttatttgtt 
tggtttgcta tttttctctc 
gtggagatca tgaaagtagg 
ttaagagaaa cactagtgtt 
atttgcaaaa attattctgc 
acattctcta ttaaataaga 
cacatgagct taaccaagaa 
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tatgttatga gaagttgctg attaaatcag 
3360 

agaataattt agattgttct tttaacaaaa 
3420 

ctttataagt tggcagaagt gaatgacact 
3480 

agacttcctg aaacaagttc tcaagaagtc 
3540 

ttatatttag aatttttaaa catgtacaaa 
3600 

cattatttta cttatattgg gtttttcttc 
3660 

gaataagtat acacttgaaa tctcctctac 
3720 

gagggttagt tggggaaaaa cttcattctc 
3780 

gttatatttc agtgttgtga caaatgtgta 
3640 

aagtgagatg cgtagtttgt tttctgtcat 
3900 

tctaattgag ttgtttagag aaagaactaa 
3960 

aaagaagaat aggagtggga agcccctgag 
4020 

ggcatcagtg catctgggtt atcaacattt 
4080 

ttatgttctt atatttatgt atatttgtta 
4140 

ccaatacctg tgcaagatac atgtgtagct 
4200 

taagagacca ggatatgtaa ctcttatatt 
4260 

atggatatta aaaatgggga attgcacatt 
4320 

ttagaaggaa atgatagtca aatacacgtt 
4380 

tgaatctaat caaaatgtga atagtagtca 
4440 

ctaaatttgt tcatttcaat attaactaaa 
4500 

tacttcgcta ttaaataaag aaaattggat 
4560 

caggaccacc ctttattctt aaatttgtgt 
4620 

ggtctaaagg tagaatgtga atattgccac 
4680 

ctttattaat gcagaaggaa tatggatata 
4740 

ggtgcagctt ttttttaatt atgtttttaa 
4800 

taaagtctga ggattttcgt caaccttact 
4860 

tcaaattatt atgataacta ttccattaag 
4920 


tgctgttttt acaccacttc tggccaactc 
aaggctttct atctctttta aagtaagtca 
ttgagagtag tctttcaatc tgaagatgta 
tttacattat atttataact catataaaaa 
gggctacatt ttaattttaa aatagcttca 
attttaatcc ttttcaagtg gaatggctta 
atgatctttg ttctttaaca gtgtatacca 
aggaaaagac ttgaatgatt atgtgaccct 
aactagcggg ggaagacagt attgtatcat 
gggaagtaga gataaaaata tgtacatttc 
tgtctcacgt gatgtattta cttattttaa 
ctgtactttt ctattattat aaggccttta 
tctcaaatgc tgtcaatatt ttactgtaat 
aaactgtaaa aaaatttcac agattttttt 
caaaactatt tgtgatctac tgtttgcatg 
ttaagtgtat acatattgtg tatataacat 
ttaccttttg gacagtaatt tctatcacag 
tagattaaaa ctagtttaaa aaattataaa 
aaaggataat ttaataagca ttttacgtta 
tttccctcat caaagcaatc tttgtgatat 
gcaagacaat ggagaaactt taaaactaaa 
gtgtccaaca gttgaattga atgtctataa 
agagttcatt gctctcagta taagatttta 
tttctttaag tctgcagatt tttttattat 
aattatacag ttgaaaaata tgccatttca 
gaaacacact ggtgctttca tcatcagagg 
tttgccaaac atttgtcgtg gttaccagtg 
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cagcctgtca aa'ttctgcta tttgacacag ctttggaaag atttagttct tggtttttcc 
4980 

gttttgtatt agaatgactg ttacagtttt atttggctgt ttaaagccaa attcagctat 
5040 

ttaattatgg tttcatggac actgttgagc aatgtacagt gtatggtgtg cttacctgtc 
5100 

cactctagag cattgcttac aggttttttg ttttttaaga tgctgtgctg taaaatactg 
5160 

tcatacttgc tatttcctgg tacagtgtag tttttcccct ttcatttgaa taaaagcatg 
5220 

gcaccaaaaa aaaaaaaaaa aaaaa 
5245 

<210> 1316 
<211> 856 
<212> PRT 

<213> Homo sapiens 


<400> 1316 


Met Asp 

Glu 

Asp 

Ser 

Ser 

Leu 

Aro 

Asp 

Tvr 

Thr 

Val 

Ser 

Leu 

Asp 

Ser 




5 





10 





15 


Asp Met 

Asp 

Asp 

Ala 

Ser 

Lvs 

Leu 

Leu 

Gin 

Asp 

Tyr 

Asp 

He 

Arg 

Thr 



20 





25 





30 



Gly Asn 

Thr 

Arcr 

Glu 

Ala 

Leu 

Ser 

Pro 

Cys 

Pro 

Ser 

Thr 

Val 

Ser 

Thr 


35 





40 





45 




Lys Ser 

Gin 

Pro 

Gly 

Ser 

Ser 

Ala 

Ser 

Ser 

Ser 

Ser 

Gly 

Val 

Lys 

Met 

50 





55 





60 





Thr Ser 

Phe 

Ala 

Glu 

Gin 

Lys 

Phe 

Arg 

Lys 

Leu 

Asn 

His 

Thr 

Asp 

Gly 

65 




70 





75 





80 

Lys Ser 

Ser 

Gly 

Ser 

Ser 

Ser 

Gin 

Lys 

Thr 

Thr 

Pro 

Glu 

Gly 

Ser 

Glu 




85 





90 





95 


Leu Asn 

He 

Pro 

His 

val 

Val 

Ala 

Trp 

Ala 

Gin 

He 

Pro 

Glu 

Glu 

Thr 



100 





105 





110 



Gly Leu 

Pro 

Gin 

Gly 

Arg 

Asp 

Thr 

Thr 

Gin 

Leu 

Leu 

Ala 

Ser 

Glu 

Met 


115 





120 





125 




Val His 

Leu 

Arg 

Met 

Lys 

Leu 

Glu 

Glu 

Lys 

Arg 

Arg 

Ala 

He 

Glu 

Ala 

130 





135 





140 





Gin Lys 

Lys 

Lys 

Met 

Glu 

Ala 

Ala 

Phe 

Thr 

Lys 

Gin 

Arg 

Gin 

Lys 

Met 

145 




150 





155 





160 

Gly Arg 

Thr 

Ala 

Phe 

Leu 

Thr 

Val 

Val 

Lys 

Lys 

Lys 

Gly 

Asp 

Gly 

He 




165 





170 





175 


Ser Pro 

Leu 

Arg 

Glu 

Glu 

Ala 

Ala 

Gly 

Ala 

Glu 

Asp 

Glu 

Lys 

Val 

Tyr 



180 





185 





190 



Thr Asp 

Arg 

Ala 

Lys 

Glu 

Lys 

Glu 

Ser 

Gin 

Lys 

Thr 

Asp 

Gly 

Gin 

Arg 


195 





200 





205 




Ser Lys 

Ser 

Leu 

Ala 

Asp 

He 

Lys 

Glu 

Ser 

Met 

Glu 

Asn 

Pro 

Gin 

Ala 

210 





215 





220 





Lys Trp 

Leu 

Lys 

Ser 

Pro 

Thr 

Thr 

Pro 

He 

Asp 

Pro 

Glu 

Lys 

Gin 

Trp 

225 




230 





235 





240 

Asn Leu 

Ala 

Ser 

Pro 

Ser 

Glu 

Glu 

Thr 

Leu 

Asn 

Glu 

Gly 

Glu 

He 

Leu 




245 





250 





255 


Glu Tyr 

Thr 

Lys 

Ser 

He 

Glu 

Lys 

Leu 

Asn 

Ser 

Ser 

Leu 

His 

Phe 

Leu 



260 





265 





270 



Gin Gin 

Glu 

Met 

Gin 

Arg 

Leu 

Ser 

Leu 

Gin 

Gin 

Glu 

Met 

Leu 

Met 

Gin 
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275 





280 




285 




Met 

Arg 

Glu 

Gin 

Gin 

Ser 

Trp Val 

He Ser 

Pro 

Pro 

Gin 

Pro 

Ser 

Pro 


290 





295 




300 





Gin 

LVS 

Gin 

He Arg Asp 

Phe 

Lys 

Pro Ser 

Lys 

Gin 

Ala 

Gly 

Leu 

Ser 

305 





310 




315 





320 

Ser 

Ala 

He 

Ala 

Pro 

Phe 

Ser 

Ser 

Asp Ser 

Pro 

Arg 

Pro 

Thr 

His 

Pro 





325 




330 





335 


Ser 

Pro 

Gin 

Ser 

Ser 

Asn 

Arg 

Lys 

Ser Ala 

Ser 

Phe 

Ser 

Val 

Lys 

Ser 




340 





345 




350 



Gin 

Arcr 

Thr 

Pro Arg 

Pro 

Asn 

Glu 

Leu Lys 

lie 

Thr 

Pro 

Leu 

Asn 

Arg 



355 





360 




365 




Thr 

Leu 

Thr 

Pro 

Pro 

Ara 

Ser 

Val 

Asp Ser 

Leu 

Pro 

Arg 

Leu 

Arg 

Arg 


370 





375 




380 





Phe 

Ser 

Pro 

Ser 

Gin 

Val 

Pro 

He 

Gin Thr 

Arcr 

Ser 

Phe 

Val 

Cys 

Phe 






390 




395 





400 

<jj.y 

Asp 

Asp 

Gly Glu 

Pro 

Gin 

Leu 

Lys Glu 

Ser 

Lvs 

Pro 

Lvs 

Glu 

Glu 





405 




410 





415 


Val 

voi 

T.vre • 

T .VfC 
Liy o 

Glu 

Glu 


Glu 

Ser 

Lys Gly 

Thr 

Leu 

Glu 

Gin 

Arq 

Gly 
* 




420 





425 




430 



nib 

Asn 

Pro 

Glu 

Glu 


Glu 

He 

Lys Pro 

Phe 

Glu 

Ser 

Thr 

val 

Ser 



435 





440 




445 




OiU 

Val 

Leu 

Ser 

Leu 

Pro 

Val 

Thr 

Glu Thr 

Val 

Cvs 

Leu 

Thr 

Pro 

Asn 


450 





455 




460 





OlU 


Gin 

Leu 

Asn 

Gin 

Pro 

Thr 

Glu Pro 

Pro 

Pro 

Lvs 

Pro 

Val 

Phe 

465 





470 




475 





480 

Pro 

Pro 

Thr 

Ala 

Pro 

Lys 

Asn 

Val 

Asn Leu 

He 

Glu 

Val 

Ser 

Leu 

Ser 





485 




490 





495 


A en 

Leu 

Lys 

Pro 

Pro 

Glu 

Lvs 

Ala 

Asp Val 

Pro 

Val 

Glu 

Lys 

Tyr 

Asp 




500 





505 




510 



Glv 

Glu 

Ser 

Asp 

Lys 

Glu 

Gin 

Phe 

Asp Asp 

Asd 

Gin 

Lys 

Val 

Cys 

Cys 



515 





520 




525 




Glv 

Phe 

Phe 

Phe 

Lys 

Asd 

Asp 

Gin 

Lys Ala 

Glu 

Asn 

ASp 

Met 

Ala 

Met 


530 




1 

535 




540 





Lys 


Ala 

Ala 

Leu 

Leu 

Glu 

Lys 

Arg Leu 

Arg 

Arg 

Glu 

Lys 

Glu 

Thr 

545 





550 




555 





560 

Gin 

Leu 

Arcr 

Lys 

Gin 

Gin 

Leu 

Glu 

Ala Glu 

Met 

Glu 

His 

Lys 

Lys 

Glu 





565 




570 





575 


Glu 

Thr 

Arcr 

Arg Lys 

Thr 

Glu 

Glu 

Glu Arg 

Gin 

Lys 

Lys 

Glu 

Asp 

Glu 




580 





585 




590 



Arcr 

Ala 

Arcr 

Arg 

Glu 

Phe 

He 

Arg 

Gin Glu 

Tyr 

Met 

Arg 

Arg 

Lys 

Gin 



595 





600 




605 




Leu 

Lvs 

Leu 

Met 

Glu 

Asp 

Met 

Asp 

Thr Val 

He 

Lys 

Pro 

Arg 

Pro 

Gin 


610 





615 




620 





Val 

Val 

Lys 

Gin 

Lys 

Lys 

Gin Arg 

Pro Lys 

Ser 

He 

His 

Arg 

Asp 

His 

625 





630 




635 





640 

lie 

Glu 

Ser 

Pro 

Lys 

Thr 

Pro 

He 

Lys Gly 

Pro 

Pro 

Val 

Ser 

Ser 

Leu 





645 




650 





655 


Ser 

Leu 

Ala 

Ser 

Leu 

Asn 

Thr Gly 

Asp Asn 

Glu 

Ser 

Val 

His 

Ser 

Gly 




660 





665 




670 



Lys 

Arg 

Thr 

Pro 

Arg 

Ser 

Glu 

Ser 

Val Glu 

Gly 

Phe 

Leu 

Ser 

Pro 

Ser 



675 





680 




685 




Arg 

Cys 

Gly 

Ser Arg 

Asn 

Gly Glu 

Lys Asp 

Trp 

Glu 

Asn 

Ala 

Ser 

Thr 


690 





695 




700 





Thr 

Ser 

Ser 

Val 

Ala 

Ser 

Gly Thr 

Glu Tyr 

Thr 

Gly 

Pro 

Lys 

Leu 

Tyr 
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705 




710 


715 




720 

Lys 

Glu 

Pro 

Ser 

Ala Lys Ser 

Asn 

Lys His He 

He 

Gin Asn Ala 

Leu 




725 


730 



735 


Ala 

His 

Cys 

Cys 

Leu Ala Gly Lys 

Val Asn Glu 

Gly Gin Lys 

Lys 

Lys 




740 



745 


750 



He 

Leu 

Glu 

Glu 

Met Glu Lys 

Ser 

Asp Ala Asn 

Asn 

Phe Leu 

He 

Leu 



755 



760 



765 



Phe Arg Asp 

Ser 

Gly Cys Gin 

Phe 

Arg Ser Leu 

Tyr 

Thr Tyr 

Cys 

Pro 


770 



775 



780 




Glu 

Thr 

Glu 

Glu 

He Asn Lys 

Leu 

Thr Gly He 

Gly Pro Lys 

Ser 

He 

785 




790 


795 




800 

Thr 

Lys 

Lys Met 

He Glu Gly 

Leu 

Tyr Lys Tyr 

Asn 

Ser Asp Arg 

Lys 





805 


810 



815 


Gin 

Phe 

Ser 

His 

He Pro Ala 

Lys 

Thr Leu Ser 

Ala 

Ser Val 

Asp 

Ala 




820 



825 


830 



He 

Thr 

He 

His 

Ser His Leu 

Trp 

Gin Thr Lys 

Arg 

Pro Val 

Thr 

Pro 



835 



840 



84 5 



Lys 

Lys 

Leu 

Leu 

Pro Thr Lys Ala 







850 855 


<210> 1317 

<211> 1123 

<212> DNA 

<213> Homo sapiens 

<400> 1317 

ncggccgagg gcattcacct caacatggca gcaggcagcg gtgtccccgg cagtggactg 
60 

ggcgaggagg tgccctgtgc catgatggag ggtgtggcag cctacaccca gacagagccc 
120 

gagggtagcc agcctagcac catggacgcc accgcagtag caggcatcga gaccaagaaa 
180 

gagaaggagg acctgtgctt gctaaagaag gaggagaagg aggagccagt agccccggag 
240 

ctggcaacaa cggtgcctga gagcgcagag cctgaggcag aggcggacgg ggaggagctg 
300 

gacggcagcg acatgtcagc catcatctat gaaatcccca aggagcctga gaagaggcgg 
360 

cggagcaagc ggtcgcgggt gatggatgct gacggcctgc tcgagatgtt ccactgccca 
420 

tacgagggct gcagccaagt ctacgtggcc ctcagcagct tccagaacca cgtcaatctt 
480 

gtgcatcgga aaggaaagac caaagtgtgc cctcatcctg gctgtggcaa gaagttctat 
540 

ttatccaacc acctgcggcg gcacatgatc atccattcag gtgtccgtga attcacctgc 
600 

gagacctgcg gcaagtcctt caagaggaag aaccacctgg aggtacatcg gcgcacccac 
660 

accggcgaga cccccctgca gtgcgtgatc tgtggctacc agtgccggca gcgcgcgtcg 
720 

ctcaactggc acatgaagaa gcacactgcg gaggtgcagt acaacttcac gtgcgatgcc 
780 

tgcgggaagc gcttcgagaa gctggacagc gtcaagttcc acacgctcaa aagccacccg 
840 
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gatcacaagc ccacctgacc cacctgacca ctgaccgccc ctatttattc gtccgctcgg 
900 

acaccacagc ccgggcttgc cggggcctgg acagctgcga gggccggccg gaccgcgggc 
960 

cggaaggagc gcccccgccc cgccccagag ctggcgcccc tgggcaggtt ccccaccccg 
1020 

ccccaccgca tccttctcgg agctggtgcc tggggctgca ttgctggaac tgtgtcaaga 
1080 

gagcagagtg agattaaaga gcgagaaagg aaaaaaaaaa aaa 
1123 

<210> 1318 

<211> 285 

<212> PRT 

<213> Homo sapiens 

<400> 1318 


Xaa Ala Glu Gly 

He 

His 

Leu 

Asn 

Met 

Ala 

Ala Gly 

Ser 

Gly 

Val 

Pro 

1 


5 





10 





15 


Gly Ser Gly 

Leu 

Gly 

Glu 

Glu 

Val 

Pro 

Cys 

Ala 

Met 

Met 

Glu 

Gly 

Val 

20 





25 





30 



Ala Ala Tyr 

Thr 

Gin 

Thr 

Glu 

Pro 

Glu 

Gly 

Ser 

Gin 

Pro 

Ser 

Thr 

Met 

35 





40 





45 




Asp Ala Thr Ala 

Val 

Ala 

Gly 

He 

Glu 

Thr 

Lys 

Lys 

Glu 

Lys 

Glu 

Asp 

50 




55 





60 





Leu Cys Leu 

Leu 

Lys 

Lys 

Glu 

Glu Lys 

Glu 

Glu 

Pro 

Val 

Ala 

Pro 

Glu 

65 



70 





75 





80 

Leu Ala Thr Thr 

Val 

Pro 

Glu 

Ser 

Ala 

Glu 

Pro 

Glu 

Ala 

Glu 

Ala 

Asp 



85 





90 





95 


Gly Glu Glu 

Leu 

Asp 

Gly 

Ser 

Asp 

Met 

Ser 

Ala 

He 

He 

Tyr 

Glu 

He 

100 





105 





110 



Pro Lys Glu 

Pro 

Glu 

Lys 

Arg 

Arg 

Arg 

Ser 

Lys 

Arg 

Ser 

Arg 

Val 

Met 

115 





120 





125 




Asp Ala Asp 

Gly 

Leu 

Leu 

Glu 

Met 

Phe 

His 

Cys 

Pro 

Tyr 

Glu 

Gly 

Cys 

130 




135 





140 





Ser Gin Val 

Tyr 

Val 

Ala 

Leu 

Ser 

Ser 

Phe 

Gin 

Asn 

His 

Val 

Asn 

Leu 

145 


150 





155 





160 

Val His Arg 

Lys 

Gly 

Lys 

Thr 

Lys 

Val 

Cys 

Pro 

His 

Pro 

Gly 

Cys 

Gly 


165 





170 





175 


Lys Lys Phe 

Tyr 

Leu 

Ser 

Asn 

His 

Leu 

Arg 

Arg 

His 

Met 

He 

He 

His 

180 





185 





190 



Ser Gly Val 

Arg 

Glu 

Phe 

Thr 

Cys 

Glu 

Thr 

Cys Gly 

Lys 

Ser 

Phe 

Lys 

195 





200 





205 




Arg Lys Asn 

His 

Leu 

Glu 

Val 

His 

Arg 

Arg 

Thr 

His 

Thr 

Gly 

Glu 

Thr 

210 




215 





220 



Ala 


Pro Leu Gin 

Cys 

Val 

He 

Cys 

Gly Tyr 

Gin 

Cys 

Arg 

Gin 

Arg 

Ser 

225 


230 





235 





240 

Leu Asn Trp 

His 

Met 

Lys 

Lys 

His 

Thr 

Ala 

Glu 

Val 

Gin 

Tyr 

Asn 

Phe 


245 





250 





255 


Thr Cys Asp 

Ala 

Cys 

Gly 

Lys 

Arg 

Phe 

Glu 

Lys 

Leu 

Asp 

Ser 

Val 

Lys 

260 





265 





270 



Phe His Thr 

Leu 

Lys 

Ser 

His 

Pro 

Asp 

His 

Lys 

Pro 

Thr 




275 




280 





285 
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<210> 1319 
<211> 538 
<212> DNA 

<213> Homo sapiens 
<400> 1319 

cgggagcgga gcccagctct tggctggtga tgagggcctg gaagcagatg gcctctcagt 
60 

cctccatttg ggaggactcc caaaatagtg caggctcgag ggggtgggga atggctcctg 
120 

ctgaatgtgt gaatgggtcc ctgggtgctt tccttcctct gggagctccg tgggagagtg 
180 

gagtcgatgc caagtcagag agcagttggg gaggaaccca gaagccctgg gatggtgtct 
240 

gcatgggaat gtgtagggag gcagccacaa tgggcctggg ccttcctttc tctccttcct 
300 

gtccccctcc cccatccccc tctctcctcc cttccttctg gaaacccagt actgggggaa 
360 

acacacacag gtgggatgca ggtatccggg aagctcatag aagctgccac gctgctggag 
420 

tttgcctcat acaggagcgt gggcatgccc cgcgtggagt tgtgctgtgt gtgtgcatat 
480 

gtatggttgt gtgtgcatgg gggtggggga ttctgacctg gggtcactcc caaagctt 
538 

<210> 1320 

<211> 169 - 
<212> PRT 

<213> Homo sapiens 


<400> 1320 


Met Arg 

Ala 

Trp 

Lys Gin Met 

Ala Ser 

Gin 

Ser 

Ser 

lie 

Trp 

Glu 

Asp 

1 



5 


10 





15 


Ser Gin 

Asn 

Ser 

Ala Gly Ser 

Arg Gly 

Trp 

Gly 

Met 

Ala 

Pro 

Ala 

Glu 



20 


25 





30 



Cys Val 

Asn 

Gly 

Ser Leu Gly 

Ala Phe 

Leu 

Pro 

Leu 

Gly 

Ala 

Pro 

Trp 

35 



40 




45 




Glu Ser 

Gly 

Val 

Asp Ala Lys 

Ser Glu 

Ser 

Ser 

Trp 

Gly 

Gly 

Thr 

Gin 

50 



55 




60 





Lys Pro 

Trp 

Asp 

Gly Val Cys 

Met Gly 

Met 

Cys 

Arg 

Glu 

Ala 

Ala 

Thr 

65 



70 



75 





80 

Met Gly 

Leu 

Gly 

Leu Pro Phe 

Ser Pro 

Ser 

Cys 

Pro 

Pro 

Pro 

Pro 

Ser 


85 


90 





95 


Pro Ser 

Leu 

Leu 

Pro Ser Phe 

Trp Lys 

Pro 

Ser 

Thr 

Gly 

Gly 

Asn 

Thr 



100 


105 





110 



His Arg 

Trp 

Asp 

Ala Gly lie 

Arg Glu 

Ala 

His 

Arg 

Ser 

Cys 

His 

Ala 


115 



120 




125 




Ala Gly 

Val 

Cys 

Leu lie Gin 

Glu Arg 

Gly 

His 

Ala 

Pro 

Arg 

Gly 

Val 

130 



135 




140 





Val Leu 

Cys 

Val 

Cys lie Cys 

Met Val 

Val 

Cys 

Ala 

Trp 

Gly 

Trp 

Gly 

145 


150 



155 





160 

lie Leu 

Thr 

Trp 

Gly His Ser 

Gin Ser 









165 
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<210> 1321 
<2X1> 1292 
<212> DNA 


<213> Homo 

sapiens 


<400> 1321 



nacgcgtacc 

gtcgctgatc 

tcccccgtgg 

60 



cggaacgcag 

caatgatccg gcgtcagtgc 

120 



cgcccggatc 

gctcacggta cgcaacgacg 

180 



atcgtcaaga 

agatttacaa 

caacaatgtc 

240 



atggtcgtca 

atgctcgcgg 

tatcgcctac 

300 



tcgtcggccc 

agcgatatgt 

cgcagagggt 

360 



ctaacgaacg 

ccactcacac 

cgaggtgcga 

420 



craagagctgg 

gcactcccca 

tgcccgacgg 

480 



gcagctgtgc 

accgagctaa 

gcagggggcc 

540 



cgtcagctct 

atcccgatga 

ggcggaactg 

600 



gctctcgaaa 

tccatttgca 

acccgaggaa 

660 



cagcggtggg 

acagtagaga 

cgtttcgcgg 

720 



gttttcaccg 

agctggagga 

cctgtggcac 

780 



tcccgcttcg 

tcacccacct 

tcgctatctg 

840 



tctcacgttg 

acctggacat 

tgtgggactc 

900 



gcagctagcc 

aagtggccga 

gcacatatcg 

960 



gaaatcaact 

acatcgcctt 

acacaccacc 

1020 



gactgacgat 

cgcgcacctg 

ttaaggctca 

1080 



gaccttcctg 

ccggaaagcc 

agcaccaaag 

1140 



aattcccacc 

ccgacatcca 

agaggtcagg 

1200 



gggggggttt 

gcatgctcag gggtgggggc 

1260 



caggactgtt 

ccactagtaa 

agcccctgcc 

1292 




<210> 1322 
<211> 317 
<212> PRT 


tcgtgaccaa cgcggccggg ttcaccatct 
tctcagtcac cgcaggatga cccggtgcaa 
aagcagggat cgctcagacc cgggcacgtc 
cttctcggcg tcaacggttc ggggaccgaa 
ggacgacacc gcggggagat cgtcgatgcc 
gcctatcgca cgaccgccat cgcatcactg 
gtggcacagg caatcgtcga attggcgcgc 
atgatgctgc ccatcctcga tcacctcgtc 
gtcatcgatt ttcccctgga atgggaagtc 
ggccgacgcg ctgtcgaaat cgtcgacggt 
tgggtggcat tctccctgca cttcatcaat 
accatgtcga tgactcagac gatctgcgac 
gttgagatcg accgttcgtc catgagcgca 
ttcgctcggg cctcggacaa caagcagctc 
atgtcagatc gctacccaga agccacattg 
aaagcaatcg gcaacgacct gacggaagcc 
cggctctaca acgaggtgat ggggatggat 
tcggtagtgg gcaatacaca aaatggcgat 
tcacccagat caaaattcag atgcgtgcct 
ggggggttgt tgggggtggt gggtgggggt 
tttgttgaag ccatcatgaa gttgcaaacc 
tt 
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<213> Homo sapiens 
<400> 1322 

Met He Arg Arg Gin Cys Ser Gin Ser Pro Gin Asp Asp Pro Val Gin 

1 5 10 15 

Arg Pro Asp Arg Ser Arg Tyr Ala Thr Thr Lys Gin Gly Ser Leu Arg 

20 25 30 

Pro Gly His Val He Val Lys Lys He Tyr Asn Asn Asn Val Leu Leu 

35 40 45 

Gly Val Asn Gly Ser Gly Thr Glu Met Val Val Asn Ala Arg Gly He 

50 55 60 

Ala Tyr Gly Arg His Arg Gly Glu He Val Asp Ala Ser Ser Ala Gin 
65 70 75 80 

Arg Tyr Val Ala Glu Gly Ala Tyr Arg Thr Thr Ala He Ala Ser Leu 

85 90 95 

Leu Thr Asn Ala Thr His Thr Glu Val Arg Val Ala Gin Ala He Val 

100 105 HO 

Glu Leu Ala Arg Glu Glu Leu Gly Thr Pro His Ala Arg Arg Met Met 

115 120 125 

Leu Pro He Leu Asp His Leu Val Ala Ala Val His Arg Ala Lys Gin 

130 135 140 

Gly Ala Val He Asp Phe Pro Leu Glu Trp Glu Val Arg Gin Leu Tyr 
145 150 155 160 

Pro Asp Glu Ala Glu Leu Gly Arg Arg Ala Val Glu He Val Asp Gly 

165 170 175 

Ala Leu Glu He His Leu Gin Pro Glu Glu Trp Val Ala Phe Ser Leu 

180 185 190 

His Phe He Asn Gin Arg Trp Asp Ser Arg Asp Val Ser Arg Thr Met 

195 200 205 

Ser Met Thr Gin Thr He Cys Asp Val Phe thr Glu Leu Glu Asp Leu 

210 215 : - 220 

Trp His Val Glu He Asp Arg Ser Ser Met Ser Ala Ser Arg Phe Val 
225 230 235 240 

Thr His Leu Arg Tyr Leu Phe Ala Arg Ala Ser Asp Asn Lys Gin Leu 

245 250 255 

Ser His Val Asp Leu Asp He Val Gly Leu Met Ser Asp Arg Tyr Pro 

260 265 270 

Glu Ala Thr Leu Ala Ala Ser Gin Val Ala Glu His He Ser Lys Ala 

275 280 285 

He Gly Asn Asp Leu Thr Glu Ala Glu He Asn Tyr He Ala Leu His 

290 295 300 

Thr Thr Arg Leu Tyr Asn Glu Val Met Gly Met Asp Asp 
305 310 315 

<210> 1323 
<211> 306 
<212> DNA 

<213> Homo sapiens 
<400> 1323 

cgcgtgatgg gaatgcgtca ctatgatgtt cagttgattg gtggtatcac tctgcacgaa 
60 

ggcaaaattg ctgagatgcg tacaggtgaa ggtaaaaccc tgatgggtac tttagcgtgt 
120 
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tacctcaatg cattgagtgg tcagggtgtg catgtcatca ccgtcaatga ctatcttgca 
180 

caacgtgatg ctgaactcaa ccgcccatta tttgagtttt tgggtttaag catcggtgtg 
240 

atttattcga tgcaaatgcc tgctgagaaa gcacaagctt atttagcaga cattacttac 
300 

ggtacc 
306 

<210> 1324 
<211> 102 
c212> PRT 

<213> Homo sapiens 
<400> 1324 

Arg Val Met Gly Met Arg His Tyr Asp Val Gin Leu He Gly Gly He 

15 10 15 

Thr Leu His Glu Gly Lys He Ala Glu Met Arg Thr Gly Glu Gly Lys 

20 25 30 

Thr Leu Met Gly Thr Leu Ala Cys Tyr Leu Asn Ala Leu Ser Gly. Gin 

35 40 45 

Gly Val His Val He Thr Val Asn Asp Tyr Leu Ala Gin Arg Asp Ala 

50 55 60 

Glu Leu Asn Arg Pro Leu Phe Glu Phe Leu Gly Leu Ser lie Gly Val 
65 70 75 80 

He Tyr Ser Met Gin Met Pro Ala Glu Lys Ala Gin Ala Tyr Leu Ala 

( 85 90 95 

Asp He Thr Tyr Gly Thr 
100 

<210> 1325 

<211> 391 

<212> DNA . 

<213> Homo sapiens 

<400> 1325 

gtgcacatgg gcccactggc gaatccgacg cgcggcctac ggcgcgcaat actggcggcc 
60 

attgtcgccg catgttccgt ctccgctcat gccggaagct ggccagagaa accgatcacg 
120 

atggtcgtgc cgtttcccgc cggaggcggc accgatctcg tggcgcgctc gatccagccg 
180 

cttttgcagc gcgaactcgg acaaccggtg gtgatcgaca accgcagcgg cgcaggcggc 
240 

acgctcggct ccagcttcgt ggcgcgggcc gttgccgacg gctacacggc tggcgtggtc 
300 

accacgagca cccacgcggt aagcgtcgcg ctctatcccc ggctggccta caacccgaca 
360 

gcggactttg catacgccgg cttcatcggc n 
391 


<210> 1326 
<211> 130 
<212> PRT 
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<213> Homo sapiens 
<400> 1326 


Val His 

Met 

Gly 

Pro 

Leu 

Ala 

Asn 

Pro 

Thr 

Arg Gly 

Leu 

Arg 

Arg 

Ala 

1 


5 





10 





15 


He Leu 

Ala 

Ala 
20 

lie 

Val 

Ala 

Ala 

Cys 
25 

Ser 

Val 

Ser 

Ala 

His 
30 

Ala 

Gly 

Ser Trp 

Pro 

Glu 

Lys 

Pro 

He 

Thr 

Met 

Val 

Val 

Pro 

Phe 

Pro 

Ala 

Gly 

35 





40 





45 




Gly Gly 

Thr 

Asp 

Leu 

Val 

Ala Arg 

Ser 

He 

Gin 

Pro 

Leu 

Leu 

Gin 

Arg 

50 





55 





60 





Glu Leu 

Gly 

Gin 

Pro 

Val 

Val 

He 

Asp 

Asn 

Arg 

Ser 

Gly 

Ala 

Gly 

Gly 

65 



70 





75 





80 

Thr Leu 

Gly 

Ser 

Ser 

Phe 

Val 

Ala 

Arg 

Ala 

Val 

Ala 

Asp 

Gly 

Tyr 

Thr 



85 





90 





95 


Ala Gly 

Val 

Val 

Thr 

Thr 

Ser 

Thr 

His 

Ala 

Val 

Ser 

Val 

Ala 

Leu 

Tyr 


100 





105 





110 



Pro Arg 

Leu 

Ala 

Tyr 

Asn 

Pro 

Thr 

Ala 

Asp 

Phe 

Ala 

Tyr 

Ala 

Gly 

Phe 


115 120 125 

He Gly 


130 

<210> 1327 
<211> 324 
<212> DNA 

<213> Homo sapiens 
<400> 1327 

nnacgcgtga tttcggaact gcagcagttc gagcagtcgc atggacagag cgacgggagc 
60 

tactggctat ggttcgagct gctgtggcga gactatttcc gctttctgca tcttcggcat 
120 

ggcgctcggc tgtaccgcgc acgcggcctc gcaaatgagg tacggcacgc ggagcgccca 
180 

gatgtgcagg gcttcgagcg ctggcgtcgt gcatcgaccg gcgagccgct cgtcgatgcc 
240 

gcgatgcgcg agctggagac caccggctac ctcagcaaca ggctcagaca ggtggtcgcg 
300 

agctacctcg tgcacgagct ggga 
324 

<210> 1328 
c211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 1328 

Xaa Arg Val He Ser Glu Leu Gin Gin Phe Glu Gin Ser His Gly Gin 

15 10 15 

Ser Asp Gly Ser Tyr Trp Leu Trp Phe Glu Leu Leu Trp Arg Asp Tyr 

20 25 30 

Phe Arg Phe Leu His Leu Arg His Gly Ala Arg Leu Tyr Arg Ala Arg 

35 40 45 

Gly Leu Ala Asn Glu Val Arg His Ala Glu Arg Pro Asp Val Gin Gly 
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50 55 
Phe Glu Arg Trp Arg Arg Ala Ser 
65 70 
Ala Met Arg Glu Leu Glu Thr Thr 
85 

Gin Val Val Ala Ser Tyr Leu Val 
100 

<210> 1329 
<211> 438 
<212> DNA 

<213> Homo sapiens 


60 

Thr Gly Glu Pro Leu Val Asp Ala 

75 80 
Gly Tyr Leu Ser Asn Arg Leu Arg 

90 95 
His Glu Leu Gly 
105 


<400> 1329 

ngtgcacgct tagcattaga tttagcttcc agtggcaaaa ctacgtcgtt gatttcaagc 
60 

ggcgatatcg gcatttacgc gatggcgacc ctggtgtttg aactgctgga tagacaactc 
120 

cagggccttg aagaccatcc tgaatggtta gatgttgaaa tcgatgtggt acctggcatc 
180 

tctgcaatgc aagctggtgc aagtcgtatt ggtgcgatgt taggtcatga cttttgtacg 
240 

gtgagtttgt ctgatttatt aaccccttgg gaaactatta ataaacgtat tcatagtgca 
300 

ggtgaggggg attttgttat ctctttttat aaccctgttt ctaagaaacg tgattggcag 
360 

cttaaccacg cgcgtgatgt attattgaaa taccgtccag catcaacgcc agttttatta 
420 

ggtcgtcagt tgacgcgt 
438 

<210> 1330 
<211> 146 
<212> PRT 

<213> Homo sapiens 
<400> 1330 

xaa Ala Arg Leu Ala Leu Asp Leu Ala Ser. Ser Gly Lys Thr Thr Ser 

1 5 10 15 

Leu lie Ser Ser Gly Asp He Gly He Tyr Ala Met Ala Thr Leu Val 

20 25 30 

Phe Glu Leu Leu Asp Arg Gin Leu Gin Gly Leu Glu Asp His Pro Glu 

35 40 45 

Trp Leu Asp Val Glu He Asp Val Val Pro Gly lie Ser Ala Met Gin 

50 55 60 

Ala Gly Ala Ser Arg He Gly Ala Met Leu Gly His Asp Phe Cys Thr 
65 70 75 80 

Val Ser Leu Ser Asp Leu Leu Thr Pro Trp Glu Thr He Asn Lys Arg 

85 90 95 

He His Ser Ala Gly Glu Gly Asp Phe Val He Ser Phe Tyr Asn Pro 

100 105 HO 

Val Ser Lys Lys Arg Asp Trp Gin Leu Asn His Ala Arg Asp Val Leu 

115 " 120 125 

Leu Lys Tyr Arg Pro Ala Ser Thr Pro Val Leu Leu Gly Arg Gin Leu 
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130 135 140 

Thr Arg 
145 

<210> 1331 

<211> 453 

<212> DNA 

<213> Homo sapiens 

<400> 1331 

gcgtaccgct ccgcggaact ggtgatgatg accgaggcac cgggatgcgg aatcccctgg 
60 

catcttctgg ccggcatcgg acgcatcgaa tccggtcacg ccaacggcgg caagacgacc 
120 

tcggtgggta cgaacgtcac cccgatcctc ggccccatcc tcgacggacg gctggcaggc 
180 

: aacgaagtca ttcgggacac cgacaagggc aatcgacggc gacccactca cgaccgcgcc 
240 

gtcgggccga tgcagttcat tccggccacc tgggccggat atgccagcga cggcaacggg 
300 

gacggaatca aggaccccaa caacgtcttc gatgcggcac tctcggcagc gaagtacctc 
360 

tgcagcggcg gactcaacct gcgcgatgtc gcccaggaga ccaaagctgt tctgcgatac 
420 

aacaactcgg ccgcttacgc agcaaacgtg ate 
453 

<210> 1332 

<211> 151 

<212> PRT 

<213> Homo sapiens 

<400> 1332 


Ala 

Tyr 

Arg 

Ser 

Ala Glu 

Leu 

Val 

Met 

Met Thr Glu 

Ala 

Pro 

Gly 

Cys 

1 




5 




10 



.15 


Gly 

He 

Pro 

Trp 

His Leu 

Leu 

Ala 

Gly 

He Gly Arg 

lie 

Glu 

Ser 

Gly 




20 




25 



30 



His 

Ala 

Asn 

Gly 

Gly Lys 

Thr 

Thr 

Ser 

Val Gly Thr 

Asn 

Val 

Thr 

Pro 



35 




40 



45 




He 

Leu 

Gly 

Pro 

He Leu 

Asp 

Gly 

Arg 

Leu Ala Gly 

Asn 

Glu 

Val 

He 


50 




55 



60 





Arg 

Asp 

Thr 

Asp 

Lys Gly 

Asn 

Arg 

Arg 

Arg Pro Thr 

His 

Asp 

Arg 

Ala 

65 




70 




75 




80 

Val 

Gly 

Pro 

Met 

Gin Phe 

He 

Pro 

Ala 

Thr Trp Ala 

Gly 

Tyr 

Ala 

Ser 





85 




90 



95 


Asp 

Gly 

Asn 

Gly 

Asp Gly 

He 

Lys 

Asp 

Pro Asn Asn 

Val 

Phe 

Asp 

Ala 




100 




105 



110 



Ala 

Leu 

Ser 

Ala 

Ala Lys 

Tyr 

Leu 

Cys 

Ser Gly Gly 

Leu 

Asn 

Leu 

Arg 



115 




120 



125 




Asp 

Val 

Ala 

Gin 

Glu Thr 

Lys 

Ala 

Val 

Leu Arg Tyr 

Asn 

Asn 

Ser 

Ala 


130 




135 



140 





Ala 

Tyr 

Ala 

Ala 

Asn Val 

He 









145 150 


1143 


WO 00/58473 


PCT/US00/08621 


<210> 1333 
<211> 540 
<212> DNA 

<213> Homo sapiens 
<400> 1333 

acgcgtcgcc cacactgttg ccgccgaggc ggctcgagcc gggtgtgagg aaggatccgc 
60 

ggcacagctc gtcggtcaag atgggtctag tgctgctcgt atggcggcgg aggcatccgc 
120 ; 

gcgaagggct aaagcggatg gactaagcca gcttgtcatc gatgtcaatg gagacgccgt 
180 

cagcgtcgcg acggaaatca cccggcctac tcgtctatta gcccttattg gactaaccga 
240 

agtacacggt cgggcgagcg aaatgtgtat tttgctggct cgctgaggcc gttgcagcga 
300 

tacaatgatg aggtgtctaa gtattttccg gtccacccgg agaacccgca gcagcgttct 
360 

ctcaatcaga tcgtcgacat cctgcaccat ggcggtctta tcgcctaccc gacagacacg 
420 

ggttatgcct tcggtgcccg gntagggaat aaggatgccg tggaccggat tcgcaaactt 
480 

cgccagttat ttgacaagca tcacttcacc ctggtcatga gccagtttgc gcaggttggc 
540 

<210> 1334 
<211> 70 
<212> PRT 

<213> Homo sapiens 
<400> 1334 

Val His Pro Glu Asn Pro Gin Gin Arg Ser Leu Asn Gin lie Val Asp 

1 5 10 15 

lie Leu His His Gly Gly Leu lie Ala Tyr Pro Thr Asp Thr Gly Tyr 

20 25 30 

Ala Phe Gly Ala Arg Xaa Gly Asn Lys Asp Ala Val Asp Arg He Arg 

35 40 45 

Lys Leu Arg Gin Leu Phe Asp Lys His His Phe Thr Leu Val Met Ser 

50 55 60 

Gin Phe Ala Gin Val Gly 
65. 70 

<210> 1335 
<211> 748 
<212> DNA 

<213> Homo sapiens 
<400> 1335 

nctctcatac tttttttccc tattcctatc ccccctctct ccgaccgcgt gaagcgttct 
60 

gtgaatgcca agaagaagcg tcgtgaggtc ctcgatcagg cctccggtta ccgtggtcag 
120 

cgctcgcgcc tgtaccgcaa ggccaaggag cagaccctcc attcggccac ttattcgttc 
180 
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cgtgaccgtc gtgctaagaa gggtgacttc cgctcgctgt ggatccagcg catcaatgct 
240 

gcttcccgtg cccagggcat gacctacaac cgtttcatca acggtctgaa gaacgctggc 
300 

gtcgaggtcg accgcaagat gctcgctgag cttgccgtct ccgacattaa cgccttcaac 
360 

agcctggtcg aggtcgctaa ggctagccag ccgcagaacg ctgctgcctg agatggccat 
420 

gactggcggg ccgaacgacg actatttggg atgggatcgc atctcgaagg ggtcattgcg 
480 

ttcggcccgt cgtctttcat ctcggcgcgg acgcgatgag tccgggctgt tcttggtaga 
540 

aggtgcgcag gcagttcgtg aagccctagc atggccgggt aaagtcaatt tgttggcaac 
600 

ctcggaccca gctcgcgatg ctgagcatgt cgaggtggct acatgtcgtg gcgttcgggt 
660 

cgtggtgctc actgacgagg atgtcaatgc gctttctgat accgtcacca gtcaggggat 
720 

cttcgcggta tgtcggcagg ttacgcgt 
748 

<210> 1336 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<400> 1336 

Xaa Leu He Leu Phe Phe Pro He Pro He Pro Pro Leu Ser Asp Arg 

15 10 15 

Val Lys Arg Ser Val Asn Ala Lys Lys Lys Arg Arg Glu Val Leu Asp 

20 25 30 

Gin Ala Ser Gly Tyr Arg Gly Gin Arg Ser Arg Leu Tyr Arg Lys Ala 

35 40 45 

Lys Glu Gin Thr Leu His Ser Ala Thr Tyr Ser Phe Arg Asp Arg Arg 

50 55 60 

Ala Lys Lys Gly Asp Phe Arg Ser Leu Trp lie Gin Arg He Asn Ala 
65 70 75 80 

Ala Ser Arg Ala Gin Gly Met Thr Tyr Asn Arg Phe He Asn Gly Leu 

85 90 95 

Lys Asn Ala Gly Val Glu Val Asp Arg Lys Met Leu Ala Glu Leu Ala 

100 105 110 

Val Ser Asp He Asn Ala Phe Asn Ser Leu Val Glu Val Ala Lys Ala 

115 120 125 

Ser Gin Pro Gin Asn Ala Ala Ala 
130 135 

<210> 1337 
<211> 364 
<212> DNA 

<213> Homo sapiens 
<400> 1337 

acgcgtgagg ccaggccact gggcaccgcc gttagccagg gcagcctcct tcagtggtca 
60 
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aggcagactc agctcatggg cgagcatgtc agtgaagggc acagcaaggc tcacgagtgg 
120 

gcctcttgcc tcatggtcag tgtgggtcag tgctttcgct gtatgagact acagggtttc 
180 

tctgcctcac catgggggac gattgggtct gggtcacttc ctgctgtggg acctgtcctg 
240 

ggcactgcag gatgtggggc agggctccta cgtgccagct accagatgcc agcagcaccc 
300 

ccagaagtga caaccacaac catctccagg tgttgccagt gtcccctggg ggtcagagtg 

360 

gccc 

364 

<210> 1338 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 1338 

Met Gly Glu His Val Ser Glu Gly His Ser Lys Ala His Glu Trp Ala 

1 5 10 15 

Ser Cys Leu Met Val Ser Val Gly Gin Cys Phe Arg Cys Met Arg Leu 

20 25 30 

Gin Gly Phe Ser Ala Ser Pro Trp Gly Thr lie Gly Ser Gly Ser Leu 

35 40 45 

Pro Ala Val Gly Pro Val Leu Gly Thr Ala Gly Cys Gly Ala Gly Leu 

50 55 60 

Leu Arg Ala Ser Tyr Gin Met Pro Ala Ala Pro Pro Glu Val Thr Thr 
65 70 75 80 ' 

Thr Thr He Ser Arg Cys Cys Gin Cys Pro Leu Gly Val Arg Val Ala 
85 - 90 95 

<210> 1339 
<211> 653 
<212> DNA 

<213> Homo sapiens 
<400> 1339 

cgcgttgtct tcaacatcga cgaaaagcag tgcattgacc tggcgcaccg tggtactgag 
60 

tgggtcgtca ggtacgccga caagtacctc ggcgacgttg agttcggcta cgagtactct 
120 

ccggagatgt ttagccagac ccgcacggac ttcgctatcg acgtctgtca ctccgtgatg 
180 

gacgtgtggc agccggggcc aggccgtgag attatcctta atctgccggc taccgccgag 
240 

atgagtactc cgaacaccta cgccgaccaa atcgagtact tctgccgcaa tatccgtgat 
300 

cgtgagcacg tgtgcgtctc tttgcacccg cacaatgatc gtggcacggc gatcgcggcc 
360 

gccgagttcg cgcagatggc gggcgccgat cgcgtcgagg gctgtttctt tggccccggc 
420 

gagcgcccgg gcaccgtcga cctggtcacc ctgggcatga acctcgtcag ccagggagtt 
480 
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gacgccggta tcgactt'ctc cgacatgccc aagatccgcc 
540 

tgtctgccag taccggcccg ccagccctac tccggcgatc 
600 

ggttcccacc aggacgccat caagaagggt ctggaagacc 
653 

<210> 1340 
<211> 217 
<212> PRT 

<213> Homo sapiens 
<400> 1340 


Arg Val 

Val 

Phe 

Asn 

He 

Asp 

Glu 

Lys 

Gin 

Cys 

He 

Asp 

Leu 

Ala 

His 

1 



5 





10 





15 


Arg Gly 

Thr 

Glu 

Trp 

Val 

Val 

Arg 

Tyr 

Ala 

Asp 

Lys 

Tyr 

Leu 

Gly 

Asp 


20 





25 





30 



Val Glu 

Phe 
35 

Gly 

Tyr 

Glu 

Tyr 

Ser 

40 

Pro 

Glu 

Met 

Phe 

Ser 
45 

Gin 

Thr 

Arg 

Thr Asp 

Phe 

Ala 

He 

Asp 

val 

Cys 

His 

Ser 

val 

Met 

Asp 

Val 

Trp 

Gin 

50 





55 





60 





Pro Gly 

Pro 

Gly 

Arg 

Glu 

He 

He 

Leu 

Asn 

Leu 

Pro 

Ala 

Thr 

Val 

Glu 

65 




70 





75 





80 

Met Ser 

Thr 

Pro 

Asn 
85 

Thr 

Tyr 

Ala 

Asp 

Gin 
90 

He 

Glu 

Tyr 

Phe 

Cys 
95 

Arg 

Asn lie 

Arg 

Asp 

Arg 

Glu 

His 

Val 

Cys 

Val 

Ser 

Leu 

His 

Pro 

His 

Asn 


100 





105 





110 



Asp Arg 

Gly 
115 

Thr 

Ala 

He 

Ala 

Ala 
120 

Ala 

Glu 

Phe 

Ala 

Gin 
125 

Met 

Ala 

Gly 

Ala Asp 

Arg 

Val 

Glu 

Gly Cys 

Phe 

Phe 

Gly 

Pro 

Gly 

Glu 

Arg 

Pro 

Gly 

130 





135 





140 





Thr Val 

Asp 

Leu 

Val 

Thr 

Leu 

Gly 

Met 

Asn 

Leu 

Val 

Ser 

Gin 

Gly 

Val 

145 




150 





155 





160 

Asp Ala 

Gly 

lie 

Asp 
165 

Phe 

Ser 

Asp 

Met 

Pro 
170 

Lys 

lie 

Arg 

Arg 

Thr 

.175 

Val 

Glu Tyr 

Cys 

Thr 
180 

Cys 

Leu 

Pro 

Val 

Pro 
185 

Ala 

Arg 

Gin 

Pro 

Tyr 
190 

Ser 

Gly 

Asp Leu 

Val 

Phe 

Thr 

Ala 

Phe 

Ser 

Gly 

Ser 

His 

Gin 

Asp 

Ala 

He 

Lys 

195 





200 





205 




Lys Gly 

Leu 

Glu 

Asp 

Leu 

Ala 

Arg 

Arg 









210 215 


<210> 1341 
<211> 666 
<212> DNA 

<213> Homo sapiens 
<400> 1341 

accggttgct gatttccttg ttggagtctt caccactatg agcagtgact ccattgtttt 
60 

gcaaagtttc ttgccttgct ttgatcatat tttcacaact ggattcccaa cagaagtgtg 
120 

gcaatctgta atagaaaagt tggcaaagaa aggattatgg cattcatttc tgcttctgtc 
180 


gcaccgtcga gtactgcacc 
tggtcttcac cgccttctcc 
tggcccggcg cgc 
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agcaaaaaaa gaccgattac caagaaatat tcatgtccca gagttatcac tgaaaagtct 
240 

ctttgagaaa tacgttttca ttggacttta tgagaagatg gaacaagtgc ccaagttagt 
300 

ccagtggctc atctccattg gtgcaagtgt tgagactata ggaccgtatc cccttcatgc 
360 

cctcatgcga ctctgtatcc aagccagaga aaaccatctt ttccggtggt taatggatca 
420 

caagcccgag tggaaaggcc gcattaacca gaaggatggg gatggctgca ctgtcctgca 
480 

cgtcgtcgct gcccactccc caggatacct cgttaagcga caaacagagg atgtgcagat 
540 

gctcctgcgc tttggggcag atcccacttt gctggatcga cagtctcggt ctgttgtgga 
600 

tgtcctgaag aggaataaga acttcaaagc catcgagaaa atcaacagtc acttagaaaa 
660 

gctagc 
666 

<210> 1342 
<211> 209 
<212> PRT 

<213> Homo sapiens 


<400> 1342 


Met 

Ser 

Ser 

Asp 

Ser 

He 

Val 

Leu 

Gin 

Ser 

Phe 

Leu 

Pro 

Cys 

Phe 

Asp 

1 



5 





10 





15 


His 

lie 

Phe 

Thr 
20 

Thr 

Gly 

Phe 

Pro 

Thr 
25 

Glu 

Val 

Trp 

Gin 

Ser 
30 

Val 

lie 

Glu 

Lys 

Leu 

Ala 

Lys 

Lys 

Gly 

Leu 

Trp 

His 

Ser 

Phe 

Leu 

Leu 

Leu 

Ser 


35 





4 0 





45 




Ala 

Lys 
50 

Lys 

Asp 

Arg 

Leu 

Pro 
55 

Arg 

Asn 

He 

His 

Val 
60 

Pro 

Glu 

Leu 

Ser 

Leu 

Lys 

Ser 

Leu 

Phe 

Glu 

Lys 

Tyr 

Val 

Phe 

He 

Gly 

Leu 

Tyr 

Glu 

Lys 

65 




70 





75 





80 

Met 

Glu 

Gin 

Val 

Pro 
85 

Lys 

Leu 

Val 

Gin 

Trp 
90 

Leu 

He 

Ser 

He 

Gly 
95 

Ala 

Ser 

Val 

Glu 

Thr 
100 

He 

Gly 

Pro 

Tyr 

Pro 
105 

Leu 

His 

Ala 

Leu 

Met 
110 

Arg 

Leu 

Cys 

lie 

Gin 

Ala 

Arg 

Glu 

Asn 

His 

Leu 

Phe 

Arg 

Trp 

Leu 

Met 

Asp 

His 


115 





120 





125 




Lys 

Pro 

Glu 

Trp 

Lys 

Gly 

Arg 

He 

Asn 

Gin 

Lys 

Asp Gly 

Asp 

Gly 

Cys 


130 





135 





140 





Thr 

Val 

Leu 

His 

Val 

Val 

Ala 

Ala 

His 

Ser 

Pro 

Gly Tyr 

Leu 

Val 

Lys 

145 





150 





155 





160 

Arg 

Gin 

Thr 

Glu 

Asp 

Val 

Gin 

Met 

Leu 

Leu 

Arg 

Phe Gly 

Ala 

Asp 

Pro 




165 





170 





175 


Thr 

Leu 

Leu 

Asp 
180 

Arg 

Gin 

Ser 

Arg 

Ser 
185 

Val 

Val 

Asp 

Val 

Leu 
190 

Lys 

Arg 

Asn 

Lys 

Asn 

Phe 

Lys 

Ala 

He 

Glu 

Lys 

He 

Asn 

Ser 

His 

Leu 

Glu 

Lys 


195 





200 





205 





Leu 
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<210> 1343 

<211> 270 

<212> DNA 

<213> Homo sapiens 

<400> 1343 

ccggaaatgt gccgagttct cctgacgcac gaagtgatgt gtagtcgatg ctgcgaaaag 
60 

aaaagctgtg gaaaccgaaa tgagactcca tcggacccag tcataattga cagattcttt 
120 

ttaaaatttt tcctcaagtg caatcagaat tgtttgaaaa cagcaggaaa cccaagggac 
180 

atgagacggt ttcaggttgt gttgtcaaca acggtgaatg tggatggaca cgtcctggct 
240 

gtttctgaca acatgtttgt tcataacaac 
270 

<210> 1344 

<211> 90 

<212> PRT 

<213> Homo sapiens 


<400> 1344 







Pro Glu Met 

Cys 

Arg Val 

Leu 

Leu Thr His 

Glu 

Val Met Cys Ser Arg 

1 


5 


10 


15 

Cys Cys Glu 

Lys 

Lys Ser 

Cys 

Gly Asn Arg 

Asn 

Glu Thr Pro Ser Asp 


20 



25 


30 

Pro Val He 

He 

Asp Arg 

Phe 

Phe Leu Lys 

Phe 

Phe Leu Lys Cys Asn 

35 




40 


45 

Gin Asn Cys 

Leu 

Lys Thr Ala Gly Asn Pro 

Arg 

Asp Met Arg Arg Phe 

50 



55 



60 

Gin Val Val 

Leu 

Ser Thr 

Thr 

Val Asn Val 

Asp 

Gly His Val Leu Ala 

65 


70 



75 

80 

Val Ser Asp 

Asn 

Met Phe 

Val 

His Asn Asn 





85 


90 




<210> 1345 

<211> 402 

<212> DNA 

<213> Homo sapiens 

<400> 1345 

acgcgtttga aacccaccga tgacttgtcg gtgatcctgg gtacccgcgt cagcaacttc 
60 

agcggcaccg acaacaccga cttctacgac ccgaccaagg ccgacaaccg tctcacctac 
120 

cgccagacgg gcgtcgtcac gccctatgcc ggcatcgtct acgacctgaa tgacatctgg 
180 

tcggtgtaca ccagctacac caagatctac aagccgcaga acagcaagga cgccgaccgc 
240 

aagttgctcg atccgattga aggtgacacc tacgaagccg ggctcaaggc agcgtttttc 
300 

gacggccgcc tgaacgccag ttttgccgca ttccgcatcg aacaggacaa cgtcgcacag 
360 
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tacgtttccg ggtttgagac cgactcgtgt atcgcccatt gc 
402 

<210> 1346 
<211> 134 
<212> PRT 

<213> Homo sapiens 
<400> 1346 


Thr 

Arg 

Leu 

Lys 

Pro Thr Asp Asp 

Leu 

Ser 

Val He Leu 

Gly Thr Arg 

l 




5 


10 


15 

Val 

Ser 

Asn 

Phe 

Ser Gly Thr Asp 

Asn 

Thr 

Asp Phe Tyr 

Asp Pro Thr 




20 


25 



30 

Lys 

Ala 

Asp 

Asn 

Arg Leu Thr Tyr 

Arg 

Gin 

Thr Gly Val 

Val Thr Pro 



35 


40 



45 


Tyr 

Ala 

Gly 

He 

Val Tyr Asp Leu 

Asn 

Asp 

lie Trp Ser 

Val Tyr Thr 


50 



55 



60 


Ser 

Tyr 

Thr 

Lys 

He Tyr Lys Pro 

Gin 

Asn 

Ser Lys Asp 

Ala Asp Arg 

65 




70 



75 

80 

Lys 

Leu 

Leu 

Asp 

Pro He Glu Gly 

Asp 

Thr 

Tyr Glu Ala 

Gly Leu Lys 





85 


90 


95 

Ala 

Ala 

Phe 

Phe 

Asp Gly Arg Leu 

Asn 

Ala 

Ser Phe Ala 

Ala Phe Arg 




100 


105 



110 

He 

Glu 

Gin 

Asp 

Asn Val Ala Gin 

Tyr 

Val 

Ser Gly Phe 

Glu Thr Asp 



115 


120 



125 


Ser 

Cys 

He 

Ala 

His Cys 






130 


<210> 1347 

<211> 415 

<212> DNA 

<213> Homo sapiens 

<400> 1347 

naccaccttc tgggcaggct ctcattcttt cattccaaga agcatttatt aaagactggc 
60 

tagggcgagg gaacccagct aggggctggg gataaaaaat aagaaataac tgaaggacct 
i20 

tgctcttaag gaactccatc ttactgggtg gagccaaacg agaaaagaga gctcgggagg 
180 

gcaccaaagc ggtcttgccg aaattgcctg aggcagggga aggggcacgc tttctgaaaa 
240 

acccccccaa accgattcca ggaagcccaa agggcggccc ctctgcccgc agcactgcct 
300 

tcacgtttac ttccatcccg gcctcctcct tcccctaagg cttggcatgc aacatccctg 
360 

cttctcaccc accttttatt taagactcct attatctgca cacaatggaa gttag 
415 

<210> 1348 
<211> 105 
<212> PRT 

<213> Homo sapiens 
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<400> 1348 






Met Glu 

Val 

Asn 

Val 

Lys Ala Val Leu 

Arg Ala Glu Gly Pro Pro 

Phe 

1 



5 


10 15 


Gly Leu 

Pro 

Gly 

He 

Gly Leu Gly Gly 

Phe Phe Arg Lys Arg Ala 

Pro 



20 


25 

30 


Ser Pro 

Ala 

Ser 

Gly 

Asn Phe Gly Lys 

Thr Ala Leu Val Pro Ser 

Arg 


35 



40 

45 


Ala Leu 

Phe 

Ser 

Arg 

Leu Ala Pro Pro 

Ser Lys Met Glu Phe Leu 

Lys 

50 




55 

60 


Ser Lys 

Val 

Leu 

Gin 

Leu Phe Leu He 

Phe Tyr Pro Gin Pro Leu 

Ala 

65 




70 

75 

80 

Gly Phe 

Pro 

Arg 

Pro 

Ser Gin Ser Leu 

He Asn Ala Ser Trp Asn 

Glu 




85 


90 95 


Arg Met 

Arg 

Ala 

Cys 

Pro Glu Gly Gly 





100 


105 




<210> 1349 

<211> 924 

<212> DNA 

<213> Homo sapiens 

<400> 1349 

gccgggatcg tcacaccaca gcaggtcgcg ttaccccatg acgtcttccg tgagcttggc 
60 

gctcagacgg tcatgcgttc gatcgccgaa aagcttggcc ttccggtcat cgttaagccg 
120 

gcacgtgggg gctcaagcct cggcgtcaca aaagtcgatg gcgtcgacga tcttcctcag 
180 

gccgtcgcga acgcctatgc ctatgacgac atggttgtag tcgaggaatt cattgtgggc 
240 

aacgaactcg caataggcat gatcacgacg tctgaaggca cgcgtgtgct gccagccgtc 
300 

gagattcgcc ctgtcggtgg tgtttatgat tattcagcga tgtacaccgg tggtgagaca 
360 

cgactaacag ctcctgcaga cattagcgat acggcggccc aaaccgcgac ggcgatggcc 
420 

cgagtcgtgc aaaaggagct cgatttctcc gggatatctc gtgtcgatgc gatcgtggac 
480 

gagtccggtc gcccagtttt cttggaggcc ggtgctgctc ccgggatgac agctacttcg 
540 

ctcgtacccg tggctatgaa agctgccggt ctagaccttg gcgaggtgtg ctctcgacta 

600 

gtcgatgacg tcgctcgcaa ccatggctga cagtgtgcac acgaggggct cgcgccacgc 
660 

cgtgcgcgtc aagcaggcat ctgtcgtctt gctcggcgtc gtccttgcca gtgtgatggt 
720 

cttcctcgga ctgtggcaga tgaacgtttt tgagtcccaa cgtgacgact cgacgcaggc 
780 

gcgtatcaac gagccagtga tcacctggaa tgaggcgcct aagaaggcca gtgtcatggc 
840 

tcagtacgga cgccgggtga cggtgacggg cacgttccaa ccgtcgacca caaccttgat 
900 

aggcacatcg tggccagtac gcgt 
924 
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<210> 1350 

<211> 209 

<212> PRT 

<213> Homo sapiens 

<400> 1350 


Ala Gly 

lie Val 

Thr Pro Gin 

Gin Val 

Ala 

Leu Pro His Asp Val Phe 

1 



5 


10 

15 

Arg 

Glu 

Leu Gly 

Ala Gin Thr 

Val Met 

Arg 

Ser He Ala Glu Lys Leu 


20 


25 


30 

Gly Leu 

Pro Val 

He Val Lys 

Pro Ala Arg 

Gly Gly Ser Ser Leu Gly 



35 


40 


45 

Val 

Thr 

Lys Val 

Asp Gly Val Asp Asp 

Leu 

Pro Gin Ala Val Ala Asn 


50 


55 



60 

Ala 

Tyr 

Ala Tyr 

Asp Asp Met 

Val Val 

Val 

Glu Glu Phe He Val Gly 

65 


70 



75 80 

Ash 

Glu 

Leu Ala 

He Gly Met 

He Thr 

Thr 

Ser Glu Gly Thr Arg Val 




85 


90 

95 

Leu 

Pro 

Ala val 

Glu He Arg 

Pro Val 

Gly 

Gly Val Tyr Asp Tyr Ser 



100 


105 


110 

Ala 

Met 

Tyr Thr 

Gly Gly Glu Thr Arg Leu 

Thr Ala Pro Ala Asp He 



115 


120 


125 

Ser 

Asp 

Thr Ala 

Ala Gin Thr 

Ala Thr 

Ala 

Met Ala Arg Val Val Gin 


130 


135 



140 

Lys 

Glu 

Leu Asp 

Phe Ser Gly 

He Ser 

Arg 

Val Asp Ala He Val Asp 

145 



150 



155 160 

Glu 

Ser 

Gly Arg 

Pro Val Phe 

Leu Glu 

Ala 

Gly Ala Ala Pro Gly Met 



165 


170 

175 

Thr 

Ala 

Thr Ser 

Leu Val Pro 

Val Ala 

Met 

Lys Ala Ala Gly Leu Asp 



180 


185 


190 

Leu Gly 

Glu Val 

Cys Ser Arg 

Leu Val 

Asp 

Asp Val Ala Arg Asn His 



195 


200 


205 


Gly 


<210> 1351 

<211> 398 

<212> DNA 

<213> Homo sapiens 

<400> 1351 

nngtgcacgg agggcgtgct ggtctacgcc ctgtatctgc tgtctcgatg cacgatgggc - 
60 

gacgagacgc aaaacgcatt gcttctcagt attctgctgc accccggtct gctcatcgtc 
120 

gaccacattc acttccagta caacgggttc ctaattcgcg ggccccttta tcgtttgggg 
180 

gcccgcacgg acgcatcggc cctctttctc tgaaccgccc tgtttgcctc gctgctccag 
240 

ttcaagcaca tttacgtata cgtcgcgccg gcgtactttg tgtacctgct gcgtgcgtac 
300 

atgctcccga gcatgccgac gtccgcatcg acggggagcg cggcgatcga tcgcaccatc 
360 
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aagcttggcg cagcgacgct. ggtgccttcc tgctgagc 
398 

<210> 1352 
<211> 70 
<212> PRT 

<213> Homo sapiens 


<400> 1352 

Xaa Cys Thr Glu Gly Val Leu Val Tyr Ala Leu Tyr Leu Leu Ser Arg 

1 5 10 15 

Cys Thr Met Gly Asp Glu Thr Gin Asn Ala Leu Leu Leu Ser He Leu 

20 25 30 

Leu His Pro Gly Leu Leu He Val Asp His He His Phe Gin Tyr Asn 

35 40 45 

Gly Phe Leu He Arg Gly Pro Leu Tyr Arg Leu Gly Ala Arg Thr Asp 

50 55 60 

Ala Ser Ala Leu Phe Leu 
65 70 


<210> 1353 

<211> 480 

<212> DNA 

<213> Homo sapiens 

<400> 1353 

ngggccccaa tccctagcct agggcctgga ggtcccctga gtttgctcag ccaactcatt 
60 

accctcacac ccaccccacc cccagtcaca cggatcgtgc ggggcattgg acagcctcgg 
120 

ggcaacatgc tcctggtggg tatcgggggc agcggacgcc agagtctggc ccgcctggct 
180 

tcatccatct gcgactacac caccttccag atcgaggtca ccaaacatta tcggaagcag 
240 

gagttccgag atgatatcaa gcgtctgtat cgccaggctg gggtggagct caagaccacg 
300 

tccttcattt ttgtggacac ccaaatagct gatgagtcct tcctagagga catcaacaac 
360 

atcctcagct caggcgaggt gccccatctt ttcaggcctg atgaatttga agagatccag 
420 

tcgcatatca tagaccaggc ccgggtggag caggtgcctg agtcatcgga cagcctcttc 
480 

<210> 1354 
<211> 160 
<212> PRT 

<213> Homo sapiens 
<400> 1354 

Xaa Ala Pro He Pro Ser Leu Gly Pro Gly Gly Pro Leu Ser Leu Leu 

1 5 10 15 

Ser Gin Leu lie Thr Leu Thr Pro Thr Pro Pro Pro Val Thr Arg He 

20 25 30 

Val Arg Gly He Gly Gin Pro Arg Gly Asn Met Leu Leu Val Gly He 
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35 40 45 

Gly Gly Ser Gly Arg Gin Ser Leu Ala Arg Leu Ala Ser Ser He Cys 

50 55 60 

Asp Tyr Thr Thr Phe Gin He Glu Val Thr Lys His Tyr Arg Lys Gin 

.65 7 0 75 80 

Glu Phe Arg Asp Asp He Lys Arg Leu Tyr Arg Gin Ala Gly Val Glu 

85 90 95 

Leu Lys Thr Thr Ser Phe He Phe Val Asp Thr Gin He Ala Asp Glu 

100 105 HO 

Ser Phe Leu Glu Asp He Asn Asn lie Leu Ser Ser Gly Glu Val Pro 

115 120 125 

His Leu Phe Arg Pro Asp Glu Phe Glu Glu He Gin Ser His He He 

130 135 140 

Asp Gin Ala Arg Val Glu Gin Val Pro Glu Ser Ser Asp Ser Leu Phe 
145 150 155 160 

<210> 1355 

<211> 1063 

<212> DNA 

<213> Homo sapiens 

<400> 1355 

ngagaacgca ggtctccatc ctgacctgca ggcaaggggg actctactga cccctgaggt 
60 

gccctgtcct aggccccacc cggtcagtgc acacctgctc cccagtcccg cctccacaaa 
120 

ggccctgtga gaccctgtcc tccaccgcct ctttccttgt gtccattccc tgagcctggg 
180 

gaagttgcgt cagagccaca ggtcggngag acgctgagtc tgggcgagcg cttgctgccg 
240 

gacagctgga gaaacagcag cggggggccg tgtccatgtg gcaagccaag ccatcgaggg 
300 

gatcacaggc cccttcaggg aagggactga gcacctgcca cctgcctcca ggatgggcct 
360 

gatcccccct cctgtgtacc ccacaggctg cagtgcacct gccagcacaa cacctgcggg 
420 

ggcacctgcg accgctgctg ccccggcttc aatcagcagc cgtggaagcc tgcgactgcc 
480 

aacagtgcca acgagtgcca gtcctgtaac tgctacggcc atgccaccga ctgttactac 
540 

gaccctgagg tggaccggcg ccgcgccagc cagagcctgg atggcaccta tcagggtggg 
600 

ggtgtctgta tcgactgcca gcaccacacc gccggcgtca actgtgagcg ctgcctgccc 
660 

ggcttctacc gctctcccaa ccaccctctc gactcgcccc acgtctgccg ccgctgcaac 
720 

tgcgagtccg acttcacgga tggcacctgc gaggacctga cgggtcgatg ctactgccgg 
780 

cccaacttct ctggggagcg gtgtgacgtg tgtgccgagg gcttcacggg cttcccaagc 
840 

tgctacccga cgccctcgtc ctccaatgac accagggagc aggtgctgcc agccggccag 
900 

attgtgaatt gtgactgcag cgcggcaggg acccagggca acgcctgccg gaaggaccca 
960 
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agggtgggcc gctgttttgc caaccccaac ttccaaggca cccattgtga gctctgcgcg 
1020 

ccagggttct acggccccgg ctgccctggg tcccttcacg cgt 
1063 

<210> 1356 
<211> 244 * 
<212> PRT 

<213> Homo sapiens 


<400> 1356 














AT a Py*rt 

Ala 

Thr 

Cys 

Leu 

Gin 

TV on 

ASp 

Giy 

Pro 

Asp 



Car 

fVR * 

v~y» 

Val 

n 
X 



5 










15 


Pro His 


Leu 

Gin 

Cys 

Thr 

Cys 

Gin 

nlS 

Asn 

1 I1X 


bxy 

Glv 
uxy 

Thr 


20 





ZD 





30 



Cys * Asp 

Airo 

Cys 

Cys 

Pro 

Gly 

Pne 

Asn 

bin 

bin 

riO 

xrp 

T A/C 

Ajy & 


Ala 


"J C 
O D 










45 




1 11 X MX A 

Asn 

Ser 

Ala 

Asn 

Glu 

Cys 

Gin 

ber 

Cys 

Asn 

cys 

lyx 

Glv 
uxy 

His 

50 





55 





o u 





Ala Thr 

Asp 

Cys 

Tyr 

Tyr 

Asp 

Pro 

C\ it 

v ctx 

Hen 

MO fct 


Arg 

Ara 

Ala 

Ser 

65 



70 





75 





80 

Gin Ser 

Leu 

Asp 

Gly 

Thr 

Tyr 

Gin 

Gly 

Gly 

Gly 

Val 

Cys 

He 

Asp 

Cys 




85 





90 





95 


Gin His 

His 

Thr 

Ala 

Gly 

Val 

Asn 

Cys 

Glu 

Arg 

Cys 

Leu 

Pro 

Gly 

Phe 



100 





105 





110 



Tyr Arg 

Ser 

Pro 

Asn 

His 

Pro 

Leu 

Asp 

Ser 

Pro 

His 

Val 

Cys 

Arg 

Arg 

115 





120 





125 




Cys Asn 

Cys 

Glu 

Ser 

Asp 

Phe 

Thr 

Asp 

Gly 

Thr 

Cys 

Glu 

Asp 

Leu 

Thr 

130 





135 





140 





Gly Arg 

Cys 

Tyr 

Cys 

Arg 

Pro 

Asn 

Phe 

Ser 

Gly 

Glu 

Arg 

Cys 

Asp 

Val 

145 




150 





155 





160 

Cys Ala 

Glu 

Gly 

Phe 

Thr 

Gly 

Phe 

Pro 

Ser 

Cys 

Tyr 

Pro 

Thr 

Pro 

Ser 



165 





170 





175 


Ser Ser 

Asn 

Asp 

Thr 

Arg 

Glu 

Gin 

Val 

Leu 

Pro 

Ala 

Gly 

Gin 

He 

Val 



180 





185 





190 



Asn Cys 

i 

Asp 

Cys 

Ser 

Ala 

Ala 

Gly 

Thr 

Gin 

Gly 

Asn 

Ala 

Cys 

Arg 

Lys 

195 





200 





205 




Asp Pro 

Arg 

Val 

Gly 

Arg 

Cys 

Phe 

Ala 

Asn 

Pro 

Asn 

Phe 

Gin 

Gly 

Thr 

210 





215 





220 





His Cys 

Glu 

Leu 

Cys 

Ala 

Pro 

Gly 

Phe 

Tyr 

Gly 

Pro 

Gly 

Cys 

Pro 

Gly 

225 




230 





235 





240 


Ser Leu His Ala 


<210> 1357 
<211> 663 
<212> DNA 

<213> Homo sapiens 
<400> 1357 

ntcccccccc ccccgggggg gggggggggg ggaaacaaca ccagaaaagt agacagatac 
60 

ccaagttggt ccagctggtc catatacggc cccaggtgcg gattcggtac cgaagttgaa 
120 
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ttcaacaccc ccgttttgcc tgtggggggg gtacgccctg taatcctgca aaggcccggt 
180 

tggtgtccgg gggttttcgt cggtctcccc aaccatcatc tagacggcgt ggcgatgtgg 
240 

tgcgagctgc ttgcggcggt gttctgtgcc cgagcttgcc tcgcctggct gcaagaatcc 
300 

ctggctcatc gagcttcagc gtcagtcaag tcgcaattgc ggcgcgacat cctgcaagcc 
360 

aggttgtcgc gtcccactga cgcaacaatg ccgtcgagaa ccctcatcag cctgatgaca 
420 

acaggtctgg acgccctcga cggctactac tcgaagtacc ttccccagct tgtgctggcc 
480 

gtcatcgtgc cagcagtgct agccaccgct atcggcctaa acgacctcac cagcctcgtc 
540 

atcgtcgtcg tgacgatccc gctcatcccc gttttcatgg ccctcattgg ctggcggacc 
600 

gaggcggccg tagcaaaacg gttcaaggta gccacccgac tggccaacca cttcgctgat 

660 

ctg 

663 

<210> 1358 

<211> 221 

<212> PRT 

<213> Homo sapiens 


<400> 1358 


Xaa Pro 

Pro 

Pro 

Pro 

Gly 

Gly 

Gly 

Gly 

Gly 

Gly 

Asn 

Asn 

Thr 

Arg 

Lys 

1 



5 





10 





15 


Val Asp 

Arg 

Tyr 
20 

Pro 

Ser 

Trp 

Ser 

Ser 
25 

Trp 

Ser 

He 

Tyr 

Gly 
30 

Pro 

Arg 

Cys Gly 

Phe 

Gly 

Thr 

Glu 

Val 

Glu 

Phe 

Asn 

Thr 

Pro 

Val 

Leu 

Pro 

Val 

35 





40 





45 




Gly Gly 

Val 

Arg 

Pro 

Val 

He 

Leu 

Gin 

Arg 

Pro 

Gly 

Trp 

Cys 

Pro 

Gly 

50 





55 





60 





Val Phe 

Val 

Gly 

Leu 

Pro 

Asn 

His 

His 

Leu 

Asp 

Gly 

Val 

Ala 

Met 

Trp 

65 




70 





75 





80 

Cys Glu 

Leu 

Leu 

Ala 

Ala 

Val 

Phe 

Cys 

Ala 

Arg 

Ala 

Cys 

Leu 

Ala 

Trp 



85 





90 





95 


Leu Gin 

Glu 

Ser 
100 

Leu 

Ala 

His 

Arg 

Ala 
105 

Ser 

Ala 

Ser 

Val 

Lys 
liO 

Ser 

Gin 

Leu Arg 

Arg 
115 

Asp 

He 

Leu 

Gin 

Ala 
120 

Arg 

Leu 

Ser 

Arg 

Pro 
125 

Thr 

Asp 

Ala 

Thr Met 

Pro 

Ser 

Arg 

Thr 

Leu 

He 

Ser 

Leu 

Met 

Thr 

Thr 

Gly 

Leu 

Asp 

130 





135 





140 





Ala Leu 

Asp 

Gly 

Tyr 

Tyr 

Ser 

Lys 

Tyr 

Leu 

Pro 

Gin 

Leu 

Val 

Leu 

Ala 

145 




150 





155 





160 

Val He 

Val 

Pro 

Ala 
165 

Val 

Leu 

Ala 

Thr 

Ala 
170 

lie 

Gly 

Leu 

Asn 

Asp 
175 

Leu 

Thr Ser 

Leu 

Val 
180 

He 

Val 

Val 

Val 

Thr 
185 

He 

Pro 

Leu 

He 

Pro 
190 

Val 

Phe 

Met Ala 

Leu 
195 

He 

Gly 

Trp 

Arg 

Thr 
200 

Glu 

Ala 

Ala 

Val 

Ala 
205 

Lys 

Arg 

Phe 

Lys Val 

Ala 

Thr 

Arg 

Leu 

Ala 

Asn 

His 

Phe 

Ala 

Asp 

Leu 
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210 215 220 

<210> 1359 

<211> 423 

<212> DNA 

<213> Homo sapiens 

<400> 1359 

acgcgtattc ctctgttttg acctgcgctc ttacatctgt actaagacct tgtttttgca 
60 

tgataaagtt ccaagactcc aaaatgtcac atggtgtacg agaaacaaaa ggttgtttgt 
120 

ctatttgctt aatagataga gaggtgtagt cagctagcca atagccgact ggcatcgcca 
180 

cgacgtaatc gtcttcccat aaagggtaaa atacatcatc ttctttggtg taactgtcgc 
240 

aagtaaagcg taaatcagcg ctttctgagg catcgactaa actgagtgtg agtcctggaa 
300 

tatcgtcgag catggttttg atcacttgac taatcagggt gccagataga aaaggtgcta 
360 

atgaaataga cagcgccagg tttgcgcgtt tttacgaaac atatccttaa tatcgttaag 

420 

cct 

423 

<210> 1360 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 1360 


Met Leu Asp 

Asp 

He 

Pro 

Gly 

Leu 

Thr 

Leu Ser Leu 

Val 

Asp 

Ala 

Ser 

1 


5 





10 



15 


Glu Ser Ala 

Asp 

Leu 

Arg 

Phe 

Thr 

Cys 

Asp Ser Tyr 

Thr 

Lys 

Glu 

Asp 


20 





25 



30 



Asp Val Phe 

Tyr 

Pro 

Leu 

Trp 

Glu 

Asp 

Asp Tyr Val 

Val 

Ala 

Met 

Pro 

35 





40 



45 




Val Gly Tyr 

Trp 

Leu 

Ala 

Asp 

Tyr 

Thr 

Ser Leu Ser 

He 

Lys 

Gin 

He 

50 




55 



60 





Asp Lys Gin 

Pro 

Phe 

Val 

Ser 

Arg 

Thr 

Pro Cys Asp 

He 

Leu 

Glu 

Ser 

65 



70 




75 




80 

Trp Asn Phe 

He 

Met 

Gin 

Lys 

Gin 

Gly 

Leu Ser Thr 

Asp 

Val 

Arg 

Ala 


85 





90 



95 


Gin Val Lys 

Thr 

Glu 

Glu 

Tyr 

Ala 








100 


<210> 1361 

<211> 5300 

<212> DNA 

<213> Homo sapiens 

<400> 1361 

nnccccgcag gggaaggcgg gtcctggcgg ccagcgcgcg gtccgcgccc accctagccg 
60 
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acggggccgg 

cagagcgcgc 

ggcgtcggtg 

120 



ctggggctgg 

cgctgctggc 

accgcgggcg 

180 



ggcgcagggc 

gcccgcagcg 

ctgcctgccg 

240 



gcccaggcct 

cgcacacgtg 

cggcagcccg 

300 



gcgggcgcgg 

gggctcattg 

ccagcgctgc 

360 



gcctcctacc 

tcaccgactt 

ccacagccag 

420 



atggccttcg 

gcgtgcagta 

ccccacctcg 

.480 



tatgagatca 

cgtatgtgag 

gctgaagttc 

540 



tacaagcgca 

gccgcgccga 

cggcccatgg 

600 



cagaagacct 

acggccggcc 

cgagggccag 

660 



gccttctgca 

cctctgagtt 

cagcgacatc 

720 



tccaccctgg 

agggccggcc 

cagcgcctac 

780 



tgggtcacca 

gcaccgaact 

cctcatctct 

840 



atcttcaagg 

accccaaggt 

gctccagtcc 

900 



ggcggcaggt 

gcaagtgcaa 

cgggcatgcc 

960 



ttggcctgcc 

ggtgccagca- 

caacaccacc 

1020 



ttccaggacc 

gcccgtgggc 

ccggggcacc 

1080 



aactgcagtg 

gccgctccga 

ggaatgcacg 

1140 



cacggcgggc 

gctgtcacca 

ctgccgtgac 

1200 



caggagaatt 

tctatcactg 

ggacccgcgg 

1260 



gcaggctccc 

tacacctcca 

gtgcgatgac 

1320 



actggctgga 

agtgtgaccg 

ctgtctgccc 

1380 



agaccctgca 

cttgcaatcc 

cgctggcagc 

1440 



tgcccctgca 

aagagaatgt 

ggaaggcaac 

1500 



aacctgcagc 

cccacaatcc 

agctggctgc 

1560 



gtgtgcgcgt 

ccactgccca 

gttccaggtg 

1620 



gccgaaggct 

ggtgggccag 

aagtgtgggg 


1680 


lcuu uy »v«v»b 

t cro c crcr ccrcr c 

tgcgcttctg 

friT'OrcrO'CTfTOICf 

yccgg <-y <-yy 


gtgetatgae 


aCQCQQCQtt 

tqggcggctc 

cccaaooact 

tctgtcccca 

cgtgggcgcc 

ora oeroocrcccr 

acccccagcg 

ccaccacaac 

rra r*er a or a or ca 

cctaataaca 

gage c eg tec 


ecctccocct 

aaagaaqqct 

cacaccdytc 

cr r* r» r* t* or a cr a cr 

ctttaccatc 

gage cc usee 

ay lit Laway 


tacctgcgcc 

ceggegayyo. 

o o a or o or o or ^ cr 

tccccgctga 

gtggcgy caa 


^ «^ ^ ♦* a /ttl 

aactccyagy 

ana rr r* r* r^r* or cr 
ayayL>^^ ^yy 

y^uycayyay 

ctagaccggc 

uwaataw>y i- 

t" erararer a raac 

"-yyyy ak, y 

CaCCatLaty 

L»y uy n»k«yo 

cttctctata 

agegagugeg 

yvwwuyawy u 

QocaQQccac 

y y w»c*y 

yyCaCayaw u 

cr t a A oreor c to 

cctgcccttc 

gccgayy<_uy 

cccacaacrtcr 

tctgccctgc 

1» ^rra t* cctaa 
u u uy » ^^yyy 

aactcttcccr 

\^ V* *W W fc- «w w ^ 

cagcacagge 

a a o a err* t" or 

ggccacactg 

tqaqcqctqt 

3 3 3 3 

ataccatacc 

acre cctcr to/a 

ctgccagtcg 

a raoopaect 

gcgcctgcaa 

gcccacagtg 

gggttccact 

cgctcagtga 

gggaggctgc 

ctggacacct 

gtgacccccg 

cagtgggcgc 

ctatgtgaca 

gatgtcgccc 

ggggaccttt 

agcagctgtt 

tetgetatgg 

ccactccaag 

catcacatcc 

teagegattt 

ccaccaggga 

ggctctgagc 

actccccaca 

atggagccca 
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aatggggtcc 

tcctgagccc 

1740 


ggagaccagc 

ggttcagcta 

1800 


gactccccac 

tccctgtaca 

1860 


cactctagcc 

tgtctggccc 

1920 


ccactgcagg 

agacctccga 

1980 


ctcctcgcca 

acctgaccag 

2040 


ccagtgttcc 

tgactgaggt 

2100 


tcctgggtgg 

agatttgttc 

2160 


gctccgggat 

acaagaggga 

2220 


acctgtaacc 

agcatggcac 

2280 


accgagggcc 

catcctgtga 

2340 


caagccgacg 

actgccagcc 

2400 


gagagcgggg 

aggtggtgtg 

2460 


gtctgtgatg 

atggcttttt 

2520 


caccagtgcc 

agtgtagcgg 

2580 


tctggccact 

gcctgcgctg 

2640 


gaaggcttct 

acgggagcgc 

2700 


tgtcacccac 

agggctcggt 

2760 


tcctgcctgc 

ctcatgtgac 

2820 


ctccagcctg 

ggaggggctg 

2880 


cagtgccatc 

ccaagactgg 

2940 


gacaggtgcc 

agctgggttt 

3000 


tccccactgg 

gcgctgcctc 

3060 


ggcttcgagg 

gctacaaatg 

3120 


acacactgcc 

agcaatgtcc 

3180 


aaggccagac 

tgactttgac 

3240 


ggaccactag 

acattctgct 

3300 



agaagacgag gaggagctca 
tgggcagccc ctcatactga 
gctgaggctg gaagggacag 
ccaggatgcc agggcatccc 
ggacgtggcc cctccactgc 
cctccgcctc cgcgtcagtc 
ccggctcaca tccgcccggc 
atgtcccact ggctacacgg 
gatgccacag gggggtccct 
ctgtgacccc aacacaggga 
acgctgtttg ccaggtttct 
ctgtccctgc cctggccagt 
tacccactgc cccccgggcc 
tggggacccg ctggggctct 
gaacgtggac cccaatgccg 
cctgcacaac accacgggtg 
cctggcccct cgacccgcag 
cagtgagcag atgccctgcg 
tgcacgggac tgcagccgct 
ccggagctgc aagtgtcacc 
acagtgcacc tgccgcccag 
cttcggctcc tcaatcaagg 
ggcccagtgc cactataacg 
tgaccgctgc cactacaact 
gtcctgctac gccctggtga 
ggaggggtgg ctccaagggt 
gggagaggcc ccaagggggg 


cagcaccagg 

gaagttcctg 

CCttCCQCTQt 

qccccccqqq 

gcttggccct 

qtccctqaqq 

aaaaacrcrtacr 

agctcaggtt 

cccccttcca 

cttccagcgg 

ccggccccag 

CCCtqccqqt 

eacicract ttc 

cccgccagcc 




uy i> ^> w w i« i.y u 

LLLy uy l. w uy 


dtyyCadCCC 

t- f- c^ar^aerae* 


oarraf rrra 

y civ>k.aLv,.i>^a 

agagagggcg 

y cy ^ L y <*y 

u i»yyywawi»w 

w way www u\j w 

t" rrnrrfa arffi 

taaccncctc 

W GL. \m» w V* w W ^* J 

a ff^a f*t~crt"cia 

ovvo^ty ^y« 

gcactgtcag 


accttacaac 

yww w» v» >j w w y w 

acc cao tcrac 

aggccaatgc 

gctaccctgg 

cttcttcgac 

cac tgggctc 

CCaqqaqqac 

atatcacaocr 

ccaggcctgt 

gctgccgggc 

ctgcaggtgc 

gcacatgcgt 

gtgcaggcct 

tcttcctcac 

ggcagacggc 

aggaggagac 

agccaagctg 

ccgactgtgg 

cagtccctgg 

acgtctacca 

gggccatcac 
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ctgcttccag gggctcggga agccttcctg gagcagatga tgggcctcga gggtgctgtc 
3360 

aaggccgccc gggagcagct gcagaggctg aacaagggtg cccgctgtgc ccaggccgga 
3420 

tcccagaaga cctgcaccca gctggcagac ctggaggcag tgctggagtc ctcggaagag 
3480 

gagattctgc atgcagctgc cattctcgcg tctctggaga ttcctcagga aggtcccagt 
3540 

cagccgacca aatggagcca cctggccata gaggcccgtg ccctcgccag gagccacaga 
3600 

gacaccgcca ccaagatcgc agccactgct tggagggccc tgctcgcctc caacaccagc 
3660 

tacgcgcttc tctggaatct gctggaggga agggtggccc tagagaccca gcgggacctg 
3720 

gaggacaggt accaggaggt ccaggcggcc cagaaagcac tgaggacggc tgtggcagag 
3780 

gtgctgcctg aagcggaaag cgtgttggcc accgtgcggc aagttggcgc agatacagcc 
3840 

ccgtacctgg ccttgctggc ttccccggga gctctgcctc agaagtcccg ggctgaagac 
3900 

ctgggcctga aggcgaaggc cctggagaag acagttgcat catggcagca catggccact 
3960 

gaggctgccc gaaccctcca gactgctgcc caggcgacgc tacggcaaac agaacccctc 
4020 

acaatggcgc gatctcggct cactgcaacc tttgcctccc agctgcacca ggaggccaga 
4080 

gccgccctga cccaggcttc ctcatctgtc caggctgcga cagtgactgt catgggagcc 
4140 

aggactctgc tggctgatct ggaaggaatg aagctgcagt ttccccggcc caaggaccag 
4200 

gcggcattgc agaggaaggc agactccgtc agtgacagac tccttgcaga cacgagaaag 
4260 

aagaccaagc aggcggagag gatgctggga aacgcggccc ctctttcctc cagtgccaag 
4320 

aagaagggca gagaagcaga ggtgttggcc aaggacagtg ccaagcttgc caaggccttg 
4380 

ctgagggagc ggaaacaggc gcaccgccgt gccagcaggc tcaccagcca gacgcaagcc 
4440 

acgctccaac aggcgtccca gcaggtgctg gcgtctgaag cacgcagaca ggagctggag 
4500 

gaagctgagc, gggtgggtgc tgggctgagc gagatggagc agcagatccg ggaatcgcgt 
4560 

atctcactgg agaaggacat cgagaccttg tcagagctgc ttgccaggct ggggtcgctg 
4620 

gacacccatc aagccccagc ccaggccctg aacgagactc agtgggcact agaacgcctg 
4680 

aggctgcagc tgggctcccc ggggtccttg cagaggaaac tcagtctgct ggagcaggaa 

4740 

tcccagcagc aggagctgca gatccagggc ttcgagagtg acctcgccga gatccgcgcc 
4800 

gacaaacaga acctggaggc cattctgcac agcctgcccg agaactgtgc cagctggcag 
4860 

tgagggctgc ccagatcccc ggcacacact cccccacctg ctgtttacat gacccagggg 
4920 
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gtgcacacta ccccacaggt gtgcccatac agacattccc cggagccggc tgctgtgaac 
4980 

tcgaccccgt gtggatagtc acactccctg ccgattctgt ctgtggcttc ttccctgcca 
5040 

gcaggactga gtgtgcgtac ccagttcacc tggacatgag tgcacactct cacccctgca 
5100 

catgcataaa cgggcacacc ccagtgtcaa taacatacac acgtgagggt gcatgtctgt 
5160 

gtgtatgacc cacacgtgtt caagtctaat ccatccagtc agcagcttac ggtccacaca 
5220 

cattacagtc cacagctgtt gtgagagcac ctgtgtgctg gacaccctct ggatgttggg 
5280 

caagttgtac atgagatgcc 
5300 

<210> 1362 

<211> 1587 

<212> PRT 

<213> Homo sapiens 


<400> 1362 


Met 

Ala 

Ala 

Ala 

Ala 

Leu 

Leu 

Leu 

Gly 

Leu 

Ala 

Leu 

Leu 

Ala 

Pro 

Arg 

l 




5 





10 





15 


Ala 

Ala 

Gly 

Ala 

Gly 

Met 

Gly 

Ala 

Cys 

Tyr 

Asp 

Gly 

Ala 

Gly 

Arg 

Pro 




20 





25 





30 



Gin 

Arg 

Cys 

Leu 

Pro 

val 

Phe 

Glu 

Asn 

Ala 

Ala 

Phe 

Gly 

Arg 

Leu 

Ala 



35 





40 





45 




Gin 

Ala 

Ser 

His 

Thr 

Cys 

Gly 

Ser 

Pro 

Pro 

Glu 

Asp 

Phe 

Cys 

Pro 

His 


50 





55 





60 





Val 

Gly 

Ala 

Ala 

Gly 

Ala 

Gly 

Ala 

His 

Cys 

Gin 

Arg 

Cys 

Asp 

Ala 

Ala 

65 





70 





75 





80 

Asp 

Pro 

Gin 

Arg 

His 

His 

Asn 

Ala 

Ser 

Tyr 

Leu 

Thr 

Asp 

Phe 

His 

Ser 





85 





90 





95 


Gin 

Asp 

Glu 

Ser 

Thr 

Trp 

Trp 

Gin 

Ser 

Pro 

Ser 

Met 

Ala 

Phe 

Gly 

Val 




100 





105 





110 



Gin 

Tyr 

Pro 

Thr 

Ser 

Val 

Asn 

He 

Thr 

Leu 

Arg 

Leu 

Gly 

Lys 

Ala 

Tyr 



115 





120 





125 




Glu 

He 

Thr 

Tyr 

Val 

Arg 

Leu 

Lys 

Phe 

His 

Thr 

Ser 

Arg 

Pro 

Glu 

Ser 


130 





135 





140 





Phe 

Ala 

He 

Tyr 

Lys 

Arg 

Ser 

Arg 

Ala 

Asp 

Gly 

Pro 

Trp 

Glu 

Pro 

Tyr 

145 





150 





155 





160 

Gin 

Phe 

Tyr 

Ser 

Ala 

Ser 

Cys 

Gin 

Lys 

Thr 

Tyr 

Gly 

Arg 

Pro 

Glu 

Gly 





165 





170 





175 


Gin 

Tyr 

Leu 

Arg 

Pro 

Gly 

Glu 

Asp 

Glu 

Arg 

Val 

Ala 

Phe 

Cys 

Thr 

Ser 




180 





185 





190 



Glu 

Phe 

Ser 

Asp 

He 

Ser 

Pro 

Leu 

Ser 

Gly 

Gly 

Asn 

Val 

Ala 

Phe 

Ser 



195 





200 





205 




Thr 

Leu 

Glu 

Gly 

Arg 

Pro 

Ser 

Ala 

Tyr 

Asn 

Phe 

Glu 

Glu 

Ser 

Pro 

Gly 


210 





215 





220 





Leu 

Gin 

Glu 

Trp 

Val 

Thr 

Ser 

Thr 

Glu 

Leu 

Leu 

He 

Ser 

Leu 

Asp 

Arg 

225 





230 





235 





240 

Leu 

Asn 

Thr 

Phe 

Gly 

Asp 

Asp 

He 

Phe 

Lys 

Asp 

Pro 

Lys 

Val 

Leu 

Gin 





245 





250 





255 


Ser 

Tyr 

Tyr 

Tyr 

Ala 

Val 

Ser 

Asp 

Phe 

Ser 

Val 

Gly 

Gly 

Arg 

Cys 

Lys 
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260 





265 





270 



Cys 

Asn 

Gly 

His 

Ala 

Ser 

Glu 

Cys 

Gly 

Pro 

Asp 

Val 

Ala 

Gly 

Gin 

Leu 



275 





280 





285 




Ala 

Cys 

Arg 

Cys 

Gin 

His 

Asn 

Thr 

Thr 

Gly 

Thr 

Asp 

Cys 

Glu 

Arg 

Cys 


290 





295 





300 





Leu 

Pro 

Phe 

Phe 

Gin 

Asp 

Arg 

Pro 

Trp 

Ala 

Arg 

Gly 

Thr 

Ala 

Glu 

Ala 

305 





310 





315 





320 

Ala 

His 

Glu 

Cys 

Leu 

Pro 

Cys 

Asn 

Cys 

Ser 

Gly 

Arg 

Ser 

Glu 

Glu 

Cys 





325 





330 





335 


Thr 

Phe 

Asp 

Arg 

Glu 

Leu 

Phe 

Arg 

Ser 

Thr 

Gly 

His 

Gly 

Gly 

Arg 

Cys 




340 





345 





350 



His 

His 

Cys 

Arg 

Asp 

His 

Thr 

Ala 

Gly 

Pro 

His 

Cys 

Glu 

Arg 

Cys 

Gin 



355 





360 





365 




Glu 

Asn 

Phe 

Tyr 

His 

Trp 

Asp 

Pro 

Arg 

Met 

Pro 

Cys 

Gin 

Pro 

Cys 

Asp 


370 





375 





380 





Cys 

Gin 

Ser 

Ala 

Gly 

Ser 

Leu 

His 

Leu 

Gin 

Cys 

Asp 

Asp 

Thr 

Gly 

Thr 

385 





390 





395 





400 

Cys 

Ala 

Cys 

Lys 

Pro 

Thr 

Val 

Thr 

Gly 

Trp 

Lys 

Cys 

Asp 

Arg 

Cys 

Leu 





405 





410 





415 


Pro 

Gly 

Phe 

His 

Ser 

Leu 

Ser 

Glu 

Gly 

Gly 

Cys 

Arg 

Pro 

Cys 

Thr 

Cys 




420 





425 





430 



Asn 

Pro 

Ala 

Gly 

Ser 

Leu 

Asp 

Thr 

Cys 

Asp 

Pro 

Arg 

Ser 

Gly 

Arg 

Cys 



435 





440 





445 




Pro 

Cys 

Lys 

Glu 

Asn 

val 

Glu 

Gly 

Asn 

Leu 

Cys 

Asp 

Arg 

Cys 

Arg 

Pro 


450 





455 




_ 

460 





Gly 

Thr 

Phe 

Asn 

Leu 

Gin 

Pro 

His 

Asn 

Pro 

Ala 

Gly 

Cys 

Ser 

Ser 

Cys 

465 





470 





475 





480 

Phe 

Cys 

Tyr 

Gly 

His 

Ser 

Lys 

Val 

Cys 

Ala 

Ser 

Thr 

Ala 

Gin 

Phe 

Gin 





485 





490 





495 


Val 

His 

His 

lie 

Leu 

Ser 

Asp 

Phe 

His 

Gin 

Gly 

Ala 

Glu 

Gly 

Trp 

Trp 




500 





505 





510 



Ala 

Arg 

Ser 

Val 

Gly 

Gly 

Ser 

Glu 

His 

Ser 

Pro 

Gin 

Trp 

Ser 

Pro 

Asn 



515 





520 





525 




Gly 

Val 

Leu 

Leu 

Ser 

Pro 

Glu 

Asp 

Glu 

Glu 

Glu 

Leu 

Thr 

Ala 

Pro 

Gly 


530 





535 





540 





Lys 

Phe 

Leu 

Gly 

Asp 

Gin 

Arg 

Phe 

Ser 

Tyr 

Gly 

Gin 

Pro 

Leu 

lie 

Leu 

545 





550 





555 





560 

Thr 

Phe 

Arg 

Val 

Pro 

Pro 

Gly 

Asp 

Ser 

Pro 

Leu 

Pro 

Val 

Gin 

Leu 

Arg 





565 





570 





575 


Leu 

Glu 

Gly 

Thr 

Gly 

Leu 

Ala 

Leu 

Ser 

Leu 

Arg 

His 

Ser 

Ser 

Leu 

Ser 




580 





585 





590 



Gly 

Pro 

Gin 

Asp 

Ala 

Arg 

Ala 

Ser 

Gin 

Gly 

Gly 

Arg 

Ala 

Gin 

Val 

Pro 



595 





600 





605 




Leu 

Gin 

Glu 

Thr 

Ser 

Glu 

Asp 

Val 

Ala 

Pro 

Pro 

Leu 

Pro 

Pro 

Phe 

His 


610 





615 





620 





Phe 

Gin 

Arg 

Leu 

Leu 

Ala 

Asn 

Leu 

Thr 

Ser 

Leu 

Arg 

Leu 

Arg 

Val 

Ser 

625 





630 





635 





640 

Pro 

Gly 

Pro 

Ser 

Pro 

Ala 

Gly 

Pro 

Val 

Phe 

Leu 

Thr 

Glu 

Val 

Arg 

Leu 





645 





650 





655 


Thr 

Ser 

Ala 

Arg 

Pro 

Gly 

Leu 

Ser 

Pro 

Pro 

Ala 

Ser 

Trp 

Val 

Glu 

lie 




660 





665 





670 



Cys 

Ser 

Cys 

Pro 

Thr 

Gly 

Tyr 

Thr 

Gly 

Gin 

Phe 

Cys 

Glu 

Ser 

Cys 

Ala 



675 





680 





685 




Pro 

Gly 

Tyr 

Lys 

Arg 

Glu 

Met 

Pro 

Gin 

Gly 

Gly 

Pro 

Tyr 

Ala 

Ser 

Cys 
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690 





695 





700 




Val Pro 

Cys 

Thr 

Cys 

Asn 

Gin 

His 

Gly 

Thr 

Cys 

Asp 

Pro 

Asn 

Thr Gly 

705 




710 





715 




720 

lie Cys 

Val 

Cys 

Ser 

His 

His 

Thr 

Glu 

Gly 

Pro 

Ser 

Cys 

Glu 

Arg Cys 




725 





730 





735 

Leu Pro 

Gly 

Phe 

Tyr 

Gly 

Asn 

Pro 

Phe 

Ala 

Gly 

Gin 

Ala 

Asp 

Asp- Cys 



740 





745 





750 


Gin Pro 

Cys 

Pro 

Cys 

Pro 

Gly 

Gin 

Ser 

Ala 

Cys 

Thr 

Thr 

He 

Pro Glu 


755 





760 





765 



Ser Gly 

Glu 

Val 

Val 

Cys 

Thr 

His 

Cys 

Pro 

Pro 

Gly 

Gin 

Arg 

Gly Arg 

770 





775 





780 




Arg Cys 

Glu 

Val 

Cys 

Asp 

Asp 

Gly 

Phe 

Phe 

Gly 

Asp 

Pro 

Leu 

Gly Leu 

785 




790 





795 




800 

Phe Gly 

His 

Pro 

Gin 

Pro 

Cys 

His 

Gin 

Cys 

Gin 

Cys 

Ser 

Gly 

Asn Val 




805 





810 





815 

Asp Pro 

Asn 

Ala 

Val 

Gly 

Asn 

Cys 

Asp 

Pro 

Leu 

Ser 

Gly 

His 

Cys Leu 



820 





825 





830 


Arcr Cvs 

Leu 

His 

Asn 

Thr 

Thr 

Gly 

Asp 

His 

Cys 

Glu 

His 

Cys 

Gin Glu 


835 





840 





845 



Gly Phe 

Tyr 

Gly 

Ser 

Ala 

Leu 

Ala 

Pro 

Arg 

Pro 

Ala 

Asp 

Lys 

Cys Met 

850 





855 





860 




Pro Cys 

Ser 

Cys 

His 

Pro 

Gin 

Gly 

Ser 

val 

Ser 

Glu 

Gin 

Met 

Pro Cys 

865 




870 





875 




880 

Asp Pro 

Val 

Thr 

Gly 

Gin 

Cys 

Ser 

Cys 

Leu 

Pro 

His 

Val 

Thr 

Ala Arg 




885 





890 





895 

Asp Cvs 

Ser 

Arg 

Cys 

Tyr 

Pro 

Gly 

Phe 

Phe 

Asp 

Leu 

Gin 

Pro 

Gly Arg 



900 





905 





910 


Gly Cys 

Arg 

Ser 

Cys 

Lys 

Cys 

His 

Pro 

Leu 

Gly 

Ser 

Gin 

Glu 

Asp Gin 


915 





920 





925 



Cys His 

Pro 

Lys 

Thr 

Gly 

Gin 

Cys 

Thr 

Cys 

Arg 

Pro 

Gly 

Val 

Thr Gly 

930 





935 





940 




Gin Ala 

Cys 

Asp 

Arg 

Cys 

Gin 

Leu 

Gly 

Phe 

Phe 

Gly 

Ser 

Ser 

He Lys 

945 




950 





955 




960 

Gly Cys 

Arg 

Ala 

Cys 

Arg 

Cys 

Ser 

Pro 

Leu 

Gly 

Ala 

Ala 

Ser 

Ala Gin 




965 





970 





975 

Cys His 

Tyr 

Asn 

Gly 

Thr 

Cys 

Val 

Cys 

Arg 

Pro 

Gly 

Phe 

Glu 

Gly Tyr 



980 





985 





990 


Lys Cys 

Asp 

Arg 

Cys 

His 

Tyr 

Asn 

Phe 

Phe 

Leu 

Thr 

Ala 

Asp 

Gly Thr 


995 





1000 




1005 


His Cys 

Gin 

Gin 

Cys 

Pro 

Ser 

Cys 

Tyr 

Ala 

Leu 

Val 

Lys 

Glu 

Glu Thr 

1010 




1015 




1020 



Ala Lys 

Leu 

Lys 

Ala 

Arg 

Leu 

Thr 

Leu 

Thr 

Glu 

Gly Trp 

Leu 

Gin Gly 

1025 




1030 




1035 



1040 

Ser Asp Cys 

Gly 

Ser 

Pro Trp Gly 

Pro 

Leu 

Asp 

He 

Leu 

Leu 

Gly Glu 




1045 




1050 




1055 

Ala Pro Arg 

Gly 

Asp Val Tyr Gin Gly 

His 

His 

Leu 

Leu 

Pro 

Gly Ala 



1060 




1065 




1070 

Arg Glu Ala 

Phe 

Leu 

Glu 

Gin 

Met 

Met Gly 

Leu Glu Gly Ala Val Lys 


1075 




1080 




1085 


Ala Ala Arg Glu Gin Leu Gin Arg Leu Asn 

Lys Gly Ala Arg Cys Ala 

1090 




1095 




1100 



Gin Ala Gly Ser Gin Lys 

Thr 

Cys 

Thr 

Gin 

Leu Ala Asp 

Leu 

Glu Ala 

110S 




1110 




1115 



1120 

Val Leu 

Glu 

Ser 

Ser 

Glu 

Glu 

Glu 

He 

Leu 

His 

Ala 

Ala 

Ala 

He Leu 
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1125 1130 1135 

Ala Ser Leu Glu lie Pro Gin Glu Gly Pro Ser Gin Pro Thr Lys Trp 

1140 1145 1150 

Ser His Leu Ala lie Glu Ala Arg Ala Leu Ala Arg Ser His Arg Asp 

1155 1160 1165 

Thr Ala Thr Lys lie Ala Ala Thr Ala Trp Arg Ala Leu Leu Ala Ser 

1170 1175 1180 

Asn Thr Ser Tyr Ala Leu Leu Trp Asn Leu Leu Glu Gly Arg Val Ala 
1185 1190 1195 1200 

Leu Glu Thr Gin Arg Asp Leu Glu Asp Arg Tyr Gin Glu Val Gin Ala 

1205 1210 1215 

Ala Gin Lys Ala Leu Arg Thr Ala Val Ala Glu Val Leu Pro Glu Ala 

1220 1225 1230 

Glu Ser Val Leu Ala Thr Val Arg Gin val Gly Ala Asp Thr Ala Pro 

1235 1240 1245 

Tyr Leu Ala Leu Leu Ala Ser Pro Gly Ala Leu Pro Gin Lys Ser Arg 

1250 1255 1260 

Ala Glu Asp Leu Gly Leu Lys Ala Lys Ala Leu Glu Lys Thr Val Ala 
1265 1270 1275 1280 

Ser Trp Gin His Met Ala Thr Glu Ala Ala Arg Thr Leu Gin Thr Ala 

1285 1290 1295 

Ala Gin Ala Thr Leu. Arg Gin Thr Glu Pro Leu Thr Met Ala Arg Ser 

1300 1305 1310 

Arg Leu Thr Ala Thr Phe Ala Ser Gin Leu His Gin Glu Ala Arg Ala 

1315 1320 1325 

Ala Leu Thr Gin Ala Ser Ser Ser Val Gin Ala Ala Thr Val Thr Val . 

1330 1335 1340 

Met Gly Ala Arg Thr Leu Leu Ala Asp Leu Glu Gly Met Lys Leu Gin 
1345 1350 1355 1360 

Phe Pro Arg Pro Lys Asp Gin Ala Ala Leu Gin Arg Lys Ala Asp Ser 

1365 1370 1375 

Val Ser Asp Arg Leu Leu Ala Asp Thr Arg Lys Lys Thr Lys Gin Ala 

1380 1385 1390 

Glu Arg Met Leu Gly Asn Ala Ala Pro Leu Ser Ser Ser Ala Lys Lys 

1395 1400 1405 

Lys Gly Arg Glu Ala Glu Val Leu Ala Lys Asp Ser Ala Lys Leu Ala 

1410 1415 1420 

Lys Ala Leu Leu Arg Glu Arg Lys Gin Ala His Arg Arg Ala Ser Arg 
1425 1430 1435 1440 

Leu Thr Ser Gin Thr Gin Ala Thr Leu Gin Gin Ala Ser Gin Gin Val 

1445 1450 1455 

Leu Ala Ser Glu Ala Arg Arg Gin Glu Leu Glu Glu Ala Glu Arg Val 

1460 1465 1470 

Gly Ala Gly Leu Ser Glu Met Glu Gin Gin lie Arg Glu Ser Arg lie 

1475 1480 1485 

Ser Leu Glu Lys Asp He Glu Thr Leu Ser Glu Leu Leu Ala Arg Leu 

1490 1495 1500 

Gly Ser Leu Asp Thr His Gin Ala Pro Ala Gin Ala Leu Asn Glu Thr 
1505 1510 1515 1520 

Gin Trp Ala Leu Glu Arg Leu Arg Leu Gin Leu Gly Ser Pro Gly Ser 

1525 1530 1535 • 

Leu Gin Arg Lys Leu Ser Leu Leu Glu Gin Glu Ser Gin Gin Gin Glu 

1540 1545 1550 

Leu Gin He Gin Gly Phe Glu Ser Asp Leu Ala Glu He Arg Ala Asp 
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1555 1560 1565 

Lys Gin Asn Leu Glu Ala He Leu His Ser Leu Pro Glu Asn Cys Ala 

1570 1575 1580 

Ser Trp Gin 
1585 

<210> 1363 
<211> 392 
<212> DNA 

<213> Homo sapiens 
<400> 1363 

tcatgactgt ggccatgctc tgcgtcgtgc gtcgtcaggg atacaggcgc cattgaagac 
60 

gaaggcgcca ccgaagacaa ggacgtagag gaaagccgcg ctgtgctcga aggcgcagca 
120 

ggaatctgcg aaaccgacaa agatgcggct gtttgagtgg atgtgaagga agatgcaggt 
180 

gtctcatcgg cggggccacc atgaacaacc cttcttgatg ccccgtaggt gacgcgctca 
240 

cacacgacat gcacaacaaa taaatcgcaa agcacagagg gacaatcgaa tacaccttga 
300 

cccatgcact tgcgtgcctg gaggcatggc taccaggcaa tcccctcatt tccagaatga 
360 

gcctgttttt gaaagcgact agggaagttc ag 
3 92 

<210> 1364 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 1364 

Met Arg Gly Leu Pro Gly Ser His Ala Ser Arg His Ala Ser Ala Trp 

1 " 5 10 15 

Val Lys Val Tyr Ser He Val Pro Leu Cys Phe Ala He Tyr Leu Leu 

20 25 30 

Cys Met Ser Cys Val Ser Ala Ser Pro Thr Gly His Gin Glu Gly Leu 

35 40 45 

Phe Met Val Ala Pro Pro Met Arg His Leu His Leu Pro Ser His Pro 

50 55 60 

Leu Lys Gin Pro His Leu Cys Arg Phe Arg Arg Phe Leu Leu Arg Leu 
65 70 75 80 

Arg Ala Gin Arg Gly Phe Pro Leu Arg Pro Cys Leu Arg Trp Arg Leu 

85 90 9S 

Arg Leu Gin Trp Arg Leu Tyr Pro 
100 

<210> 1365 
<211> 451 
<212> DNA 

<213> Homo sapiens 
<400> 1365 
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nnacgcgtga gggagaagat ggatgacacc agcctctata atacgccctg tgtcctggac 
60 

ctacagcggg ccctggttca ggatcgccaa gaggcgccct ggaatgaggt ggatgaggtc 
120 

tggcccaatg tcttcatagc tgagaagagt gtggctgtga acaaggggag gctgaagagg 
180 

ctgggaatca cccacattct gaatgctgcg catggcaccg gcgtttacac tggccccgaa 
240 

ttctacactg gcctggagat ccagtacctg ggtgtagagg tggatgactt tcctgaggtg 
300 

gacatttccc agcatttccg gaaggcgtct gagttcctgg atgaggcgct gctgacttac 
360 

agagggaaag tcctggtcag cagcgaaatg ggcatcagcc ggtcagcagt gctggtggtc 
420 

gcctacctga tgatcttcca caacatggcc a 
451 

<210> 1366 
<211> 150 
<212> PRT 

<213> Homo sapiens 
<400> 1366 


Xaa Arg 

Val 

Arg 

Glu 

Lys 

Met 

Asp 

Asp 

Thr 

Ser Leu 

Tyr 

Asn 

Thr 

Pro 

1 



5 





10 




15 


Cys Val 

Leu 

Asp 

Leu 

Gin 

Arg 

Ala 

Leu 

Val 

Gin Asp 

Arg 

Gin 

Glu 

Ala 


20 





25 




30 



Pro Trp 

Asn 

Glu 

Val 

Asp 

Glu 

Val 

Trp 

Pro 

Asn Val 

Phe 

He 

Ala 

Glu 

35 





40 




45 




Lys Ser 

Val 

Ala 

Val 

Asn 

Lys 

Gly 

Arg 

Leu 

Lys Arg 

Leu 

Gly 

He 

Thr 

50 





55 




60 





His He 

Leu 

Asn 

Ala 

Ala 

His 

Gly 

Thr 

Gly 

Val Tyr 

Thr 

Gly 

Pro 

Glu 

65 




70 





75 




80 

Phe Tyr 

Thr 

Gly 

Leu 

Glu 

He 

Gin 

Tyr 

Leu 

Gly Val 

Glu 

Val 

Asp 

Asp 



85 





90 




95 


Phe Pro 

Glu 

Val 

Asp 

He 

Ser 

Gin 

His 

Phe 

Arg Lys 

Ala 

Ser 

Glu 

Phe 



100 




105 




110 



Leu Asp 

Glu 

Ala 

Leu 

Leu 

Thr 

Tyr 

Arg 

Gly 

Lys Val 

Leu 

Val 

Ser 

Ser 

115 





120 




125 




Glu Met 

Gly 

He 

Ser 

Arg 

Ser 

Ala 

Val 

Leu 

Val Val 

Ala 

Tyr 

Leu 

Met 

130 




135 




140 





He Phe 

His 

Asn 

Met 

Ala 











145 ISO 

<210> 1367 
<211> 330 
<212> DNA 

<213> Homo sapiens 
<400> 1367 

gtgcacgcgc cccggacaaa aaaatgagca gcaccccaga cgtcatcgct acacccatgg 
60 

cgccgatacg cgccaacgcc gtagaccgcg aacgctggct caccggcgcc gctgtactgc 
120 
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tcgtcgtcgc attgctgctg gtcatcgtcg cactgcccgt cagcgcactc gtcggccaga 
180 

gcttcctcga ccgcgaaggc gccttcgtcg gcctcgccaa cttcgctcgc tacctcgaca 
240 

accccgccct ggtccagtcc gccttcaaca gcctctggct ggccgcgatc agcgccgtca 
300 

tctgcaccgc catcgcctac gtctacgcgt 
330 

<210> 1368 
<211> 82 
<212> PRT 

<213> Homo sapiens 


<400> 1368 


Thr Ala 

Asn 

Ala Gly 

Ser 

Pro 

Ala 

Pro Leu Tyr Cys 

Ser 

Ser 

Ser His 

1 


5 





10 





15 

Cys Cys 

Trp 

Ser Ser 

Ser 

His 

Cys 

Pro 

Ser 

Ala 

His 

Ser 

Ser Ala Arg 



20 




25 





30 

Ser Leu 

Ala Ser 

Ser 

Thr Ala 

Lys 

Ala 

Pro 

Ser 

Ser 

Ala 

Ser 

Pro 

Thr 


35 




40 





45 



Ala Thr 

Ser 

Thr Thr 

Pro 

Pro 

Trp 

Ser 

Ser 

Pro 

Pro 

Ser 

Thr 

Ala Ser 

50 




55 





60 




Gly Trp Pro 

Arg Ser 

Ala 

Pro 

Ser 

Ser 

Ala 

Pro 

Pro 

Ser 

Pro 

Thr Ser 

65 


70 





75 




80 


Thr Arg 


<210> 1369 
<211> 356 
<212> DNA 

<213> Homo sapiens 
<400> 1369 

cgccagttca tctataagaa catcatccac agtgcagcac caatgggcga cgagatggct 
60 

catcacctgt acgtactgca ggctctcatg ctggggctgc tggagccgcg catgcggacg 
120 

cccctggacc cctacagcca ggagcagcgg gagcagctgc aggtcctacg ccaggctgcc 
180 

ttcgaggtgg agggggagtc ctcgggtgcc gggctaagtg ctgaccgtcg ccgttccctc 
240 

tgtgcccgag agttccgcaa actgggcttt tctaacagca acccagcaca ggacctggag 
300 

cgcgtgcccc ccggtctgct ggccctggac aacatgttgt acttctccag aaacgc 
356 

<210> 1370 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 1370 

Met Gly Asp Glu Met Ala His His Leu Tyr Val Leu Gin Ala Leu Met 
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15 10 15 

Leu Gly Leu Leu Glu Pro Arg Met Arg Thr Pro Leu Asp Pro Tyr Ser 

20 25 30 

Gin Glu Gin Arg Glu Gin Leu Gin Val Leu Arg Gin Ala Ala Phe Glu 

35 40 45 

Val Glu Gly Glu Ser Ser Gly Ala Gly Leu Ser Ala Asp Arg Arg Arg 

50 55 60 

Ser Leu Cys Ala Arg Glu Phe Arg Lys Leu Gly Phe Ser Asn Ser Asn 
65 70 75 80 

Pro Ala Gin Asp Leu Glu Arg Val Pro Pro Gly Leu Leu Ala Leu Asp 

85 90 95 

Asn Met Leu Tyr Phe Ser Arg Asn 
100 

<210> 1371 

<211> 648 

<212> DNA 

<213> Homo sapiens 

<400> 1371 

tcgcgagcac actccagcct ctgggctgcc tttttcaggt tttgcaaact ggctatgaat 
60 

tgttcagcgg ttggattagc cagttctgca gactggctca cacccagacc atctggaccg 
120 

cttatagaga agacatgttc caagtaccct ctttcctttg tctgcttttc tcatgggtac 
180 

tttgccctct aagaagccta ctttcctctt ttcctctcct cctctcccta tttctctttg 
240 

ttgagagagc agtcagatta acccaacaac tcttggagtg ccttggtcac ctgagagcat 
300 

ggaaagtcca tgccctcacc agagtaatga ctaccatttc tccaaaactc tcctcatgcc 
360 

atccgatagg cagtattgat cagaagggga aatctagtgt gttaaaattg ataaaccagc 
420 

ttaagttata cctacaataa aagacccagc cttagcccat ggctgaatgt tgaatactgt 
480 

tgcatggaaa tttgggattt ctagttagag gctttataaa ggtagaatca tgcagacaca 
54 0 

tatacctgga aatattcgga acattctatt agcagaaatg caatgtagga agcttattgg 
600 

ttctagaaga atgtgtcatt gtcagtaatt ggaattactg acagatct 
648 

<210> 1372 ■ 

<211> 101 ■ 

<212> PRT 

<213> Homo sapiens 

<400> 1372 

Met Phe Gin Val Pro Ser Phe Leu Cys Leu Leu Phe Ser Trp Val Leu 

15 10 15 

Cys Pro Leu Arg Ser Leu Leu Ser Ser Phe Pro Leu Leu Leu Ser Leu 

20 25 30 

Phe Leu Phe Val Glu Arg Ala Val Arg Leu Thr Gin Gin Leu Leu Glu 
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35 40 45 

Cys Leu Gly His Leu Arg Ala Trp Lys Val His Ala Leu Thr Arg Val 

50 55 60 

Met Thr Thr He Ser Pro Lys Leu Ser Ser Cys His Pro He Gly Ser 
65 70 75 80 

He Asp Gin Lys Gly Lys Ser Ser Val Leu Lys Leu He Asn Gin Leu 

85 90 95 

Lys Leu Tyr Leu Gin 
100 

<210> 1373 

<211> 369 

<212> DNA 

<213> Homo sapiens 

<400> 1373 

caattggttt tccccaactt tctacttgca aagcaacttc ttagacctgg ggtcctctct 
60 

tgcaggcgcc ctgcatggca gagaactttt tccaccacaa ccttcgtgta acaggcagtt 
120 

acatgggttt catgggtcga catgggttcc gtgtcctgct tgccgggcct gagctgtttg 
180 

tcaggtgtac aaccgagaac cttgcagacc agaatccaag actccgcagc atgtgtgtgc 
240 

cggggcggga cacgagctgt tggaggagaa agccatcagt gtatttagag gcaaagggct 
300 

tcctaaatcg aggctgtgca ggcctcctga aagtccttac ccaagcttcc gaggtaaatc 
360 

ctctccgca 
369 

<210> 1374 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 1374 

Met Ala Glu Asn Phe Phe His His Asn Leu Arg Val Thr Gly Ser Tyr 

1 5 10 15 

Met Gly Phe Met Gly Arg His Gly Phe Arg Val Leu Leu Ala Gly Pro 

20 25 30 

Glu Leu Phe Val Arg Cys Thr Thr Glu Asn Leu Ala Asp Gin Asn Pro 

35 40 45 

Arg Leu Arg Ser Met Cys Val Pro Gly Arg Asp Thr Ser Cys Trp Arg 

50 55 60 

Arg Lys Pro Ser Val Tyr Leu Glu Ala Lys Gly Phe Leu Asn Arg Gly 
65 70 75 80 

Cys Ala Gly Leu Leu Lys Val Leu Thr Gin Ala Ser Glu Val Asn Pro 
85 90 95 

Leu Arg 


<210> 1375 
<211> 282 
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<212> DNA 

<213> Homo sapiens 

<400> 1375 

nacgcgttcg accgcgccac gcgcgggcac gttatcgact acatcgactt tcacctgcac 
60 

ggctggcact ggcccgcctt caacatcgct gacatggcca tcgtgggcgg ggcgatcgcg 
120 

ctggtggccc agtcgttcat gagcgtggag aacccggccg ccacaaagga gtcccagtga 
180 

cattgggacg atccggaaat tcgcaatgca cacggtgcag gacaccaatc tgaagagaac 
240 

ggcccccagc atgagcggcc gcggcttggc cctcatgcta gc 
282 

<210> 1376 
<211> 59 
<212> PRT 

<213> Homo sapiens 
<400> 1376 

Xaa Ala Phe Asp Arg Ala Thr Arg Gly His Val lie Asp Tyr He Asp 

1 * 5 10 15 

Phe His Leu His Gly Trp His Trp Pro Ala Phe Asn He Ala Asp Met 

20 25 30 

Ala lie Val Gly Gly Ala He Ala Leu Val Ala Gin Ser Phe Met Ser 

35 40 45 

Val Glu Asn Pro Ala Ala Thr Lys Glu Ser Gin 
50 55 

<210> 1377 

<211> 6306 

<212> DNA 

<213> Homo sapiens 

<400> 1377 . 

tagtaagaca ggtgccttca gttcactctc agtaaggggc tggttgcctg catgagtgtg 
60 

tgctctgtgt cactgtggat tggagttgaa aaagcttgac tggcgtcatt caggagctgg 
120 

atggcgtggg acatgtgcaa ccaggactct gagtctgtat ggagtgacat cgagtgtgct 
180 

gctctggttg gtgaagacca gcctctttgc ccagatcttc ctgaacttga tctttctgaa 
240 

ctagatgtga acgacttgga tacagacagc tttctgggtg gactcaagtg gtgcagtgac 
300 

caatcagaaa taatatccaa tcagtacaac aatgagcctt caaacatatt tgagaagata 
360 

gatgaagaga atgaggcaaa cttgctagca gtcctcacag agacactaga cagtctccct 
420 

gtggatgaag acggattgcc ctcatttgat gcgctgacag atggagacgt gaccactgac 
480 

aatgaggcta gtccttcctc catgcctgac ggcacccctc caccccagga ggcagaagag 
540 
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ccgtctctac 

ttaagaagct 

cttactggca 

600 



tgcagtggtc 

tcagtaccca 

gaaccatgca 

660 



gcaattgtta 

agactgagaa 

ttcatggagc 

720 



aagccacaaa 

gacgtccctg 

ctcggagctt 

780 



cctcacacca 

aacccacaga 

gaacagaaac 

840 



aagtcccaca 

cacagtcgca 

gtcacaacac 

900 



cctctgaccc 

cagagtcacc 

aaatgacccc 

960 



gaacgcacct 

taaqtqtqga 

actctctgga 

1020 



cctcataaag 

ccaaccaaga 

taaccctttt 

1080 



aaqactqtqq 

tgccaccacc 

atcaaagaag 

1140 



ggcaataact 

ccaccaagaa 

aqqqccqqaq 

1200 



tcctcagtcc 

tcactgqtqg 

acacgaggaa 

1260 



tttggtgacc 

atgactattg 

ccagtcaatt 

1320 



tcacaggagc 

tccaagactc 

tagacaacta 

1380 



qqqcaqattt 

gttcttccac 

agattcagac 

1440 



aqcaaqcagg 

tctctccttg 

cagcacaaga 

1500 



gagctgaaca 

agcacttcgg 

tcatcccagt 

1560 



accggtgaac 

tgagggacag 

tgatttcagt 

1620 



ataaattcag 

gactagccat 

ggatggcctg 

1680 



ctgagctacc 

cttgggatgg 

cacgcaatcc 

1740 



tcttctttta 

actctccatg 

tagagattct 

1800 



agaccccaaa 

ggatgcgctc 

tcgttcaagg 

1860 



tcaccatatt 

ccaggtcaag 

atcaaggtct 

1920 



tattactatg 

agtcaagcca 

ctacagacac 

1980 



agatcacgtt 

caagatcgcc 

ctacagccgt 

2040 



cagcacgaga 

ggctgaagag 

ggaagaatat 

2100 



agggccaagc 

aaagggagag 

gcagaggcag 

2160 




ccagccaaca ctcagctaag ttataatgaa 
aatcacaatc acaggatcag aacaaaccct 
aataaagcga agagtatttg tcaacagcaa 
ctcaaatatc tgaccacaaa cgatgaccct 
agcagcagag acaaatgcac ctccaaaaag 
ttacaagcca aaccaacaac tttatctctt 
aagggttccc catttgagaa caagactatt 
actgcaggcc taactccacc caccactcct 
agggcttctc caaagctgaa gtcctcttgc 
cccaggtaca gtgagtcttc tggtacacaa 
caatccgagt tgtatgcaca actcagcaag 
aggaagacca agcggcccag tctgcggctg 
aattccaaaa cggaaatact cattaatata 
gaaaataaag atgtctcctc tgattggcag 
cagtgctacc tgagagagac tttggaggca 
aaacagctcc aagaccagga aatccgagcc 
caagctgttt ttgacgacga agcagacaag 
aatgaacaat tctccaaact acctatgttt 
tttgatgaca gcgaagatga aagtgataaa 
tattcattgt tcaatgtgtc tccttcttgt 
gtgtcaccac ccaaatcctt attttctcaa 
tccttttctc gacacaggtc gtgttcccga 
ccaggcagta gatcctcttc aagatcctgc 
cgcacgcacc gaaattctcc cttgtatgtg 
cggcccaggt atgacagcta cgaggaatat 
cgcagagagt atgagaagcg agagtctgag 
aaggcaattg aagagcgccg tgtgatttat 
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gtcggtaaaa tcagacctga cacaacacgg acagaactga gggaccgttt tgaagttttt 
2220 

ggtgaaattg aggagtgcac agtaaatctg cgggatgatg gagacagcta tggtttcatt 
2280 

acctaccgtt atacctgtga tgcttttgct gctcttgaaa atggatacac tttgcgcagg 
2340 

tcaaacgaaa ctgactttga gctgtacttt tgtggacgca agcaattttt caagtctaac 
2400 

tatgcagacc tagattcaaa ctcagatgac tttgaccctg cttccaccaa gagcaagtat 
2460 

gactctctgg attttgatag tttactgaaa gaagctcaga gaagcttgcg caggtaacat 
2520 

gttccctagc tgaggatgac agagggatgg cgaatacctc atgggacagc gcgtccttcc 
2580 

ctaaagacta ttgcaagtca tacttaggaa tttctcctac tttacactct ctgtacaaaa 
2640 

acaaaacaaa acaacaacaa tacaacaaga acaacaacaa caataacaac aatggtttac 
2700 

atgaacacag ctgctgaaga ggcaagagac agaatgatat ccagtaagca catgtttatt 
2760 

catgggtgtc agctttgctt ttcctggagt ctcttggtga tggagtgtgc gtgtgtgcat 
2820 

gtatgtgtgt gtgtatgtat gtgtgtggtg tgtgtgcttg gtttagggga agtatgtgtg 
2880 

ggtacatgtg aggactgggg gcacctgacc agaatgcgca agggcaaacc atttcaaatg 
2940 

gcagcagttc catgaagaca cacttaaaac ctagaacttc aaaatgttcg tattctattc 
3000 

aaaaggaaaa atatatatat atatatatat atataaatta aaaaggaaag aaaactaaca 
3060 

accaaccaac caaccaacca accacaaacc accctaaaat gacagccgct gatgtctggg 
3120 

catcagcctt tgtactctgt ttttttaaga aagtgcagaa tcaacttgaa gcaagctttc 
3180 

tctcataacg taatgattat atgacaatcc tgaagaaacc acaggttcca tagaactaat 
3240 

atcctgtctc tctctctctc tctctctctc tctttttttt ttctttttcc ttttgccatg 
3300 

gaatctgggt gggagaggat actgcgggca ccagaatgct aaagtttcct aacattttga 
3360 

agtttctgta gttcatcctt aatcctgaca cccatgtaaa tgtccaaaat gttgatcttc 
3420 

cactgcaaat ttcaaaagcc ttgtcaatgg tcaagcgtgc agcttgttca gcggttcttt 
3480 

ctgaggagcg gacaccgggt tacattacta acgagagttg ggtagaactc tctgagatgt 
354 0 

gttcagatag tgtaattgct acattctctg atgtagttaa gtatttacag atgttaaatg 
3600 

gagtattttt attttatgta tatactatac aacaatgttc ttttttgtta cagctatgca 
3660 

ctgtaaatgc agccttcttt tcaaaactgc taaatttttc ttaatcaaga atattcaaat 
3720 

gtaattatga ggtgaaacaa ttattgtaca ctaacatatt tagaagctga acttactgct 
3780 
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tatatatatt tgattgtaca 
3840 

gcaaaatgat gctttccgca 
3900 

aagaaatatc ctagtcccct 
3960 

ttgtcgcttg tttttctttg 
4020 

tcatctaaaa tttttctaga 
4080 

attaagaaat gtttttattt 
4140 

tttttaaaat gctgttttgt 
4200 

taataattat agtatgattt 
,426 0 

cagtatttct ttcccttggc 
4320 

tgcatcctgt ataaatactg 
4380 

gttgcagata gcctatttat 
4440 

attttctacc taggatgcat 
4500 

attcagcttt tgcagaagca 
4560 

ggtgttgttc ttgatgacat 
4620 

attttgatca tcaggatttc 
4680 

tggagtgtgt attcaagttt 
4740 

tctggaagac atgatacacc 
4800 

atcttgtaag atggatttca 
4860 

ttatcaccag catattgtgt 
4920 

gattttttgg cttcttattt 
4980 

gaacttgttc acaggttctg 
5040 

ttgttctgta ggttaaatgc 
5100 

tctttctttc tgaattttga 
5160 

agcaataaat tattttaaga 
5220 

catgtgttct ctattttgcc 
5280 

ttgccctgga ttgttgacat 
5340 

agcactacag atatcatatt 
5400 


aacaaaaaga cagtgtgtgt 
catccatccc ttaggtgagc 
aaaggtatta accacttctg 
aagttttata cactggattt 
agatatcatg attttatgta 
tctctatcaa cagtagtttt 
tttaattttt gtgattttaa 
ttacaataat taatgtgtgt 
agagtatgac gatggtattt 
atatttcatt cctttgttta 
tataaattat gagatgatga 
gacaattgtc aggttggagt 
gtgtttctac ttgcactagc 
tgcttctgct aaatttaata 
atctgagtgt ggagtccctg 
ctaaattgag attcgattac 
tactactcaa ttgttctttt 
cccccaggcc aatgcagcta 
tctgagtgaa tccactgttt 
ctaagtagat agaaagcaat 
cgttacaaca gtaacacatc 
aggtatttta actgtgtgaa 
gtatcttctg ttgtagaata 
aatcgagatt tagtaaatcc 
tttaaatttt tgtgaaccaa 
gagtggaata cttggtttct 
gaggattaat ttatcccccc 


gtctgttgag tgcaacaaga 
ttcaatctaa gcatcttgtc 
cgatattttt ccacattttc 
gttaggggaa tgaaattttc 
aagtctctca atgggtaacc 
gaaactagaa gtcaaaaatc 
tttgatacaa aatgctgagg 
ctgaagacta tctttgaagc 
atctgtattt tttacagtta 
ctaaagagac atatttatca 
aaataataaa gccagtggaa 
gtaagtgctt catttgggaa 
atggcctctg acgtgaccat 
aaaacttcag aaaaacctcc 
gaatggaatt cagtaacatt 
tgtttggctg acatgacttt 
cctttctctc gcccaacacg 
attttgatag ctgcattcat 
gtcctgtcgg atgcttgctt 
aaaaatacta tgaaatgaaa 
tttaatccgc ctaattcttg 
cgccaaacta aagtttacag 
ataataaaaa gactattaag 
tattatgtgt tcaaggacca 
ttttaaatac attctccttt 
tttcttactt atcaaaagac 
tacccccagc ctgacaaata 
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ttgttaccat gaagatagtt ttcctcaatg gacttcaaat tgcatctaga attagtggag 
5460 

cttttgtatc ttctgcagac actgtgggta gcccatcaaa atgtaagctg tgctcctctc 
5520 

atttttattt ttattttttt gggagagaat atttcaaatg aacacgtgca ccccatcatc 
5580 

actggaggca aatttcggca tagatctgta ggatttttag aagaccgtgg gccattgcct 
5640 

tcatgccgtg gtaagtacca catctacaat tttggtaacc gaactggtgc tttagtaatg 
5700 

tggatttttt tcttttttaa aagagatgta gcaaaataat tcttccagtg caacaaaatc 
5760 

aattttttgc taaacgactc caagaacaac agttgggctg tcaacattca aagcagcaga 
5820 

gagggaactt tgcactattg gggtatgatg tttgggtcag ttgataaaag gaaacctttt 
5880 

catgccttta gatgtgagct tccagtaggt aatgattatg tgtcctttct tgatggctgt 
5940 

aatgagaact tcaatcactg tagtctaaga cctgatctat agatgaccta gaatagccat 
6000 

gtactataat gtgatgattc taaatttgta cctatgtgac agacattttc aataatgtga 
6060 

actgctgatt tgatggagct actttaagat ttgtaggtga aagtgtaata ctgttggttg 
6120 

aactatgctg aagagggaaa gtgagcgatt agttgagccc ttgccgggcc ttttttccac 
6180 

ctgccaattc tacatgtatt gttgtggttt tattcattgt atgaaaattc ctgtgatttt 
6240 

ttttaaatgt gcagtacaca tcagcctcac tgagctaata aagggaaacg aatgtttcaa 

6300 

atctaa 

6306 


<210> 1378 

<211> 798 

<212> PRT . 

<213> Homo sapiens 


<400> 1378 

Met Ala Trp Asp Met Cys Asn Gin Asp Ser Glu Ser Val Trp Ser Asp 

1 5 10 15 

He Glu Cys Ala Ala Leu Val Gly Glu Asp Gin Pro Leu Cys Pro Asp 

20 25 30 

Leu Pro Glu Leu Asp Leu Ser Glu Leu Asp Val Asn Asp Leu Asp Thr 

35 40 45 

Asp Ser Phe Leu Gly Gly Leu Lys Trp Cys Ser Asp Gin Ser Glu He 

50 55 60 

He Ser Asn Gin Tyr Asn Asn Glu Pro Ser Asn He Phe Glu Lys He 
65 70 75 80 

Asp Glu Glu Asn Glu Ala Asn Leu Leu Ala Val Leu Thr Glu Thr Leu 

85 5° 95 

Asp Ser Leu Pro Val Asp Glu Asp Gly Leu Pro Ser Phe Asp Ala Leu 

100 105 HO 

Thr Asp Gly Asp Val Thr Thr Asp Asn Glu Aia Ser Pro Ser. Ser Met 
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Pro Asp 
130 
Lys Lys 
145 

Cys Ser 

Arg Thr 

Ala Lys 

Glu Leu 
210 
Pro Thr 
225 

Lys Ser 

Thr Leu 

Ser Pro 

Ser Gly 
290 
Asn Gin 
305 

Lys Thr 

Ser Gly 

Glu Leu 

Glu Glu 
370 
Asp Tyr 
385 

Ser Gin 

Ser Asp 

Tyr Leu 

Thr Arg 
450 
His Phe 
465 

Thr Gly 

Leu Pro 

Asp Ser 

Gin Ser 
530 
Ser Pro 


115 

Gly Thr Pro 

Leu Leu Leu 

Gly Leu Ser 
165 

Asn Pro Ala 

180 
Ser lie Cys 
195 

Leu Lys Tyr 

Glu Asn Arg 

His Thr Gin 
245 

Ser Leu Pro 

260 
Phe Glu Asn 
275 

Thr Ala Gly 

Asp Asn Pro 

val Val Pro 
325 

Thr Gin Gly 

340 
Tyr Ala Gin 
355 

Arg Lys Thr 

Cys Gin Ser 

Glu Leu Gin 
405 

Trp Gin Gly 

420 
Arg Glu Thr 
435 

Lys Gin Leu 

Gly His Pro 

Glu Leu Arg 
485 

Met Phe lie 

500 
Glu Asp Glu 
515 

Tyr Ser Leu 
Cys Arg Asp 


Pro Pro 
135 
Ala Pro 
150 

Thr Gin 

lie Val 

Gin Gin 

Leu Thr 
215 
Asn Ser 
230 

Ser Gin 

Leu Thr 

Lys Thr 

Leu Thr 
295 
Phe Arg 
310 

Pro Pro 

Asn Asn 

Leu Ser 

Lys Arg 
375 
lie Asn 
390 

Asp Ser 

Gin He 

Leu Glu 

Gin Asp 
455 
Ser Gin 
470 

Asp Ser 

Asn Ser 

Ser Asp 

Phe Asn 
535 
Ser Val 


120 

Gin Glu 

Ala Asn 

Asn His 

Lys Thr 
185 
Gin Lys 
200 

Thr Asn 

Ser Arg 

Ser Gin 

Pro Glu 
265 
He Glu 
280 

Pro Pro 

Ala Ser 

Ser Lys 

Ser Thr 
345 
Lys Ser 
360 

Pro Ser 

Ser Lys 

Arg Gin 

Cys Ser 
425 
Ala Ser 
440 

Gin Glu 

Ala Val 

Asp Phe 

Gly Leu 
505 
Lys Leu 
520 

Val Ser 
Ser Pro 


Ala Glu 

Thr Gin 
155 
Ala Asn 
170 

Glu Asn 

Pro Gin 

Asp Asp 

Asp Lys 
235 
His Leu 
250 

Ser Pro 

Arg Thr 

Thr Thr 

Pro Lys 
315 
Lys Pro 
330 

Lys Lys 

Ser Val 

Leu Arg 

Thr Glu 
395 
Leu Glu 
410 

Ser Thr 

Lys Gin 

He Arg 

Phe Asp 
475 
Ser Asn 
490 

Ala Met 
Ser Tyr 
Pro Ser 
Pro Lys 


125 
Glu Pro 
140 

Leu Ser 

His Asn 

Ser Trp 

Arg Arg 
205 
Pro Pro 
220 

Cys Thr 

Gin Ala 

Asn Asp 

Leu Ser 
285 
Pro Pro 
300 

Leu Lys 

Arg Tyr 

Gly Pro 

Leu Thr 
365 
Leu Phe 
380 

He Leu 

Asn Lys 

Asp Ser 

Val Ser 
445 
Ala Glu 
460 

Asp Glu 

Glu Gin 

Asp Gly 

Pro Trp 
525 
Cys Ser 
540 

Ser Leu 


Ser Leu Leu 

Tyr Asn Glu 
160 

His Arg He 

175 
Ser Asn Lys 
190 

Pro Cys Ser 

His Thr Lys 

Ser Lys Lys 
240 

Lys Pro Thr 

255 
Pro Lys Gly 
270 

Val Glu Leu 

His Lys Ala 

Ser Ser Cys 
320 

Ser Glu Ser 

335 
Glu Gin Ser 
350 

Gly Gly His 

Gly Asp His 

He Asn lie 
400 

Asp Val Ser 

415 
Asp Gin Cys 
430 

Pro Cys Ser 

Leu Asn Lys 

Ala Asp Lys 
480 

Phe Ser Lys 

495 
Leu Phe Asp 
510 

Asp Gly Thr 
Ser Phe Asn 
Phe Ser Gin 
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545 550 555 560 

Arg Pro Gin Arg Met Arg Ser Arg Ser Arg Ser Phe Ser Arg His Arg 

565 570 575 

Ser Cys Ser Arg Ser Pro Tyr Ser Arg Ser Arg Ser Arg Ser Pro Gly 

580 585 590 

Ser Arg Ser Ser Ser Arg Ser Cys Tyr Tyr Tyr Glu Ser Ser His Tyr 

595 600 605 

Arg His Arg Thr His Arg Asn Ser Pro Leu Tyr Val Arg Ser Arg Ser 

610 615 620 

Arg Ser Pro Tyr Ser Arg Arg Pro Arg Tyr Asp Ser Tyr Glu Glu Tyr 
625 630 635 640 

Gin His Glu Arg Leu Lys Arg Glu Glu Tyr Arg Arg Glu Tyr Glu Lys 

645 .. ...650 655 

Arg Glu Ser Glu Arg Ala Lys Gin Arg Glu Arg Gin Arg Gin Lys Ala 

660 " 665 -670 

lie Glu Glu Arg Arg Val He Tyr Val Gly Lys He Arg Pro Asp Thr 

675 680 685 

Thr Arg Thr Glu Leu Arg Asp Arg Phe Glu Val Phe Gly Glu He Glu 

690 695 700 

Glu Cys Thr Val Asn Leu Arg Asp Asp Gly Asp Ser Tyr Gly Phe He 
705 710 715 720 

Thr Tyr Arg Tyr Thr Cys Asp Ala Phe Ala Ala Leu Glu Asn Gly Tyr 

725 730 735 

Thr Leu Arg Arg Ser Asn Glu Thr Asp Phe Glu Leu Tyr Phe Cys Gly 

740 745 750 

Arg Lys Gin Phe Phe Lys Ser Asn Tyr Ala Asp Leu Asp Ser Asn Ser 

755 760 765 

Asp Asp Phe Asp Pro Ala Ser Thr Lys Ser Lys Tyr Asp Ser Leu Asp 

770 775 780 

Phe Asp Ser Leu Leu Lys Glu Ala Gin Arg Ser Leu Arg Arg 
785 790 795 

<210> 1379 

<211> 590 

<212> DNA 

<213> Homo sapiens 

<400> 1379 

nnacgcgtcc ctgcccaacc tggctcagtt cagctggaga cagggccgac ccgcttgttg 
60 

gagtcgtcac gaggactgag gtgcgtcctg agatgcctgc ttgccaggtg ttagtgtcgg 
120 

tttgctgggg ccgcggtgac agagtgccat agaccaggca gctgaaacag agttcaattt 
180 

cttttaaagc ccgggggccg aaaaccccta aacaagggtt tgtgggggct cgttccttgg 
240 

gaggacgtga gggcaatctg gtgtccctgc cgtgtggccg cgtcacccat ctctgccctc 
300 

ggtgtccccg ccctgtggcc gcgtcaccca tctctgccct cggagtccct gccgtgtggc 
360 

cgcgtcnacc catctctgcc ctcggagtcc ctgccgtgtg gccgtgtcna cccacctctg 
420 

ccctcggtgt ccctgccgtg tggccgagtc nacccacctc tgccctcggt gtccctgccg 
480 
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tgtggccgcg tcnacccacc tctgccctcg gtgtccccgc cgtgtggccg cgtcnaccca 
540 

tctctgcctt cggtgtcccc gccgtgtggc cgcgtcaccc atctctgcag 
590 

<210> 1380 
<211> 141 
<212> PRT 

<213> Homo sapiens 


<400> 1380 














Asn 

Arg 

Val 

Gin 

Phe 

Leu 

Leu 

Lys 

Pro 

Gly 

Gly 

Arg 

Lys 

Pro 

Leu 

Asn 

1 




5 





10 





15 


Lys 

Gly 

Leu 

Trp 

Gly Leu Val 

Pro 

Trp 

Glu 

Asp 

Val 

Arg 

Ala 

He 

Trp 




20 





25 





30 



Cys 

Pro 

Cys 
35 

Arg 

Val 

Ala 

Ala 

Ser 
40 

Pro 

He 

Ser 

Ala 

Leu 
45 

Gly 

Val 

Pro 

Ala 

Leu 

Trp 

Pro 

Arg His 

Pro 

Ser 

Leu 

Pro 

Ser 

Glu 

Ser 

Leu 

Pro 

Cys 


50 





55 





60 





Gly 

Arg 

Val 

Xaa 

Pro 

Ser 

Leu 

Pro 

Ser 

Glu 

Ser 

Leu 

Pro 

Cys 

Gly 

Arg 

65 





70 





75 





80 

Val 

Xaa 

Pro 

Pro 

Leu 
85 

Pro 

Ser 

Val 

Ser 

Leu 
90 

Pro 

Cys 

Gly 

Arg 

Val 
95 

Xaa 

Pro 

Pro 

Leu 

Pro 
100 

Ser 

Val 

Ser 

Leu 

Pro 
105 

Cys 

Gly 

Arg 

Val 

Xaa 
110 

Pro 

Pro 

Leu 

Pro 

Ser 
115 

Val 

Ser 

Pro 

Pro 

Cys 
120 

Gly 

Arg 

Val 

Xaa 

Pro 
125 

Ser 

Leu 

Pro 

Ser 

Val 
130 

Ser 

Pro 

Pro 

Cys 

Gly 
135 

Arg 

Val 

Thr 

His 

Leu 
140 

Cys 





<210> 1381 

<211> 433 

<212> DNA 

<213> Homo sapiens 

<400> 1381 

ctgaccacct tagctaagca ttccctttct ggctgtagcc agatatgatg tgtgagtctg 
60 

cagatcatgc tggccccctt gacgaagcat gcactttctg gcctaggccg gatacgatgt 
120 

gtgaggccac ggagagtcca ggccggagca cactgaccgc cttggctaag cattcatttc 
180 

cgtgtcctgg ctgccatcag agaggaggca ggtcccacag atctgctctt gtttctgctg 
240 

gtctgaagtg gggtttcagt ttctgtgtgg aacaattcat taggggtttg atctcaaagc 
300 

ccaggcattg gccctgtacc tgttcctcac ggaagccgaa ctcctgctta tgggccccag 
360 

cctacaggca gccaaatggg ctagccccag ccaaggggct gtttggcgac ctctgaacca 
420 

cagctctcca tgg 
433 

<210> 1382 
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<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 1382 

Met Met Cys Glu Ser Ala Asp His Ala Gly Pro Leu Asp Glu Ala Cys 

1 5 10 15 

Thr Phe Trp Pro Arg Pro Asp Thr Met Cys Glu Ala Thr Glu Ser Pro 

20 25 30 

Gly Arg Ser Thr Leu Thr Ala Leu Ala Lys His Ser Phe Pro Cys Pro 

35 40 45 

Gly Cys His Gin Arg Gly Gly Arg Ser His Arg Ser Ala Leu Val Ser 

50 55 60 

Ala Gly Leu Lys Trp Gly Phe Ser Phe Cys Val Glu Gin Phe He Arg 
65 - 7o 75 8Q 

Gly Leu He Ser Lys Pro Arg His Trp Pro Cys Thr Cys Ser Ser Arg 

85 90 95 

Lys Pro Asn Ser Cys Leu Trp Ala Pro Ala Tyr Arg Gin Pro Asn Gly 

100 105 HO 

Leu Ala Pro Ala Lys Gly Leu Phe Gly Asp Leu 
115 120 

<210> 1383 

<211> 906 

<212> DNA 

<213> Homo sapiens 

<400> 1383 

nnaccggtgt tttctg£atc aactgagaga accacatgtc aaggcagcaa agtgaccacg 
60 

caccacagca cacctgcctc tggcttgcag gccaagatgg cccctatgtc aaccagggtt 
120 

tctgcagctg gtcctgggag acccacggcc tcctctctcc tgcccctgac caatacacca 
180 

caaacgcctc acatgagctc acccacaccc ccaagagcca tggtgctcac aaagcaaaga 
240 

ccaagccaga ctcaatcctg tggccccagg gtcagccgca gagcagacaa ctagaacctc 
300 

acaagaagct gaacacaggc tgggtcacct ataaacaggg aggccatcct gaagggagga 
360 

agcacccaac cagaggtgaa ctcaccttgg accattcgac aatgcagtcc aggcagaagt 
420 

aatgggcaca gttctnccgg cgtccccacg gcctggtctc tgaatgcgtt gagacagatt 
480 

gggcagctct ctgcatcatc atcagaattg aaagagccag cggcttccag tttcccctga 
540 

gtacccgcta cctccagcaa tgtctccccg tcgtcttcag aatcctcgga accagatctg 
600 

tcttccaggt cttcctcctc agacgccccc tcgtcttctc cgtctgtgcc atctccatgc 
660 

tcgctgtcac tgtcgtcccc agagtcccca ctgctgccca cgctgctttc ttcaaagtca 
720 

cctgccgggt ccgcagggcc gacctgtggg tgtccatccg gccctgggct ccgggccaca 
780 * 
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agctcatcca ggctgtcgtc atccattgct gcacattgag ctcagctccg gaaacctcgt 
840 

gtcccgcagg cgctcgcgag cgctcgccgc cgctgcacga ccgagagtcg ctcctaggcc 
900 

cggccg 
906 

<210> 1384 

<211> 97 

<212> PRT 

<213> Homo sapiens 

<400> 1384 

Xaa Pro Val Phe Ser Val Ser Thr Glu Arg Thr Thr Cys Gin Gly Ser 

1 5 10 15 

Lys Val Thr Thr His His Ser Thr Pro Ala Ser Gly Leu Gin Ala Lys 

20 25 30 

Met Ala Pro Met Ser Thr Arg Val Ser Ala Ala Gly Pro Gly Arg Pro 

35 40 45 

Thr Ala Ser Ser Leu Leu Pro Leu Thr Asn Thr Pro Gin Thr Pro His 

50 55 60 

Met Ser Ser Pro Thr Pro Pro Arg Ala Met Val Leu Thr Lys Gin Arg 
65 70 75 80 

Pro Ser Gin Thr Gin Ser Cys Gly Pro Arg Val Ser Arg Arg Ala Asp 
85 90 95 

Asn 


<210> 1385 

<211> 210 

<212> DNA 

<213> Homo sapiens 

<400> 1385 

acgcgtgcac tgggtgtatg catggtaacg tacacgtgtg cactgtgtgt ggtgtgcatg 
60 

ncatggtgtg tgcacgtgtg cnactgtgta tgcatggtaa tgtgcacgtg tgcactgtgt 
120 

gtggcgtgta tgcatggtgt gtgcacgtgt gcactgtgtg tggggtgtat gncatggtgg 
180 

gtgcacatat gcactggggg gtgtgtatgc 
210 

<210> 1386 

<211> 70 

<212> PRT 

<213> Homo sapiens 

<400> 1386 

Thr Arg Ala Leu Gly Val Cys Met Val Thr Tyr Thr Cys Ala Leu Cys 

15 10 15 

Val Val Cys Met Xaa Trp Cys Val His Val Cys Xaa Cys Val Cys Met 

20 25 30 

Val Met Cys Thr Cys Ala Leu Cys Val Ala Cys Met His Gly Val Cys 
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35 40 45 

ir Cys Ala Leu Cys Val Gly Cys Met Xaa Trp Trp Val His lie Cys 
50 55 60 

Thr Gly Gly Cys Val Cys 
65 70 

<210> 1387 
<211> 521 
<212> DNA 

<213> Homo sapiens 
<400> 1387 

ggccgcaact ccaccagcga aggcgatgtg 
60 

gtccaagccg aaggtgtttc cggttgcggc 
120 

gccggtgagg acgaaggcgt agttgccgcc 
180 

ggcggcaagg agtccgaaga cgaagactcc 
24 0 

gtgagggcgg ggtatcccgc gatctgtcat 
300 

ggacatccct aggcgttgac ccaggggtgg 
360 

gaaccacccg gtatcagcag gtgccagggg 
420 

cgatgagatc gatgttggcc ttggagtggg 
480 

cgtgggctaa gcgacgggcg agttcgcgac 
521 

<210> 1388 
<211> 103 
<212> PRT 

<213> Homo sapiens 


<400> 1388 









Gly Arg 

Asn 

Ser 

Thr 

Ser 

Glu 

Gly 

Asp Val 

Arg Ala 

His Glu Gly Thr 

1 



5 




10 


15 

Lys Gly 

Gin 

Val 

Val 

Gin 

Ala 

Glu 

Gly Val 

Ser Gly 

Cys Gly Lys His 



20 





25 


30 

Ser Pro 

Gly 

Gly 

Gin 

His 

Thr 

Glu 

Ala Gly 

Glu Asp 

Glu Gly Val Val 


35 





40 



45 

Ala Ala 

Asp 

Gly 

Ser 

Ser 

Asp 

Ser 

Thr Ala 

Gly Asp 

Gly Gly Lys Glu 

50 





55 



60 


Ser Glu 

Asp 

Glu 

Asp 

Ser 

Asp 

Arg 

Gly Gly 

Glu His 

Arg Cys Ser Phe 

65 




70 




75 

80 

Val Arg 

Ala 

Gly 

Tyr 

Pro 

Ala 

lie 

Cys His 

Pro His 

Ala Ala Thr Gly 




85 




90 


95 

Ala Ala 

Phe 

Ser 

Gly 

His 

Pro 






100 


<210> 1389 
<211> 4013 


cgggcccatg aagggaccaa aggccaggta 
aaacactccc caggaggcca gcacacagaa 
gatggcagct ccgacagcac cgccggcgat 
gatagaggtg gtgaacatcg gtgttccttt 
ccgcacgcag cgacgggtgc ggcattttct 
ggtggttcag acgtgtgccg gcgcacgtct 
cggattcccc agcacctgac tcatatgcgt 
aactcgggtc gaaggtgtac ccgatgaact 
cgatgacgcg t 
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<212> DNA 

<213> Homo sapiens 

<400> 1389 

cctctgaaga tggaaacatc aggaatgaca 

.60 

cgcacagcca catcaccacc ccccacaacc 
120 

actgccatgc acacccgctc cacagctgcc 
180 

tccctcttcc cctatggggc agacgccggg 
240 

ttcacctccc cactcttcaa gccggcgact 
300 

tccctctact tcacagacaa tggccagatc 
360 

tcctacccca acccactccc aacaggcttc 
420 

ccgttctggg acgatgctga cttctccact 
480 

gagacgttct atggtgaaca cagcctgcta 
540 

atcacaaaca acgggggcta caaggccagg 
600 

cacgcctatc ctgcccagtg gaccctcggg 
660 

gacgggagca ggtcctatgc cctgtttctc 
720 

gcccagcgct caggcaaccc ggtgctcatg 
780 

aacagcccac tgatgtccca gccagtgtgg 
840 

tccaactcag gcctccaagg gctgcagttc 
900 

taccgtctcg agtgcctgca gtggctgaag 
.960 

aaccaggtct cctgcccttg ttcctggcag 
1020 

gtcagcatag gtcgctgggg cctcggcagt 
1080 

ggaggcgtgt gctgcagcta cgggccctgg 
1140 

cgtccttggc agttggccca ggaactggag 
1200 

aagccctacc tctgtgccct gtaccagcag 
1260 

aggcccccac agcccgcctg gatgttcggg 
1320 

agttacacct tcaatgggct gggggacttc 
1380 

tccttcctgc ctcagggccg caccgcccag 
1440 

gcctttgcgg ctcagtaccg ctccagcagc 
1500 


acaccgtcac tgaagacaga cggtgggaga 
tcccagacca tcatttccac cattcccagc 
cccatcccca tcctgcctga gagaggagtt 
gacctggagt tcgtcaggag gaccgtggac 
ggcttccccc ttggctcctc tctccgtgat 
atcttcccag agtcagacta ccagattttc 
acaggccggg accctgtggc cctggtggct 
ggtcggggga ccacatttta tcaggaatac 
gtccagcagg ccgagtcttg gattagaaag 
tgggccctaa aggtcacgtg ggtcaatgcc 
agcaacacct accaagccat cctctccacg 
taccagagcg gtgggatgca gtgggacgtg 
ggcttctcta gtggagatgg ctatttcgaa 
gagaggtatc gccctgatag attcctgaat 
tacaggctac accgggaaga aaggcccaac 
agccagcctc ggtggcccag ctggggctgg 
cagggacgac gggacttacg attccaaccc 
aggcagctgt gcagcttcac ctcttggcga 
ggagagtttc gtgaaggctg gcacgtgcag 
ccacagagct ggtgctgccg ctggaatgac 
aggcggcccc acgtgggctg tgctacatac 
gacccccaca tcaccacctt ggatggtgtc 
ctgctggtcg gggcccaaga cgggaactcc 
actggctcag cccaggccac caacttcatc 
ctgggccccg tcacggtcca atggctcctt 
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gagcctcacg acgcaatccg 
1560 

catgaagacg gcggaggcca 
1620 

ggctctgagg tctcggccag 
.1680 

aacatcctcc acgcctccgc 
1740 

ctgggggtct ggaataacaa 
1800 

cccccaggga gccctgagga 
1860 

acaggccccc ttggcaagag 
1920 

tcacaactgc aaaaaaacag 
1980 

agctcatgca tctatgacac 
2040 

gaagtcagta aaaactacga 
2100 

aatggtggtc gtgtgattga 
2160 

aatgctgagg atgccaactt 
2220 

aatgggacgt tgctgtggac 
2280 

agaagtgcca agattggctt 
2340 

aatgcagaga gccagtgttt 
2400 

gtggctggct gcaagtgtga 
2460 

gcctgtgagg agccgtgctt 
2520 

tgccctccaa acctgactgg 
2580 

tgtcagaacc agtcctgccc 

2640 

cagactctgg gctgtcagcc 
2700 

ttcctggctg ggaacaactt 
2760 

cagctcttgc tcagtgaaga 
2820 

tacagactgg ggaccctgga 
2880 

gattctgcag caccggcctc 
2940 

cagtaccgcc ctcggggccc 
3000 

gtggaggcgt tcttatacca 
3060 

ttccagccca tctccgggga 
3120 


tgtcctgctg gataaccaga 
ggagacgttc aacgccaccg 
cttcgacggc tgggccaccg 
cagcctcccg cccgagtacc 
tccagaggac gacttcagga 
gatgcttttc cactttggaa 
gaatgaccag ctgccttcca 
ctcctgggct gaacatttga 
cctggccc'tg cgcaacgcaa 
gcaggcgaac gccaccctca 
agcctacaag gggcagacca 
cacgctcaga gacagctgca 
acccaagtcg ctggagccat 
ggcatctgca ctccagccca 
gtacaatcag accagcaggg 
cgggggcacc ttcggccgct 
cccgagtgtc cactgcgttc 
ggatgggcgg cactgtgcgg 
tgtgaattac tgctacaatc 
catgtgcacc tgccccccag 
cagtccaact gtcaacctag 
ggaaaatgcc tccatggcag 
catgcgggcc tttctccgca 
gggaagcccc atccaacact 
ggtcattgac ttcctgaaca 
cgttccacgg aggagtgagg 
agacgtgcgc gatgtgacag 


ctgtgacatt tcagcctgac 
gagtcctcct gagccgcaac 
tctcggtgat cgcgctctcc 
agaaccgcac ggaggggctc 
tgcccaatgg ctccaccatt 
tgacctggca gatcaacggg 
acttcacccc tgttttctac 
tctccaactg tgacggagat 
gcatcggact tcacacgagg 
atcagtaccc gccctccatc 
cgctgattca gtacaccagc 
ccgacttgga gctctttgag 
tcactctgga gattctagca 
ggactgtggt ctgccattgc 
tgggcaactc ctccctggag 
actgcgaggg ctccgaggat 
ctgggaaggg ctgcgaggcc 
ctctggggag ctctttcctg 
aaggccactg ctacatctcc 
ccttcactga cagccgctgc 
aacttccctt aagagtcatc 
aggtcaacgc ctcggtggca 
acagccaagt ggaacgaatc 
ggatggtcat ctcggagttc 
accagctgct ggccgcggtg 
agcccaggaa cgacgtggtc 
ccctgaacgc gagcacgctg 
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aaggcttact tcagatgcga tggctacaag ggctacgacc tggtctacag cccccagagc 
3180 

ggcttcacct gcgtgtcccc gtgcagtagg ggctactgtg accatggagg ccagtgccag 
3240 

cacctgccca gtgggccccg ctgcagctgt gtgtccttct ccatctacac ggcctggggc 
3300 

gagcactgtg agcacctgag catgaaactc gacgcgttct tcggcatctt ctttggggcc 
3360 

ctgggcggcc tcttgctgct gggggtcggg acgttcgtgg tcctgcgctt ctggggttgc 
3420 

tccggggcca ggttctccta tttcctgaac tcagctgagg ccttgccttg aaggggcagc 
3480 

tgtggcctag gctacctcaa gactcacctc atccttaccg cacatttaag gcgccattgc 
3540 

ttttgggaga ctggaaaagg gaaggtgact gaaggctgtc aggattcttc aaggagaatg 
3600 

aatactggga atcaagacaa gactatacct. tatccatagg cgcaggtgca cagggggagg 
3660 

ccataaagat caaacatgca tggatgggtc ctcacgcaga cacacccaca gaaggacact 
3720 

agcctgtgca cgcgcgcgtg cacacacaca cacacacaca cgagttcata atgtggtgat 
3780 

ggccctaagt taagcaaaat gcttctgcac acaaaactct ctggtttact tcaaattaac 
3840 

tctatttaaa taaagtctct ctgacttttt gtgtctccaa aaccaggaat tccattcctg 
3900 

attttcttct ggtggccgaa gggctggaca cagacttctc ccaaccatca gagggcacag 
3960 

agtgtggagg ttaagtgctg ggcagcagtg gagcattagg ggcagctgga tec 
4013 

<210> 1390 
<211> 1156 
<212> PRT 

<213> Homo sapiens 


<400> 1390 


Pro 

Leu 

Lys 

Met 

Glu 

Thr 

Ser 

Gly 

Met 

Thr 

Thr 

Pro 

Ser 

Leu 

Lys 

Thr 

1 



5 





10 





15 


Asp 

Gly 

Gly 

Arg 

Arg 

Thr 

Ala 

Thr 

Ser 

Pro 

Pro 

Pro 

Thr 

Thr 

Ser 

Gin 




20 





25 





30 



Thr 

He 

He 

Ser 

Thr 

He 

Pro 

Ser 

Thr 

Ala 

Met 

His 

Thr 

Arg 

Ser 

Thr 



35 





40 





45 




Ala 

Ala 

Pro 

He 

Pro 

lie 

Leu 

Pro 

Glu 

Arg 

Gly 

Val 

Ser 

Leu 

Phe 

Pro 


50 





55 





60 





Tyr 

Gly 

Ala 

Asp 

Ala 

Gly 

Asp 

Leu 

Glu 

Phe 

Val 

Arg 

Arg 

Thr 

Val 

Asp 

65 





70 





75 





80 

Phe 

Thr 

Ser 

Pro 

Leu 

Phe 

Lys 

Pro 

Ala 

Thr 

Gly 

Phe 

Pro 

Leu 

Gly 

Ser 





85 





90 





95 


Ser 

Leu 

Arg 

Asp 

Ser 

Leu 

Tyr 

Phe 

Thr 

Asp 

Asn 

Gly 

Gin 

He 

He 

Phe 




100 





105 





110 



Pro 

Glu 

Ser 

Asp 

Tyr 

Gin 

He 

Phe 

Ser 

Tyr 

Pro 

Asn 

Pro 

Leu 

Pro 

Thr 



115 





120 





125 




Gly 

Phe 

Thr 

Gly 

Arg 

Asp 

Pro 

Val 

Ala 

Leu 

Val 

Ala 

Pro 

Phe 

Trp 

Asp 
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130 135 140 

Asp Ala Asp Phe Ser Thr Gly Arg Gly Thr Thr Phe Tyr Gin Glu Tyr 
145 150 155 160 

Glu Thr Phe Tyr Gly Glu His Ser Leu Leu Val Gin Gin Ala Glu Ser 

165 170 175 

Trp He Arg Lys He Thr Asn Asn Gly Gly Tyr Lys Ala Arg Trp Ala 

180 185 190 

Leu Lys Val Thr Trp Val Asn Ala His Ala Tyr Pro Ala Gin Trp Thr 

195 200 205 

Leu Gly Ser Asn Thr Tyr Gin Ala He Leu Ser Thr Asp Gly Ser Arg 

210 215 220 

Ser Tyr Ala Leu Phe Leu Tyr Gin Ser Gly Gly Met Gin Trp Asp Val 
225 .230 235 240 

Ala Gin Arg Ser Gly Asn Pro Val Leu Met Gly Phe Ser Ser Gly Asp 

245 250 255 

Gly Tyr Phe Glu Asn Ser Pro Leu Met Ser Gin .Pro Val Trp Glu Arg 

260 265 270 

Tyr Arg Pro Asp Arg Phe Leu Asn Ser Asn Ser Gly Leu Gin Gly Leu 

275 280 285 

Gin Phe Tyr Arg Leu His Arg Glu Glu Arg Pro Asn Tyr Arg Leu Glu 

290 295 300 

Cys Leu Gin Trp Leu Lys Ser Gin Pro Arg Trp Pro Ser Trp Gly Trp 
305 310 315 320 

Asn Gin Val Ser Cys Pro Cys Ser Trp Gin Gin Gly Arg Arg Asp Leu 

325 330 335 

Arg Phe Gin Pro Val Ser He Gly Arg Trp Gly Leu Gly Ser Arg Gin 

340 345 350 

Leu Cys Ser Phe Thr Ser Trp Arg Gly Gly Val Cys Cys Ser Tyr Gly 

355 360 365 

Pro Trp Gly Glu Phe Arg Glu Gly Trp His Val Gin Arg Pro Trp Gin 

370 375 380 

Leu Ala Gin Glu Leu Glu Pro Gin Ser Trp Cys Cys Arg Trp Asn Asp 
385 390 395 400 

Lys Pro Tyr Leu Cys Ala Leu Tyr Gin Gin Arg Arg Pro His Val Gly 

405 410 415 

Cys Ala Thr Tyr Arg Pro Pro Gin Pro Ala Trp Met Phe Gly Asp Pro 

420 425 430 

His He Thr Thr Leu Asp Gly Val Ser Tyr Thr Phe Asn Gly Leu Gly 

435 440 445 

Asp Phe Leu Leu Val Gly Ala Gin Asp Gly Asn Ser Ser Phe Leu Leu 

450 455 460 

Gin Gly Arg Thr Ala Gin Thr Gly Ser Ala Gin Ala Thr Asn Phe He 
465 470 475 480 

Ala Phe Ala Ala Gin Tyr Arg Ser Ser Ser Leu Gly Pro Val Thr Val 

485 490 495 

Gin Trp Leu Leu Glu Pro His Asp Ala He Arg Val Leu Leu Asp Asn 

500 505 510 

Gin Thr Val Thr Phe Gin Pro Asp His Glu Asp Gly Gly Gly Gin Glu 

515 520 525 

Thr Phe Asn Ala Thr Gly Val Leu Leu Ser Arg Asn Gly Ser Glu Val 

530 535 540 

Ser Ala Ser Phe Asp Gly Trp Ala Thr Val Ser Val He Ala Leu Ser 
545 550 555 560 

Asn He Leu His Ala Ser Ala Ser Leu Pro Pro Glu Tyr Gin Asn Arg 
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565 570 575 

Thr Glu Gly Leu Leu Gly Val Trp Asn Asn Asn Pro Glu Asp Asp Phe 

580 585 590 

Arg Met Pro Asn Gly Ser Thr lie Pro Pro Gly Ser Pro Glu Glu Met 

595 600 605 

Leu Phe His Phe Gly Met Thr Trp Gin lie Asn Gly Thr Gly Leu Leu 

610 615 620 

Gly Lys Arg Asn Asp Gin Leu Pro Ser Asn Phe Thr Pro Val Phe Tyr 
625 630 635 640 

Ser Gin Leu Gin Lys Asn Ser Ser Trp Ala Glu His Leu He Ser Asn 

645 650 655 

Cys Asp Gly Asp Ser Ser Cys He Tyr Asp Thr Leu Ala Leu Arg Asn 

660 665 670 

Ala Ser He Gly Leu His Thr Arg Glu Val Ser Lys Asn Tyr Glu Gin 

675 680 685 

Ala Asn Ala Thr Leu Asn Gin Tyr Pro Pro Ser He Asn Gly Gly Arg 

690 695 700 

Val He Glu Ala Tyr Lys Gly Gin Thr Thr Leu He Gin Tyr Thr Ser 
705 710 715 720 

Ash Ala Glu Asp Ala Asn Phe Thr Leu Arg Asp Ser Cys Thr Asp Leu 

725 730 735 

Glu Leu Phe Glu Asn Gly Thr Leu Leu Trp Thr Pro Lys Ser Leu Glu 

740 ' 745 750 

Pro Phe Thr Leu Glu He Leu Ala Arg Ser Ala Lys He Gly Leu Ala 

755 760 765 

Ser Ala Leu Gin Pro Arg Thr Val Val Cys His Cys Asn Ala Glu Ser 

770 775 780 

Gin Cys Leu Tyr Asn Gin Thr Ser Arg Val Gly Asn Ser Ser Leu Glu 
785 790 795 800 

Val Ala Gly Cys Lys Cys Asp Gly Gly Thr Phe Gly Arg Tyr Cys Glu 

805 810 815 

Gly Ser Glu Asp Ala Cys Glu Glu Pro Cys Phe Pro Ser Val His Cys 

820 825 830 

Val Pro Gly Lys Gly Cys Glu Ala Cys Pro Pro Asn Leu Thr Gly Asp 

835 840 845 

Gly Arg His Cys Ala Ala Leu Gly Ser Ser Phe Leu Cys Gin Asn Gin 

850 855 860 

Ser Cys Pro Val Asn Tyr Cys Tyr Asn Gin Gly His Cys Tyr He Ser 
865 870 875 880 

Gin Thr Leu Gly Cys Gin Pro Met Cys Thr Cys Pro Pro Ala Phe Thr 

885 890 895 

Asp Ser Arg Cys Phe Leu Ala Gly Asn Asn Phe Ser Pro Thr Val Asn 

900 905 910 

Leu Glu Leu Pro Leu Arg Val He Gin Leu Leu Leu Ser Glu Glu Glu 

915 920 925 

Asn Ala Ser Met Ala Glu Val Asn Ala Ser Val Ala Tyr Arg Leu Gly 

930 935 940 

Thr Leu Asp Met Arg Ala Phe Leu Arg Asn Ser Gin Val Glu Arg He 
945 950 955 960 

Asp Ser Ala Ala Pro Ala Ser Gly Ser Pro He Gin His Trp Met Val 

965 970 975 

He Ser Glu Phe Gin Tyr Arg Pro Arg Gly Pro Val He Asp Phe Leu 

980 985 990 

Asn Asn Gin Leu Leu Ala Ala Val Val Glu Ala Phe Leu Tyr His Val 
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995 1000 1005 

Pro Arg Arg Ser Glu Glu Pro Arg Asn Asp Val Val Phe Gin Pro lie 

1010 1015 1020 

Ser Gly Glu Asp Val Arg Asp Val Thr Ala Leu Asn Val Ser Thr Leu 
1025 1030 1035 1040 

Lys Ala Tyr Phe Arg Cys Asp Gly Tyr Lys Gly Tyr Asp Leu Val Tyr 

1045 1050 1055 

Ser Pro Gin Ser Gly Phe Thr Cys Val Ser Pro Cys Ser Arg Gly Tyr 

1060 ■. 1065 1070 

Cys Asp His Gly Gly Gin Cys Gin His Leu Pro Ser Gly Pro Arg Cys 

1075 1080 1085 

Ser Cys Val Ser Phe Ser lie Tyr Thr Ala Trp Gly Glu His Cys Glu 

1090 1095 1100 

His Leu Ser Met Lys Leu Asp Ala Phe Phe Gly lie Phe Phe Gly Ala 
1105 1110 1115 1120 

Leu Gly Gly Leu Leu Leu Leu Gly Val Gly Thr Phe Val Val Leu Arg 

1125 1130 1135 

Phe Trp Gly Cys Ser Gly Ala Arg Phe Ser Tyr Phe Leu Asn Ser Ala 

1140 1145 1150 

Glu Ala Leu Pro 
1155 

<210> 1391 

<211> 481 

<212> DNA 

<213> Homo sapiens 

<400> 1391 

gtcgacggca tcgaggtcca tgacaaggca accgacctca accgcctgcg ccagaagatc 
60 

ggcattgtgt tccagcagtg gaacgccttc ccgcacctca ccgtgctgga aaacgtgatg 
120 

ctggcgccgc gcaaggtgct cggtaaaagc aagcagaagg ccgaggagct ggcggtccgg 
180 

caactgaccc acgtgggcct gagcgacaag ctcaagacct ttcccgcana gctttccggc 
240 

ggccagcaac agcgcatggc gattgcccgg gccctggcca tgtcgccgga ctacatgctg 
300 

ttcgacgaag ccacctcggc ccttgatccg cagttggtgg gcgaggtgct ggacaccatg 
360 

cgcatgctcg ccgaagacgg catgaccatg gtcctggtga cccatgaaat ccgctttgcc 
420 

cgcgatgtgt ccgatcgcgt ggcgttcttt cgcaacggcc tggtgcacga gatcggcgcg 

480 

c 

481 

<210> 1392 

<211> 160 

<212> PRT 

<213> Homo sapiens 

<400> 1392 

Val Asp Gly He Glu Val His Asp Lys Ala Thr Asp Leu Asn Arg Leu 
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1 

5 

10 





15 


Arg Gin Lys 

He Gly 

He Val Phe Gin Gin Trp 

Asn 

Ala 

Phe 

Pro 

His 

20 

25 




30 



Leu Thr Val 

Leu Glu 

Asn Val Met Leu Ala 

Pro 

Arg 

Lys 

Val 

Leu 

Gly 

35 


40 



45 




Lys Ser Lys 

Gin Lys 

Ala Glu Glu Leu Ala 

Val 

Arg 

Gin 

Leu 

Thr 

His 

50 


55 


60 





Val Gly Leu 

Ser Asp 

Lys Leu Lys Thr Phe 

Pro 

Ala 

Xaa 

Leu 

Ser 

Gly 

€5 


70 

75 





80 

Gly Gin Gin 

Gin Arg 

Met Ala He Ala Arg Ala 

Leu 

Ala 

Met 

Ser 

Pro 

85 

90 





95 


Asp Tyr Met 

Leu Phe 

Asp Glu Ala Thr Ser 

Ala 

Leu Asp 

Pro 

Gin 

Leu 

100 

105 




110 



Val Gly Glu 

Val Leu 

Asp Thr Met Arg Met 

Leu 

Ala Glu Asp Gly 

Met 

115 


120 



125 




Thr Met Val 

Leu Val 

Thr His Glu He Arg 

Phe 

Ala 

Arg 

Asp 

Val 

Ser 

130 


135 


140 





Asp Arg Val 

Ala Phe 

Phe Arg Asn Gly Leu 

val 

His 

Glu He Gly 

Ala 

145 


150 

155 





160 


<210> 1393 

<211> 309 

<212> DNA 

<213> Homo sapiens 


<400> 1393 

cggccgccat cggcgcgggc cttgtgggat 
60 

tacgaacccg acgaacacgg acaccgcaag 
120 

tgggcccttc tgcgccgtca gggcatcagg 
180 

cgggacaacc ggtggcgtgg ggtgacccgc 
240 

cccggctgcc gggcgagccc cggatctggt 
300 

caagttgct 
309 


atggccatta ctgaggtgct ggccggctac 
cccgagtcgt tgtacggcgc ggtcaagatg 
tggcccgctg cancggtgga gcgcctcatg 
cgtaagaagg ttncgcacca ccatcgctga 
ggaccgccag ttccgcgtcg aggcgcccaa 


<210> 1394 

<211> 79 

<212> PRT 

<213> Homo sapiens 

<400> 1394 

Arg Pro Pro Ser Ala Arg Ala Leu 

1 5 
Leu Ala Gly Tyr Tyr Glu Pro Asp 
20 

Ser Leu Tyr Gly Ala Val Lys Met 

35 40 
He Arg Trp Pro Ala Ala Xaa Val 

50 55 
Trp Arg Gly Val Thr Arg Arg Lys 


Trp 

Asp 

Met 

Ala He Thr Glu Val 


10 


15 

Glu 

His 

Gly 

His Arg Lys Pro Glu 

25 



30 

Trp 

Ala 

Leu 

Leu Arg Arg Gin Gly 




45 

Glu Arg 

Leu 

Met Arg Asp Asn Arg 




60 

Lys 

Val 

Xaa 

His His His Arg 
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65 70 75 

<210> 1395 

<211> 347 

<212> DNA 

<213> Homo sapiens 

<400> 1395 

accggtgggg ttcgtggtgg cctggttact ttttggcgcg agcggtgtgg tgtgggccgt 
60 

tatgacggta gtcgtgggcg aaacggtgct tgtcgttgtg cgccgtcaac gtcgaagagc 
120 

ccagattctt aaaggcggtc gcgatgttgc ccgggcgaca agggccttgg ctggacgggt 
180 

gtcggtgggg gagatcccct cagttgcact agagcacgtg gccgatgacg tggaggtatt 
240 

ggctcaggct aggcgggctc atgcagtggg cggaagcgtt tccgacgccc tcattgccac 
300 

ctcccggcaa ccagggatgg ctggtctggt gccactagcc cacgcgt 
347 

<210> 1396 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 1396 

Met Thr Val Val Val Gly Glu Thr Val Leu Val Val Val Arg Arg Gin 

15 10 15 

Arg Arg Arg Ala Gin He Leu Lys Gly Gly Arg Asp Val Ala Arg Ala 

20 25 30 

Thr Arg Ala Leu Ala Gly Arg Val Ser Val Gly Glu He Pro Ser Val 

35 40 45 

Ala Leu Glu His Val Ala Asp Asp Val Glu Val Leu Ala Gin Ala Arg 

50 55 60 

Arg Ala His Ala Val Gly Gly Ser Val Ser Asp Ala Leu He Ala Thr 
65 70 75 80 

Ser Arg Gin Pro Gly Met Ala Gly Leu Val Pro Leu Ala His Ala 
85 90 95 


<210> 1397 

<211> 308 

<212> DNA 

<213> Homo sapiens 

<400> 1397 

caattgcgcg ggttactgca ggcgaagatg cagatgatgt cggacaccaa tttcctcgac 
60 

ctggcccgcg tcgcgattgc cgccactatc cattctccgg aacgcgcgca agacatggtc 
120 

aaccgcttga gcaaacgcga agaaggcttc acgcaatggg tacgtgccgc acaggacgat 
180 

ggtcgactgt cctgcagcga cccggcgttc gctgcccacc agatacaaag cctgctcaag 
240 
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gcgttcgcct tttggccgca aatcaccctg ggccagccgg tgctggatgc cgccagccag 
300 

gccaacgt 
308 

<210> 1398 

<211> 93 

<212> PRT 

<213> Homo sapiens 


<400> 1398 

Met Gin Met Met Ser Asp Thr Asn Phe Leu Asp Leu Ala Arg Val Ala 

1 5 .10 15 

lie Ala Ala Thr lie His Ser Pro Glu Arg Ala Gin Asp Met Val Asn 

20 25 30 

Arg Leu Ser Lys Arg Glu Glu Gly Phe Thr Gin Trp Val Arg Ala Ala 

35 40 45 

Gin Asp Asp Gly Arg Leu Ser Cys Ser Asp Pro Ala Phe Ala Ala His 

50 55 60 

Gin He Gin Ser Leu Leu Lys Ala Phe Ala Phe Trp Pro Gin He Thr 
65 70 75 80 

Leu Gly Gin Pro Val Leu Asp Ala Ala Ser Gin Ala Asn 
85 90 


<210> 1399, 

<211> 539 

<212> DNA 

<213> Homo sapiens 

<400> 1399 

gctagctaac atttattttt gtttttatta ttgttatcta gtggtaaaaa tttcttaagc 
60 

aatgaactga agtctagatt tttgagatgt agtcctttac tgattataaa gcaaatgcct 
120 

ttagatattt taacttcatc agtactatct gtagtaggag gctgatttta ctaaaattag 
180 

ataattatat acatctgttc ctattccttt ggtaggacct ttaagaaagt catgctgaat 
240 

ctgagaatgc caggacattt cacgtggtat gaatgtagga tattcattta cacatcgctg 
300 

cacagacagc ctctatataa cccaccctgt tggggtattg aattttttct tttcccgccc 
360 

tacttttaaa tcttgtcatg taatttcaac acataatttg tggcacttta gtttttttac 
420 

cctttatagt ttaataactt atacatgtac atgcttaaaa tgtcaaacaa tacaaatggg 
480 

aacaaagaaa attgcttcac catctgtgaa cccctccttt tgtagtcccc ttcacgcgt 
539 

<210> 1400 
<211> 90 
<212> PRT 

<213> Homo sapiens 
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<400> 1400 





Met Asn Val 

Gly 

Tyr Ser Phe Thr His Arg 

Cys Thr Asp Ser 

Leu Tyr 

1 


5 10 


15 

He Thr His 

Pro 

Val Gly Val Leu Asn Phe 

Phe Phe Ser Arg 

Pro Thr 


20 

25 

30 


Phe Lys Ser 

Cys 

His Val He Ser Thr His 

Asn Leu Trp His 

Phe Ser 

35 


40 

45 


Phe Phe Thr 

Leu 

Tyr Ser Leu He Thr Tyr 

Thr Cys Thr Cys 

Leu Lys 

50 


55 

60 


Cys Gin Thr 

lie 

Gin Met Gly Thr Lys Lys 

lie Ala Ser Pro 

Ser Val 

65 


70 

75 

80 

Asn Pro Ser 

Phe 

Cys Ser Pro Leu His Ala 




85 90 


<210> 1401 

<211> 653 

<212> DNA 

<213> Homo sapiens 

<400> 1401 

ttcgaggggt cacttggact caagcttcgc gaagtccggg acctcggacg accgattttt 
60 

cggctgtgca ccgtcaccgc aaggctggcg tgggttnnct catcaccggc gcggcgatgg 
120 

ncattggggt ttgatggccg cgtttccctg ctgctgggcg cgatcctcat cgtcaccggc 
180 

ccaacggtga ttaacccgat cctgcgtcag ttgcgtccta cccggcgagt gagtgctctg 
240 

ttgaggtggg aaggaatcgt cgtcgatccg ctcggcgcca tcctggcatt actggtgtat 
300 

caggccataa ccagcatcga ccgatcttcc atcggacaag gcgtcttgaa tctggggctc 
360 

accctattgg tcgggctgct cttcgctggc cccatcgggt ggatcgtcac cgcgatgatg 
420 

aaacggcacc tcatcccgga cttcctacaa ggcgtgattt tcgttggggt cgccgttgga 
480 

acgtgtgttg gcgctaacgt cattcgggag gaatcgggcc tggtcgccgt tacgatgctc 
540 

ggcatctacc tggcgaacca gcgcaacctc gagcttgagc ccgtcatcga gttcaaggaa 
600 

cacctgcagg tgctcctcgt tggcgtccta ttcatcatgc ttgcaggacg cgt 
653 

<210> 1402 
<211> 217 
<212> PRT 

<2l3> Homo sapiens 
<400> 1402 

Phe Glu Gly Ser Leu Gly Leu Lys Leu Arg Glu Val Arg Asp Leu Gly 

15 10 15 

Arg Pro He Phe Arg Leu Cys Thr Val Thr Ala Arg Leu Ala Trp Val 

20 25 30 

Xaa Ser Ser Pro Ala Arg Arg Trp Xaa Leu Gly Phe Asp Gly Arg Val 
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35 40 45 

Ser Leu Leu Leu Gly Ala He Leu He Val Thr Gly Pro Thr Val He 

50 55 60 

Asn Pro He Leu Arg Gin Leu Arg Pro Thr Arg Arg Val Ser Ala Leu 
65 70 75 80 

Leu Arg Trp Glu Gly He Val Val Asp Pro Leu Gly Ala He Leu Ala 

85 90 95 

Leu Leu Val Tyr Gin Ala lie Thr Ser He Asp Arg Ser Ser He Gly 

100 105 110 

Gin Gly Val Leu Asn Leu Gly Leu Thr Leu Leu Val Gly Leu Leu Phe 

115 120 125 

Ala Gly Pro He Gly Trp He Val Thr Ala Met Met Lys Arg His Leu 

130 135 140 

lie Pro Asp Phe Leu Gin Gly Val lie Phe Val Gly Val Ala Val Gly 
145 150 155 160 

Thr Cys Val Gly Ala Asn Val lie Arg Glu Glu Ser Gly. Leu Val Ala 

165 170 175 

Val Thr Met Leu Gly lie Tyr Leu Ala Asn Gin Arg Asn Leu Glu Leu 

180 185 190 

Glu Pro Val lie Glu Phe Lys Glu His Leu Gin Val Leu Leu Val Gly 

195 200 205 

Val Leu Phe He Met Leu Ala Gly Arg 
210 215 

<210> 1403 
<211> 393 
<212> DNA 

<2i3> Homo sapiens 
<400> 1403 

aagctttgca gtttcttggt atccaaatcc aggcgttctt ggtctttttc cacaacagtg 
60 

tgtgccacat gaaatggaac acgggcaaac atatctgatc caggaaacat tagccaagta 
120 

tgttccttgg ggtcatgatc tccacaagtt gggcatatct cctttatcag ctgcttgcca 
180 

gagcttcctt ccatctcttt cattatgacc tcaaagggag atggcacgct agtcttggac 
240 

gtcctagctt gtttccgaag ggctgtcaga gcctccctgt taccatttct tatcttatca 
300 

ttttccacca actgatgtct agccagaaga actttttctg catcagtctc aatatcaacc 
360 

agagcctctt gaagctgctt catgttggga tec 
393 

<210> 1404 
<2ll> 127 
<212> PRT 

<2i3> Homo sapiens 
<400> 1404 

Met Lys Glh Leu Gin Glu Ala Leu Val Asp lie Glu Thr Asp Ala Glu 

.. : lVi 5 10 15 

Lys Val Leu Leu Ala Arg His Gin Leu Val Glu Asn Asp Lys He Arg 
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20 



25 



30 



Asn Gly 

Asn 

Arg 

Glu 

Ala 

Leu Thr Ala Leu Arg 

Lys 

Gin 

Ala 

Arg 

Thr 


35 




40 


45 




Ser Lys 

Thr 

Ser 

Val 

Pro 

Ser Pro Phe Glu Val 

He 

Met 

Lys 

Glu 

Met 

50 





55 

60 





Glu Gly 

Ser 

Ser 

Gly Lys 

Gin Leu lie Lys Glu 

He 

Cys 

Pro 

Thr 

Cys 

65 




70 

75 





80 

Gly Asp 

His 

Asp 

Pro 

Lys 

Glu His Thr Trp Leu 

Met 

Phe 

Pro 

Gly Ser 




85 


90 




95 


Asp Met 

Phe 

Ala 

Arg 

val 

Pro Phe His Val Ala 

His 

Thr 

Val 

Val 

Glu 


100 



105 



110 



Lys Asp 

Gin 

Glu 

Arg 

Leu 

Asp Leu Asp Thr Lys 

Lys 

Leu 

Gin 

Ser 


115 




120 


125 





<210> 1405 

<211> 421 

<212> DNA 

<213> Homo sapiens 


<400> 1405 

nnccgactgc acaaggccct gggcatcgaa ctgcccggcg cactgcaggt catcgtcaaa 
60 

ggcgaaacca gcctgcaatg gctcggcccg gacgaatggc tgctgatcgt gcccagcggt 
120 

gaagagttcg ccgccgagca aaacctgcgt gccgccctgg gcgagttgca tatccaggtc 
180 

gtcaacgtca gcggtggcca gcagatcctc gaactcagcg gcccgaacgt gcgcgacgtg 
240 

ctgatgaaat ccaccagcta cgacgtacac cccaacaact tcccggtggg caaggcggtg 
300 

ggcacggtgt tcgccaagtc gcaactggtg atccgccata ccgccgaaga cacctgggaa 
360 

ctgctgatcc gtcgcagctt ctcggattac tggtggctgt ggttgcagga cgcggctgca 

420 

t 

421 

<210> 1406 
<211> 140 
<212> PRT 

<213> Homo sapiens 
<400> 1406 

Xaa Arg Leu His Lys Ala Leu Gly He Glu Leu Pro Gly Ala Leu Gin 

1.5 10 15 

Val He Val Lys Gly Glu Thr Ser Leu Gin Trp Leu Gly Pro Asp Glu 

20 25 30 

Trp Leu Leu He Val Pro Ser Gly Glu Glu Phe Ala Ala Glu Gin Asn 

35 40 45 

Leu Arg Ala Ala. Leu Gly Glu Leu His He Gin Val Val Asn Val Ser 

50 55 60 

Gly Gly Gin Gin He Leu Glu Leu Ser Gly Pro Asn Val Arg Asp Val 
65 70 75 80 

Leu Met Lys Ser Thr Ser Tyr Asp val His Pro Asn Asn Phe Pro Val 
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85 90 95 

Gly Lys Ala Val Gly Thr Val Phe Ala Lys Ser Gin Leu Val He Arg 

100 105 HO 

His Thr Ala Glu Asp Thr Trp Glu Leu Leu He Arg Arg Ser Phe Ser 

115 120 125 

Asp Tyr Trp Trp Leu Trp Leu Gin Asp Ala Ala Ala 
130 135 140 

<210> 1407 

<211> 1006 

<212> DNA 

<213> Homo sapiens 

<400> 1407 

nncggccggg agaagctgga gctcgtcctg tctaacctgc aggcagacgt cctggagttg 
60 

ctgctggagt ttgtctacac gggctccctg gtcatcgact cggccaacgc caagacactg 
120 

ctggaggcgg ccagcaagtt ccagttccac accttctgca aagtctgcgt gtcctttctt 
180 

gagaagcagc tgacggccag caactgcctg ggcgttgctg ccatggccga ggccatgcag 
240 

tgcagcgagc tctaccacat ngccaaggcc ttcgcgctgc agatcttccc cgaggtggcc 

300 ; 

gcccaggagg agatcctcag catctccaag gacgacttca tcgcctacgt ctccaacgac 
360 

agcctcaaca ccaaggctga ggagctggtg tacgagacag tcatcaagtg gatcaagaag 
420 

gaccccgcga cacgcacaca gtacgcggct gagctcctgg ccgtggtccg cctccccttc 
480 

atccacccca gctacctgct caatgtggtt gacaatgaag agctgatcaa gtcatcagaa 
540 

gcctgccggg acctggtgaa cgaggccaaa cgctaccata tgctgcccca cgcccgccag 
600 

gagatgcaga cgccccgaac ccggccgcgc ctctctgcag gtgtggctga ggtcatcgtc 
660 

ttggttgggg gccgtcagat ggtggggatg acccagcgct cgctggtggc cgtcacctgc 
720 

tggaacccgc agaacaacaa gtggtacccc ttggcctcgg tgcccttttt aggcccggga 
780 

ttcttcagtg tagtgagtgc aggggccaac atctacctct caggtgggat ggaatcaggg 
840 

gtgccgctgg ctgatgtctg gtgctacatg tccctgcttg ataactggaa cctcgtctcc 
900 

agaatgccag tcccccgctg tcggccccat agcctcgtct acgatgggaa gatttacacc 
960 

ctcgggggac ttggcgtggc aggcaacgtg gaccacgtgg agagga 
1006 

<210> 1408 

<211> 335 

c212> PRT 

<213> Homo sapiens 
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<400> 1408 

Xaa Gly Arg Glu Lys Leu Glu Leu Val Leu Ser Asn Leu Gin Ala Asp 

1 5 10 15 

Val Leu Glu Leu Leu Leu Glu Phe Val Tyr Thr Gly Ser Leu Val He 

20 25 30 

Asp Ser Ala Asn Ala Lys Thr Leu Leu Glu Ala Ala Ser Lys Phe Gin 

35 40 4 5 

Phe His Thr Phe Cys Lys Val Cys Val Ser Phe Leu Glu Lys Gin Leu 

50 55 60 

Thr Ala Ser Asn Cys Leu Gly Val Ala Ala Met Ala Glu Ala Met Gin 
65 70 75 80 

Cys Ser Glu Leu Tyr His Xaa Ala Lys Ala Phe Ala Leu Gin He Phe 

85 90 95 

Pro Glu Val Ala Ala Gin Glu Glu He Leu Ser He Ser Lys Asp Asp 

100 105 HO 

Phe He Ala Tyr Val Ser Asn Asp Ser Leu Asn Thr Lys Ala Glu Glu 

115 120 125 

Leu Val Tyr Glu Thr Val He Lys Trp He Lys Lys Asp Pro Ala Thr 

130 135 140 

Arg Thr Gin Tyr Ala Ala Glu Leu Leu Ala Val Val Arg Leu Pro Phe 
145 ' '""' V V 150 155 160 

He His Pro Ser Tyr Leu Leu Asn Val Val Asp Asn Glu Glu Leu lie 

165 170 . 175 

Lys Ser Ser Glu Ala Cys Arg Asp Leu Val Asn Glu Ala Lys Arg Tyr 

180 185 190 

His Met Leu Pro His Ala Arg Gin Glu Met Gin Thr Pro Arg Thr Arg 

195 200 205 

Pro Arg Leu Ser Ala Gly Val Ala Glu Val He Val Leu Val Gly Gly 

210 215 220 

Arg Gin Met Val Gly Met Thr Gin Arg Ser Leu Val Ala Val Thr Cys 
225 230 - 235 240 

Trp Asn Pro Gin Asn Asn Lys Trp Tyr Pro Leu Ala Ser Val Pro Phe 

245 250 255 

Leu Gly Pro Gly Phe Phe Ser Val Val Ser Ala Gly Ala Asn He Tyr 

260 265 270 

Leu Ser Gly Gly Met Glu Ser Gly Val Pro Leu Ala Asp Val Trp Cys 

275 280 285 

Tyr Met Ser Leu Leu Asp Asn Trp Asn Leu Val Ser Arg Met Pro Val 

290 295 300 

Pro Arg Cys Arg Pro His Ser Leu Val Tyr Asp Gly Lys He Tyr Thr 
305 310 315 320 

Leu Gly Gly Leu Gly Val Ala Gly Asn Val Asp His Val Glu Arg 
325 330 335 

<210> 1409 

<211> 279 

<212> DNA 

<213> Homo sapiens 

<400> 1409 

nnnatgaagt tcttggtttt ttcagaaaaa cgcgcttttt gctatgctgg ccgccccgcg 
60 

gcacgagata gcaccatgca actgatcgat atcggcgtca acctgaccaa cagcagtttc 
120 
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cacgaccaac aggccgcaat cgtcgagcgc gcgctggagg ccggcgttac gcaaatgctg 
180 

ctgacaggca ccagcctggc ggtcagcgaa caagccctgg aactgtgcca tcaactggat 
240 

gcaagcggcg cccacctgtt cgccacggcc ggcgtgcac 
279 

<210> 1410 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 1410 

Xaa Met Lys Phe Leu Val Phe Ser Glu Lys Arg Ala Phe Cys Tyr Ala 

15 10 15 

Gly Arg Pro Ala Ala Arg Asp Ser Thr Met Gin Leu He Asp He Gly 

20 25 30 

Val Asn Leu Thr Asn Ser Ser Phe His Asp Gin Gin Ala Ala He Val 

35 40 45 

Glu Arg Ala Leu Glu Ala Gly Val Thr Gin Met Leu Leu Thr Gly Thr 

50 55 60 

Ser Leu Ala Val Ser Glu Gin Ala Leu Glu Leu Cys His Gin Leu Asp 
65 70 75 80 

Ala Ser Gly Ala His Leu Phe Ala Thr Ala Gly Val His 
85 90 

<210> 1411 
<211> 321 
<212> DNA 

<213> Homo sapiens 
<400> 1411 

nnncgtattt caggaatgaa gaacgaacct gaatggatgc ttgaatggcg cttgagtgca 
60 

tttcgtgaat ggttagaaat ggaagagcct agctgggctc atgtcgatta ccctaaaatt 
120 

gattttcaat ctatttctta ctattccgcg ccaaaaagca tgaaggataa gcctaagtcg 
180 

ttagacgaag tcgatcctga attgttacgt acttatgaaa aactgggcat tcctctcata 
240 

gaacagcaaa tgcttgctgg tatcgccgta gatgctgtct ttgactcagt gtctgtcgtt 
300 

actacttttc gtcaaaagct t 
321 

<210> 1412 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 1412 

Xaa Arg He Ser Gly Met Lys Asn Glu Pro Glu Trp Met Leu Glu Trp 

1 " 5 10 15 

Arg Leu Ser Ala Phe Arg Glu Trp Leu Glu Met Glu Glu Pro Ser Trp 
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20 


25 


30 



Ala 

His 

Val 

Asp Tyr 

Pro Lys lie Asp Phe Gin Ser 

He 

Ser Tyr 

Tyr 



35 



40 

45 




Ser 

Ala 

Pro 

Lys 

Ser 

Met Lys Asp Lys Pro Lys Ser 

Leu Asp 

Glu 

Val 


50 




55 60 





Asp 

Pro 

Glu 

Leu 

Leu 

Arg Thr Tyr Glu Lys Leu Gly 

He 

Pro 

Leu 

He 

65 





70 75 




80 

Glu 

Gin 

Gin 

Met 

Leu 
85 

Ala Gly He Ala Val Asp Ala 
90 

Val 

Phe 

Asp 
95 

Ser 

Val 

Ser 

Val 

Val 
100 

Thr 

Thr Phe Arg Gin Lys Leu 
105 






<210> 1413 
<211> 385 
<212> DNA 

<213> Homo sapiens 
<400> 1413 

atgacccatg acgtcagcga agccgtggcg attgccgacc gggtgatcct gatcgaagac 
60 

ggcgaaatcg gcctcgacct gatcatcgac ctgccacgtc cgcgtgcccg tggttcacac 
120 

cgcctggccg cgttggaagc cgaagtgata aaccgtgtgc tgtcataacc cngcacgaag 
180 

ccggaacccg aacatgttaa accgctgcct acgaaattgc gttgggctca ataactcata 
240 

gaggaacacc atcatgacta taaaagccat caacgtgcgt aaccagttaa aaggcaccat 
300 

caaggaaatc gtagtcggca acgtgctctc ggaaatcgac gtgcagaccg cctccgggat 
360 

cgtcacttct gtgatcacta cgcgt 
385 

<210> 1414 
<211> 55 
<212> PRT 

<213> Homo sapiens 
<400> 1414 

Met Thr His Asp Val Ser Glu Ala Val Ala He Ala Asp Arg Val He 

15 10 15 

Leu He Glu Asp Gly Glu He Gly Leu Asp Leu He He Asp Leu Pro 

20 25 30 

Arg Pro Arg Ala Arg Gly Ser His Arg Leu Ala Ala Leu Glu Ala Glu 

35 40 45 

Val He Asn Arg Val Leu Ser 
50 55 

<210> 1415 
<211> 420 
<212> DNA 

<213> Homo sapiens 

<400> 1415 . * 
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acgcgtgcag gcaaacatta atatgagtta 
60 

gtaactgtcc ttgtcatctg tcttgcagat 
120 

tctgaggctg aagaggagga gaaagcccct 
180 

ctgacccagg gcccggcaga gtcctcctct 
240 

aagctgccag tcttcaagtc cctccggcac 
300 

cgcatgctgg cctggcacgt tctcatgggg 
360 

gacctcgtcc agtcagcttt tgaagtactt 
420 


acaccacaca ggatgagact gtttgtacct 
ttagaagagg aatcagaaag ctgggacaac 
gtgttgccag agagtacaga agggcgggag 
ctctcaggct gtgggagctg gcagccccgg 
atgaggcagg tcctgggtgc cccttctttc 
aaccaggtga tctggaaaag cagagacgtg 
cgggtgagaa catcttttcc ttaggtgtgc 


<210> 1416 

<211> 123 

<212> PRT 

<213> Homo sapiens 


<400> 1416 


Met Arg 

Leu 

Phe 

Val 

Pro 

Val 

Thr 

Val 

Leu 

Val 

He 

Cys 

Leu 

Ala 

Asp 

1 



5 





10 





15 


Leu Glu 

Glu 

Glu 
20 

Ser 

Glu 

Ser 

Trp 

Asp 
25 

Asn 

Ser 

Glu 

Ala 

Glu 
30 

Glu 

Glu 

Glu Lys 

Ala 
35 

Pro 

Val 

Leu 

Pro 

Glu 
40 

Ser 

Thr 

Glu 

Gly 

Arg 
45 

Glu 

Leu 

Thr 

Gin Gly 

Pro 

Ala 

Glu 

Ser 

Ser 

Ser 

Leu 

Ser 

Gly 

Cys 

Gly 

Ser 

Trp 

Gin 

50 





55 





60 





Pro Arg 

Lys 

Leu 

Pro 

Val 

Phe 

Lys 

Ser 

Leu 

Arg 

His 

Met 

Arg 

Gin 

Val 

65 




70 





75 





80 

Leu Gly 

Ala 

Pro 

Ser 
85 

Phe 

Arg 

Met 

Leu 

Ala 
90 

Trp 

His 

val 

Leu 

Met 
95 

Gly 

Asn Gin 

Val 

He 
100 

Trp 

Lys 

Ser 

Arg 

Asp 
105 

Val 

Asp 

Leu 

Val 

Gin 
110 

Ser 

Ala 

Phe Glu 

Val 
115 

Leu 

Arg 

Val 

Arg 

Thr 
120 

Ser 

Phe 

Pro 







<210> 1417 

<211> 5058 

<212> DNA 

<213> Homo sapiens 


<400> 1417 

nngtacagcc ccaaggtcgc tccctctggg ccctttcttc cccattcttc ccagcagccc 
60 

aaagctctgg tgggacaggg gcagcccctg gggagggagg agaggaccca ggaacccggc 
120 

taggagggtg gcccacccat ttccagtgtg acctgttccc attcccccat gtctcctccc 
180 

atccctcccg ccactcagct caggctgatg agaagcagag caacgggtgt atcggtgttt 
240 

tctttcctgg tggggtagtg gggtggggct gaggagagaa aagggtgatt agcgtggggc 
300 
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cccgccctct tttgtcctct tcccaggttc cctggcccct tcggagaaac gcacttggtt 
360 

cgggccagcc gcctgagggg acgggctcac gtctgctcct cacactgcag ctgctgggcc 
420 

gtggagcttc cccagggagc cagggggact tttgccgcag ccatgaaggg ggcacgctgg 
480 

aggagggtcc cctgggtgtc cctgagctgc ctgtgtctct gcctccttcc gcatgtggtc 
S40 

ccaggaacca cagaggacac attaataact ggaagtaaaa ctcctgcccc agtcacctca 
600 

acaggctcaa caacagcgac actagaggga caatcaactg cagcttcttc aaggacctct 
660 

aatcaggaca tatcagcttc atctcagaac caccagacta agagcacgga gaccaccagc 
720 

aaagctcaaa ccgacaccct cacgcagatg atgacatcaa ctcttttttc ttccccaagt 
780 

gtacacaatg tgatggagac tgttacgcag gagacagctc ctccagatga aatgaccaca 
840 

tcatttccct ccagtgtcac caacacactc atgatgacat caaagactat aacaatgaca 
900 

acctccacag actccactct tggaaacaca gaagagacat caacagcagg aactgaaagt 

960 . V •'• 

tctaccccag tgacctcagc agtctcaata acagctggac aggaaggaca atcacgaaaa 
1020 

acttcctgga ggacctctat ccaagacaca tcagcttctt ctcagaacca ctggactcgg 
1080 

agcacgcaga ccaccaggga atctcaaacc agcaccctaa cacacagaac cacttcaact 
1140 

ccttctttct ctccaagtgt acacaatgtg acagggactg tttctcagaa gacatctcct 
1200 

tcaggtgaaa cagctacctc atccctctgt agtgtcacaa acacatccat gatgacatca 
1260 

gagaagataa cagtgacaac ctccacaggc tccactcttg gaaacccagg ggagacatca 
1320 

tcagtacctg ttactggaag tcttatgcca gtcacctcag cagccttagt aacagttgat 
1380 

ccagaaggac aatcaccagc aactttctca aggacttcta ctcaggacac aacagctttt 
1440 . 

tctaagaacc accagactca gagcgtggag accaccagag tatctcaaat caacaccctc 
1500 

aacaccctca caccggttac aacatcaact gttttatcct caccaagtgg attcaaccca 
1560 

agtggaacag tttctcagga gacattccct tctggtgaaa caaccatctc atccccttcc 
1620 

agtgtcagca atacattcct ggtaacatca aaggtgttca gaatgccaat ctccagagac 
1660 

tctactcttg gaaacacaga ggagacatca ctatctgtaa gtggaaccat ttctgcaatc 
1740 

acttccaaag tttcaaccat atggtggtca gacactctgt caacagcact ctcccccagt 
1800 

tctttacctc caaaaatatc cacagctttc cacacccagc agagtgaagg tgcagagacc 
1860 

acaggacggc ctcatgagag gagctcattc tctccaggcg tgtctcaaga aatatttact 
1920 
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ctacatgaaa caacaacatg gccttcctca 
1980 

caaacagaac tgccctcaac atcaacaggt 
2040 

tctacagggg cagctggcac tattccaagg 
2100 

ccaggagagc ccaccacata ctcctcccac 
2160 

ggcgcccaga cacaatggac acaagaaacg 
2220 

. ccaagctaca gtgtgactca gatgataaaa 
2280 

ctggatagac acacatcaca acaaattaca 
2340 

cattccacaa gcacctctcc tcaggaatca 
2400 

gccccgcaga ccacacaaga atcacaaacc 
2460 

aagacagtca ccaccccagg ttcttccttc 
2520 

gttcctcagg acgcacccac cataagtgca 
2580 

gatggtcaca caacccaggc cccgaccaca 
2640 

gccaccctgg ggccctcagg aggcacgtca 
2700 

aactctgtag tgtcaacacc agggggccca 
2760 

acctcacctg acacagcagc agccatgacc 
2820 

tctggacaaa cacagaccag cgaaccggcc 
2880 

acagctaccc cttcctcatc cggggcgagt 
2940 

tccacctcag gagagacgac aaggttttca 
3000 

cagtcaacaa ccgaattgct gtccgcctca 
3060 

ggaatggcgt cttcgatcgt ccccggcacc 
3120 

gcagggagac cgacaggaca gtcaagccca 
3180 

gccgccattt cccggatggc ccagactcag 
3240 

atcagcctgg cgtcccaggc aaccgacacc 
3300 

atcacatcca gtgggcttac atctccacaa 
3360 

tctggtaaaa ccttcaccac ggccctcatc 
3420 

gcttcctcgg catccacagg tcacaccacc 
3480 

tccacaggtc acgccacccc tcttcctgtc 
3540 


ttctccagca aaggccacac aacttggtca 
gctgccacta ggcttgtcac aggaaatcca 
gtcccctcta aggtctcagc aataggggaa 
agcacaactc tcccaaaaac aacaggggca 
gggaccactg gagaggctct tctcagcagc 
acggccacat ccccatcttc ttcacctatg 
acggcaccat caacaaatca ttcaacaata 
ccagctgttt cccaaagggg tcacactcaa 
acgaggtccg tctcccccat gactgacacc 
acagccagtg ggcactcgcc ctcagaaatt 
gcaacaacct ttgccccagc tcccaccggg 
gcactgcagg caacacccag cagccatgat 
ctttccaaaa caggtgccct tactctggcc 
gaaggacaat ggacatcagc ctctgccagc 
catacccacc aggctgagag cacagaggcc 
tcctcagggt cacgaaccac ctcagcgggc 
ggcacaacac cttcaggaag cgaaggaata 
tcaaacccct ccagggacag tcacacaacc 
gccagtcatg gcgccatccc agtaagcaca 
tttcatccca ccctctctga ggcctccact 
acttctccca gtgcctctcc tcaggagaca 
aggacaagaa ccagcagagg gtctgacact 
ttctcaacag tcccacccac acctccatcg 
acccagaccc acactctgtc accttcagga 
agcaacgcca cccctcttcc tgtcacctac 
cctcttcatg tcaccgatgc ttcctcagta 
accagccctt cctcagtatc cacaggtgac 
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accacgcctc ttcctgtcac tagcccttcc 
3600 

cctgtcaccg acgcttcctc actctccaca 
3660 

gcttcctcag tatccacagg tcacgccacc 
3720 

tccacaggcc acaccacctc tcttcctgtc 
3780 

accacccctc ttcctgtcac cgacacttcc 

3840 

catgtcaccg acgcttcctc agtatccaca 
3900 

ctttcctcag tatccacagg tgacaccacg 
3960 

tcctcaggtc acgccacctc tcttcctgtc 
4020 

gccacctctc ttcctgtcac catcccttcc 
4080 

cctgtcacca gcctttcctc actctccaca 
4140 

ctttcctcag catccacagg tcacgccacc 
4200 

tctacaggtc acgccacctc tcttcttgtc 
4260 

gccacccctc ttcatgtcac cgatgcttcc 
4320 

cctgtcacca gcccttcctc agcatccaca 
4380 

acttcctcag tatccacagg cgacaccacc 
4440 

tccacaagcc acgccacctc tcttcctgtc 
4500 

gccacctctc ttcctgtcac cgacccttcc 
4560 

cctgtcaccg acacttcctc agtatccaca 
4620 

acttcctcag catccacagg tgacaccacc 
4680 

tccacaggtc acgccacccc tcttcctgtc 
4740 

gccacccctc ttcttgtcac cgacacttcc 
4800 

catgtcacca gcccttcctc agcatccaca 
4860 

ccttcctcag catccacaag tcacgccacc 
4920 

tccacaggtc acgccacccc tcttcttgtc 
4980 

gccacccctc ttcttgtcac cgacacttcc 
5040 

cctgtcaccg acacttcc 
5058 

<210> 1418 


tcagcatcct caggtcacgc cacctctctt 
ggtcacgcca cctctcttca tgtcaccgac 
cttcttcatg tcaccgacgc ttcctcagca 
accgacgctt cctcagtatc cacaggtgac 
tcagcatcca caggtgacac cacccctctt 
ggtcacgcca cccctcttca tgtcaccagc 
cctcttcctg tcactagccc ttcctcagca 
accgacgctt cctcagtgtc cacaggtcac 
tcagcatcct ctggtgacgc cacctctctt 
ggtcacgcca cccctcttcc tgtcaccagc 
cctcttcctg tcaccgacac ttcctcagta 
accgacgctt cctcagtatc cacaggtcac 
tcagtatcca caggtgacac cacccctctt 
ggtgacacca cccctcttcc tgtcaccgac 
cctcttcttg tcaccgacac ttcctcagta 
accgacactt cctcagtatc cacaagccac 
tcagcatcca caggtgacac cacccctctt 
ggtcacgcca cctctcttcc tgtcaccgac 
tctcttcctg tcactgacac ttcctcagca 
accgacactt cctcagcatc cacaggtcac 
tcagcatcca caggtcacac cacccctctt 
ggtcacgcca cccctcttcc tgtcaccagc 
tctcttcctg tcaccgacac ttcctcagca 
accgacactt cctcagcatc cacaggtcac 
tcagcatcca caggtcacgc cacccctctt 
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<211> 1532 
<212> PRT 

<213> Homo sapiens 


<400> 1418 


Met Lys 

Gly 

Ala 

Arg Trp Arg 

Arg Val Pro Trp Val 

Ser 

Leu Ser Cys 

1 




5 



10 


15 

Leu Cys 

Leu 

Cys 

Leu 

Leu 

Pro 

His Val Val Pro Gly Thr Thr Glu Asp 




20 




25 


30 

Thr 

Leu 

He 

Thr 

Gly Ser Lys 

Thr Pro Ala Pro Val Thr Ser Thr Gly 



35 





40 

45 


Ser 

Thr 

Thr 

Ala 

Thr 

Leu 

Glu 

Gly Gin Ser Thr Ala 

Ala 

Ser Ser Arg 


50 





55 

60 



Thr 

Ser 

Asn 

Gin 

Asp 

He 

Ser 

Ala Ser Ser Gin Asn 

His 

Gin Thr Lys 






70 


75 


80 

Ser 

Thr 

Glu 

Thr 

Thr 

Ser 

Lys 

Ala Gin Thr Asp Thr 

Leu 

Thr Gin Met 





85 



90 


95 

rlc u 

Thr 

1 Hi 

Ser 

Thr 

Leu 

Phe 

Ser 

Ser Pro Ser Val His 

Asn 

Val Met Glu 




100 




105 


110 

Thr 

val 

Thr 

Gin 

Glu 

Thr 

Ala 

Pro Pro Asp Glu Met 

Thr 

Thr Ser Phe 



115 





120 

125 


Dro 
ri u 

Ser 

Ser 

Val 

Thr 

Asn 

Thr 

Leu Met Met Thr Ser 

Lys 

Thr He Thr 


130 





135 

140 



Met 

Thr 

Thr 

Ser 

Thr Asp 

Ser 

Thr Leu Gly Asn Thr 

Glu 

Glu Thr Ser 

14 5 





150 


155 • 


160 

Thr 

Ala 

Gly 

Thr 

Glu 

Ser 

Ser 

Thr Pro Val Thr Ser 

Ala 

Val Ser He 




165 



170 


175 

Thr 

Ala 

Gly 

Gin 

Glu Gly Gin 

Ser Arg Lys Thr Ser Trp Arg Thr Ser 




180 




185 


190 

He 

Gin 

Asp 

Thr 

Ser 

Ala 

Ser 

Ser Gin Asn His Trp Thr Arg Ser Thr 



195 





200 

205 


Gin 

Thr 

Thr 

Arg 

Glu 

Ser 

Gin 

Thr Ser Thr Leu Thr 

His 

Arg Thr Thr 


210 





215 

220 



Ser 

Thr 

Pro 

Ser 

Phe 

Ser 

Pro 

Ser Val His Asn Val Thr Gly Thr Val 

225 





230 


235 


240 

Ser 

Gin 

Lys 

Thr 

Ser 

Pro 

Ser 

Gly Glu Thr Ala Thr 

Ser 

Ser Leu Cys 




245 



250 


255 

Ser 

Val 

Thr 

Asn 

Thr 

Ser 

Met 

Met Thr Ser Glu Lys 

lie 

Thr Val Thr 




260 




265 


270 

Thr 

Ser 

Thr 

Gly 

Ser 

Thr 

Leu 

Gly Asn Pro Gly Glu Thr Ser Ser Val 



275 





280 

285 


Pro 

Val 

Thr 

Gly 

Ser 

Leu 

Met 

Pro Val Thr Ser Ala 

Ala 

Leu Val Thr 


290 





295 

300 



Val Asp 

Pro 

Glu 

Gly Gin Ser 

Pro Ala Thr Phe Ser 

Arg 

Thr Ser Thr 

305 





310 


315 


320 

Gin Asp 

Thr 

Thr 

Ala 

Phe 

Ser 

Lys Asn His Gin Thr 

Gin 

Ser Val Glu 





325 



330 


335 

Thr 

Thr 

Arg 

Val 

Ser 

Gin 

He 

Asn Thr Leu Asn Thr 

Leu 

Thr Pro Val 




340 




345 


350 

Thr 

Thr 

Ser 

Thr 

Val 

Leu 

Ser 

Ser Pro Ser Gly Phe Asn Pro Ser Gly 



355 





360 

365 


Thr 

Val 

Ser 

Gin 

Glu 

Thr 

Phe 

Pro Ser Gly Glu Thr 

Thr 

lie Ser Ser 


370 





375 

380 



Pro 

Ser 

Ser 

Val 

Ser 

Asn 

Thr 

Phe Leu Val Thr Ser Lys 

Val Phe Arg 
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385 

390 





395 





400 

Met Pro He 

Ser Arg Asp 

Ser 

Thr 

Leu 

Gly 

Asn 

Thr 

Glu 

Glu 

Thr 

Ser 


405 




410 





415 


Leu Ser Val 

Ser Gly Thr 

He 

Ser 

Ala 

He 

Thr 

Ser 

Lys 

Val 

Ser 

Thr 


420 



425 





430 



He Trp Trp 

Ser Asp Thr 

Leu 

Ser 

Thr 

Ala 

Leu 

Ser 

Pro 

Ser 

Ser 

Leu 

435 



440 





445 




Pro Pro Lys 

He Ser Thr 

Ala 

Phe 

His 

Thr 

Gin 

Gin 

Ser 

Glu 

Gly 

Ala 

450 


455 





460 





Glu Thr Thr 

Gly Arg Pro 

His 

Glu 

Arg 

Ser 

Ser 

Phe 

Ser 

Pro 

Gly 

Val 

465 

470 





475 





480 

Ser Gin Glu 

He Phe Thr 

Leu 

His 

Glu 

Thr 

Thr 

Thr 

Trp 

Pro 

Ser 

Ser 


485 




490 





495 


Phe Ser Ser 

Lys Gly His 

Thr 

Thr 

Trp 

Ser 

Gin 

Thr 

Glu 

Leu 

Pro 

Ser 


500 



505 





510 



Thr Ser Thr 

Gly Ala Ala 

Thr 

Arg 

Leu 

Val 

Thr 

Gly 

Asn 

Pro 

Ser 

Thr 

515 



520 





525 




Gly Ala Ala 

Gly Thr He 

Pro 

Arg 

Val 

Pro 

Ser 

Lys 

Val 

Ser 

Ala 

He 

530 


535 





540 





Gly Glu Pro 

Gly Glu Pro 

Thr 

Thr 

Tyr 

Ser 

Ser 

His 

Ser 

Thr 

Thr 

Leu 

545 

550 





555 





560 

Pro Lys Thr 

Thr Gly Ala 

Gly 

Ala 

Gin 

Thr 

Gin 

Trp 

Thr 

Gin 

Glu 

Thr 

565 




570 





575 


Gly Thr Thr 

Gly Glu Ala 

Leu 

Leu 

Ser 

Ser 

Pro 

Ser 

Tyr 

Ser 

Val 

Thr 

580 



585 





590 



Gin Met He 

Lys Thr Ala 

Thr 

Ser 

Pro 

Ser 

Ser 

Ser 

Pro 

Met 

Leu 

Asp 

595 



600 





605 




Arg His Thr 

Ser Gin Gin 

He 

Thr 

Thr 

Ala 

Pro 

Ser 

Thr 

Asn 

His 

Ser 

610 


615 





620 





Thr He His 

Ser Thr Ser 

Thr 

Ser 

Pro 

Gin 

Glu 

Ser 

Pro 

Ala 

Val 

Ser 

625 

630 





635 





64 0 

Gin Arg Gly 

His Thr Gin 

Ala 

Pro 

Gin 

Thr 

Thr 

Gin 

Glu 

Ser 

Gin 

Thr 

645 




650 





655 


Thr Arg Ser 

Val Ser Pro 

Met 

Thr 

Asp 

Thr 

Lys 

Thr 

Val 

Thr 

Thr 

Pro 

660 



665 





670 



Gly Ser Ser 

Phe Thr Ala 

Ser 

Gly 

His 

Ser 

Pro 

Ser 

Glu 

He 

Val 

Pro 

675 



680 





685 




Gin Asp Ala 

Pro Thr He 

Ser 

Ala 

Ala 

Thr 

Thr 

Phe 

Ala 

Pro 

Ala 

Pro 

690 


695 





700 





Thr Gly Asp 

Gly His Thr 

Thr 

Gin 

Ala 

Pro 

Thr 

Thr 

Ala 

Leu 

Gin 

Ala 

705 

710 





715 





720 

Thr Pro Ser 

Ser His Asp 

Ala 

Thr 

Leu 

Gly 

Pro 

Ser 

Gly 

Gly 

Thr 

Ser 


725 




730 





735 


Leu Ser Lys 

Thr Gly Ala 

Leu 

Thr 

Leu 

Ala 

Asn 

Ser 

Va± 

VOX 

Coy 


74 0 



745 





750 



Pro Gly Gly 

Pro Glu Gly 

Gin 

Trp 

Thr 

Ser 

Ala 

Ser 

Ala 

Ser 

Thr 

Ser 

755 



760 





765 




Pro Asp Thr 

Ala Ala Ala 

Met 

Thr 

His 

Thr 

His 

Gin 

Ala 

Glu 

Ser 

Thr 

770 


775 





780 





Glu Ala Ser 

Gly Gin Thr 

Gin 

Thr 

Ser 

Glu 

Pro 

Ala 

Ser 

Ser 

Gly 

Ser 

785 

790 





795 





800 

Arg Thr Thr 

Ser Ala Gly 

Thr 

Ala 

Thr 

Pro 

Ser 

Ser 

Ser 

Gly 

Ala 

Ser 

805 




810 





815 


Gly Thr Thr 

Pro Ser Gly 

Ser 

Glu 

Gly 

He 

Ser 

Thr 

Ser 

Gly 

Glu 

Thr 
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820 





825 





830 



Thr Arg 

Phe 

Ser 

Ser 

Asn 

Pro 

Ser 

Arg 

Asp 

Ser 

His 

Thr 

Thr 

Gin 

Ser 


835 





840 





845 




Thr Thr 

Glu 

Leu 

Leu 

Ser 

Ala 

Ser 

Ala 

Ser 

His 

Gly 

Ala 

He 

Pro 

Val 

850 





855 





860 





Ser Thr 

Gly 

Met 

Ala 

Ser 

Ser 

He 

val 

Pro 

Gly 

Thr 

Phe 

His 

Pro 

Thr 

865 



870 





875 





880 

Leu Ser 

Glu 

Ala 

Ser 

Thr 

Ala 

Gly 

Arg 

Pro 

Thr 

Gly 

Gin 

Ser 

Ser 

Pro , 




885 





890 





895 


Thr Ser 

Pro 

Ser 

Ala 

Ser 

Pro 

Gin 

Glu 

Thr 

Ala 

Ala 

He 

Ser 

Arg 

Met 



900 





905 





910 



Ala Gin 

Thr 

Gin 

Arg 

Thr 

Arg 

Thr 

Ser 

Arg 

Gly 

Ser 

Asp 

Thr 

He 

Ser 


915 





920- 





925 




Leu Ala 

Ser 

Gin 

Ala 

Thr 

Asp 

Thr 

Phe 

Ser 

Thr 

Val 

Pro 

Pro 

Thr 

Pro 

930 





935 





940 





Pro Ser 

lie 

Thr 

Ser 

Ser 

Gly 

Leu 

Thr 

Ser 

Pro 

Gin 

Thr 

Gin 

Thr 

His 

945 




950 





955 





960 

Thr Leu 

Ser 

Pro 

Ser 

Gly 

Ser 

Gly 

Lys 

Thr 

Phe 

Thr 

Thr 

Ala 

Leu 

He 




965 





970 





975 


Ser Asn 

Ala 

Thr 

Pro 

Leu 

Pro 

Val 

Thr 

Tyr 

Ala 

Ser 

Ser 

Ala 

Ser 

Thr 



980 





985 





990 



Gly His 

Thr 

Thr 

Pro 

Leu 

His 

Val 

Thr 

Asp 

Ala 

Ser 

Ser 

Val 

Ser 

Thr 

995 





1000 




1005 



Gly His 

Ala 

Thr 

Pro 

Leu 

Pro 

Val 

Thr 

Ser 

Pro 

Ser 

Ser 

Val 

Ser 

Thr 

1010 




1015 




1020 




Gly Asp 

Thr 

Thr 

Pro 

Leu 

Pro 

Val 

Thr 

Ser 

Pro 

Ser 

Ser 

Ala 

Ser 

Ser 

1025 




1030 




1035 




1040 

Gly His Ala 

Thr 

Ser 

Leu 

Pro 

Val 

/Thr 

Asp 

Ala 

Ser 

Ser 

Leu 

Ser 

Thr 




1045 




1050 




1055 

Gly His Ala 

Thr 

Ser 

Leu 

His 

Val 

Thr 

Asp 

Ala 

Ser 

Ser 

Val 

Ser 

Thr. 



1060 




1065 




1070 


Gly His 

Ala 

Thr 

Leu 

Leu 

His 

Val 

Thr Asp Ala 

Ser 

Ser 

Ala 

Ser 

Thr 


1075 




1080 




1085 



Gly His 

Thr 

Thr 

Ser 

Leu 

Pro Val Thr Asp Ala 

Ser 

Ser 

Val 

Ser 

Thr 

1090 




1095 




1100 




Gly Asp Thr Thr Pro 

Leu 

Pro 

Val 

Thr Asp 

Thr Ser Ser Ala Ser Thr 

1105 




1110 




1115 




1120 

Gly Asp Thr Thr 

Pro 

Leu His Val Thr Asp Ala 

Ser 

Ser 

Val 

Ser 

Thr 




1125 




1130 




1135 

Gly His Ala Thr 

Pro 

Leu 

His 

Val 

Thr 

Ser 

Leu 

Ser 

Ser 

Val 

Ser 

Thr 



1140 




1145 




1150 


Gly Asp 

Thr 

Thr 

Pro 

Leu 

Pro 

Val 

Thr 

Ser 

Pro 

Ser 

Ser 

Ala 

Ser 

Ser 


1155 1160 H65 


Gly His Ala Thr Ser Leu Pro Val Thr Asp Ala Ser Ser Val Ser Thr 

1170 1175 1180 

Gly His Ala Thr Ser Leu Pro Val Thr He Pro Ser Ser Ala Ser Ser 
1185 1190 H95 1200 

Gly Asp Ala Thr Ser Leu Pro Val Thr Ser Leu Ser Ser Leu Ser Thr 

1205 1210 1215 

Gly His Ala Thr Pro Leu Pro Val Thr Ser Leu Ser Ser Ala Ser Thr 

1220 1225 1230 

Gly His Ala Thr Pro Leu Pro Val Thr Asp Thr Ser Ser Val Ser Thr 

1235 1240 1245 

Gly His Ala Thr Ser Leu Leu Val Thr Asp Ala Ser Ser Val Ser Thr 
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1250 1255 1260 

Gly His Ala Thr Pro Leu His Val Thr Asp Ala Ser Ser Val Ser Thr 
1265 1270 1275 1280 

Gly Asp Thr Thr Pro Leu Pro Val Thr Ser Pro Ser Ser Ala Ser Thr 

1285 1290 1295 

Gly Asp Thr. Thr Pro Leu Pro Val Thr Asp Thr Ser Ser Val Ser Thr 

1300 1305 1310 

Gly Asp Thr Thr Pro Leu Leu Val Thr Asp Thr Ser Ser Val Ser Thr 

1315 1320 1325 

Ser His Ala Thr Ser Leu Pro Val Thr Asp Thr Ser Ser Val Ser Thr 

1330 1335 1340 

Ser His Ala Thr Ser Leu Pro Val Thr Asp Pro Ser Ser Ala Ser Thr 
1345 1350 1355 1360 

Gly Asp Thr Thr Pro Leu Pro Val Thr Asp Thr Ser Ser Val Ser Thr 

1365 1370 1375 

Gly His Ala Thr Ser Leu Pro Val Thr Asp Thr Ser Ser Ala Ser Thr 

1380 1385 1390 

Gly Asp Thr Thr Ser Leu Pro Val Thr Asp Thr Ser Ser Ala Ser Thr 

1395 1400 1405 

Gly His Ala Thr Pro Leu Pro Val Thr Asp Thr Ser Ser Ala Ser Thr 

1410 1415 1420 

Gly His Ala Thr Pro Leu Leu Val Thr Asp Thr Ser Ser Ala Ser Thr 
1425 1430 1435 1440 

Gly His Thr Thr Pro Leu His Val Thr Ser Pro Ser Ser Ala Ser Thr 

1445 1450 1455 

Gly His Ala Thr Pro Leu Pro Val Thr Ser Pro Ser Ser Ala Ser Thr 

1460 1465 1470 

Ser His Ala Thr Ser Leu Pro Val Thr Asp Thr Ser Ser Ala Ser Thr 

1475 1480 ~ 1485 

Gly His Ala Thr Pro Leu Leu Val Thr Asp Thr Ser Ser Ala Ser Thr 

1490 1495 1500 

Gly His Ala Thr Pro Leu Leu Val Thr Asp Thr Ser Ser Ala Ser Thr 
1505 1510_ 1515 1520 

Gly His Ala Thr Pro Leu Pro Val Thr Asp Thr Ser 
1525 1530 

<210> 1419 
<2il> 309 
<212> DNA 

<213> Homo sapiens 
<400> 1419 

aaggctatgg gaattcaaaa gtatgtgttc tattccatcc acaactgtga caagcagcct 
60 

gaggttccct tgatggaaat caagtattgt actggtaaat ttattcagga cagtggtctg 
120 

gattatatca tcatccgttt gtgtggtttc atgcagggtc ttattgggca atatgctgtt 
180 

cctatactag aagagaagtc cgtctgggga actgatgctc caactcggat tgcttacatg 
240 

gatacccagg acgtagctcg actaacgttt atagctatgc ggaatgagaa ggccaacaag 
300 

aaactcatg 
309 
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<210> 1420 

<211> 103 

<212> PRT 

<213> Homo sapiens 

<400> 1420 


Lys Ala 

Met 

Gly 

He Gin Lys Tyr Val 

Phe Tyr Ser 

He His 

Asn Cys 

1 



5 

10 


15 

Asp Lys 

Gin 

Pro 

Glu Val Pro Leu Met 

Glu He Lys 

Tyr Cys 

Thr Gly 



20 

25 


30 


Lys Phe 

He 

Gin 

Asp Ser Gly Leu Asp 

Tyr lie He 

He Arg 

Leu Cys 


35 


40 


45 


Gly Phe 

Met 

Gin 

Gly Leu He Gly Gin 

Tyr Ala Val 

Pro He 

Leu Glu 

50 



55 

60 



Glu Lys 

Ser 

Val 

Trp Gly Thr Asp Ala 

Pro Thr Arg 

lie Ala 

Tyr Met 

65 



70 

75 


80 

Asp Thr 

Gin 

Asp 

Val Ala Arg Leu Thr 

Phe He Ala Met Arg Asn Glu 




85 

90 


95 

Lys Ala 

Asn 

Lys 

Lys Leu Met 






100 






<210> 1421 

<211> 385 

<212> DNA 

<213> Homo sapiens 

<400> 1421 

ccatggcggc atgggtggag agagaagctg gggagaagaa atgatgcaga gatctcgcca 
60 

ggccagggag ctgggctggg cagccaggag tagagaaaca acgctcccag aggaggggcg 
120 

gatgttagag caaagccgag cccagctgct ggcgaatgca tctgtgatgc ccatgagcag 
180 

ccaggatttc agctccgctc tacttcttga ctgctgcaga actcagcacc agctccagtg 
240 

ccctcagagc cctgattttt cacaaaccga ctcctccaag cctcccctgt gggcgggata 
300 

cacaagccag agtcgccttg tcacatctct tctctctcca ccaggtcatg ggcaaacctt 
360 

cctgacatac tttacgacat tacag 
385 

<210> 1422 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 1422 

Met Gly Gly Glu Arg Ser Trp Gly Glu Glu Met Met Gin Arg Ser Arg 

15 10 15 

Gin Ala Arg Glu Leu Gly Trp Ala Ala Arg Ser Arg Glu Thr Thr Leu 

20 25 30 

Pro Glu Glu Gly Arg Met Leu Glu Gin Ser Arg Ala Gin Leu Leu Ala 
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35 40 45 

Asn Ala Ser Val Met Pro Met Ser Ser Gin Asp Phe Ser Ser Ala Leu 

50 55 60 

Leu Leu Asp Cys Cys Arg Thr Gin His Gin Leu Gin Cys Pro Gin Ser 
65 70 75 80 

Pro Asp Phe Ser Gin Thr Asp Ser Ser Lys Pro Pro Leu Trp Ala Gly 

85 90 95 

Tyr Thr Ser Gin Ser Arg Leu Val Thr Ser Leu Leu Ser Pro Pro Gly 

100 105 110 

His Gly Gin Thr Phe Leu Thr Tyr Phe Thr Thr Leu Gin 
. 115 120 125 

<210> 1423 
<211> 336 
<212> DNA 

<213> Homo sapiens 
<400> 1423 

nntattcttc aatccttcca caatgtgcaa caaatggcga ttgactggct cactcgaaat 
60 

ctctattttg tggaccatgt cggtgaccgg atctttgttt gtaattccaa cggttctgta 
120 

tgtgtcaccc tgattgatct ggagcttcac aatcctaaag caatagcagt agatccaata 
180 

gcaggaaaac ttttctttac tgactacggg aatgtcgcca aagtggagag atgtgacatg 
240 

gatgggatga accgaacaag gataattgat tcaaagacag agcagccagc tgcactggca 
300 

ctagacctag tcaacaaatt ggtttactgg gtagat . 
336 


<210> 1424 





<211> 112 





<212> PRT 





<213> Homo sapiens 





<400> 1424 





xaa He 

Leu Gin Ser Phe His 

Asn 

Val 

Gin Gin Met Ala He Asp 

Trp 

1 

5 



10 15 


Leu Thr 

Arg Asn Leu Tyr Phe 

Val 

Asp 

His Val Gly Asp Arg He 

Phe 


20 


25 

30 


Val Cys 

Asn Ser Asn Gly Ser 

Val 

Cys 

val Thr Leu He Asp Leu 

Glu 


35 

40 


45 


Leu His 

Asn Pro Lys Ala He 

Ala 

Val 

Asp Pro . He Ala Gly Lys 

Leu 

50 

55 



60 


Phe Phe 

Thr Asp Tyr Gly Asn 

Val 

Ala 

Lys Val Glu Arg Cys Asp 

Met 

65 

70 



75 

80 

Asp Gly 

Met Asn Arg Thr Arg 

He 

He 

Asp Ser Lys Thr Glu Gin 

Pro 


85 



90 95 


Ala Ala 

Leu Ala Leu Asp Leu 

Val 

Asn 

Lys Leu Val Tyr Trp Val 

Asp 


100 


105 

110 



<210> 1425 
<211> 672 
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<212> DNA 

c213> Homo sapiens 
<400> 1425 

accggtgttt tcgatcacct gggcgggttg agtgactatc gcagtcagat cggcccgatg 
60 

gcccggcatg tcgaagacct ggccttggcg ctacaggtca ttgccggtga agatggggtc 
120 

gatgccgggg tgattccgat gccgctgcgc cgtatgcaaa ctcaaacgct gaaggggttg 
180 

cgagtcgcct ggtacagcga tggtggcatt gagcccgttg acgcgctcac gcacaccaca 
240 

ttgcaggcgg tcgccgatct attggacgct gaaggcgcct tgatccgccc ggccttcccc 
300 

tcggcgttga gcaatgcccg tgacattacc gaacgctatt gggcaatgag tcaaagctcc 
360 

ggcgcgcagt cgatccagct gttttcagat tgggatcagt tccgtacagc catgctgggg 

420 

ttcatggccg actacgacat tatcctgtgc cctgtcgatg ccgcgccggc gacccaactg 
480 

ggagagacgc ggccagggct gttcagttcc ccccttccta atggcttggc gggttggcct 
540 

tgtgtggtgg tccgggccgg aacggatagc gcgggtttgc cggttggcgt gcagattgtc 
600 

gcgcgacctt ggcacgagcc tgtcgcgttg gcggcagcag cggccattga gcgcgcgctg 
660 

ccgttcacgc gt 
672 

<210> 1426 

<211> 224 

<212> PRT 

<213> Homo sapiens 


<400> 1426 


Thr Gly 

Val 

Phe 

Asp 

His 

Leu 

Gly 

Gly 

Leu 

Ser 

Asp 

Tyr 

Arg 

Ser 

Gin 

l 



5 





10 





15 


He Gly 

Pro 

Met 

Ala 

Arg 

His 

Val 

Glu 

Asp 

Leu 

Ala 

Leu 

Ala 

Leu 

Gin 



20 





25 





30 



Val He 

Ala 

Gly 

Glu 

Asp 

Gly 

Val 

Asp 

Ala 

Gly 

Val 

He 

Pro 

Met 

Pro 


35 





40 





45 




Leu Arg 

Arg 

Met 

Gin 

Thr 

Gin 

Thr 

Leu 

Lys 

Gly 

Leu 

Arg 

Val 

Ala 

Trp 

50 





55 





60 





Tyr Ser 

Asp 

Gly 

Gly 

He 

Glu 

Pro 

Val 

Asp 

Ala 

Leu 

Thr 

His 

Thr 

Thr 

65 




70 





75 





80 

Leu Gin 

Ala 

Val 

Ala 

Asp 

Leu 

Leu 

Asp 

Ala 

Glu 

Gly 

Ala 

Leu 

He 

Arg 




85 





90 





95 


Pro Ala 

Phe 

Pro 

Ser 

Ala 

Leu 

Ser 

Asn 

Ala 

Arg 

Asp 

He 

Thr 

Glu 

Arg 



100 





105 





110 



Tyr Trp 

Ala 

Met 

Ser 

Gin 

Ser 

Ser 

Gly 

Ala 

Gin 

Ser 

He 

Gin 

Leu 

Phe 


115 





120 





125 




Ser Asp 

Trp 

Asp 

Gin 

Phe 

Arg 

Thr 

Ala 

Met 

Leu 

Gly 

Phe 

Met 

Ala 

Asp 

130 





135 





140 





Tyr Asp 

He 

He 

Leu 

Cys 

Pro 

Val 

Asp 

Ala 

Ala 

Pro 

Ala 

Thr 

Gin 

Leu 
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145 150 155 160 

Gly Glu Thr Arg Pro Gly Leu Phe Ser Ser Pro Leu Pro Asn Gly Leu 

165 170 175 

Ala Gly Trp Pro Cys Val Val Val Arg Ala Gly Thr Asp Ser Ala Gly 

180 185 190 

Leu Pro Val Gly Val Gin He Val Ala Arg Pro Trp His Glu Pro Val 

195 200 205 

Ala Leu Ala Ala Ala Ala Ala He Glu Arg Ala Leu Pro Phe Thr Arg 
210 215 220 

<210> 1427 
<211> 270 
<212> DNA 

<213> Homo sapiens 
<400> 1427 

atggcttgct atctgaagca ggtggctgcc accgtctgca taaatgggcc cagcgcagtc 
60 

.tttgatgttc cactaagata cggggatctg gtggtgacac ccatgcgact ggcttcggaa 
120 

ttgatgcaag tccatccctc aggggctgta cgcttccgtc actgttcagt tccccagaat • 
180 

aaactcaact cacaaaagat acttccggtg gaaaaggccc aagggaagat cctcttcatt 
240 

gcaggagaga atgacgaaag cttggctagc 
270 


<210> 1428 








<211> N 90 








<212> PRT 








<213> Homo sapiens 






<400> 1428 








Met Ala Cys 

Tyr 

Leu 

Lys 

Gin 

Val Ala Ala Thr Val Cys 

He Asn Gly 

1 

5 



10 


15 

Pro Ser Ala 

Val 

Phe 

Asp 

Val 

Pro Leu Arg Tyr Gly Asp 

Leu 

Val Val 


20 




25 

30 


Thr Pro Met 

Arg 

Leu 

Ala 

Ser 

Glu Leu Met Gin Val His 

Pro 

Ser Gly 

35 





40 45 



Ala Val Arg 

Phe 

Arg 

His 

Cys 

Ser Val Pro Gin Asn Lys 

Leu 

Asn Ser 

50 




55 

*60 



Gin Lys He 

Leu 

Pro 

Val 

Glu 

Lys Ala Gin Gly Lys He 

Leu 

Phe He 

65 



70 


75 


80 

Ala Gly Glu 

Asn 

Asp 

Glu 

Ser 

Leu Ala Ser 





85 



90 




<210> 1429 
<211> 384 
<212> DNA 

<213> Homo sapiens 
<400> 1429 

ncctagggga ttatcgacat aaacgcgact gcgtaaggtt ggtgactcat cccccagcga 
60 . 
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catgaggcaa acgccatgac atccgagaat gcaccgccgc gaggcaagat catcatgatg 
120 

gcggtgatcg ccggcgcggt ggtcaccaac atttactgca cccagccggt gctgccgttg 
180 

atcgcctcgg acatgggcgt cgcagtgtcg acggtcaacc tggtggcagg cgcggccttg 
240 

ctggggtttg ccaccgggtt ggcgttttta ttgcccatgg gcgaccgctt tgaccggcgc 
300 

aagctggtac tcgggcagat tgcgctggcg ttctgctttg ccttggcggc ggcttttgcg 
360 

ccgaggatct gggcgttgat cggc 
384 

<210> 1430 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 1430 


Met 

Thr 

Ser 

Glu 

Asn 

Ala 

Pro 

Pro 

Arg Gly Lys lie 

He Met Met 

Ala 

1 




5 




10 

15 


Val 

He 

Ala 

Gly 
20 

Ala 

Val 

Val 

Thr 

Asn He Tyr Cys 
25 

Thr Gin Pro 
30 

Val 

Leu 

Pro 

Leu 
35 

He 

Ala 

Ser 

Asp 

Met 
40 

Gly Val Ala Val 

Ser Thr Val 
45 

Asn 

Leu 

Val 

Ala 

Gly 

Ala 

Ala 

Leu 

Leu 

Gly Phe Ala Thr Gly Leu Ala 

Phe 


50 





55 


60 



Leu 

Leu 

Pro 

Met 

Gly 

Asp 

Arg 

Phe 

Asp Arg Arg Lys 

Leu Val Leu Gly 

65 





70 



75 


80 

Gin 

He 

Ala 

Leu 

Ala 
85 

Phe 

Cys 

Phe 

Ala Leu Ala Ala 
90 

Ala Phe Ala 
95 

Pro 

Arg 

He 

Trp 

Ala 
100 

Leu 

He 

Gly 






<210> 1431 
<211> 414 
<212> DNA 

<213> Homo sapiens 
<400> 1431 

aagcttcagg gcaggtgtcc cctgaagtca agcctgattc tgcatcatct tgtatagcac 
60 

aaactggcga cacctgtgac tttgcctttc ccagggtccc tgctctccgc tccaggtagg 
120 

ctcagcctga gggaggtgct ggcaggagcc tcggaggcag gaggggctgg cgtgcttcac 
180 

tccttcagct tgtcttggga gagctgtggg ctgcatcccc ctggctcctc gtcccacagg 
240 

cagccccgct gtgtgtctgg tcttgcaggt tggctgcagc ttctgggccc tgcttccagc 
300 

ccctcttccc atgatcctcc agccttggaa ggtgtaatag tttcccatgt tgctgatctt 
360 

tagtttgcct ccctctcctt ggctgttctt tctgctgttc catcctctgt gcac 

414 
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<210> 1432 

<211> 106 

<212> PRT 

<213> Homo sapiens 

<400> 1432 

Met Gly Asn Tyr Tyr Thr Phe Gin Gly Trp Arg lie Met Gly Arg Gly 

15 10 15 

Ala Gly Ser Arg Ala Gin Lys Leu Gin Pro Thr Cys Lys Thr Arg His 

20 25 30 

Thr Ala Gly Leu Pro Val Gly Arg Gly Ala Arg Gly Met Gin Pro Thr 

35 40 45 

Ala Leu Pro Arg Gin Ala Glu Gly Val Lys His Ala Ser Pro Ser Cys 

50 55 60 

Leu Arg Gly Ser Cys Gin His Leu Pro Gin Ala Glu Pro Thr Trp Ser 
65 70 75 80 

Gly Glu Gin Gly Pro Trp Glu Arg Gin Ser His Arg Cys Arg Gin Phe 

85 90 95 

Val Leu Tyr Lys Met Met Gin Asn Gin Ala 
100 105 

<210> 1433 

<211> 294 

<212> DNA 

<213> Homo sapiens 

<400> 1433 

aaattttcga tggaactggg cggcaatgca ccgtttattg tatttgatga tgcggatgtg 
60 

gacgcggccg tcagcaatgc tgtggcttgc aagttccgct gtggtggaca aacgtgcatt 
120 

tcggccaacc gaatctacgt gcacgaacaa gtgcacgacg agtttgtctc taagtttggc 
180 

gagagagtca agaagcttcg cgtgggctac ggtctggacg aaaacatcaa cattggaccg 
240 

etagtgaatg aggctagtca ggacaaagca gagtcacatg tccgtgcgat gcaa 
294 

<210> 1434 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 1434 

Lys Phe Ser Met Glu Leu Gly Gly Asn Ala Pro Phe lie Val Phe Asp 

1 5 10 15 

Asp Ala Asp Val Asp Ala Ala Val Ser Asn Ala Val Ala Cys Lys Phe 

20 25 30 

Arg Cys Gly Gly Gin Thr Cys He Ser Ala Asn Arg He Tyr Val His 

35 40 45 

Glu Gin Val His Asp Glu Phe Val Ser Lys Phe Gly Glu Arg Val Lys 

50 55 60 

Lys Leu Arg Val Gly Tyr Gly Leu Asp Glu Asn He Asn He Gly Pro 
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65 70 75 80 

Leu Val Asn Glu Ala Ser Gin Asp Lys Ala Glu Ser His Val Arg Ala 
85 90 95 

Met Gin 


<210> 1435 
<211> 1772 
<212> DNA 

<213> Homo sapiens 
<400> 1435 

ntttctggct tatgtggttt ccccgtgtgt gaggtgggat ccactccccg catagtctct 
60 

cgtggcgatg ggacacctgg aaagtgctgt gatgtctttg aatgtgttaa tgatacaaag 
120 

ccagcctgcg tatttaacaa tgtggaatat tatgatggag acatgtttcg aatggacaac 
180 

tgtcggttct gtcgatgcca, agggggcgtt gccatctgct tcactgccca gtgtggtgag 
240 

ataaactgcg agaggtacta cgtgcccgaa ggagagtgct gcccagtgtg tgaaatccag 
300 

tgtatccttt taataatccc gctggctgct gccaatggcc tgatccttgc ccacggagac 
360 

cggtggcggg aagacgactg cacattctgc cagtgcgtca acggtgaacg ccactgcgtt 
420 

gcgaccgtct gcggacagac ctgcacaaac cctgtgaaag tgcctgggga gtgttgccct 
480 

gtgtgcgaag aaccaaccat catcacagtt gatccacctg catgtgggga gttatcaaac 
540 

tgcactctga cagggaagga ctgcattaat ggtttcaaac gcgatcacaa tggttgtcgg 
600 

acctgtcagt gcataaacac cgaggaacta tgttcagaac gtaaacaagg ctgcaccttg 
660 

aactgtccct tcggtttcct tactgatgcc caaaactgtg agatctgtga gtgccgccca 
720 

aggcccaaga agtgcagacc cataatctgt gacaagtatt gtccacttgg attgctgaag 
780 

aataagcacg gctgtgacat ctgtcgctgt aagaaatgtc cagagctctc atgcagtaag 
840 

natctgcccc ttgggtttcc agcaggacag tcacggctgt cttatctgca agtgcagaga 
900 

ggcctctgct tcagctgggc cacccatcct gtcgggcact tgtctcaccg tggatggtca 
960 

tcatcataaa aatgaggaga gctggcacga tgggtgccgg gaatgctact gtctcaatgg 
1020 

acgggaaatg tgtgccctga tcacctgccc ggtgcctgcc tgtggcaacc ccaccattca 
1080 

ccctggacag tgctgcccat catgtgcaga tgactttgtg gtgcagaagc cagagctcag 
1140 

tactccnnct ccatttgcca cgcccctgga ggagaatact ttgtggaagg agaaacgtgg 
1200 

aacattgact cctgtactca gtgcacctgc cacagcggac gggtgctgtg tgagacagag 
1260 
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gtgtgcccac cgctgctctg ccagaacccc tcacgcaccc aggattcctg ctgcccacag 
1320 

tgtacagatc aaccttttcg gccttccttg tcccgcaata acagcgtacc taattactgc 
1380 

aaaaatgatg aaggggatat attcctggca gctgagtcct ggaagcctga cgtttgtacc 
1440 

agctgcatct gcattgatag cgtaattagc tgtttctctg agtcctgccc ttctgtatcc 
1500 

tgtgaaaaac ctgtcttgag aaaaggccag tgttgtccct actgcataga agacacaatt 
1560 

ccaaagaagg tggtgtgcca cttcagtggg aaggcctatg ccgacgagga gcggtgggac 
1620 

cttgacagct gcacccactg ctactgcctg cagggccaga ccttctgctc gaccgtcagc 
1680 

tgcccccctc tgccctgtgt tgagcccatc aacgtggaag gaagttgctg cccaatgtgt 
1740 

ccagaaatgt atgtcccagt cccttcacgc gt 
1772 

<210> 1436 
<211> 322 
<212> PRT 

<213> Homo sapiens 


<400> 1436 


Xaa Ser 

Gly 

Leu 

Cys 

Gly 

Phe 

Pro 

Val Cys 

Glu Val 

Gly 

Ser Thr 

Pro 

. 1 



5 




10 



15 


Arg lie 

Val 

Ser 

Arg 

Gly 

Asp 

Gly 

Thr Pro 

Gly Lys 

Cys 

Cys Asp 

Val 



20 





25 



30 


Phe Glu 

Cys 

Val 

Asn 

Asp 

Thr 

Lys 

Pro Ala 

Cys Val 

Phe 

Asn Asn 

Val 


35 





40 



45 



Glu Tyr 

Tyr 

Asp 

Gly 

Asp 

Met 

Phe 

Arg Met 

Asp Asn 

Cys 

Arg Phe 

Cys 

50 





55 



60 




Arg Cys 

Gin 

Gly 

Gly 

Val 

Ala 

He 

Cys Phe 

Thr Ala 

Gin 

Cys Gly 

Glu 

65 




70 




75 



80 

lie Asn 

Cys 

Glu 

Arg 

Tyr 

Tyr 

Val 

Pro Glu 

Gly Glu 

Cys 

Cys Pro 

Val 




85 




90 



95 


Cys Glu 

lie 

Gin 

Cys 

He 

Leu 

Leu 

He He 

Pro Leu 

Ala 

Ala Ala 

Asn 



100 





105 



110 


Gly Leu 

He 

Leu 

Ala 

His 

Gly 

Asp 

Arg Trp 

Arg Glu 

Asp 

Asp Cys 

Thr 


115 





120 



125 



Phe Cys 

Gin 

Cys 

Val 

Asn 

Gly 

Glu 

Arg His 

Cys Val 

Ala 

Thr Val 

Cys 

130 





135 



140 




Gly Gin 

Thr 

Cys 

Thr 

Asn 

Pro 

Val 

Lys Val 

Pro Gly 

Glu 

Cys Cys 

Pro 

145 




150 




155 



160 

Val Cys 

Glu 

Glu 

Pro 

Thr 

lie 

He 

Thr Val 

Asp Pro 

Pro 

Ala Cys 

Gly 




165 




170 



175 


Glu Leu 

Ser 

Asn 

Cys 

Thr 

Leu 

Thr 

Gly Lys 

Asp Cys 

He 

Asn Gly 

Phe 



180 





185 



190 


Lys Arg 

Asp 

His 

Asn 

Gly 

Cys 

Arg 

Thr Cys 

Gin Cys 

He 

Asn Thr 

Glu 


195 





200 



205 



Glu Leu 

Cys 

Ser 

Glu 

Arg 

Lys 

Gin 

Gly Cys 

Thr Leu 

Asn 

Cys Pro 

Phe 

210 





215 



220 




Gly Phe 

Leu 

Thr 

Asp 

Ala 

Gin 

Asn 

Cys Glu 

He Cys 

Glu 

Cys Arg 

Pro 
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225 



230 

235 


240 

Arg 

Pro Lys 

Lys Cys 

Arg Pro lie lie Cys 

Asp Lys 

Tyr Cys Pro 

Leu 



245 

250 


255 


Gly 

Leu Leu 

Lys Asn 

Lys His Gly Cys Asp 

lie Cys 

Arg Cys Lys 

Lys 



260 

265 


270 


Cys 

Pro Glu 

Leu Ser 

Cys Ser Lys Xaa Leu 

Pro Leu 

Gly Phe Pro 

Ala 


2 75 


280 


285 


Gly 

Gin Ser 

Arg Leu 

Ser Tyr Leu Gin Val 

Gin Arg 

Gly Leu Cys 

Phe 


290 


295 

300 



Ser 

Trp Ala 

Thr His 

Pro Val Gly His Leu 

Ser His 

Arg Gly Trp Ser 

305 



310 

315 


320 


Ser Ser 


<210> 1437 

<211> 372 

<212> DNA 

<213> Homo sapiens 

<400> 1437 

cgggaactgt gctcgcccac catccggtga ccggtgtcgg gcagtggcaa ctcaacaccc 
60 

aggccatgac cggagccatc ccgagcagca ggtgcacggc ccgggccgtt gactcgtgga 
120 

cccgtaccct catgacctcg atgcaacttc cacggtggtc caccgatcac atcgaccgct 
180 

cggtccatgt cgatgctgag cagttcgacc ggttgcgcag cgagttcctg tcccgtgggc 
240 

acagttctgg ccctgccgca catggggtcc tgggacttgg ccggggcctg ggtggccaga 
300 

cgcggcttct ccccgagttc cgtcgcggag aatcttccga gggcacagtt cgagttgttc 
360 

t'gccgcacgc gt 
372 

<210> 1438 

<211> 62 

<212> PRT 

<213> Homo sapiens 

<400> 1438 

Met Ser Met Leu Ser Ser Ser Thr Gly Cys Ala Ala Ser Ser Cys Pro 

15 10 15 

Val Gly Thr Val Leu Ala Leu Pro His Met Gly Ser Trp Asp Leu Ala 

20 25 30 

Gly Ala Trp Val Ala Arg Arg Gly Phe Ser Pro Ser Ser Val Ala Glu 

35 40 45 

Asn Leu Pro Arg Ala Gin Phe Glu Leu Phe Cys Arg Thr Arg 
50 55 60 

<210> 1439 

<211> 471 

<212> DNA 

<213> Homo sapiens 
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<400> 1439 

accggtttgc tttccacaag gagagctaaa atgccggttg ctaagcagca tacatgccgc 
60 

tgcttctttc cacaatgtag acttaaaaaa atcgccgtaa acattttacc atatgattga 
120 

gtcaggtgtg gggagtcgca gtaaacattt taccatgtga ttgagtcatg ggtggggagt 
180 

cgcggaaata cacagggcag gcagttcgct atcacgatgt tctctctcat ttctgtcttt 
240 

ggtctgtctt cctgggtaat gtcacatgga gacccagggg atctgccatc agctgtgtgc 
300 

agtgggttaa caagacgacg gggaacttca gagtgcaggc agtcctcatc tttggcagat 
360 

tctgtatttg cacattcacc cactcactga aatgcatttg taaccccaaa atcaatacag 

420 

cggtttcaca gtcattttcc gacacgggca gaggggtgaa gatactgagt c 

471 

<210> 1440 
<211> 101 
<212> PRT 

<213> Homo sapiens 


<400> 1440 







Met Gly 

Gly 

Glu 

Ser 

Arg 

Lys Tyr Thr Gly Gin 

Ala Val Arg Tyr His 

1 



5 



10 

15 

Asp Val 

Leu 

Ser 

His 

Phe 

Cys 

Leu Trp Ser Val 

Phe Leu Gly Asn Val 



20 




25 

30 

Thr Trp 

Arg 

Pro 

Arg 

Gly 

Ser 

Ala He Ser Cys 

Val Gin Trp Val Asn 


35 





40 

45 

Lys Thr 

Thr 

Gly 

Asn 

Phe 

Arg 

Val Gin Ala Val 

Leu lie Phe Gly Arg 

50 





55 


60 

Phe Cys 

lie 

Cys 

Thr 

Phe 

Thr 

His Ser Leu Lys 

Cys He Cys Asn Pro 

65 



70 


75 

80 

Lys lie 

Asn 

Thr 

Ala 

Val 

Ser 

Gin Ser Phe Ser 

Asp Thr Gly Arg Gly 



85 



90 

95 

Val Lys 

He 

Leu 

Ser 






100 


<210> 1441 
<2H> 376 
<212> DNA 

<213> Homo sapiens 
<400> 1441 

nnngagtcgc ggggaccttc atggactctc tcgtgctccg tagctcacac tcaccgcacg 
60 

gcagctcaca ttcaccacac gggaactcac tctcaccaca cggcagctca ctctctctgc 
120 

accgcagctc acactcaccg cacggcagct cactctcacc gcacggcagc tcacactcac 
180 

cacacagcag ctcactctta ccggacgggg aacctaaact taccggacgg gaagcctcac 
240 
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tctcaccgca cggaaagctc acactcaccg caccgcagcc actctcaccg cacggcagct 
300 

cactctcacc gcaccgcagc tcactctcac cggacgggag ctcactctca ccacacggca 
360 

cctcactctc acgcgt 
376 

<210> 1442 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 1442 

Xaa Glu Ser Arg Gly Pro Ser Trp Thr Leu Ser Cys Ser Val Ala His 

1 5 10 15 

Thr His Arg Thr Ala Ala His He His His Thr Gly Thr His Ser His 

20 25 30 

His Thr Ala Ala His Ser Leu Cys Thr Ala Ala His Thr His Arg Thr 

35 40 45 

Ala Ala His Ser His Arg Thr Ala Ala His Thr His His Thr Ala Ala 

50 55 60 

His Ser Tyr Arg Thr Gly Asn Leu Asn Leu Pro Asp Gly Lys Pro His 
65 70 75 80 

Ser His Arg Thr Glu Ser . Ser His Ser Pro His Arg Ser His Ser His 

85 90 95 

Arg Thr Ala Ala His Ser His Arg Thr Ala Ala His Ser His Arg Thr 

100 105 110 

Gly Ala His Ser His His Thr Ala Pro His Ser His Ala 
115 120 125 

<210> 1443 

<211> 286 

<212> DNA 

<213> Homo sapiens 

<400> 1443 

atggcagccc tgcgtcccaa ggagctgcca caactaatgg tcgccatcgg caatgcgagc 
60 

ataaaacgga caacacgctg cctgatcgaa tggcaactcc acaccatgac ccgtcctgcg 
120 

gaagccgcta cgacttcctg ggctgacatc gactgcgaca agaaaacctg gacgatccca 
180 

gcggagcgta tgaaaaagcg acgtgcccat gtcataccgc taaccgagca cgcacttgcc 
240 

ttgcttgaga caatcaaacc ctacagcggn cacagagagt acgcgt 
286 

<210> 1444 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 1444 

Met Ala Ala Leu Arg Pro Lys Glu Leu Pro Gin Leu Met Val Ala He 
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15 10 15 

Gly Asn Ala Ser He Lys Arg Thr Thr Arg Cys Leu He Glu Trp Gin 

20 25 30 

Leu His Thr Met Thr Arg Pro Ala Glu Ala Ala Thr Thr Ser Trp Ala 

35 40 45 

Asp He Asp Cys Asp Lys Lys Thr Trp Thr He Pro Ala Glu Arg Met 

50 55 60 

Lys Lys Arg Arg Ala His Val He Pro Leu Thr Glu His Ala Leu Ala 
65 70 75 80 

Leu Leu Glu Thr He Lys Pro Tyr Ser Gly His Arg Glu Tyr Ala 
85 90 95 


<210> 1445 

<211> 294 

<212> DNA 

<213> Homo sapiens 

<400> 1445 

naccggttca ccggggaggc cttcgatggg ggcaaggtca gcatggttgg cccgattccc 
60 

atgtacctgt atggcacctt cgtcgttccg gacttcgacg cattcatctc cggcaagcag 
120 

actccctacc gggagacggt ctccaagcgg accactactt ggttctttcg agccggctca 
180 

gaggtttatg agctggccnt cccccgagga gtcgtgttcg ccatgcaaag cgcctcgttg 
240 

agggtggacc ccgacaacac cgtcgacaag ctgccaacac tcggcgagcg cctg 
294 

<210> 1446 
<211> 98 
<212> PRT 

<213> Homo sapiens 


<400> 1446 







Xaa Arg 

Phe 

Thr 

Gly Glu Ala Phe Asp Gly Gly 

Lys 

Val 

Ser Met 

Val 

1 



5 10 



15 


Gly Pro 

He 

Pro 

Met Tyr Leu Tyr Gly Thr Phe 

Val 

Val 

Pro Asp 

Phe 


20 

25 



30 


Asp Ala 

Phe 

He 

Ser Gly Lys Gin Thr Pro Tyr 

Arg 

Glu 

Thr Val 

Ser 


35 


40 


45 



Lys Arg 

Thr 

Thr 

Thr Trp Phe Phe Arg Ala Gly 

Ser 

Glu 

Val Tyr 

Glu 

50 



55 

60 




Leu Ala 

Xaa 

Pro 

Arg Gly Val Val Phe Ala Met 

Gin 

Ser 

Ala Ser 

Leu 

65 



70 75 




80 

Arg Val 

Asp Pro 

Asp Asn Thr Val Asp Lys Leu 

Pro Thr Leu Gly 

Glu 




85 90 



95 


Arg Leu 









<210> 1447 

<211> 363 

<212> DNA 

<213> Homo sapiens 
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<400> 1447 

nnncagaacc agaagatcaa cctgcatgac ggctcgttct ccgacgttgg cggcatggtg 
60 

ggtaatatct ccattgccca gggtgtcacg atcgagaacg ccgtcggcgg ttcgggcaac 
120 

gacctgctga tcggcaacga tgcggccaac gaactgcgcg gcggtgccgg caacgatatc 
180 

ctctacgggg ctggcggtgc cgaccaggtt tgggttggtt cgggcaacaa taccttcgtg 
240 

ttcgccgccg tttccgactc ggcgccgaaa gcggccgacc ggatcatgga cttcaccagt 
300 

ggccaggaca agatcgatct gtccgggatc acccatggtt cgggcctgac cttcgtcaac 
360 

gcg 

363 

<210> 1448 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 1448 

Xaa Gin Asn Gin Lys He Asn Leu His Asp Gly Ser Phe Ser Asp Val 

1 5 10 15 

Gly Gly Met Val Gly Asn He Ser He Ala Gin Gly Val Thr He Glu 

20 25 30 

Asn Ala Val Gly Gly Ser Gly Asn. Asp Leu Leu He Gly Asn Asp Ala 

35 40 45 

Ala Asn Glu Leu Arg Gly Gly Ala Gly Asn Asp He Leu Tyr Gly Ala 

50 55 60 

Gly Gly Ala Asp Gin Val Trp Val Gly Ser Gly Asn Asn Thr Phe Val 
65 70 75 80 

Phe Ala Ala Val Ser Asp Ser Ala Pro Lys Ala Ala Asp Arg He Met 

85 90 * ' 95 

Asp Phe Thr Ser Gly Gin Asp Lys He Asp Leu Ser Gly He Thr His 

100 105 HO 

Gly Ser Gly Leu Thr Phe Val Asn Ala 
115 120 

<210> 1449 
<211> 541 
<212> DNA 

<213> Homo sapiens 
<400> 1449 

aggcgctacc agattatggg ctgcccgacc tcaatgacat gcgcttgagc ctgcatgaat 
60 

cactcagcca atcgcgcttg gcgattgaac gctttatcca ggcgtacgag cctcggttgg 
120 

ggaatgtacg tgtcaggagg agggagggtg cctacaaccc tttggtactg gcgtttgtga 
180 

ttgaggcaac cgtcgtcatc gatggtgtca tccaacctgt ggtgtttaac gcacacctgg 
240 
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tggggggggg gacgggtcga gtgtgttacc tgatgttctt tgagctcttt taccagagtg 
300 

aactcagtgc attgcgcacg cttgggcggc gtttttctga acgcaatccc gccctggcac 
360 

cctttcttgc cgattccagg ccaggacccg gacgtcgagg gtctattgaa agtctttgcc 
420 

tttctccccg ggcgcctgcg ccagaagctt gctgacgagc ttctgaggtt gacccattca 
460 

ttgatgcact tggtgtggcc caattacatg cggccattgc cggccttcag tattttgcag 

540 

t 

541 

<210> 1450 
<211> 138 
<212> PRT 

<213> Homo sapiens 
<400> 1450 

Met Arg Leu Ser Leu His Glu Ser Leu Ser Gin Ser Arg Leu Ala lie 

15 10 15 

Glu Arg Phe He Gin Ala Tyr Glu Pro Arg. Leu Gly Asn Val Arg Val 

20 25 30 

Arg Arg Arg Glu Gly Ala Tyr Asn Pro Leu Val Leu Ala Phe Val He 

35 40 45 

Glu Ala Thr Val Val He Asp Gly Val He Gin Pro Val Val Phe Asn 

50 55 60 

Ala His Leu Val Gly Gly Gly Thr Gly Arg val Cys Tyr Leu Met Phe 
65 70 75 80 

Phe Glu Leu Phe Tyr Gin Ser Glu Leu Ser Ala Leu Arg Thr Leu Gly 

85 90 95 

Arg Arg Phe Ser Glu Arg Asn Pro Ala Leu Ala Pro Phe Leu Ala Asp 

100 105 HO 

Ser Arg Pro Gly Pro Gly Arg Arg Gly Ser He Glu Ser Leu Cys Leu 

115 120 125 

Ser Pro Arg Ala Pro Ala Pro Glu Ala Cys 
130 135 

<210> 1451 

<211> 326 

<212> DNA 

<213> Homo sapiens 

<400> 1451 

aggcctctgg cgagttgatc tacagcttcg gacccggtgc tatggctact ggcgtcaagt 
60 

acacgaacac agtttgcact cctgtgggcg actacgaggt ggtgctgacg gattcttggg 
120 

gtgatggctg gaacccgggt tcttacctga acatgtacga cagctcggac aacttgatcc 
180 

aggagttcac gatggattac gacgcctctt ctcgtaacat taaggagaag cacggcttct 
240 

tcacggtggc ttccaccacg agcagcggca ctgtctggaa gattatggcg aacaagaagg 
300 
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tggacaagga gtggaactct gtggac 
326 

<210> 1452 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 1452 

Met Ala Thr Gly Val Lys Tyr Thr Asn Thr Val Cys Thr Pro Val Gly 

1 5 10 15 

Asp Tyr Glu Val Val Leu Thr Asp Ser Trp Gly Asp Gly Trp Asn Pro 

20 25 30 

Gly Ser Tyr Leu Asn Met Tyr Asp Ser Ser Asp Asn Leu He Gin Glu 

35 40 45 

Phe Thr Met Asp Tyr Asp Ala Ser Ser Arg Asn He Lys Glu Lys His 

50 55 60 

Gly Phe Phe Thr Val Ala Ser Thr Thr Ser Ser Gly Thr Val Trp Lys 
65 . 70 75 80 

lie Met Ala Asn Lys Lys Val Asp Lys Glu Trp Asn Ser Val Asp 
85 90 95 

<210> 1453 
<211> 326 
<212> DNA 

<213> Homo sapiens 
<400> 1453 

cggccgcgcg gccccacgtg caccgcgtgc atggtccctc gaggacgcgc atctgcagcc 
60 

cccgctcccc gcaaacctcc aggccggaga gctccggcca aggccgctgc atcacatgat 
120 

acaggagggg catgcacacg ctcacgtgca cacagcctca aacacgctca tccgtacata 
180 

caggagtgtg tgaacgcact gaggtgcaca ggacaaagac acagacacct gtttgcacac 
240 

cgactcgcct atagaaatgt gcaaaccacc cgtgcgcaca ggcccctcca cccatgcagg 
300 

cgtgtgcaca tcacccacac ggacac 
326 


<210> 1454 
<211> 98 
<212> PRT 

c213> Homo sapiens 
<400> 1454 

Met Val Pro Arg Gly Arg Ala Ser 

1 5 
Pro Gly Arg Arg Ala Pro Ala Lys 
20 

Gly Ala Cys Thr Arg Ser Arg Ala 

35 40 
Tyr He Gin Glu Cys Val Asn Ala 


Ala Ala Pro Ala Pro Arg Lys . Pro 

10 15 
Ala Ala Ala Ser His Asp Thr Gly 
25 30 
His Ser Leu Lys His Ala His Pro 
45 

Leu Arg Cys Thr Gly Gin Arg His 
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50 55 60 

Arg His Leu Phe Ala His Arg Leu Ala Tyr Arg Asn Val Gin Thr Thr 
65 70 75 80 

Arg Ala His Arg Pro Leu His Pro Cys Arg Arg Val His He Thr His 
85 90 95 

Thr Asp 


<210> 1455 

<211> 314 

<212> DNA 

<213> Homo sapiens 

<400> 1455 

gatccagtca aaaaagcatg tggggttgct cacgctggtt ggaaaggtac tttgttgggt 
60 

gttgctatgg ctacagtgaa tgctatgata gcagaatatg gctgccgttt ggaaaaactt 
120 

tggtggacct tggacccttc agtgggacct ggctgtttta ctcttccagg ggaatcagca 
180 

gaggcatttc ataatcttca tcctgcatgt gtacaactat ttgattcacc aaatccctgt 
240 

atcgacatcc gtaaagccac aagatacttg actggatttt tgtataactg cttcctgcct 
300 

ccttccaaac tgac , 
314 

<210> 1456 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 1456 


Asp Pro 

Val 

Lys 

Lys 

Ala 

Cys 

Gly Val 

Ala 

His Ala Gly Trp Lys 

Gly 

1 



5 




10 


15 


Thr Leu 

Leu 

Gly 
20 

Val 

Ala 

Met 

Ala Thr 
25 

val 

Asn Ala Met 

He Ala 

30 

Glu 

Tyr Gly 

Cys 
35 

Arg 

Leu 

Glu 

Lys 

Leu Trp 
40 

Trp 

Thr Leu Asp 
45 

Pro Ser 

Val 

Gly Pro 

Gly 

Cys 

Phe 

Thr 

Leu 

Pro Gly 

Glu 

Ser Ala Glu 

Ala Phe 

His 

50 





55 



60 



Asn Leu 

His 

Pro 

Ala Cys 

Val 

Gin Leu 

Phe 

Asp Ser Pro 

Asn Pro 

Cys 

65 




70 




75 


80 

lie Asp 

lie 

Arg 

Lys 

Ala 

Thr Arg Tyr 

Leu 

Thr Gly Phe 

Leu Tyr 

Asn 



85 




90 


95 


Cys Phe 

Leu 

Pro 
100 

Pro 

Ser 

Lys 

Leu 






<210> 1457 

<211> 437 

<212> DNA 

<213> Homo sapiens 

<400> 1457 
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nattcaccag aatccccaga atcccccaaa tactacattg cactttaggg ttcctttcta 
60 

gcacatgcat tgctaaaatc ggcgcccaga accttctctg cccctctccc atgggatgca 
120 

atgtcagcgg agaaacagac caagtctgca ctagcctgtc cctacaccct ccccaggaaa 
180 

aggtccccct gcgccaagtc aacagctccc agaggaagcc cactgactgc tctcttcagg 
240 

gtgggggaca caggaagtcc acgcttgcac ggaggggacg ggcacaccta ccgtgactgc 
300 

cagagcccat tttgggagtc tgattggaat ttatacagca ggagcactgg gcactcggac 
360 

aactccagcc cacaaccaag tcactgggct gcctacccac tgcccaagtg cctcaagtca 
420 

acacattcct gcactgn 
437 

<210> 1458 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<400> 1458 


Met 

Ser 

Ala 

Glu 

Lys 

Gin Thr Lys Ser 

Ala Leu Ala Cys Pro 

Tyr 

Thr 

1 




5 


10 

15 


Leu 

Pro 

Arg 

Lys 

Arg 

Ser Pro Cys Ala 

Lys Ser Thr Ala Pro 

Arg 

Gly 




20 


25 

30 



Ser 

Pro 

Leu 

Thr 

Ala 

Leu Phe Arg Val 

Gly Asp Thr Gly Ser Pro 

Arg 



35 



40 

45 



Leu 

His 

Gly 

Gly 

Asp 

Gly His Thr Tyr 

Arg Asp Cys Gin Ser 

Pro 

Phe 


50 




55 

60 



Trp 

Glu 

Ser 

Asp 

Trp 

Asn Leu Tyr Ser 

Arg Ser Thr Gly His 

Ser 

Asp 

65 





70 

75 


80 

Asn 

Ser 

Ser 

Pro 

Gin 

Pro Ser His Trp 

Ala Ala Tyr Pro Leu 

Pro 

Lys 





85 


90 

95 


Cys 

Leu 

Lys 

Ser 

Thr 

His Ser Cys Thr 







100 


105 





<210> 1459 

<211> 295 

<212> DNA 

<213> Homo sapiens 


<400> 1459 

ngagaggtca ccggccacga gattcccgcg gaggtcgcgc cccgccgcgc gggcgacccg 
60 

gccgtactca tcgcttcttc ggagaagatc aagcgggagc tgggctggaa cccgacgcgc 
120 

acggatctgc gccgcatcgt cgaggacgcc tgggccttta cggctggggg ggccgaacgg 
180 

taaacccttg gtaaggcgac gcagttatcc tcgatctcct cccagagcag gcggcagccc 
240 

gccactgcgg tgtcgagcat gccctcccac tccccgatcg ccatgagctg gcgan 
295 
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<210> 1460 
<211> 60 
<212> PRT 

<213> Homo sapiens 
<400> 1460 

Xaa Glu Val Thr Gly His Glu He Pro Ala Glu Val Ala Pro Arg Arg 

1 5 10 15 

Ala Gly Asp Pro Ala Val Leu lie Ala Ser Ser Glu Lys He Lys Arg 

20 25 30 

Glu Leu Gly Trp Asn Pro Thr Arg Thr Asp Leu Arg Arg He Val Glu 

35 40 45 

Asp Ala Trp Ala Phe Thr Ala Gly Gly Ala Glu Arg 
50 55 60 

<210> 1461 
<211> 432 
<212> DNA 

<213> Homo sapiens 
<400> 1461 

nnaagcttac gtgaaatgaa acgtcaatgg caacaggcga caatcgtgcc agagaaattg 
60 

gttgaagcac agtcaattgc gggttctaaa tgcgaacacg cctggcgctt acaacgttca 
120 

gaaaatgact gggtaggctt tgaaaaaaat tggaaagagg ttgttgcatt atcccgtgaa 
180 

gaagcacaaa ttcgcggtga agcgcttaat ctaacgcctt atgatgcgat gcttgataag 
240 

tttgaaccag gcacgacaac ggtttcgctc aatactttgt tttcaaaggt aaagacgtgg 
300 

ttacctacgt taattgaaaa agcgttagaa aagcagcaat cagaatctat cattatgcca 
360 

tcaggcacct tttccacggc gaatcaaaaa gcccttggat tagaaataat gaaattgtta 
420 

aaattcgact tt 
432 

<210> 1462 
<211> 144 
<212> PRT 

<213> Homo sapiens 
<400> 1462 

Xaa Ser 'Leu Arg Glu Met Lys Arg Gin Trp Gin Gin Ala Thr He Val 

1 ■ : , .'.■*• 5 10 15 

Pro Glu Lys Leu Val Glu Ala Gin Ser He Ala Gly Ser Lys Cys Glu 

20 25 30 

His Ala Trp Arg Leu Gin Arg Ser Glu Asn Asp Trp Val Gly Phe Glu 

35 40 45 

Lys Asn Trp Lys Glu Val Val Ala Leu Ser Arg Glu Glu Ala Gin He 

50 55 60 

Arg Gly Glu Ala Leu Asn Leu Thr Pro Tyr Asp Ala Met Leu Asp Lys 
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65 70 75 80 

Phe Glu Pro Gly Thr Thr Thr Val Ser Leu Asn Thr Leu Phe Ser Lys 

85 90 95 

Val Lys Thr Trp Leu Pro Thr Leu He Glu Lys Ala Leu Glu Lys Gin 

100 105 HO 

Gin Ser Glu Ser He He Met Pro Ser Gly Thr Phe Ser Thr Ala Asn 

115 120 125 

Gin Lys Ala Leu Gly Leu Glu He Met Lys Leu Leu Lys Phe Asp Phe 
130 135 140 

<210> 1463 

<211> 421 

<212> DNA 

<213> Homo sapiens 

<400> 1463 

nacgcgttcc agagcaagct ggacctgacc gccttcgaat tcttctccga caaggccctg 
60 

gccaaagtca tgggccgtgg cgacgtaccg gcaccgttcg aaaccgaatg cccgttctac 
120 

gcgctgctgg aattcgaagc caccaccgaa gaagtcgcca accacgccct ggaaaccttc 
180 A 

gagcactgcg ttgagcaggg ctgggtgctg gacggcgtga tgagccagag cgaaacccaa 
240 

ctgcacaacc tgtggaaact gcgcgagtac atctcggaga ctatttccca ctggacgccc' 
300 

tacaagaacg acatctccgt gaccgtttcc aaagtccccg cgttcttgaa ggaaattgac 
360 

gcgatcgtcg tgagcattac ccggacttcg aaattgttgg tcggccacat cggcgacgca 

420 

a 

421 

<210> 1464 

<211> 140 

<212> PRT 

<213> Homo sapiens 


<400> 1464 


Xaa 

Ala 

Phe 

Gin 

Ser 

Lys 

Leu 

Asp 

Leu 

Thr 

Ala 

Phe 

Glu 

Phe 

Phe 

Ser 

l 




5 





10 





15 


Asp 

Lys 

Ala 

Leu 

Ala 

Lys 

Val 

Met 

Gly 

Arg 

Gly Asp 

Val 

Pro 

Ala 

Pro 


20 





25 





30 



Phe 

Glu 

Thr 
35 

Glu 

Cys 

Pro 

Phe 

Tyr 
40 

Ala 

Leu 

Leu 

Glu 

Phe 
45 

Glu 

Ala 

Thr 

Thr 

Glu 
50 

Glu 

Val 

Ala 

Asn 

His 
55 

Ala 

Leu 

Glu 

Thr 

Phe 
60 

Glu 

His 

Cys 

Val 

Glu 

Gin 

Gly 

Trp 

val 

Leu 

Asp 

Gly 

Val 

Met 

Ser 

Gin 

Ser 

Glu 

Thr 

Gin 

65 




70 





75 





80 

Leu 

His 

Asn 

Leu 

Trp 
85 

Lys 

Leu' 

Arg 

Glu 

Tyr 
90 

He 

Ser 

Glu 

Thr 

He 
95 

Ser 

His 

Trp 

Thr 

Pro 

Tyr 

Lys 

Asn 

Asp 

He 

Ser 

Val 

Thr 

Val 

Ser 

Lys 

Val 



100 





105 





110 



Pro 

Ala 

Phe 

Leu 

Lys 

Glu 

He 

Asp 

Ala 

He 

Val 

Val 

Ser 

lie 

Thr 

Arg 
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115 120 125 

Thr Ser Lys Leu Leu Val Gly His He Gly Asp Ala 
130 135 140 

<210> 1465 
<211> 424 
<212> DNA 

<213> Homo sapiens 
<400> 1465 

gtgcacggtc tttgagctgc aattcccagg aatcaggggc cataggcggt agatggcatg 
60 

cagcctctcg ggcgggaaag tggtctacag tgcctgcttg cccgggcagg cagctcgtag 
120 

gcttatatgc ttagtggtta tggcccctac cactgttttt gaccgcgcta ccattcgcca 
180 

caacctcacc gaattcaaac tccggtggat ttcccacgcc gagcagtgga aggcggaaaa 
240 

ccgtcctgca acagagtcta aagccgctga gacggactgc tcagtacatg gggatctctg 
300 

gaccttggcc acggaagttt tcggtcaagc acccgaattc gacttcccat atatgaaact 
360 

cactcggcag gaatgtaggt tcctttttct gccgagaaac gacatcagct tgagctgctt 

420 

cacg 

424 

<210> 1466 
<211> 124 
<212> PRT 

<213> Homo sapiens 
<400> 1466 


Met Ala 

Cys 

Ser 

Leu 

Ser 

Gly Gly 

Lys 

Val 

Val 

Tyr 

Ser 

Ala 

Cys 

Leu 

1 



5 





10 





15 


Pro Gly 

Gin 

Ala 

Ala 

Arg 

Arg 

Leu 

lie 

Cys 

Leu 

Val 

val 

Met 

Ala 

Pro 



20 





25 





30 



Thr Thr 

Val 

Phe 

Asp Arg 

Ala 

Thr 

He 

Arg 

His 

Asn 

Leu 

Thr 

Glu 

Phe 


35 





40 





45 




Lys Leu 

Arg 

Trp 

He 

Ser 

His 

Ala 

Glu 

Gin 

Trp 

Lys 

Ala 

Glu 

Asn 

Arg 

50 





55 





60 





Pro Ala 

Thr 

Glu 

Ser 

Lys 

Ala 

Ala 

Glu 

Thr 

Asp 

Cys 

Ser 

Val 

His 

Gly 

65 




70 





75 





80 

Asp Leu 

Trp 

Thr 

Leu 

Ala 

Thr 

Glu 

Val 

Phe 

Gly 

Gin 

Ala 

Pro 

Glu 

Phe 




85 





90 





95 


Asp Phe 

Pro 

Tyr 

Met 

Lys 

Leu 

Thr 

Arg 

Gin 

Glu 

Cys 

Arg 

Phe 

Leu 

Phe 



100 





105 





110 



Leu Pro 

Arg 

Asn 

Asp 

He 

Ser 

Leu 

Ser 

Cys 

Phe 

Thr 






115 120 


<210> 1467 

<211> 441 

<212> DNA 

<213> Homo sapiens 
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<400> 1467 

nacgcgtgac ggcgaatgag cggcggaggc atgacaacga gcgcaccgtt ccgcagcttg 
60 

gtgccgtgca tcatggctca agtgccgcgc aactttcggc tgctcgagga gctggagaaa 
120 

ggcgaaaagg ggctaggaaa tggctcgtgc tcttacggcc ttgcgaacag tgatgacatt 
180 

cgtacgtatg cgcctgtgct gatggtcatg acaacgtgga atgccacgat cctaggcccg 
240 

gccaactcgg tgcatgagaa ccgcatatac tgcctgcgcc tcgtgtgtgg cgactcgtac 
300 

cctcttgtgc cgcctgagat ttggttccag acgcgcatca acttgccgtg cgtcgatgcc 
360 

cacacgggcc gcgtcatgcc cgatcagttc tcgcccctct tgcattggcg tgatgagtac 
420 

actatggaaa gctgctgcat g 
441 

<210> 1468 
<211> 123 
<212> PRT 

c213> Homo sapiens 
<400> 1468 


Met Ala 

Gin 

Val 

Pro 

Arg Asn Phe 

Arg 

Leu 

Leu 

Glu 

Glu 

Leu 

Glu 

Lys 

1 



5 



10 





15 


Gly Glu 

Lys 

Gly 

Leu 

Gly Asn Gly 

Ser 

Cys 

Ser Tyr 

Gly 

Leu 

Ala 

Asn 


20 



25 





30 



Ser Asp 

Asp 
35 

He 

Arg 

Thr Tyr Ala 
40 

Pro 

Val 

Leu 

Met 

Val 
45 

Met 

Thr 

Thr 

Trp Asn 

Ala 

Thr 

He 

Leu Gly Pro 

Ala 

Asn 

Ser 

Val 

His 

Glu 

Asn 

Arg 

50 




55 




60 





He Tyr 

Cys 

Leu 

Arg 

Leu Val Cys 

Gly 

Asp 

Ser 

Tyr 

Pro 

Leu 

Val 

Pro 

65 




70 



75 





80 

Pro Glu 

He 

Trp 

Phe 
85 

Gin Thr Arg 

He 

Asn 
90 

Leu 

Pro 

Cys 

Val 

Asp 
95 

Ala 

His Thr 

Gly 

Arg 

Val 

Met Pro Asp 

Gin 

Phe 

Ser 

Pro 

Leu 

Leu 

His 

Trp 


100 



105 





110 



Arg Asp 

Glu 
115 

Tyr 

Thr 

Met Glu Ser 
120 

Cys 

Cys 

Met 







<210> 1469 
<211> 468 
<212> DNA 

<213> Homo sapiens 
<400> 1469 

nngctcgatc tagtctatgg gctaaatgat cgaccgaacc cttttattgc ttttttagcg 
60 

gcgcttcaac atcttttagc gattttagtg ccaattgtca ccnctggatt attgatttgt 
120 

ttggcattag gcgtgtctcg cgaagacacc aatatgattc tttctatgtc attaattatt 
180 
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tcagggatcg cgactttctt gcaatgtaaa aaagttggtc catttggcgc tggattactt 
240 

attgttcaag gaactagctt taatttcatt ggtcctatca ttggtatagg tagctcaatg 
300 

gtggctgctg gcacacctgt cgaacaagtt atggctgcga tttttggtgt cgtaatcgca 
360 

ggttcattta tcgaaatggg cgtatctcaa attttacctt gggtaaaaaa gctgattact 
420 

cctctcgtta caggaatcgt cgttctgttg attggtctac cattaatg 
468 

<210> 1470 
<211> 156 
<212> PRT 

<213> Homo sapiens 
<400> 1470 


Xaa Leu 

Asp 

Leu 

Val 

Tyr 

Gly 

Leu 

Asn 

Asp 

Arg 

Pro 

Asn 

Pro 

Phe 

He 

1 


5 





10 





15 


Ala Phe 

Leu 

Ala 

Ala 

Leu 

Gin 

His 

Leu 

Leu 

Ala 

He 

Leu 

Val 

Pro 

lie 



20 





25 





30 



Val Thr 

Xaa 

Gly 

Leu 

Leu 

He 

Cys 

Leu 

Ala 

Leu 

Gly 

Val 

Ser 

Arg 

Glu 


35 





40 





45 




Asp Thr 

Asn 

Met 

He 

Leu 

Ser 

Met 

Ser 

Leu 

He 

He 

Ser 

Gly 

He 

Ala 

50 





55 





60 





Thr Phe 

Leu 

Gin 

Cys 

Lys 

Lys 

Val 

Gly 

Pro 

Phe 

Gly 

Ala 

Gly 

Leu 

Leu 

65 




70 





75 





80 

He Val 

Gin 

Gly 

Thr 

Ser 

Phe 

Asn 

Phe 

lie 

Gly 

Pro 

He 

He 

Gly 

He 



85 





90 





95 


Gly Ser 

Ser 

Met 

val 

Ala 

Ala 

Gly 

Thr 

Pro 

val 

Glu 

Gin 

Val 

Met 

Ala 


100 





105 





110 



Ala He 

Phe' 

Gly 

Val 

Val 

He 

Ala 

Gly 

Ser 

Phe 

He 

Glu 

Met 

Gly 

Val 


115 





120 





125 




Ser Gin 

He 

Leu 

Pro 

Trp 

Val 

Lys 

Lys 

Leu 

He 

Thr 

Pro 

Leu 

Val 

Thr 

130 





135 





140 





Gly He 

Val 

Val 

Leu 

Leu 

lie 

Gly 

Leu 

Pro 

Leu 

Met 





14 5 




150 





155 







<210> 1471 
<211> 341 
<212> DNA 

<213> Homo sapiens 
<400> 1471 , 

gcgtggatgg ggatcctgaa aaacaatggc gtgctgaata acttcttgct gtggctcggc 
60 

gttatcgatc agccgctgac gattttgcac accaatctgg cggtgtatat cggcattgtg 
120 

tacgcttatc tgccgtttat ggtactgccc atttatacgg cgctgacgcg cattgattac 
180 

tcgctggtgg aggcctcact ggatctcggt gcccgtccgc tgaaaacgtt tttcaatgtg 
240 

attgtcccgc tcaccaaagg cggcattatc gcggggtcga tgctggtgtt tatcccggcg 
300 
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gtcggtgagt ttgttatccc ggaactgctc ggcggcggcc g 
341 

<210> 1472 
<211> 113 
<212> PRT 

<213> Homo sapiens 


<400> 1472 


Ala 

Trp 

Met 

Gly 

lie Leu Lys Asn Asn 

Gly 

Val Leu Asn 

Asn Phe 

Leu 

1 




5 

10 


15 


Leu 

Trp 

Leu 

Gly 

Val He Asp Gin Pro 

Leu 

Thr He Leu 

His Thr 

Asn 




20 

25 



30 


Leu 

Ala 

Val 

Tyr 

He Gly He Val Tyr 

Ala 

Tyr Leu Pro 

Phe Met 

Val 



35 


40 


45 



Leu 

Pro 

He 

Tyr 

Thr Ala Leu Thr Arg 

lie 

Asp Tyr Ser 

Leu Val 

Glu 


50 



55 


60 



Ala 

Ser 

Leu 

Asp 

Leu Gly Ala Arg Pro 

Leu 

Lys Thr Phe 

Phe Asn 

Val 

65 




70 


75 


80 

He 

Val 

Pro 

Leu 

Thr Lys Gly Gly He 

He 

Ala Gly Ser 

Met Leu 

Val 





85 

90 


95 


Phe 

He 

Pro 

Ala 

Val Gly Glu Phe Val 

He 

Pro Glu Leu 

Leu Gly Gly 




100 

105 



110 



Gly 


<210> 1473 
<211> 352 
<212> DNA 

<213> Homo sapiens 
<400> 1473 

tccggaactg ctcaatgtct gtccagcaca taagatccat gcttgaagaa tgagtctcaa 
60 

gaaactgacg gaaatgttca aactccagtt tgttgttaag cagatcacta aacttaaaat 
120 

gcttgtattc tgcaggaaca ttatcccaat attctgttcg tttagagacg ttagagagtg 
180 

ataaaatgcc agttccaatt tcacaagtgg tgtcctcagc tttcttggaa aatgtctctt 
240 

tatgcaaagc ctgtagcttt ctgaagtatg tggagtctaa ctgtcgagtt tcttccacca 
300 

gctccacctt tttataagca atttggtccg attttaccat ctttgtccat gg 
352 

<210> 1474 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 1474 

Met Val Lys Ser Asp Gin He Ala Tyr Lys Lys Val Glu Leu Val Glu 

15 10 15 

Glu Thr Arg Gin Leu Asp Ser Thr Tyr Phe Arg Lys Leu Gin Ala Leu 
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20 

25 

30 


His Lys 

GlU 

Thr 

Phe Ser Lys Lys Ala Glu Asp 

Thr Thr Cys Glu 

He 


35 


40 

45 


Gly Thr 

Gly 

He 

Leu Ser Leu Ser Asn Val Ser 

Lys Arg Thr Glu 

Tyr 

50 



55 

60 


Trp Asp 

Asn 

Val 

Pro Ala Glu Tyr Lys His Phe 

Lys Phe Ser Asp 

Leu 

65 



70 75 


80 

Leu Asn 

Asn 

Lys 

Leu Glu Phe Glu His Phe Arg 

Gin Phe Leu Glu 

Thr 




85 90 

95 


His Ser 

Ser 

Ser 

Met Asp Leu Met Cys Trp Thr 

Asp He Glu Gin 

Phe 



100 

105 

110 



Arg 


<210> 1475 

<211> 389 

<212> DNA 

<213> Homo sapiens 

<400> 1475 

accggtgccg gagccgatct ccacgatggt 
60 

gacatcgata agctcatcgc ttaagacgcg 
120 

ctggtgctgg ttgtccgtga gcgtgccgcg 
180 

agtccaggtc attatcaaag accgcattga 
240 

tttctccggc agggggtgtt ttgagaatta 
300 

ctgtccaggc atggcaagca atatgccgcg 
360 

ggataaccgg agcttgacgg ggtggtgtc 
389 


cttggcgccg gtgcggccga accactcatc 
gcccagctcg ggccagcatt gctcaaaaag 
ggggaaaggg acctttgccc aggcgcgggt 
agtccgtttg cggcgggcga cccggcggca 
tccgtgctat acatcgcgcc ctatttttcc 
ccgggtattt tccccgccgt atggggaggg 


<210> 1476 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 1476 

Met Val Leu Ala Pro Val Arg Pro Asn His Ser Ser Thr Ser He Ser 

15 10 15 

Ser Ser Leu Lys Thr Arg Pro Ser Ser Gly Gin His Cys Ser Lys Ser 

20 25 30 

Trp Cys Trp Leu Ser Val Ser Val Pro Arg Gly Lys Gly Thr Phe Ala 

35 40 45 

Gin Ala Arg Val Val Gin Val He He Lys Asp Arg He Glu Val Arg 

50 55 60 

Leu Arg Arg Ala Thr Arg Arg His Phe Ser Gly Arg Gly Cys Phe Glu 
65 70 75 80 

Asn Tyr Pro Cys Tyr Thr Ser Arg Pro He Phe Pro Cys Pro Gly Met 

85 90 95 

Ala Ser Asn Met Pro Arg Arg Val Phe Ser Pro Pro Tyr Gly Glu Gly 
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100 105 110 

Asp Asn Arg Ser Leu Thr Gly Trp Cys 
115 120 

<210> 1477 
<211> 500 
<212> DNA 

<213> Homo sapiens 
<400> 1477 

tacagcgaga atctgcacga tacccacttc ctcaaaacct attgcgttgg cttcgagcaa 
60 

ttcctccctt atttgctggg ccaaacggac ggccaaccta aagatgccca atgggcatcg 
120 

gcgctgtgtg gtattgatgc cgaaatcatc cgggcactgg cccgccaaat ggcggccaac 
180 

cgtacgcaaa tcattgcggg ctggtgcgtg caacgtatgc aacacggcga acaatgggcg 
240 

tggatgacgg tagtgctggc ggcgatgctt ggccaaatcg gcttaccggg cggcgggttc 
300 

ggttttggtt ggccctccaa cggcgcaggt acccccgagc cgcaaggggt gatcctgagc 
360 

ggtttctccg gttcccccgc tacgccggca cgccatgcca agggggattt caaaggttac 
420 

agcagtacca ttccgatcgc gcgctttatc gatgccatgc tggagccggg caaggagatc 
480 

gattggaatg gcaaacgcgt 
500 

<210> 1478 
<211> 166 
<212> PRT 

<213> Homo sapiens 


<400> 1478 


Tyr 

Ser 

Glu 

Asn 

Leu 

His 

Asp 

Thr 

His 

Phe 

Leu 

Lys 

Thr 

Tyr 

Cys 

Val 

1 




5 





10 





15 


Gly 

Phe 

Glu 

Gin 

Phe 

Leu 

Pro 

Tyr 

Leu 

Leu 

Gly 

Gin 

Thr 

Asp 

Gly 

Gin 



20 





25 





30 



Pro 

Lys 

Asp 
35 

Ala 

Gin 

Trp 

Ala 

Ser 
40 

Ala 

Leu 

Cys 

Gly 

He 
45 

Asp 

Ala 

Glu 

He 

He 
50 

Arg 

Ala 

Leu 

Ala 

Arg 
55 

Gin 

Met 

Ala 

Ala 

Asn 
60 

Arg 

Thr 

Gin 

lie 

He 

Ala 

Gly 

Trp 

Cys 

Val 

Gin 

Arg 

Met 

Gin 

His 

Gly 

Glu 

Gin 

Trp 

Ala 

65 





70 





75 





80 

Trp 

Met 

Thr 

Val 

Val 

Leu 

Ala 

Ala 

Met 

Leu 

Gly 

Gin 

lie 

Gly 

Leu 

Pro 




85 





90 





95 


Gly 

Gly 

Gly 

Phe 
100 

Gly 

Phe 

Gly 

Trp 

Pro 
105 

Ser 

Asn 

Gly 

Ala 

Gly 
110 

Thr 

Pro 

Glu 

Pro 

Gin 
115 

Gly 

Val 

lie 

Leu 

Ser 
120 

Gly 

Phe 

Ser 

Gly 

Ser 
125 

Pro 

Ala 

Thr 

Pro 

Ala 
130 

Arg 

His 

Ala 

Lys 

Gly 
135 

Asp 

Phe 

Lys 

Gly 

Tyr 
140 

Ser 

Ser 

Thr 

He 

Pro 

He 

Ala 

Arg 

Phe 

He 

Asp 

Ala 

Met 

Leu 

Glu 

Pro 

Gly 

Lys 

Glu 

lie 
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145 150 155 160 

Asp Trp Asn Gly Lys Arg 
165 

<210> 1479 
<211> 421 
<212> DNA 

<213> Homo sapiens 
<400> 1479 

acgcgtgtgg agctggcacc atgaaagcac gatgtgcatc actcatagag gcaggcacac 
60 

ttaagtatgt tctttacatt gaaacagaaa ggaaagaaga taggaaaaat ggtgccagca 
120 

cgctgggctt tttttgtttg ctgttttggg tggggtgtgc tagtgcagtg tccggtgtac 
180 

gcttttgtcc tcaaacaggc ttgttccccg gtcagagttt cattattgtt gctggtaaac 
240 

aaatgccaag tttgacaaaa aacagtgaaa taaagcaaaa gattttgaaa aatgcttcat 
300 

catgtcagaa ggaaagaacc cttttcacgg gtgcctgccc acatttcctt gcccagcctg 
360 

agaccctatt gactttgaat tatcttttgc tgttttattt ctatgaaaat tatatacgcg 

420 

t 

421 

<210> 1480 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<400> 1480 


Met 

Lys 

Ala Arg Cys Ala 

Ser Leu He 

Glu 

Ala Gly Thr 

Leu 

Lys 

Tyr 

1 

5 


10 



15 


Val 

Leu 

Tyr He Glu Thr 

Glu Arg Lys 

Glu 

Asp Arg Lys 

Asn 

Gly 

Ala 



20 

25 



30 



Ser 

Thr 

Leu Gly Phe Phe 

Cys Leu Leu 

Phe 

Trp Val Gly 

Cys 

Ala 

Ser 



35 

40 


45 




Ala 

Val 

Ser Gly val Arg 

Phe Cys Pro 

Gin 

Thr Gly Leu 

Phe 

Pro 

Gly 


50 

55 


60 




Gin 

Ser 

Phe He He Val 

Ala Gly Lys 

Gin 

Met Pro Ser 

Leu 

Thr 

Lys 

65 


70 



75 



80 

Asn 

Ser 

Glu He Lys Gin 

Lys He Leu 

Lys 

Asn Ala Ser 

Ser 

Cys 

Gin 



85 


90 



95 


Lys Glu 

Arg Thr Leu Phe 

Thr Gly Ala 

Cys 

Pro His Phe 

Leu 

Ala 

Gin 



100 

105 



110 



Pro 

Glu 

Thr Leu Leu Thr 

Leu Asn Tyr 

Leu 

Leu Leu Phe 

Tyr 

Phe 

Tyr 



115 

120 


125 





Glu Asn Tyr He Arg 
130 

<210> 1481 
<211> 545 
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<212> DNA 

<213> Homo sapiens 

<400> 1481 

gtcgggtcgc cgcccagtct cgtgccgaca tgcagttcct ggcccgggag gtcgcatcca 
60 

tccggatgca gatgggcgag ttggccacgc gcgattattt gcgctcggag ctacgcgacg 
120 

agttgcgctc cctgctcgag gagatcgagg cctcaccggc ctcccactaa ctgacccggt 
180 

tcgcgacgag cgagttgtcg catcgggcca acggtgtgta gacaagtcag catgagcacc 
240 

gagaacccag tggttaaggc cattgccgat gcgttgtcgc acgtcaatga ccccgagatc 
300 

aaacgcccca ttaccgatct caacatgatt gatgagatta ccgtcgacga gcaaggacgc 
360 

gctttcgtcc gcatcctgct gaccgtcgcc gggtgtcccc tcaagaccga gctgcgtgag 
420 

caggccaccg aggctgtgcg cagcgttgac ggggtgacca gtgtttccgt cgaactcggc 
480 

accatgaccg acgaacagcg cgatgctctc aaagttcagc tgcgcggtga cgtccccgaa 

540 

cgcgt 

545 

<210> 1482 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 1482 


Met 

Ser 

Thr 

Glu 

Asn 

Pro 

val 

Val 

Lys 

Ala He Ala Asp Ala 

Leu 

Ser 

1 




5 





10 

15 


His 

Val 

Asn 

Asp 

Pro 

Glu 

He 

Lys 

Arg 

Pro He Thr Asp Leu 

Asn 

Met 




20 





25 

30 



lie 

Asp 

Glu 

He 

Thr 

Val 

Asp 

Glu 

Gin 

Gly Arg Ala Phe Val 

Arg 

He 



35 





40 


45 



Leu 

Leu 

Thr 

val 

Ala 

Gly 

Cys 

Pro 

Leu 

Lys Thr Glu Leu Arg Glu 

Gin 


50 





55 



60 



Ala 

Thr 

Glu 

Ala 

Val 

Arg 

Ser 

Val 

Asp 

Gly Val Thr Ser Val 

Ser 

Val 

65 





70 




75 


80 

Glu 

Leu 

Gly 

Thr 

Met 

Thr 

Asp 

Glu 

Gin 

Arg Asp Ala Leu Lys 

Val 

Gin 





85 





90 

95 


Leu Arg 

Gly 

Asp 

Val 

Pro 

Glu 

Arg 






100 


<210> 1483 

<211> 625 

<212> DNA 

<213> Homo sapiens 

<400> 1483 

gtacggcttc gagagggcta cagtgtccga gaggtcacac tggccaaagg agggtcccaa 
60 
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ttggaggtaa agct'ggtgct gctgtggaaa cacaacatgc gcattgagta tgtggctatg 
120 

gcatcctggc ccctggagcc tgagggccct cgagtaacac gggtggaagt gacgatggaa 
180 

ggcggctacg acattttgca tgatgtgtcc tgtgcactaa ggcagcccat tcgttcattg 
240 

tatcgtaccc atgttatccg gcgtttctgg aacacgctgc agagcatcaa ccagacagac 
300 

cagatgcttg cccaccttca gtccttctcc tcagtgcctg agcatttcac gcttcctgac 
360 

agcaccaaga gcggagtgcc actcttctac atccctccag gctccaccac cccggtgctc 
420 

tccctccagc ccagtggttc tgactcatcc catgcccagt ttgctgccta ctggaagccc 
480 

agtgctgtcc atggatgcaa attcctggca gcgatggctg cacatgcatc gcctggtgct 
540 

aatcctggag catgacacac caatccccaa gcacttgcac accccgggca gcaatgggcg 
600 

ctactacgga gagaagacaa- cgcgt 
625 

<210> 1484 

<211> 184 

<212> PRT 

<213> Homo sapiens 

<400> 1484 


Val Arg 

Leu 

Arg 

Glu 

Gly 

Tyr 

Ser 

Val 

Arg 

Glu 

Val Thr Leu Ala 

Lys 

l 



5 





10 


15 


Gly Gly 

Ser 

Gin 

Leu 

Glu 

Val 

Lys 

Leu 

val 

Leu 

Leu Trp Lys His 

Asn 


20 





25 



30 


Met Arg 

lie 

Glu 

Tyr 

Val 

Ala 

Met 

Ala 

Ser 

Trp 

Pro Leu Glu Pro 

Glu 


35 





40 




45 


Gly Pro 

Arg 

Val 

Thr 

Arg 

Val 

Glu 

Val 

Thr 

Met 

Glu Gly Gly Tyr 

Asp 

50 





55 





60 


lie Leu 

His 

Asp 

Val 

Ser 

Cys 

Ala 

Leu 

Arg 

Gin 

Pro He Arg Ser 

Leu 

65 



70 





75 


80 

Tyr Arg 

Thr 

His 

Val 

lie 

Arg 

Arg 

Phe 

Trp 

Asn 

Thr Leu Gin Ser 

He 



85 





90 


95 


Asn Gin 

Thr 

Asp 

Gin 

Met 

Leu 

Ala 

His 

Leu 

Gin 

Ser Phe Ser Ser 

Val 



100 





105 



110 


Pro Glu 

His 

Phe 

Thr 

Leu 

Pro 

Asp 

Ser 

Thr 

Lys 

Ser Gly Val Pro 

Leu 


115 





120 




125 


Phe Tyr 

lie 

Pro 

Pro 

Gly 

Ser 

Thr 

Thr 

Pro 

Val 

Leu Ser Leu Gin 

Pro 

130 





135 





140 


Ser Gly 

Ser 

Asp 

Ser 

Ser 

His 

Ala 

Gin 

Phe 

Ala 

Ala Tyr Trp Lys 

Pro 

145 




150 





155 


160 

Ser Ala 

Val 

His 

Gly 

Cys 

Lys 

Phe 

Leu 

Ala 

Ala 

Met Ala Ala His 

Ala 




165 





170 


175 


Ser Pro 

Gly 

Ala 

Asn 

Pro 

Gly 

Ala 







180 

<210> 1485 
<211> 2058 
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<212> DNA 

<213> Homo sapiens 
<400> 1485 

ntatgttcag cgttcaacga tattggctac 
60 

ctgttcctgc cacagtcacg acccagacta 
120 

gttggcgata ttacttctga atcaccgtct 
180 

gcctacagca atctgaaaga tgatgccaag 
240 

ccagcccaga gaaaatctgc tttcgccgat 
300 

tggcataccc ggaaggaaac acagcagctc 
360 

aaggttgagg ctgcaaaaaa gctatcgatc 
420 

tataaaagaa ctcgcaccga tagctttgga 
480 

gatgatgttg ccggttgtct tcgcacccct 
540 

gtcgttgata acgggactgt aaaaacgagg 
600 

atggggttac ccgacgaata catattgcca 
660 

ggtgatggtg ttgtagtgcc ggttgtatcc 
720 

atggagcgtg tgtttgagga tgcggcggga 
780 ^ 
ggcaggaaga tatgagcgtt attccgtgta 
840 

aatcctatgc agaagccttg aaagttgagg 
900 

aagctgaatt ttatgatagc ggcctctttc 
960 

tctccgcgac catgcgggag aaaagaaatt 
1020 

ataacgacta cattgctgat tgggagtcgg 
1080 

taactctcaa ttctgggcgc aaagctgcta 
1140 

acactaacat ctttgatcgc ccccctcagg 
1200 

caaatcctgg tgctgaccct cagcataatg 
1260 

ctgaaatcat ttcacgggag caaaggattg 
1320 

gaacagtcgg aaggccatgc cccaaaatag 
1380 

ggccgttcaa attgccgcca ccatgtttgt 
1440 

gaaacaaccc gtctccaaga gctcagcaga 
1500 


cactatggtg ccatggtcgt cgatgctgcg 
tttatcattg gtgtcagaaa cgatattttt 
aaaatgtggc ataccagaac tttattgaat 
tccaattggg tatggtggga ccttcctatg 
ttgattgaag aaaatcctag cagcgttaag 
ttggatatga tgactgatgt taacttagct 
gagtctaagg aaaatgttgt agggacaatt 
gttaaagcgc agcgtgctga agtgcggttt 
ggaggggggt caagtcggca agtcataatg 
ttgatctcaa gtagagaaac tgcaaggctt 
aaaaattata atgaggcgta tcacttaacg 
cacatagcca ctcatatttt tgacccagtg 
ctgcttaagc aaatcgcata gcatcgtttt 
aaaaggacct tcagctaaaa aaattgattg 
cccataagct aggagagcat ggattaactg 
ggggggctat cgagcgaatt cgaggacagt 
tcgttaagca tgttttaaat tacatgcagg 
ctggtgaatc gaatcgccat gattatatgg 
ttgagctgaa agggtgcctt gatggcaata 
cagaagaatt tgttatctgg agtgtatgca 
tttggtctgg gcttcacacc agactaagtg 
atggaatggt catttgggac tgggcttgtg 
caactgaacc tgagcgggct gtaacatttg 
atcttttacc ttcgacgatt ccaagcccaa 
ttgaagacgt gcagctaatc aaagcgtttc 
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acgattgttt tgggtgccgg tctgaagaag ttaatttcgt taactttgat gttggttatc 
1560 

atggtaaaga taccgtccgt aaaacgacta tcattcgaaa cggcatggtg gagcgtgaat 
1620 

cggaaatgac ggcaataagg cggtcttaat ttgtgcatgc ctatgctgca tgaatccgca 
1680 

tgatcgtttg aggatcgttt ttgctgaggc ccgccagttc tggtgggctt ttgcttatgt 
1740 

catgcacctg catgaaaacc gctacataaa gcgggcaggc gtggcgggga tacgagcgcg 
1800 

cgcaacgggg tgaaatggtg aatatcaggg gcaatctccg gcacgctggc ggcttgaatc 
1860 

gggtagggtg agtgagaggc agcaataaag aagcgccccg cagaatgctg ctggggcgct 
1920 

gtgagaggtg gtcttgttgt cgcggtgcgg tgggtcagtc gtagcgattg tcttctgtca 
1980 

gccccagcgt gtacggctca aagcggatca cttcttcgcc cagccagtca ttaagctccc 
2040 

gcagtcgctt ctgcaggc 
2058 

<210> 1486 
<211> 256 
<212> PRT 

<213> Homo sapiens 
<400> 1486 

Xaa Cys Ser Ala Phe Asn Asp He Gly Tyr His Tyr Gly Ala Met Val 

1 5 10 15 

Val Asp Ala Ala Leu Phe Leu Pro Gin Ser Arg Pro Arg Leu Phe He 

20 - 25 30 

He Gly Val Arg Asn Asp He Phe Val Gly Asp He Thr Ser Glu Ser 

35 40 45 

Pro Ser Lys Met Trp His Thr Arg Thr Leu Leu Asn Ala Tyr Ser Asn 

50 55 60 

Leu Lys Asp Asp Ala Lys Ser Asn Trp Val Trp Trp Asp Leu Pro Met 
65 70 75 80 

Pro Ala Gin Arg Lys Ser Ala Phe Ala Asp Leu He Glu Glu Asn Pro 

85 90 95 

Ser Ser Val Lys Trp His Thr Arg Lys Glu Thr Gin Gin Leu Leu Asp 

100 105 HO 

Met Met Thr Asp Val Asn Leu Ala Lys Val Glu Ala Ala Lys Lys Leu 

115 120 125 

Ser lie Glu Ser Lys Glu Asn Val Val Gly Thr He Tyr Lys Arg Thr 

130 135 140 

Arg Thr Asp Ser Phe Gly Val Lys Ala Gin Arg Ala Glu Val Arg Phe 
145 ' 150 155 160 

Asp Asp Val Ala Gly Cys Leu Arg Thr Pro Gly Gly Gly Ser Ser Arg 

165 170 175 

Gin Val He Met Val Val Asp Asn Gly Thr Val Lys Thr Arg Leu lie 

180 185 190 

Ser Ser Arg Glu Thr Ala Arg Leu Met Gly Leu Pro Asp Glu Tyr He 

195 200 205 

Leu Pro Lys Asn Tyr Asn Glu Ala Tyr His Leu Thr Gly Asp Gly Val 
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210 215 220 

Val Val Pro Val Val Ser His He Ala Thr His He Phe Asp Pro Val 
225 230 235 240 

Met Glu Arg Val Phe Glu Asp Ala Ala Gly Leu Leu Lys Gin He Ala 
245 250 255 


<210> 1487 

<211> 823 

<212> DNA 

<213> Homo sapiens 


d. ft ft «» 1 4fl7 


d^-y v>y uy ay y 


C ft 


<T a o a ct t* 

y a^u l l LV«oy 

1 *5ft 


^ /-i firm a a 
CatLayyyad 

tgc ty gyydd 

180 


gcctggggga 

acacacagcc 

240 


ttcctggggc 

ggtgaggtca 

300 


cggccctccc 

tcccagtgcc 

360 


gtggtgtgtc 

ttcctgcaag 

420 


tgggagaggc 

cggcagtgag 

480 


cacagggcct 

ctcacggacc 

540 


tgctggcggc 

agaaacgcgt 

600 


gggacctcct 

tggagaacaa 

660 


ccccctacat 

tcctggggca 

720 


gtgatgacta 

agtcacagtc 

780 


caacccaata 

tgttaaaatc 

823 



ctgggcagat cttgtgaggg 
ctaaggctgg gaaggatgag 
aaaaagcact ccaggcccag 
tcagagcatt tgaggaacag 
ggcagggagg tgggtgcgag 
ccacatgcag gccctggagc 
tggcctgcct ttgggagcat 
ggaagaatgg ccctcggtcg 
cagatcctga tcttgtcaga 
tgccataagc cttctcccca 
ggtgggggaa tttggcagct 
cccactgtag gccaggccct 
cctgcctctg aggcccccat 
cagtgtcagg acccnaggag 


aaaattcagg aaggacctct 
gagaagtcag gaactccagg 
ggatcagcaa agcacaggat 
aaaaggcaac gtgactaagc 
gtcatggggc cgcaggcaaa 
accaggagcg gggaggctcc 
cagccctttc tcctggggac 
tgcgtagaga atgtagggga 
tctgcacgcc cgtgggaggg 
ctgcaggcag gtgtggtcag 
ttctcagcat ggcgtccatc 
gtgccggatc tgatgataca 
gatgtgccgg gacagccaag 
aag 


<210> 1488 
<211> 149 
<212> PRT 

<213> Homo sapiens 
<400> 1488 

Met Leu Gly Arg Ser Cys Glu Gly Lys Phe Arg Lys Asp Leu Ser Glu 

15 10 15 

Gin Val Thr Phe Gin Leu Arg Leu Gly Arg Met Arg Arg Ser Gin Glu 

20 25 30 

Leu Gin Ala Ser Gly Asn Ala Gly Glu Lys Lys His Ser Arg Pro Arg 

35 40 45 

Asp Gin Gin Ser Thr Gly Cys Leu Gly Glu Hi« Thr Ala Ser Glu His 
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50 55 60 

Leu Arg Asn Arg Lys Gly Asn Val Thr Lys Leu Pro Gly Ala Val Arg 
65 70 75 80 

Ser Gly Arg Glu Val Gly Ala Arg Ser Trp Gly Arg Arg Gin Thr Ala 

85 90 95 

Leu Pro Pro Ser Ala Pro His Ala Gly Pro Gly Ala Pro Gly Ala Gly 

100 105 HO 

Arg Leu Arg Gly Val Ser Ser Cys Lys Trp Pro Ala Phe Gly Ser lie 

115 120 125 

Ser Pro Phe Ser Trp Gly Leu Gly Glu Ala Gly Ser Glu Gly Arg Met 
" 130 135 140 

Ala Leu Gly Arg Ala 
145 

<210> 1489 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<400> 1489 

nnccagttca ccgtcaagct ggccgcggcc ggcgaacaca atgtgcgcaa tgcgctggcc 
60 

gcgattgcct gcgccgtggg tgccggcatc aaccaggacg ccatcgtgcg cggcctcgaa 
120 

gccttcgccc cggtcggcgg acgtttgcag cgcaagcagg ccgccagcgg cgcgcccgtc 
180 

attgacgaca cccacaaccc caatcccaat tcaatgcgcc cggcgatcga cgtgctggcc 
240 

cgcgtacccg cgccgcgcat cctggtggtg ggcgacatgg gcgaagtcgg cgcacaggga 
300 

aaagaatttc acgaagaaat cggggcttac gcacacacgc gt 
342 

<210> 1490 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 1490 


Xaa 

Gin 

Phe 

Thr 

Val 

Lys 

Leu 

Ala 

Ala 

Ala 

Gly Glu His 

Asn 

Val 

Arg 

1 




5 




10 



15 


Asn 

Ala 

Leu 

Ala 

Ala 

He 

Ala 

Cys 

Ala 

Val 

Gly Ala Gly 

lie 

Asn 

Gin 




20 





25 



30 



Asp 

Ala 

He 

Val 

Arg 

Gly 

Leu 

Glu 

Ala 

Phe 

Ala Pro Val 

Gly 

Gly 

Arg 



35 





40 



45 



Thr 

Leu 

Gin 

Arg 

Lys 

Gin 

Ala 

Ala 

Ser 

Gly 

Ala 

Pro Val He 

Asp 

Asp 


50 




55 




60 



Ala 

His 

Asn 

Pro 

Asn 

Pro 

Asn 

Ser 

Met 

Arg 

Pro 

Ala He Asp 

Val 

Leu 

65 





70 





75 



80 

Arg 

Val 

Pro 

Ala 

Pro 

Arg 

He 

Leu 

Val 

Val 

Gly Asp Met 

Gly 

Glu 

Val 




85 





90 



95 

His 

Gly 

Ala 

Gin 

Gly 

Lys 

Glu 

Phe 

His 

Glu 

Glu 

He Gly Ala 

Tyr 

Ala 



100 





105 



110 




Thr Arg 
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<210> 1491 
<211> 333 
<212> DNA 

<213> Homo sapiens 
<400> 1491 

ncctcgttgt tctcatagag ggctacggca tcgcgtttga actgttcgga gtacctggac 
60 

atgggggtag attacctttc ttcccagctc gactgggctg gatatcaggt gtccaccaca 
120 

tgggggtcag gtcccactcc caaaggagta gccatcaccc acgagtcggc ggtcaatacg 
180 

attgtcgatg tcaacgaacg cctcggggtg actccgaccg accggatatt ggggatttca 
240 

gagctaaact tcgatctatc ggtatacgac atcttcggga tgttcgcgcg gggtgctacc 
300 

ttggtgttgc catctccagc agacaaacgt gat 
333 

<210> 1492 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<400> 1492 

Met Gly Val Asp Tyr Leu Ser Ser Gin Leu Asp Trp Ala Gly Tyr Gin 

15 10 15 

Val Ser Thr Thr Trp Gly Ser Gly Pro Thr Pro Lys Gly Val Ala He 

20 25 30 

Thr His Glu Ser Ala Val Asn Thr He Val Asp Val Asn Glu Arg Leu 

35 40 45 

Gly Val Thr Pro Thr Asp Arg He Leu Gly He Ser Glu Leu Asn Phe 

50. 55 60 

Asp Leu Ser Val Tyr Asp He Phe Gly Met Phe Ala Arg Gly Ala Thr 
65 70 75 80 

Leu Val Leu Pro Ser Pro Ala Asp Lys Arg Asp 
85 90 

<210> 1493 
<211> 1316 
<212> DNA 

<213> Homo sapiens 
<400> 1493 

nggtaccagg gcaaagaagg ctgggccccc gcctcctacc taaagaagaa cagtggggag 
60 

cccttgcccc cgaagccagg ccctggctca ccctcccacc cgggtgccct tgacttggat 
120 

ggtgtttccc ggcagcagaa cgcggtgggc agggagaagg agctgctcag cagccagagg 
180 

gacgggcggt ttgaaggccg cccggtgccc gacggtgacg ccaagcagag atcaccaaag 
240 


1237 


WO 00/58473 PCT/US00/08621 


atgaggcaga gaccccctcc tcgccgggac atgaccattc ctcgaggcct caacctgccg 
300 

aagccgccca tcccgcccca agtggaggaa gagtattaca ccatcgccga attccagaca 
360 

accatcccag acggcatcag cttccaggca ggcctgaagg tcgaggtgat cgagaaaaac 
420 

ttgagtggct ggtggtacat tcagattgaa gataaggaag ggtgggcccc ggccaccttc 
480 

attgacaagt acaagaagac gagcaacgcg tcgagaccca actttctggc tcccctgccc 
540 

cacgaggtga cccagctccg gctgggggaa gcagcagcgc tggagaacaa cacgggcagc 
600 

gaagccacgg gcccctcccg gcccctgcct gacgcaccgc atggtgtcat ggactcgggg 
660 

ttgccatggt ctaaagactg gaagggcagt aaggatgtcc tgaggaaggc atcttcagac 
720 

atgtctgcgt cagcaggcta cgaggagatc tcagaccccg acatggagga gaagcccagc 
780 

ctccctccgc ggaaagaatc catcatcaag tcggaggggg agctgctgga gcgggagcgg 
840 

gagcggcaga ggacggagca gctccggggc cccactccca agcctccggg cgtgattttg 
900 

ccgatgatgc cagccaaaca catccctcca gcccgggaca gcaggaggcc agagcccaaa 
960 

cctgacaaaa gcagactgtt ccagctgaaa aatgacatgg ggctggagtg tggccacaag 
1020 

gtcttggcca aggaagtgaa gaagcccaac ctccggccca tctccaaatc caaaactgac 
1080 

ctgccagagg agaagccaga tgccactccc cagaatccct tcttgaagtc cagacctcag 
1140 

gttaggccaa aaccagctcc ttcccccaaa acggagccac ctcagggcga agaccaagtc 
1200 

gacatctgca acctcaggag taagctcagg cctgccaagt cccaagacaa gtccttgttg 
1260 

gatggggagg gcccccaggc agtagggggc caagacgtgg ccttcagccg aagctt 
1316 

<210> 1494 

<211> 438 

<212> PRT 

<213> Homo sapiens 

<400> 1494 

Xaa Tyr Gin Gly Lys Glu Gly Trp Ala Pro Ala Ser Tyr Leu Lys Lys 

1 5 10 15 

Asn Ser Gly Glu Pro Leu Pro Pro Lys Pro Gly Pro Gly Ser Pro Ser 

20 25 30 

His Pro Gly Ala Leu Asp Leu Asp Gly Val Ser Arg Gin Gin Asn Ala 

35 40 45 

Val Gly Arg Glu Lys Glu Leu Leu Ser Ser Gin Arg Asp Gly Arg Phe 

50 55 60 

Glu Gly Arg Pro Val Pro Asp Gly Asp Ala Lys Gin Arg Ser Pro Lys 
65 70 75 80 

Met Arg Gin Arg Pro Pro Pro Arg Arg Asp Mat Thr lie Pro Arg Gly 
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85 

90 

95 


Leu 

Asn 

Leu 

Pro 

Lys 

Pro Pro He Pro Pro Gin Val Glu Glu 

Glu 

Tyr 




100 


105 110 



Tyr 

Thr 

He 

Ala 

Glu 

Phe Gin Thr Thr He Pro Asp Gly He 

Ser 

Phe 



115 



120 125 



Gin 

Ala 

Gly 

Leu 

Lys 

Val Glu Val He Glu Lys Asn Leu Ser 

Gly 

Trp 


130 




135 140 



Trp 

Tyr 

He 

Gin 

He 

Glu Asp Lys Glu Gly Trp Ala Pro Ala 

Thr 

Phe 

145 





150 155 


160 

lie 

Asp 

Lys 

Tyr 

Lys 

Lys Thr Ser Asn Ala Ser Arg Pro Asn 

Phe 

Leu 





165 

170 

175 


Ala 

Pro 

Leu 

Pro 

His 

Glu Val Thr Gin Leu Arg Leu Gly Glu 

Ala 

Ala 




180 


185. 190 



Ala 

Leu 

Glu 

Asn 

Asn 

Thr Gly Ser Glu Ala Thr Gly Pro Ser 

Arg 

Pro 



195 



200 205 



Leu 

Pro 

Asp 

Ala 

Pro 

His Gly Val Met Asp Ser Gly Leu Pro 

Trp 

Ser 


210 




215 220 



Lys 

Asp 

Trp 

Lys 

Gly 

Ser Lys Asp Val Leu Arg Lys Ala Ser 

Ser 

Asp 

225 





230 235 


240 

Met 

Ser 

Ala 

Ser 

Ala 

Gly Tyr Glu Glu He Ser Asp Pro Asp 

Met 

Glu 





245 

250 

255 


Glu 

Lys 

Pro 

Ser 

Leu 

Pro Pro Arg Lys Glu Ser He He Lys 

Ser 

Glu 




260 


265 270 



Gly 

* 

Glu 

Leu 

Leu 

Glu 

Arg Glu Arg Glu Arg Gin Arg Thr Glu 

Gin 

Leu 



275 



280 285 



Arg 

Gly 

Pro 

Thr 

Pro 

Lys Pro Pro Gly Val He Leu Pro Met 

Met 

Pro 


290 




295 300 



Ala 

Lys 

His 

He 

Pro 

Pro Ala Arg Asp Ser Arg Arg Pro Glu 

Pro 

Lys 

305 





310 315 


320 

Pro 

Asp 

Lys 

Ser 

Arg 

Leu Phe Gin Leu Lys Asn Asp Met Gly 

Leu 

Glu 





325 

330 

335 


Cys 

Gly 

His 

Lys 

Val 

Leu Ala Lys Glu Val Lys Lys Pro Asn 

Leu 

Arg 




340 


345 350 



Pro 

He 

Ser 

Lys 

Ser 

Lys Thr Asp Leu Pro Glu Glu Lys Pro 

Asp 

Ala 



355 



360 365 



Thr 

Pro 

Gin 

Asn 

Pro 

Phe Leu Lys Ser Arg Pro Gin Val Arg 

Pro 

Lys 


370 




375 380 



Pro 

Ala 

Pro 

Ser 

Pro 

Lys Thr Glu Pro Pro Gin Gly Glu Asp 

Gin 

Val 

385 





390 395 


400 

Asp 

He 

Cys 

Asn 

Leu 

Arg Ser Lys Leu Arg Pro Ala Lys Ser 

Gin 

Asp 





405 

410 

415 


Lys 

Ser 

Leu 

Leu 

Asp 

Gly Glu Gly Pro Gin Ala Val Gly Gly 

Gin 

Asp 




420 


425 430 



Val 

Ala 

Phe 

Ser 

Arg 

Ser 





435 







<210> 1495 

<211> 329 

<212> DNA 

<213> Homo sapiens 

<400> 1495 

agatctctgt cccgtagagg tgccacctca tcctccatga gagctgtgct ttgctttctt 
60 
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ctggaggctg caaggaggat ggcccccatc acggcggacc tacatgctgg gagtccggga 
120 

gagggcaggc cgcggacatg gggcatgtgg cgatgtgttt caccacccac tcccgcctga 
180 

agtgccactg tgagcccaac ccacggtgcc aggctgggct gcactccagg ctcctgcagc 
240 

agacccacct cctcagcctc cttcccctga aggctgggca tggcctggac aaagggtgtc 
300 

ctcctctgct gtgccatgct gacgtggca 
329 

<210> 1496 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 1496 

Met Ala Gin Gin Arg Arg Thr Pro Phe Val Gin Ala Met Pro Ser Leu 

1 5 10 15 

Gin Gly Lys Glu Ala Glu Glu Val Gly Leu Leu Gin Glu Pro Gly Val 

20 25 30 

Gin Pro Ser Leu Ala Pro Trp Val Gly Leu Thr Val Ala Leu Gin Ala 

35 40 45 

Gly Val Gly Gly Glu Thr His Arg His Met Pro His Val Arg Gly Leu 

50 55 60 

Pro Ser Pro Gly Leu Pro Ala Cys Arg Ser Ala Val Met Gly Ala lie 
65 70 75 80 

Leu Leu Ala Ala Ser Arg Arg Lys Gin Ser Thr Ala Leu Met Glu Asp 

85 90 95 

Glu Val Ala Pro Leu Arg Asp Arg Asp 
100 105 


<210> 1497 
<211> 345 
<212> DNA 

<213> Homo sapiens 
<400> 1497 

naacttcttg cactcactca ggcgcacggt tggcggccga cttggaagcc gctgcagcac 
60 

ttgacgcggg gcgatctcga agcgttcggt cttggcctga cggtcgatgg ctgcggcgtg 
120 

ccgttgatcg cgcgaatgcg acgggtgggg cagggcgtgc ggccgacacc accgcaagaa 
180 

cgcaactcac ggcagatgaa tctgttttga aacgcaagga agggtaatga caggcaccga 
240 

caagaagcgg atcccgcagc tgctgcgtgt tgagctcact gaacttaccg gcccgatcga 
300 

gcagccttac gcgcccgatg cacgtcattc tttcgggcca cgcgt 
345 


<210> 1498 
<211> 104 
<212> PRT 


1240 


WO 00/58473 


PCT/US00/08621 


<213> Homo sapiens 
<400> 1498 


Met Thr 

Cys 

He 

Gly 

Arg 

Val 

Arg 

Leu 

Leu Asp 

Arg Ala Gly Lys Phe 

1 


5 





10 

15 

Ser Glu 

Leu 

Asn 
20 

Thr 

Gin 

Gin 

Leu 

Arg 
25 

Asp Pro 

Leu Leu Val Gly Ala 
30 

Cys His 

Tyr 

Pro 

Ser 

Leu 

Arg 

Phe 

Lys 

Thr Asp 

Ser Ser Ala Val Ser 

35 





40 



45 

Cys Val 

Leu 

Ala 

Val 

Val 

Ser 

Ala 

Ala 

Arg Pro 

Ala Pro Pro Val Ala 

50 





55 




60 

Phe Ala 

Arg 

Ser 

Thr 

Ala 

Arg 

Arg 

Ser 

His Arg 

Pro Ser Gly Gin Asp 

65 



70 




75 

80 

Arg Thr 

Leu 

Arg 

Asp 

Arg 

Pro 

Ala 

Ser 

Ser Ala 

Ala Ala Ala Ser Lys 



B5 





90 

95 

Ser Ala 

Ala 

Asn 
100 

Arg 

Ala 

Pro 

Glu 





<210> 1499 

<211> 402 

<212> DNA 

<213> Homo sapiens 

<400> 1499 

aaatatattc tgccagagtt tgaacacgac accatgctct ggcatttggg catgtcgggg 
60 

agtttccgtc tatgcgagag caatgaagaa ttacgcaaac atgaccatct aatcattcag 
120 

tttgaagata tcgaactgcg ttatcatgat cctcgccgtt ttggttgcat tctttggctg 
180 

gatgcacaat cacaaagcaa attaatagat acgctggggc cagaaccctt aagcgagaac 
240 

tttaatgcgg agtatttatt tgaaaaattg aagaataaaa aggttggcac caaagttgca 
300 

attatggata accatgtggt ggtgggcgta ggcaatattt atgcgaccga aagtctgttt 
360 

aatctgggga ttcatccagc acaaccggcc tcgactttaa gc 
402 

<210> 1500 

<211> 134 

<212> PRT 

<213> Homo sapiens 


<400> 1500 

Lys Tyr He Leu Pro Glu Phe Glu 

1 5 
Gly Met Ser Gly Ser Phe Arg Leu 
20 

Lys His Asp His Leu He He Gin 

35 40 
His Asp Pro Arg Arg Phe Gly Cys 

50 55 
Gin Ser Lys Leu He Asp Thr Leu 


His Asp Thr Met Leu Trp His Leu 

10 15 
Cys Glu Ser Asn Glu Glu Leu Arg 
25 30 
Phe Glu Asp He Glu Leu Arg Tyr 
45 

He Leu Trp Leu Asp Ala Gin Ser 
60 

Gly Pro Glu Pro Leu Ser Glu Asn 
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65 70 75 80 

Phe Asn Ala Glu Tyr Leu Phe Glu Lys Leu Lys Asn Lys Lys Val Gly 

65 90 95 

Thr Lys Val Ala lie Met Asp Asn His Val Val Val Gly Val Gly Asn 

100 105 HO 

He Tyr Ala Thr Glu Ser Leu Phe Asn Leu Gly He His Pro Ala Gin 

115 120 125 

Pro Ala Ser Thr Leu Ser 
130 

<210> 1501 
<211> 362 
<212> DNA 

<213> Homo sapiens 

<400> 1501 

nnacgcgtgc atgctgcagg catcatccat cgcgatctga agccccaaaa catcttcctg 
60 

gtgccgagcg cgcgcgagcg cgacttcgtg aagatcttcg acttcggcgc atgccagatg 
120 

gtcacaccga aggtatcgaa cggcgtgccc gagctgaaga cgagcgcggg aaatctcttc 
180 

ggcacggtgc cgtacatggc gccggagtgc ttcgaggacg gctcgcaccg gctggatgcg 
240 

cgcgcggaca tctactccac gggcatcatc atgtaccgct gcgtgacggg gacgctcccc 
300 

ttcaaggcga acaccgtctt cgagatgctc atccatctgc gcgagggccg cccatcaagc 

360 

tt 

362 


<210> 1502 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 1502 

Xaa Arg Val His Ala Ala Gly He 

1 5 
Asn He Phe Leu Val Pro Ser Ala 
20 

Phe Asp Phe Gly Ala Cys Gin Met 

35 40 
Val Pro Glu Leu Lys Thr Ser Ala 

50 55 
Tyr Met Ala Pro Glu Cys Phe Glu 
65 70 
Arg Ala Asp He Tyr Ser Thr Gly 
85 

Gly Thr Leu Pro Phe Lys Ala Asn 
100 

Leu Arg Glu Gly Arg Pro Ser Ser 
115 120 


lie 

His Arg Asp Leu Lys 

Pro 

Gin 


10 

15 


Arg 

Glu Arg Asp Phe Val 

Lys 

lie 

25 

30 



Val 

Thr Pro Lys Val Ser 

Asn 

Gly 


45 



Gly 

Asn Leu Phe Gly Thr 

Val 

Pro 


60 



Asp 

Gly Ser His Arg Leu 

Asp 

Ala 


75 


80 

He 

lie Met Tyr Arg Cys 

Val 

Thr 


90 

95 


Thr 

Val Phe Glu Met Leu 

He 

His 

105 

110 
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<210> 1503 

<211> 623 

<212> DNA 

<213> Homo sapiens 

<400> 1503 

gccggcgtga ggcagagaaa cgtcctcgcc ctgtcattcc accctgaaga gactgacgac 
60 

gaccgggtac accgcacctg gttgcgccag gtgtctgagg aggtctgaca gttaccgcaa 
120 

gggctcatga cgacccctcc tgaacactgt tcaaagggcg acggcttacc attcctcgct 
180 

gtgagtcctg aacagcagct tctcgaatat gaccgacgtc atgtctggca cccctacgcc 
240 

ccgacgatcg gggcagaccc aatgcttgca gtgacggctg ccaacggagt ctggctgcag 
300 

ctgcatgatg gggaacaccg ccacgaggtc atcgatgcga tggcctcgtg gtggtgccag 
360 

attcacggtt accgaaaccc ggtcctcgac gaggccctca accgtcaaag ctcccagttc 
420 

agtcacgtca tgtttggcgg actcacccat aaggccgcgg ttgacgccgt catatcccta 
480 

gtgcgcctgg ccccggggcc cctcgaccgg atcttcctgg ctgattccgg gtctgtcggc 
540 

gtcgaggtga gtctcaaatt ggctcgtcag gtgcaaatcg ctcgcaccgc agcgcgcggc 
600 

ggcactttga cgaggacacg cgt 
623 

<210> 1504 

<211> 165 

<212> PRT 

<213> Homo sapiens 


<400> 1504 












Phe 

Met 

Thr 

Thr 

Pro 

Pro 

Glu His 

Cys 

Ser 

Lys 

Gly 

Asp 

Gly 

Leu 

Pro 

1 




5 




10 





15 

His 

Leu 

Ala 

Val 

Ser 

Pro 

Glu Gin 

Gin 

Leu 

Leu 

Glu 

Tyr 

Asp 

Arg 

Arg 




20 




25 





30 



Val 

Trp 

His 

Pro 

Tyr 

Ala Pro 

Thr 

He 

Gly 

Ala 

Asp 

Pro 

Met 

Leu 

Ala 


35 




40 





45 




Val 

Thr 

Ala 

Ala 

Asn 

Gly Val 

Trp 

Leu 

Gin 

Leu 

His 

Asp 

Gly 

Glu 

His 


50 




55 





60 





Arg 

His 

Glu 

Val 

He 

Asp Ala 

Met 

Ala 

Ser 

Trp 

Trp 

Cys 

Gin 

He 

His 

65 





70 




75 





80 

Gly 

Tyr 

Arg 

Asn 

Pro 

Val Leu 

Asp 

Glu 

Ala 

Leu 

Asn 

Arg 

Gin 

Ser 

Ser 



85 




90 





95 


Gin 

Phe 

Ser 

His 

Val 

Met Phe 

Gly 

Gly 

Leu 

Thr 

His 

Lys 

Ala 

Ala 

Val 




100 




105 





110 



Asp 

Ala 

Val 

He 

Ser 

Leu Val 

Arg 

Leu 

Ala 

Pro 

Gly 

Pro 

Leu 

Asp 

Arg 


115 




120 





125 




He 

Phe 

Leu 

Ala 

Asp 

Ser Gly 

Ser 

Val 

Gly 

val 

Glu 

Val 

Ser 

Leu 

Lys 


130 



135 





140 





Leu 

Ala 

Arg 

Gin 

Val 

Gin He 

Ala 

Arg 

Thr 

Ala 

Ala 

Arg 

Gly 

Gly 

Thr 


1243 


WO 00/58473 


PCT/US00/08621 


145 . 150 155 160 

Leu Thr Arg Thr Arg 
165 

<210> 1505 
<211> 556 
<212> DNA 

<213> Homo sapiens 
<400> 1505 

nngcgcgccg gtccctcaac accaccctga cttcgaaata tctggagaat gtctacgttg 
60 

gtttcaatcg gtttgccgaa cagatggcca ggatggccgg cgcctcggcg aaactggacg 
120 

acgggggccc cgaaactcgc tgacggcact aaaccttctt cccccggcgc aaccaccttg 
180 

gcttccngca tgacgaagct cagcggggga gctcagcggt tgtcagctaa cggcggcaag 
240 

ctcaccgacg gtgtctccca gctctccgga gggctcacaa ccttgtctca caagggccag 
300 

cagctcagcc aaggggccga tgggctggcc agcggggtgg cgacctacac cgatggcacg 
360 

gggaaggtcg tcgacggcat cgggcagctg tcggctggtt tgacgacgat ggatgagaag 
420 

atcgctgcgg ctaccgggaa aatcgatccc tcccagctcg acaaactcgc cggtggggcc 
480 

ggacagcttg ctgatggcat cgaccagttc accggcaatc tggtgggtta tcgtactgag 
540 

atccgccagt acgcgt 
556 

<210> 1506 
<211> 169 
<212> PRT 

<213> Homo sapiens 


<400> 1506 


Met 

Ser 

Thr 

Leu 

val 

Ser 

He 

Gly 

Leu 

Pro 

Asn 

Arg 

Trp 

Pro 

Gly 

Trp 

1 




5 





10 





15 


Pro 

Ala 

Pro 

Arg 

Arg 

Asn 

Trp 

Thr 

Thr 

Gly 

Ala 

Pro 

Lys 

Leu 

Ala 

Asp 




20 





25 





30 



Gly 

Thr 

Lys 

Pro 

Ser 

Ser 

Pro 

Gly 

Ala 

Thr 

Thr 

Leu 

Ala 

Ser 

Xaa 

Met 


35 





40 





45 




Thr 

Lys 

Leu 

Ser 

Gly 

Gly 

Ala 

Gin 

Arg 

Leu 

Ser 

Ala 

Asn 

Gly 

Gly 

Lys 


50 





55 





60 





Leu 

Thr 

Asp 

Gly 

val 

Ser 

Gin 

Leu 

Ser 

Gly 

Gly 

Leu 

Thr 

Thr 

Leu 

Ser 

65 



70 





75 





80 

His 

Lys 

Gly 

Gin 

Gin 

Leu 

Ser 

Gin 

Gly 

Ala 

Asp 

Gly 

Leu 

Ala 

Ser 

Gly 



85 





90 





95 


Val 

Ala 

Thr 

Tyr 

Thr 

Asp 

Gly 

Thr 

Gly 

Lys 

Val 

Val 

Asp 

Gly 

He 

Gly 




100 





105 





110 



Gin 

Leu 

Ser 

Ala 

Gly 

Leu 

Thr 

Thr 

Met 

Asp 

Glu 

Lys 

He 

Ala 

Ala 

Ala 



115 





120 





125 




Thr 

Gly 

Lys 

He 

Asp 

Pro 

Ser 

Gin 

Leu 

Asp 

Lys 

Leu 

Ala 

Gly 

Gly 

Ala 
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130 135 140 

Gly Gin Leu Ala Asp Gly lie Asp Gin Phe Thr Gly Asn Leu Val Gly 
145 150 155 160 

Tyr Arg Thr Glu lie Arg Gin Tyr Ala . 
165 

<210> 1507 

<211> 667 

<212> DNA 

<213> Homo sapiens 

<400> 1507 

agatctctta agatgtgctc attatcatga gaacagcgtg gaggaaacca cccccaggat 
60 

ccagttacct ccacttgtcc tgcccttggc acgtggggct tatggggatt acaattcaag 
120 

gtgagacttg ggtggggaca cagtggaaca tgaagtgtgc cacgctgggt ggatgacgcc 
180 

ctcctccccc cgccaccgag agctgcaggc cacatgattc cttttgggta gcactcggga 
240 

aagggcagaa tgtacaggaa cagagtgaga ttcgcagggc ctggggctga gggaggggac 
300 

gcactagagg aaggcaaagg ggagcctcct gggtgtgggg agcactttct gtcttggttt 
360 

tggtggtggc tgcacagtgg cccacacccg tcagagctca cctgcctgca cccaggccct 
420 

ccgtgcaccc tggcagccca gatgactgca ccagcccagg ggaggtggag gaatgccaca 
480 

cgcaccggta cctggggacc gggggtcctc ggtgatcatc ccgagctcca agacagaagc 
540 

tggactacag ccgtgctgag tggaggggtt tggtggctgg gtgcccgcct cctattgctc 
600 

ctgcagactc tggggtctcg ggcgccccca gtggggcaat gtgggctgct gcagggaact 
660 

cacgcgt 
667 

<210> 1508 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 1508 

Met Tyr Arg Asn Arg Val Arg Phe Ala Gly Pro Gly Ala Glu Gly Gly 

1 5" 10 15 

Asp Ala Leu Glu Glu Gly Lys Gly Glu Pro Pro Gly Cys Gly Glu His 

20 25 30 

Phe Leu Ser Trp Phe Trp Trp Trp Leu His Ser Gly Pro His Pro Ser 

35 40 45 

Glu Leu Thr Cys Leu His Pro Gly Pro Pro Cys Thr Leu Ala Ala Gin 

50 55 60 

Met Thr Ala Pro Ala Gin Gly Arg Trp Arg Asn Ala Thr Arg Thr Gly 
65 70 75 80 

Thr Trp Gly Pro Gly Val Leu Gly Asp His Pro Glu Leu Gin Asp Arg 
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85 90 95 

Ser Trp Thr Thr Ala Val Leu Ser Gly Gly Val Trp Trp Leu Gly Ala 

100 105 HO 

Arg Leu Leu Leu Leu Leu Gin Thr Leu Gly Ser Arg Ala Pro Pro Val 

115 120 125 

Gly Gin Cys Gly Leu Leu Gin Gly Thr His Ala 
130 135 

<210> 1509 

<211> 463 

<212> DNA 

<2i3> Homo sapiens 

<400> 1509 

tgatcagagt ggctgagcaa cttgctcaag atcacagttt cagaagtacg ctctaagctg 
60 

ggtctggctg actccaaagt tgtggctttt gttggttttc ttgttctgtc gcgttttaga 
12 0 

aagggctagg aaccgagcac tgggcgttgg gcttactctc ctcctatggt gacctgggag 
180 

tggtgcccaa ggcgctctct tcccagcacc tcagggtcct cactggtaaa ggagggagtg 
240 

attggaatgt cgccaaagtt acttggctct ggaattctgt ggctattcac gtggactctg 
300 

gatggcggtc accaagtaga agaggggccc tgggatagag agaagtctcc tctcctgctc 

360. 

ctgatttccc aggcctctcc ctctcctggc cctccctcct ttcttccact tccccggatt 

420 

cccttcgagt ttggttgcaa ctttaatttt nngttccgat tea 
463 

<210> 1510 

<211> 99 

<212> PRT 

<213> Homo sapiens 

<400> 1510 


Met Val 

Thr Trp 

Glu 

Trp 

Cys 

Pro Arg 

Arg 

Ser Leu 

Pro 

Ser 

Thr 

Ser 

l 


5 




10 




15 


Gly Ser 

Ser Leu 

Val 

Lys 

Glu Gly val 

He 

Gly Met 

Ser 

Pro 

Lys 

Leu 


20 




25 




30 



Leu Gly 

Ser Gly 

He 

Leu 

Trp 

Leu Phe 

Thr 

Trp Thr 

Leu 

Asp 

Gly Gly 


35 




%0 



45 




His Gin 

Val Glu 

Glu 

Gly 

Pro 

Trp Asp 

Arg 

Glu Lys 

Ser 

Pro 

Leu 

Leu 

50 




55 



60 





Leu Leu 

He Ser 

Gin 

Ala 

Ser 

Pro Ser 

Pro 

Gly Pro Pro Ser 

Phe 

Leu 

65 



70 




75 




80 

Pro Leu 

Pro Arg 

He 
85 

Pro 

Phe 

Glu Phe 

Gly 
90 

Cys Asn 

Phe 

Asn 

Phe 
95 

Xaa 


Phe Arg Phe 


<210> 1511 
<211> 633 
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<212> DNA 

<213> Homo sapiens 

<400> 1511 

gccggcaccg gcgtcaaggc catggcgctg ggcccgggat gggtacacac cgaattccac 
60 

tcacgcgcca acgtcaccgg caaccatctg ccggactttt tctggatcga cgccgaagtt 
120 

ctggtacgcg aggctctcaa cgaccttgac catgacaagg tagtatccat tcctaccccg 
180 

ctctggaagt tcttcatcgc agtggccaca cataccccac gttccgctat gagattcctg 
240 

tcacgaactc tgtcctcgtc tcgagacaag gacgaccatc ctcgacacac tccgggaggc 
300 

gaggcctgag atggccagcg tcaaacccac taaggaccgg ggccggtaca ccaatgatct 
360 

gtccgccgcg acgcggcagg cagcgaacat gcttctgctg cgtcctttgg tgtggaaagt 
420 

cgtcaaagtg agcgtccacg gagccgacaa cctcgacggg ctcgacggtg ccttacgtcg 
480 

ccgtcgctaa ccattcctcc cacctcgacg cgccgctcgt ttttggggcc cttcccaagc 
540 

ggctgtcaaa gtacctagct accggggccg ctgctgacta tttcttcacc gtctggtgga 
600 

aggccatcgc tccggtgctc ttcttcaacg cgt 
633 

<210> 1512 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 1512 


Ala Gly 

Thr 

Gly 

Val Lys Ala 

Met Ala Leu Gly 

Pro Gly Trp Val 

His 

1 



5 


10 

15 


Thr Glu 

Phe 

His 

Ser Arg Ala 

Asn Val 

Thr Gly 

Asn His Leu Pro 

Asp 



20 


25 


30 


Phe Phe 

Trp 

He 

Asp Ala Glu 

Val Leu 

Val Arg 

Glu Ala Leu Asn 

Asp 


35 



40 


45 


Leu Asp 

His 

Asp 

Lys Val Val 

Ser He 

Pro Thr 

Pro Leu Trp Lys 

Phe 

50 



55 



60 


Phe He 

Ala 

Val 

Ala Thr His 

Thr Pro 

Arg Ser 

Ala Met Arg Phe 

Leu 

65 



70 


75 


80 

Ser Arg 

Thr 

Leu 

Ser Ser Ser 

Arg Asp 

Lys Asp 

Asp His Pro Arg 

His 



85 


90 

95 


Thr Pro 

Gly 

Gly 

Glu Ala 






100 


<210> 1513 

<211> 401 

<212> DNA 

<213> Homo sapiens 

<400> 1513 


1247 


WO 00/58473 


PCT/US00/08621 


acgcgtgaag gggtggaatt tcaccacaga ggggacgccg gggttcctgt tcagaaatat 
60 

ttggtcgtcc aatctcgtaa tgcccttctg aatgacttgc tgggcctgcc tcctgacacg 
120 

gctgcttcgc aggaaccgcc actcccgctc cttgcggatc tgactctcca ggtcgtgctc 
180 

ttctgggatc ttcatgacgg gctgggtaaa atagccgggc gctccagtcg cagaaccccg 
240 

tctgcaccgt ggcggagatg aaacttttgt gtccagcagc atcgtccgcg tcgtccgcag 
300 

tctgctctgg gcccttgtcg aacatcttcc gtgtccgggg gaactggtgg gagtgagggg 
360 

tgtactgcgc cccagcgggg cctgtggtgc ccggccggcc g 
401 

<210> 1514 
<211> 108 
<212> PRT 

<213> Homo sapiens 


<400> 1514 








Met Phe Asp 

Lys 

Gly Pro Glu Gin 

Thr 

Ala 

Asp 

Asp Ala 

Asp Asp Ala 

1 


5 


10 



15 . 

Ala Gly His 

Lys 

Ser Phe lie Ser 

Ala 

Thr 

Val 

Gin Thr 

Gly Phe Cys 

20 


25 




30 

Asp Trp Ser 

Ala 

Arg Leu Phe Tyr 

Pro 

Ala 

Arg 

His. Glu 

Asp Pro Arg 

35 


40 




45 


Arg Ala Arg 

Pro 

Gly Glu Ser Asp 

Pro 

Gin 

Gly 

Ala Gly 

val Ala Val 

50 


55 




60 


Pro Ala Lys 

Gin 

Pro Cys Gin Glu 

Ala 

Gly 

Pro 

Ala Ser 

His Ser Glu 

65 


70 



75 


80 

Gly His Tyr 

Glu 

lie Gly Arg Pro 

Asn 

He 

Ser 

Glu Gin 

Glu Pro Arg 


85 


90 



95 

Arg Pro Leu 

Cys 
100 

Gly Glu He Pro 

Pro 
105 

Leu 

His 

Ala 



<210> 1515 

<211> 720 

<212> DNA 

<213> Homo sapiens 

<400> 1515 

nnggatcctg accgcggcat gaggttcaac cctgccaagc tattgctcga cccttatgcc 
60 

agggccatca cggcaggagt cgattatcac ggcccgatta tggaccacac gccggaatcc 
120 

aactacgagc ctgacctgac cgacgatgcg acgtcggtcc cgctcgccgt cgtcattgac 
180 

gatcccggcc cgcctacgcc tattgcgcgc cgccacgaca tcagcgaatc gggcatctat 
240 

gagacccatg tcaaagggct aacccgcctt caccccctcg ttcctgagca tcttcgcagc 
300 

acctatgccg-ggcttgccta tccggctgtt atcgaacacc tcaagtcaat cggagtaaca 
360 
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gccatcgaac tactacccgt ccagcagttc gtctccgaac cattcatcgt tgggcgcggc 
420 

ttatccgatt actggggtta caacaccctg gggttctttg cgccgcatgc tgcctactgc 
480 

tccgtcggct cgatgggaac ccaggtgcgc gagttcaagg acatggtgac gtctttccac 
540 

gaagccggca tcgaggtttt cctcgatgtc gtctacaacc acactggtga gggcggccat 
600 

gaaggaccga ctctgtcttt ccgcggcatc gatcacgagt cttattaccg cctcaccaac 
660 

gatcaccgca atgactatga cgtcaccggt tgtggcaatt ctgtcgacac ctcccatccg 
720 

<210> 1516 
<211> 240 
<212> PRT 

<213> Homo sapiens 
<400> 1516 . 

Xaa Asp Pro Asp Arg Gly Met Arg Phe Asn Pro Ala Lys Leu Leu Leu 

1 5 10 15 

Asp Pro Tyr Ala Arg Ala He Thr Ala Gly Val Asp Tyr His Gly Pro 

20 25 30 

He Met Asp His Thr Pro Glu Ser Asn Tyr Glu Pro Asp Leu Thr Asp 

35 40 45 

Asp Ala Thr Ser Val Pro Leu Ala Val Val He Asp Asp Pro Gly Pro 

50 55 60 

Pro Thr Pro He Ala Arg Arg His Asp He Ser Glu Ser Gly He Tyr 
65 70 75 80 

Glu Thr His Val Lys Gly Leu Thr Arg Leu His Pro Leu Val Pro Glu 

85 90 95 

His Leu Arg Ser Thr Tyr Ala Gly Leu Ala Tyr Pro Ala Val He Glu 

100 105 HO 

His Leu Lys Ser He Gly Val Thr Ala He Glu Leu Leu Pro Val Gin 

115 120 125 

Gin Phe Val Ser Glu Pro Phe lie Val Gly Arg Gly Leu Ser Asp Tyr 

130 135 140 

Trp Gly Tyr Asn Thr Leu Gly Phe Phe Ala Pro His Ala Ala Tyr Cys 
145 150 155 160 

Ser Val Gly Ser Met Gly Thr Gin Val Arg Glu Phe Lys Asp Met Val 

165 170 175 

Thr Ser Phe His Glu Ala Gly He Glu Val Phe Leu Asp Val Val Tyr 

180 185 190 

Asn His Thr Gly Glu Gly Gly His Glu Gly Pro Thr Leu Ser Phe Arg 

195 200 205 

Gly He Asp His Glu Ser Tyr Tyr Arg Leu Thr Asn Asp His Arg Asn 

210 215 220 

Asp Tyr Asp Val Thr Gly Cys Gly Asn Ser Val Asp Thr Ser His Pro 
225 230 235 240 


<210> 1517 

<211> 497 

<212> DNA 

<213> Homo sapiens 
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<400> 1517 

nnacgcgtga agggggttcg ggaggaggac gccctgctgg agaacgggag ccagagcaac 
60 

gaaagtgacg acgtcagcac agaccgtggc cctgcgccac cttccccgct caaggagacc 
120 

tccttttcca tcgggctgca agtactgttt ccattcctcc tggcaggctt tgggaccgtg 
180 

gctgctggca tggtgttgga catcgtgcag cactgggaag tcttccagaa ggtgacagag 
240 

gtcttcatcc tagtgcctgc gctgctgggg ctcaaaggga acctggaaat gaccctggca 
300 

tcaaggcttt ccactgcagc caacattgga cacatggaca cacccaagga gctctggcgg 
360 

atgatcactg ggaacatggc cctcatccag gtgcaggccc cggtggtggg cttcctggcg 
420 

tccatcgcag ccgtcgtctt tggctggatc cctgatggcc acttcagtat tccgcacgcc 
480 

ttcctgctct gtggtag 
497 

<210> 1518 

<211> 165 

<212> PRT 

<213> Homo sapiens 


<400> 1518 

Xaa Arg Val Lys Gly Val Arg Glu Glu Asp Ala Leu Leu Glu Asn Gly 

1 5 10 15 

Ser Gin Ser Asn Glu Ser Asp Asp Val Ser Thr Asp Arg Gly Pro Ala 

20 25 30 

Pro Pro Ser Pro Leu Lys Glu Thr Ser Phe Ser He Gly Leu Gin Val 

35 40 45 

Leu Phe Pro Phe Leu Leu Ala Gly Phe Gly Thr Val Ala Ala Gly Met 

50 55 60 

Val Leu Asp He Val Gin His Trp Glu Val Phe Gin Lys Val Thr Glu 
65 70 75 80 

Val Phe He Leu Val Pro Ala Leu Leu Gly Leu Lys Gly Asn Leu Glu 

85 90 95 

Met Thr Leu Ala Ser Arg Leu Ser Thr Ala Ala Asn He Gly His Met 

100 105 HO 

Asp Thr Pro Lys Glu Leu Trp Arg Met He Thr Gly Asn Met Ala Leu 

115 120 125 

He Gin Val Gin Ala Pro Val Val Gly Phe Leu Ala Ser He Ala Ala 

130 135 140 

Val Val Phe Gly Trp He Pro Asp Gly His Phe Ser He Pro His Ala 
145 * 150 155 ' 160 

Phe Leu Leu Cys Gly 
165 

<210> 1519 

<211> 2076 

<212> DNA 

<213> Homo sapiens 
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<400> 1519 
nnagatcttt 
60 

gtgtgcaatg 
120 

cttacaaa'aa 
180 

attggatgga 
240 

cccacagtgg 
300 

gaaatggagc 
360 

ttttcttctg 
420 

gacgcctaca 
480 

cctgtcgatt 
54 0 

cttgcacaca 
600 

gatgcaattg 
660 

caagaaaccc 
720 

acaggtgaca 
780 

caggataaag 
840 

aattggcatt 
900 

gctattccgg 
960 

tttgcaatga 
1020 

aagttgacgt 
1080 

atagaagcat 
1140 

tgtggtgctt 
1200 

gcatctccct 
1260 

ggccgtgctg 
1320 

atccagtact 
1380 

tttctcttca 
1440 

gcctggaaag 
1500 

ttctccgttt 
1560 


gggggattca 

agatgttggt 
ttgaaggagt 
ttctggaaga 
ttcgtcctcc 
tgtttgaact 
ctttgcaacg 
tgaagggagc 
ttcaaaacgt 
gaaaattgga 
agaacaacat 
ctgcagtact 
gtatgttgac 
tgattattgc 
atgcagactc 
ttaaattggt 
atggaaaatc 
tgcatggcac 
tgcaaaatgt 
tgaagagggc 
ttacctctaa 
ctttaataac 
tcagtgttac 
ttgatctggc 
aacttgtggc 
tgtctcagat 


acgagtggaa 
aaaatcccag 
gctctctggt 
agcaactgaa 
caaacaactg 
tccagctact 
tatgagtgtg 
gcccgaggcc 
tttggaagac 
gtcaaaactg 
ggattttatg 
tgaagatttg 
tgctgtctct 
tgaagcatta 
cctcacgcag 
ccatgatagc 
attctcagtg 
cgtgtttgcc 
tgattatttt 
acacggaggc 
gactcctagt 
ttccttctgt 
tctgctgtat 
aatcattttg 
acaaagacca 
tatcatctgc 


aatgcacgat 
tttgttgctt 
gatccacttg 
gaagaaacag 
cttcctgaat 
tatgagatag 
gttgccaggg 
attgccggtc 
ttcactaaac 
acatggcata 
ggattaatta 
cataaagcca 
gtggccagag 
cctccaaagg 
tgcagtcatc 
ttagaggatc 
atactggagc 
cgtatggcac 
gttgggatgt 
atttccttat 
atttcctgtg 
gtgtttaaat 
tctatcttaa 
gtagtggtat 
ccttcgggtc 
attggatttc 


ttctttcacc 
gtatggctac 
atctgaaaat 
cacttcataa 
ctacccctgc 
gaattgttcg 
tgctggggga 
tctgtaaacc 
agggcttccg 
aagtacagaa 
taatgcagaa 
acattcgcac 
attgtggaat 
atgggaaagt 
catcagcaat 
ttcaaatgac 
attttcaaga 
ctgatcagaa 
gtggtgatgg 
cggagctcga 
tgccaaacct 
tcatggcatt 
gtaacctagg 
ttacaatgag 
ttatatctgg 
aatctttggg 


agaagaaaat 
ttgtcattca 
gtttgaggct 
tcgaattatg 
aggaaaccaa 
ccagttccca 
taggaaaatg 
tgaaacagtt 
tgtgattgct 
tattagcaga 
caaattaaag 
cgtcatggtc 
gattctacct 
tgccaaaata 
tgacccagag 
tcgttatcat 
ccttgttcct 
gacacagttg 
cgcaaatgat 
agcttcagtg 
tatcagggaa 
gtacagcatt 
agacttccag 
tttaaatcct 
ggcccttctc 
ttttttttgg 
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gtcaaacagc aaccttggta tgaagtgtgg catccaaaat cagatgcttg taatacaaca 
1620 

ggaagcgggt tttggaattc ttcacacgta gacaatgaaa ccgaacttga tgaacataat 
1680 

atacaaaatt atgaaaatac cacagtgttt tttatttcca gttttcagta cctcatagtg 
1740 

gcaattgcct tttcaaaagg aaaacccttc aggcaacctt gctacaaaaa ttattttttt 
1800 

gttttttctg tgattttttt atatattttt atattattca tcatgttgta tccagttgcc 
1860 

tctgttgacc aggttcttca gatagtgtgt gtaccatatc agtggcgtgt aactatgctc 
1920 

atcattgttc ttgtcaatgc ctttgtgtct atcacagtgg agaacttctt ccttgacatg 
1980 

gtcctttgga aagttgtgtt caaccgagac aaacaaggag agtatcggtt cagcaccaca 
2040 

cagccaccgc aggagtcagt ggatcggtgg ggaaaa 
2076 

<210> 1520 
<211> 692 
<212> PRT 

<213> Homo sapiens 
<400> 1520 

Xaa Asp Leu Trp Gly lie Gin Arg Val Glu Asn Ala Arg Phe Leu Ser 

15 10 15 

Pro Glu Glu Asn Val Cys Asn Glu Met Leu Val Lys Ser Gin Phe Val 

20 25 30 

Ala Cys Met Ala Thr Cys His Ser Leu Thr Lys He Glu Gly Val Leu 

35 40 45 

Ser Gly Asp Pro Leu Asp Leu Lys Met Phe Glu Ala He Gly Trp He 

50 55 60 

Leu Glu Glu Ala Thr Glu Glu Glu Thr Ala Leu His Asn Arg He Met 
65 70 75 80 

Pro Thr Val Val Arg Pro Pro Lys Gin Leu Leu Pro Glu Ser Thr Pro 

85 90 95 

Ala Gly Asn Gin Glu Met Glu Leu Phe Glu Leu Pro Ala Thr Tyr Glu 

100 105 110 

He Gly He Val Arg Gin Phe Pro Phe Ser Ser Ala Leu Gin Arg Met 

115 120 125 

Ser Val Val Ala Arg Val Leu Gly Asp Arg Lys Met Asp Ala Tyr Met 

130 135 140 

Lys Gly Ala Pro Glu Ala He Ala Gly Leu Cys Lys Pro Glu Thr Val 
145 150 155 160 

Pro Val Asp Phe Gin Asn Val Leu Glu Asp Phe Thr Lys Gin Gly Phe 

165 170 175 

Arg Val He Ala Leu Ala His Arg Lys Leu Glu Ser Lys Leu Thr Trp 

180 185 150 

His Lys Val Gin Asn He Ser Arg Asp Ala He Glu Asn Asn Met Asp 

195 200 205 

Phe Met Gly Leu He He Met Gin Asn Lys Leu Lys Gin Glu Thr Pro 

210 215 220 

Ala Val Leu Glu Asp Leu His Lys Ala Asn He Arg Thr Val Met Val 
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225 230 235 240 

Thr Gly Asp Ser Met Leu Thr Ala Val Ser Val Ala Arg Asp Cys Gly 

245 250 255 

Met He Leu Pro Gin Asp Lys Val He He Ala Glu Ala Leu Pro Pro 

260 265 270 

Lys Asp Gly Lys Val Ala Lys He Asn Trp His Tyr Ala Asp Ser Leu 

275 280 285 

Thr Gin Cys Ser His Pro Ser Ala He Asp Pro Glu Ala He Pro Val 

290 295 300 

Lys Leu Val His Asp Ser Leu Glu Asp Leu Gin Met Thr Arg Tyr His 
305 310 315 320 

Phe Ala Met Asn Gly Lys Ser Phe Ser Val He Leu Glu His Phe Gin 

325 330 335 

Asp Leu Val Pro Lys Leu Met Leu His Gly Thr Val Phe Ala Arg Met 

340 345 350 

Ala Pro Asp Gin Lys Thr Gin Leu He Glu Ala Leu Gin Asn Val Asp 

355 360 365 

Tyr Phe Val Gly Met Cys Gly Asp Gly Ala Asn Asp Cys Gly Ala Leu 

370 375 380 

Lys Arg Ala His Gly Gly He Ser Leu Ser Glu Leu Glu Ala Ser Val 
385 ~ 390 395 400 

Ala Ser Pro Phe Thr Ser Lys Thr Pro Ser He Ser Cys Val Pro Asn 

405 410 415 

Leu lie Arg Glu Gly Arg Ala Ala Leu He Thr Ser Phe Cys Val Phe 

; T . 420 425 -430 

Lys Phe Met Ala Leu Tyr Ser He lie Gin Tyr Phe Ser Val Thr Leu 

435 440, 445 

Leu Tyr Ser He Leu Ser Asn Leu Gly Asp Phe Gin Phe Leu Phe He 

450 455 460 

Asp Leu Ala He He Leu Val Val Val Phe Thr Met Ser Leu Asn Pro 
465 470 475 480 

Ala Trp Lys Glu Leu Val Ala Gin Arg Pro Pro Ser Gly Leu He Ser 

485 490 495 

Gly Ala Leu Leu Phe Ser Val Leu Ser Gin lie lie lie Cys lie Gly 

500 505 510 

Phe Gin Ser Leu Gly Phe Phe Trp Val Lys Gin Gin Pro Trp Tyr Glu 

515 520 525 

Val Trp His Pro Lys Ser Asp Ala Cys Asn Thr Thr Gly Ser Gly Phe 

530 535 540 

Trp Asn Ser Ser His Val Asp Asn Glu Thr Glu Leu Asp Glu His Asn 
545 550 555 560 

He Gin Asn Tyr Glu Asn Thr Thr Val Phe Phe lie Ser Ser Phe Gin 

565 570 575 

Tyr Leu He Val Ala lie Ala Phe Ser Lys Gly Lys Pro Phe Arg Gin 

580 585 590 

Pro Cys Tyr Lys Asn Tyr Phe Phe Val Phe Ser Val lie Phe Leu Tyr 

595 600 605 

lie Phe lie Leu Phe lie Met Leu Tyr Pro Val Ala Ser Val Asp Gin 

610 615 620 

Val Leu Gin lie Val Cys Val Pro Tyr Gin Trp Arg Val Thr Met Leu 
625 630 635 640 

lie lie Val Leu Val Asn Ala Phe Val Ser lie Thr Val Glu Asn Phe 

645 650 655 

Phe Leu Asp Met Val Leu Trp Lys Val Val Phe Asn Arg Asp Lys Gin 
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660 665 670 

Gly Glu Tyr Arg Phe Ser Thr Thr Gin Pro Pro Gin Glu Ser Val Asp 

675 680 685 

Arg Trp Gly Lys 
690 

<210> 1521 

<211> 373 

<212> DNA 

<213> Homo sapiens 

<400> 1521 

acgcgtcaca gctgaagccc gcagtgatag ccgacgcaca agccgaatca ataacttgtg 
60 

tctgcacgcg ctgggcctca acgagtagtt cagcaaaagt aggcggaaca ggcgcaacga 
120 

gcgtaccatc cgatacacgc cagccttgac tgctgataca ccccagccac tgcgcatcag 
180 

tgatttcaat ggcggttaca cagtctggta tcggactgtc gatatcatcg taataggcga 
240 

tcacattccc atttgcatcg tatgctgcga acttttgacc catgattatt atttcccgaa 
300 

tgcaaaccaa taaacagtgt tggcgcttga tgaatagccg ttctgcacca cggcggtaga 
360 

gagtggcgtc gac 
373 

<210> 1522 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 1522 

Met Gly Gin Lys Phe Ala Ala Tyr Asp Ala Asn Gly Asn Val He Ala 

15 10 15 

Tyr Tyr Asp Asp He Asp Ser Pro He Pro Asp Cys Val Thr Ala He 

20 25 30 

Glu He Thr Asp Ala Gin Trp Leu Gly Cys He Ser Ser Gin Gly Trp 

35 40 45 

Arg Val Ser Asp Gly Thr Leu Val Ala Pro Val Pro Pro Thr Phe Ala 

50 55 60 

Glu Leu Leu Val Glu Ala Gin Arg Val Gin Thr Gin Val He Asp Ser 
65 70 75 80 

Ala Cys Ala Ser Ala He Thr Ala Gly Phe Ser Cys Asp Ala 
85 90 

<210> 1523 

<211> 525 

<212> DNA 

<213> Homo sapiens 

<400> 1523 

nnacgcgcgc ggtcaatatg ccgccattcc cataagcgct tggtggcatg tttccagggc 
60 
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cagcatggca ccgatgccga gaggagacac aaaaaactgc ctctgacagc tcttgctcaa 
120 

aatatgcaag aagcatcgac tcagctggaa gactctctcc tggggaagat gctggagacg 
180 

tgtggagatg ctgagaatca gctggctctc gagctctccc agcacgaagt ctttgttgag 
240 

aaggagatcg tggaccctct gtacggcata gctgaggtgg agattcccaa catccagaag 
300 

cagaggaagc agcttgcaag attggtgtta gactgggatt cagtcagagc caggtggaac 
360 

caagctcaca aatcctcagg aaccaacttt caggggcttc catcaaaaat agatactcta 
420 

aaggaaggga tggatgaagc tggaaataaa gtagaacagt gcaaggatca acttgcagca 
480 

gacatgtaca actttatggc caaagaaggg gagtatggca aattt 
525 

<210> 1524 
<211> 175 
<212> PRT 

<213> Homo sapiens 
<400> 1524 


xaa 

Arg 

Val 

Arg 

Ser 

He 

Cys 

Arg 

His 

Ser 

His 

Lys 

Arg 

Leu Val Ala 

l 




5 





10 





Cys 

Phe 

Gin 

Gly 

Gin 

His 

Gly 

Thr 

Asp 

Ala 

Glu 

Arg 

Arg His Lys Lys 




20 





25 





30 

Leu 

Pro 

Leu 

Thr 

Ala 

Leu 

Ala 

Gin 

Asn 

Met 

Gin 

Glu 

Ala 

Ser Thr Gin 



35 





40 





45 


Leu 

Glu 

Asp 

Ser 

Leu 

Leu 

Gly 

Lys 

Met 

Leu 

Glu 

Thr 

Cys 

Gly Asp Ala 


50 





55 





60 



Glu 

Asn 

Gin 

Leu 

Ala 

Leu 

Glu 

Leu 

Ser 

Gin 

His 

Glu 

Val 

Phe Val Glu 

65 





70 





75 



80 

Lys 

Glu 

He 

Val 

Asp 

Pro 

Leu 

Tyr 

Gly 

He 

Ala 

Glu 

Val 

Glu lie Pro 




85 





90 




95 

Asn 

He 

Gin 

Lys 

Gin 

Arg 

Lys 

Gin 

Leu 

Ala 

Arg 

Leu 

Val 

Leu Asp Trp 




100 





105 





110 

Asp 

Ser 

Val 

Arg 

Ala 

Arg 

Trp 

Asn 

Gin 

Ala 

His 

Lys 

Ser 

Ser Gly Thr 



115 





120 





125 


Asn 

Phe 

Gin 

Gly 

Leu 

Pro 

Ser 

Lys 

He 

Asp 

Thr 

Leu 

Lys 

Glu Gly Met 


130 





13 5 





140 



Asp 

Glu 

Ala 

Gly 

Asn 

Lys 

Val 

Glu 

Gin 

Cys 

Lys 

Asp 

Gin 

Leu Ala Ala 

145 





150 





155 



160 

Asp 

Met 

Tyr 

Asn 

Phe 

Met 

Ala 

Lys 

Glu 

Gly 

Glu 

Tyr 

Gly Lys Phe 





165 





170 




175 


<210> 1525 
<211> 294 
<212* DNA 

<213> Homo sapiens 
<400> 1525 

gtgcacgagc gcatggatct catccgccaa agcgtggatg cgcgcattaa cgtggactac 
60 
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tggtccggcc tgctcgtgga ctatacctcg cagcacggcg tcgacgtttt ggtcaagggg 
120 

ctgcgttctt ccctggacta tgaatatgaa ctgccgatgg cccagatgaa ccggcgttta 
180 

tctggcatcg atacggtctt tttgcttacc gatgaaaagt acggctacat cagctcatcg 

240 

ctgtgcaaac aggtcgcgca attcggcggt gaggtcaccg ggatgcttcg gate 
2 94 

<210> 1526 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 1526 

Val His Glu Arg Met Asp Leu He Arg Gin Ser Val Asp Ala Arg He 

1 5 10 15 

Asn Val Asp Tyr Trp Ser Gly Leu Leu Val Asp Tyr Thr Ser Gin His 

20 25 30 

Gly Val Asp Val Leu Val Lys Gly Leu Arg Ser Ser Leu Asp Tyr Glu 

35 40 45 

Tyr Glu Leu Pro Met Ala Gin Met Asn Arg Arg Leu Ser Gly He Asp 

50 55 60 

Thr Val Phe Leu Leu Thr Asp Glu Lys Tyr Gly Tyr He Ser Ser Ser 
65 70 75 80 

Leu Cys Lys Gin Val Ala Gin Phe Gly Gly Glu Val Thr Gly Met Leu 
85 90 95 

Arg lie 


<210> 1527 
<211> 371 
<212> DNA 

<213> Homo sapiens 
<400> 1527 

tgtacaaacc cgectatgag caagtgcaaa ccaacatgga aatgctcaag gccggacgca 
60 

gcttcaagga atacgecgag atggcctgga agattcccga gcattacaaa aacaaccgct x 
120 

acttcgccct ggtgcacggg gttggcatga ccggcgagta cccttgggtg gtgcaccgcg 
180 

aagacattga cgcgctgggt tacgaeggtg tgttcgaggc cggcatgacc atctgtgtgg 
240 

aaagctacat cggccacgac gaeggeggeg aaggcgtgaa gctcgaagaa cagatctaca 
300 

tccacgaaca cagcatcgag ttgctctccg attatcegtt cgacccacgc ctgttgccgc 
360 

getgaacgeg t 
371 

<210> 1528 
<211> 109 
<212> PRT 
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<213> Homo sapiens 
<400> 1528 

Met Glu Met Leu Lys Ala Gly Arg Ser Phe Lys Glu Tyr Ala Glu Met 

1 5 10 15 

Ala Trp Lys He Pro Glu His Tyr Lys Asn Asn Arg Tyr Phe Ala Leu 

20 25 30 

Val His Gly Val Gly Met Thr Gly Glu Tyr Pro Trp Val Val His Arg 

35 40 45 

Glu Asp He Asp Ala Leu Gly Tyr Asp Gly Val Phe Glu Ala Gly Met 

50 55 60 

Thr He Cys Val Glu Ser Tyr He Gly His Asp Asp Gly Gly Glu Gly 
65 70 75 80 

Val Lys Leu Glu Glu Gin He Tyr He His Glu His Ser He Glu Leu 

85 90 95 

Leu Ser Asp Tyr Pro Phe Asp Pro Arg Leu Leu Pro Arg 
100 105 

<210> 1529 

<211> 609 

<212> DNA 

<213> Homo sapiens 

<400> 1529 

nacgcgtggt gctcaccctc cgtgtgactc gcgctctgtc cggctcaggg ctcgccctcc 
60 

gtgggacttg cgctctgtcc ggctcagggc tcgccctccg tgggacttgc gctctgtccg 
120 

gctcagggct cgccctccgt gggacttgcg ctctgtccgg ctcagggctc gccctccgtg 
180 

ggacttgcgc tctgtccggc tcagggctcg ccctccgtgg gacttgcgct ctgtccggct 
240 

cagggctcgc cctccgtggg acttgcgctc tgtccggctc agggctcgcc ctccgtggga 
300 

tttgcgctct gtctggctca ggctgcgcag ggcaatggag gaacctcccg agcaggccca 
360 

gcggctcctt ccacccagcc cccatctccg gccggccatt tgtgaggccc tctgccactg 
420 

aggtgcactg tttccaattc ctcattcaca agctctacct tccacgagcc cagagcatga 
480 

acgcattcgg ccatggtcct caccactctg cgaggagcac agcctcttct ccaccgtcca 
540 

atagcgtgtt cctcctttcc caggcctcac agaatgctct gtccgcatcc tcccagcatt 
600 

ccattcacg 
609 

<210> 1530 

<211> 125 . 

<212> PRT 

<213> Homo sapiens 

<400> 1530 

Leu Ala Leu Cys Pro Ala Gin Gly Ser Pro Ser Val Gly Leu Ala Leu 
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1 




5 10 

19 


Cys 

Pro 

Ala 

Gin 

Gly Ser Pro Ser Val Gly Leu Ala Leu 

L.yS rlU 

Ala 



20 

25 

JO 


Gin 

Gly 

Ser 

Pro 

Ser Val Gly Leu Ala Leu Cys Pro Ala 

bin vjiy 

Car 


35 


40 45 



Pro 

Ser 

Val 

Gly 

Leu Ala Leu Cys Pro Ala Gin Gly Ser 

Pro Ser 

Val. 


50 



55 60 



Gly 

Leu 

Ala 

Leu 

Cys Pro Ala Gin Gly Ser Pro Ser Val 

Gly Leu 

Ala 

65 




70 75 


80 

Leu 

Cys 

Pro 

Ala 

Gin Gly Ser Pro Ser Val Gly Phe Ala 

Leu Cys 

Leu 




85 90 

95 


Ala 

Gin 

Ala 

Ala 

Gin Gly Asn Gly Gly Thr Ser Arg Ala 

Gly Pro 

Ala 




100 

105 

110 


Ala 

Pro 

Ser 

Thr 

Gin Pro Pro Ser Pro Ala Gly His Leu 





115 


. 120 125 




<210> 1531 

<211> 726 

<212> DNA 

<213> Homo sapiens 


<400> 1531 

accggtcgcc ggcttgtcga gggtaacctt ctggccacag ttggtgatgg tgataggtcc 
60 

agcgttggac tgggacgccg acgctgaaaa agaagctgac gagtccttgg gggcgcccgc 
120 

acattcggca agcatgagga cggggagcat cgagaccgcg acagctcggc gaaggaattt 
180 

cggggtggca ggcatggcga aactagcttt ctgtgatcgg cgtgcgcggc cgggcaacaa 
240 

cagggcgtcg tcaggtggtc ttcgggctcg acttcgtctc cgttcccggc accttcccag 
300 

tgcgcatggc caggtggttc aagtcggggc ggatcagtca taccgctgcg ctcagctccg 
360 

gcttttcacc ggattccagc gctggtgtgg tcaccagcaa cctgacgcga ggattttagc 
420 

acccccttcg cataccgcta tccagggcct ccacgacagc ggcaccgatg acgatcgcgt 
480 

tcaccgagcg cggcgttttc ggcagcttcc acatggggat cagaccatat tgatgcactg 
540 

gcgatccctt catacgcgag ccgccgatat ggcccccgag tgaggcccct cagttcgcgc 
600 

tgacgcatgc cgctctgcgc agcctgccaa cgctttcccg caacctcacc acacgtttgc 
660 

cgggttcggg N gctggcgacg tgagccgtgt cacaagttca cgagctggct cacccgtccg 
720 

cgagag 

726 

<210> 1532 

<211> 178 

<212> PRT 

<213> Homo sapiens 
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<400> 1532 
• Met Val lie Gly Pro Ala Leu Asp 

Y: . 5 

Ala Asp Glu Ser Leu Gly Ala Pro 

* 20> 

Gly Ser lie Glu Thr Ala Thr Ala 

35 40 
Gly Met Ala Lys Leu Ala Phe Cys 

50 55 
Asn Arg Ala Ser Ser Gly Gly Leu 
65 70 
Arg His Leu Pro Ser Ala His Gly 
85 

Gin Ser Tyr Arg Cys Ala Gin Leu 
100 

Trp Cys Gly His Gin Gin Pro Asp 
115 120 
His Thr Ala lie Gin Gly Leu His 

130 135 
Val His Arg Ala Arg Arg Phe Arg 
145 150 
lie Leu Met His Trp Arg Ser Leu 
165 

Pro Glu 


<210> 1533 
<211> 364 
<212> DNA 

<213> Homo sapiens 

<400> 1533 
natatgctgg tcgatcatgt gcatcagatc 
60 

gagattattc acagcgaacg ggcgaccggc 
120 

gttaaaatgc acgtcggctt gccgttgcag 
180 

ggcgattaca ttatggcgat gctcgaccag 
240 

accacgtttg cccccacgtc gatgtcgcag 
300 

tttttccatt cgcctgccgc caatcgcctg 
360 
gcgt 
364 

<210> 1534 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 1534 

Xaa Met Leu Val Asp His Val Hi 


Trp 

Asp 
10 

Ala 

Asp 

TV 1 — 

Ala 

Glu 

Lys 
15 


Ala 

His 

Ser 

Ala 

Ser 

Met 

Arg 

Thr 

25 





30 



Arg 

Arg 

Arg 

Asn 

Phe 
45 

Gly 

Val 

Ala 

Asp 

Arg 

Arg 

Ala 
60 

Arg 

Pro 

Gly 

Asn 

Arg 

Ala 

Arg 
75 

Leu 

Arg 

Leu 

Arg 

Ser 
80 

Gin 

Val 
90 

Val 

Gin 

Val 

Gly 

Ala 
95 

Asp 

Arg 

Leu 

Phe 

Thr 

Gly 

Phe 

Gin 

Arg 

105 





110 



Ala 

Arg 

He 

Leu 

Ala 
125 

Pro 

Pro 

Ser 

Asp 

Ser 

Gly 

Thr 
140 

Asp 

Asp 

Asp 

Arg 

Gin 

Leu 

Pro 
155 

His 

Gly 

Asp 

Gin 

Thr 
160 

His 

Thr 
170 

Arg 

Ala 

Ala 

Asp 

Met 
175 

Ala 


gtccagtggc cggagcgcgg ctggctggcg 
ggtgcgccgc ttaacgtcct gctgacgctg 
gcggtcggtc ttatcggcga agacagcgat 
taccacgtca atcgccagcg ggtacagcgc 
gtgatgaccg atcccactgg gcagcgcacc 
ctcgatctcc ccgcctttga tcgactcgac 


Gin He Val Gin Trp Pro Glu Arg 
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1 




5 


10 

X D 


Gly 

Trp 

Leu 

Ala 

Glu lie 

He 

His Ser Glu Arg 

Ala Tnr t»xy <jj.y 




20 



25 



Pro 

Leu 

Asn 

val 

Leu Leu 

Thr 

Leu Val Lys Met 

rr J __ 1 /-» 1 , , Tall 

His val Gly Lieu 

Pro 



35 




40 

45 


Leu 

Gin 

Ala 

val 

Gly Leu 

He 

Gly Glu Asp Ser 

Asp Gly Asp Tyr 

He 


50 




55 


60 


Met 

Ala 

Met 

Leu 

Asp Gin Tyr 

His Val Asn Arg 

Gin Arg Val Gin 

Arg 

65 




70 


75 


80 

Thr 

Thr 

Phe 

Ala 

Pro Thr 

Ser 

Met Ser Gin Val 

Met Thr Asp Pro 

Thr 





85 


90 

95 


Gly 

Gin 

Arg 

Thr 

Phe Phe 

His 

Ser Pro Ala Ala 

Asn Arg Leu Leu 

Asp 



100 



105 

110 


Leu 

Pro 

Ala 

Phe 

Asp Arg 

Leu 

Asp Ala 





115 




120 




<210> 1535 

<211> 369 

<212> DNA 

<213> Homo sapiens 


<400> 1535 

gaattcgggg ggctccggga atgaagtttc catttcgcaa gccttctgaa gcaaatccgc 
60 

caatccctgg ggcccgcggt gcgtgccggc cagcggccag tcctggcccg gaatgatcca 
120 

ctcgatatct tcggcagaca acgccagcag accgggccta tcgccgcggc ccatggctgc 
180 

aaaaaaactc ttcacagtct ggacattccc ttgtgtgctc atcgaaatct ctccatgtcc 
240 

tttacctggg atcgtgtccg atctcatcgg acgcgttgag gacctgctgg tgaggacggg 
300 

gtgtcggtga ttcagccgat atcgactttg catggcgatg tcccagctgc cggagccgtt 
360 

actggccac 
369 


<210> 1536 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 1536 

Met Gin Ser Arg Tyr Arg Leu Asn 

1 5 
Arg Ser Ser Thr Arg Pro Met Arg 
20 

His Gly Glu He Ser Met Ser Thr 

35 40 
Ser Phe Phe Ala Ala Met Gly Arg 

50 55 
Leu Ser Ala Glu Asp He Glu Trp 
65 70 
Leu Ala Gly Thr His Arg Gly Pro 


His Arg His Pro Val Leu Thr Ser 

10 15 
Ser Asp Thr He Pro Gly Lys Gly 
25 30 
Gin Gly Asn Val Gin Thr Val Lys 
45 

Gly Asp Arg Pro Gly Leu Leu Ala 
60 

He He Pro Gly Gin Asp Trp Pro 

75 80 
Gin Gly Leu Ala Asp Leu Leu Gin 
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85 90 95 

Lys Ala Cys Glu Met Glu Thr .Ser Phe Pro Glu Pro Pro Glu Phe 
100 105 HO 

<210> 1537 
<211> 294 
<212> DNA 

<213> Homo sapiens 
<400> 1537 

ccactcgcgg cgcctcctga gccctctcgt gtgtcaggac gccagcatcc tgttcgtgtt 
60 

ctcggggctg ctgcacgtgt accagcggaa gatcggcagc caggaggaca cctgcttgtt 
120 

cctcacgcgc cccggggaga tggtgggcca gctggccgtg ctcaccgagg agacctcgtc 
180 

ggcgtggtgg agacactgac ccaccaggcc cgggcgacca cggtgcatgc cgttcgggac 
240 

tcagaattgg ccaagctgcc ggcaggagcc ctcacgtcca tcaagcgcag gtac 
294 


<210> 1538 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 1538 

Pro Leu Ala Ala Pro Pro Glu Pro 

1 5 
Pro Val Arg Val Leu Gly Ala Ala 
20 

Gin Pro Gly Gly His Leu Leu Val 

35 40 
Gly Pro Ala Gly Arg Ala His Arg 

50 55 
Thr Leu Thr His Gin Ala Arg Ala 
65 70 
Ser Glu Leu Ala Lys Leu Pro Ala 
85 

Arg Tyr 


Ser Arg Val Ser Gly Arg Gin His 

10 15 
Ala Arg Val Pro Ala Glu Asp Arg 
25 30 
Pro His Ala Pro Arg Gly Asp Gly 
45 

Gly Asp Leu Val Gly Val Val Glu 
60 

Thr Thr Val His Ala Val Arg Asp 

75 80 
Gly Ala Leu Thr Ser He Lys Arg 
90 95 


<210> 1539 
<211> 1015 
<212> DNA 

<213> Homo sapiens 
<400> 1539 

acgcgttcgg gcgtcaggca cacgcatctc aacagatgtg gctgacaccc aaggcagtcg 
60 

gcctcagtgc cctgtcaccc acctagaacc tgttcacagc atgtcatccg ggctgctctg 
120 

gccttgactg gacatgatta tttatcctta cacaccgtgg ctgctctaca ggccaagaaa 
180 


1261 


WO 00/58473 


PCT/US00/08621 


caggctgctc agccagggtc aggagaaggt gggtcaggct ccccggggac ctcaggccct 
240 

gacgcatcct ggcctcaccc taggcctcct ctgtcggggc agcctggctc agcagagccc 
300 

gggacacacg gctgaggcca cccaggctgg gccatcttgc ccctgttttg tgccccctac 
360 

tcagttctcc ttctgtcctg gctcaggtct aggccagtca agagggtggc tgagaagcag 
420 

gaggagcctc agagaccctc ccctcgaaag cactggggct tccacctcac aagcggcagg 
480 

ttcgctttgg gagctgctgg tccatcgccc aggcctggcc aggggcaggc gaggatcctg 
540 

gttgccgatc catcgtccag gcctggccca ggagccggtg aggaacctgg ggctgttgtg 
600 

caggggtcgc cgtctccagc tctctgccgt ggtgagggga ttgtgctgtg tgcacaccac 
660 

ctggctgcat cgaatcccac catggcccag agggtggacc tgtggctcct tggggggcca 
720 

gcatccccag tctaatgggt gcccctgcca ctctcctgag ttcccgtgca gagctccccc 
780 

caacacctca gccttcacct ttctcagtta atcaaaagat tccaaaaaaa gcaaacccat 
840 

cagaacggct tcctccaccg agtgttcagg ataaataatc atgtccagtc aaggccagag 
900 

cagcccggat gacatgctat gaacaggttt taggtgggtg acagggcact gaggccgact 
960 

gccttgggtg tcagccacat ctgttgagat gcgtgtgcct gacgcccgaa cgcgt 
1015 

<210> 1540 
<211> 89 
<212> PRT 

<213> Homo sapiens 
<400> 1540 

His Pro Arg Gin Ser Ala Ser Val Pro Cys His Pro Pro Arg Thr Cys 

1 5 -10 15 

Ser Gin His Val He Arg Ala Ala Leu Ala Leu Thr Gly His Asp Tyr 

20 25 30 

Leu Ser Leu His Thr Val Ala Ala Leu Gin Ala Lys Lys Gin Ala Ala 

35 40 45 

Gin Pro Gly Ser Gly Glu Gly Gly Ser Gly Ser Pro Gly Thr Ser Gly 

50 55 60 

Pro Asp Ala Ser Trp Pro His Pro Arg Pro Pro Leu Ser Gly Gin Pro 
65 70 75 80 

Gly Ser Ala Glu Pro Gly Thr His Gly 
85 


<210> 1541 

<211> 1482 

<212> DNA 

<213> Homo sapiens 

<400> 1541 
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cgccgatcac ggggagcccc tcgactgcct cccagaacaa agtgggaaag ggaagcttag 
60 

cccgccgctg ccgcctccga gcagcccgcc aggactctgg ctactggaga tgggcgcccg 
120 

gctatcgcgg cgacgggtgc cggcggaccc gtccctggcc ctggacgcgc tgcccccgga 
160 

gctgctggtg caggtgctga gccacgtgcc ggccacgctc cttggacacg cgatgccgcc 
240 

cagtgtgccg cgcctggcgc gacatagtgg acgggcccac tgggaggctg ctgcaactgg 
300 

cccgcgaccg cagcgccgag ggccgagcac tctacgcagt ggctcaacgc tgcctgccca 
360 

acaacgaaga caaagaggag ttcccgctgt gcgccctggc gcgctactga ctgcgcgcgc 
420 

ccttcggccg caatctcatc ttcaactcct gcggagagca gggcttcaga ggctgggagg 
480 

tggagcatgg cgggaacggc tgggccatag aaaagaacct aacaccggtg cctggggctc 
540 

cttcgcagac ctgcttcgtg acctctttcg aatggtgctc caagaggcag cttgtggacc 
600 

tggtgatgga aggggtgtgg caggagctgc tggacagcgc ccagattgag atctgtgtgg 

.660 

ctgactggtg gggcgctcga gagaactgcg gctgcgtcta ccagctccgg gtccgccttc 
720 

tggatgtgta tgaaaaggaa £tggtcaagt tctcagcctc acctgacccg gtccttcagt 
780 

ggactgagag gggctgccga caggtctccc acgtcttcac caactttggc aagggcatcc 
840 

gctacgtatc ttttgagcag tacgggagag acgtgagttc ctgggtgggg cactatggcg 
900 

cccctgtgac ccactccagt gtgagggtca ggatccgtct gtcctagcga ctggactact* 
960 

gcctgacgtt gtcagtcaag accagccttg cagccaggtg cagtggctca cacctgtggg 
1020 

atcctcccac tttggccttc caaaatgttg cgattatagg cgtgagccac tgtggctggc 
1080 

ctgaaatttt ctagtatcca cattcataaa gtaaaaagaa aataaaaagg catagaatgt 
1140 

caagctaacc aggcgtccgc tacttcagaa gagtgtactg tcgcatgggg agtctgtaac 
1200 

catgcttttc acttccactg catctctcgc tggctcaaaa cacgacaggt gtgtccattg 
1260 

gacaacagag agtgggaatt ccaaaagtat gggcactagg aaaagacttc ttccatcaag 
1320 

cttaattgtt ttgttattca tttaatgact ttccctgctg ttacctaatt acaaattgga 
1380 

tggaactgtg tttttttctg ctttgttttt tcagtttgct gtttctgtag ccatattgta 
1440 

ttctgtgtca aataaagtcc agttggattc tggaaaaaaa aa 
1482 

<210> 1542 
<211> 57 
<212> PRT 
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<213> Homo sapiens 
<400> 1542 

Lys Gly lie Glu Cys Gin Ala Asn Gin Ala Ser Ala Thr ,Ser Glu Glu 

1 .5 10 15 

Cys Thr Val Ala Trp Gly Val Cys Asn His Ala Phe His Phe His Cys 

20 25 30 

He Ser Arg Trp Leu Lys Thr Arg Gin Val Cys Pro Leu Asp Asn Arg 

35 40 45 

Glu Trp Glu Phe Gin Lys Tyr Gly His 
50 55 

<210> 1543 

<211> 311 

<212> DNA 

<213> Homo sapiens 

<400> 1543 

gctagcgatg ctactttaag gtatgcgaag ttggatgctg acgttgcctc ctatcggttg 
60 

gagtcaaacg gacgaacaag cgttcgaggt agctttaaat gcgggcgacg ccagaaagtt 
120 

accaaagtcg gtgccgcgcc ttatgtttct cgaatggctc acgcgccgag gctacttgct 
.180 

ccacggctcg agccgagccg acctcgtttg ttttgaacct cgagcaccca aagacttcag 
240 

ccctgacgag ttcagcaaac gcaccgccgt tttcgcctct tcagatgggg tgtggccccc 
300 

cnccncccnc c 
311 

<210> 1544 
<211> 96 
<212> PRT 
<213>Homo sapiens 

<400> 1544 

Met Arg Ser Trp Met Leu Thr Leu Pro Pro He Gly Trp Ser Gin Thr 

15 10 15 

Asp Glu Gin Ala Phe Glu Val Ala Leu Asn Ala Gly Asp Ala Arg Lys 

20 25 30 

Leu Pro Lys Ser Val Pro Arg Leu Met Phe Leu Glu Trp Leu Thr- Arg 

35 40 45 

Arg Gly Tyr Leu Leu His Gly Ser Ser Arg Ala Asp Leu Val Cys Phe 

50 55 60 

Glu Pro Arg Ala Pro Lys Asp Phe Ser Pro Asp Glu Phe Ser Lys Arg 
65 70 75 80 . 

Thr Ala Val Phe Ala Ser Ser Asp Gly Val Trp Pro Pro Xaa Xaa Xaa 
85 90 . -9.5 

<210> 1545 
<211> 362 
<212> DNA 

<213> Homo sapiens 
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<400> 1545 

ccatggtgcg gccgtctggt aacgataggc aaatccttgc catgccacca attcttcctt 
60 

caacagtagt tggcgaatcc ttcgatggtc aagtcctgtg agcttgctca tctgacggat 
120 

cgtctctgtc tcaagcacct cgcctgtttc caggttcaag gcctggatag tgcgagtgtc 
180 

gtactggtcg atcacttcca ccgagtggtc tgggtagccc cttgccattc gctttatgat 
240 

ctcaaccata gatgcatttg gcatgttcca gagcttgtac tccttaacga tctctctggc 
300 

gtcgtagaaa accttcacgc tatcgtcagg atgggtcact gtggtgatgt accgtccaga 

360 

ac 

362 

<210> 1546 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 1546 

Met Val Lys Ser Cys Glu Leu Ala His Leu Thr Asp Arg Leu Cys Leu 

1 5 10 15 

Lys His Leu Ala Cys Phe Gin Val Gin Gly Leu Asp Ser Ala Ser Val 

20 25 ' 30 

Val Leu Val Asp His Phe His Arg Val Val Trp Val Ala Pro Cys His 

35 40 45 

Ser Leu Tyr Asp Leu Asn His Arg Cys He Trp His Val Pro Glu Leu 

50 55 60 

Val Leu Leu Asn Asp Leu Ser Gly Val Val Glu Asn Leu His Ala He 
65 70 75 80 

Val Arg Met Gly His Cys Gly Asp Val Pro Ser Arg 
85 90 


<210> 1547 

<211> 429 

<212> DNA 

<213> Homo sapiens 


<400> 1547 

cgcgttgcca caccggaaga 
60 

ctgccgcgtt cggtgtggtt 
120 

cgcaaactcg gcctgccggc 
180 

agcgtggtgt tgtggggggt 
240 

atcattcagg gtgtctacgg 
300 

gggcttaaac gccagaagtt 
360 


cccggccagc tcacgcctgg 
cagcgccgtg tcggcgtgga 
ctggcactgg aagaacgccg 
gatgattgtc tggttgggcg 
gttctcgttg ctggaagtgg 
gcccaacggt cgttatgaac 


gtgaaagttt ctgggcgttc 
acctggagcg cgagcgcctg 
tgctcagtgc ctggatgtac 
cggcggtgat tccgttcctg 
tcaactacgt cgagcactac 
ggtgttcgcc tcggcactcg 
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tggaacagca accggattgt caccaatatc tttctgttcc aacttcagcg gcattccgac 
420 

caccatgcc 
429 

<210> 1548 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 1548 


Arg Val 

Ala 

Thr 

Pro Glu Asp 

Pro 

Ala 

Ser 

Ser Arg 

Leu 

Gly 

Glu 

Ser 

1 



5 



10 




15 


Phe Trp 

Ala 

Phe 

Leu Pro Arg 

Ser 

val 

Trp 

Phe Ser 

Ala 

Val 

Ser 

Ala 


20 



25 




30 



Trp Asn 

Leu 

Glu 

Arg Glu Arg 

Leu 

Arg 

Lys 

Leu Gly 

Leu 

Pro 

Ala 

Trp 


35 



40 




45 




His Trp 

Lys 

Asn 

Ala Val Leu 

Ser 

Ala 

Trp 

Met Tyr 

Ser 

Val 

Val 

Leu 

50 



55 




60 





Trp Gly 

Val 

Met 

He Val Trp 

Leu 

Gly 

Ala 

Ala Val 

He 

Pro 

Phe 

Leu 

65 



70 - 




75 




80 

He He 

Gin 

Gly 

Val Tyr Gly 

Phe 

Ser 

Leu 

Leu Glu 

Val 

Val 

Asn 

Tyr 



85 



90 




95 


Val Glu 

His 

Tyr 

Gly Leu Lys 

Arg 

Gin 

Lys 

Leu Pro 

Asn 

Gly 

Arg 

Tyr 



100 



105 




110 



Glu Arg 

Cys 

Ser 

Pro Arg His 

Ser 

Trp 

Asn 

Ser Asn 

Arg 

He 

Val 

Thr 


115 



120 




125 




Asn He 

Phe 

Leu 

Phe Gin Leu 

Gin 

Arg 

His 

Ser Asp 

His 

His 

Ala 


130 



135 




140 






<210> 1549 
<211> 443 
<212> DNA 

<213> Homo sapiens 
<400> 1549 

gtcgacaggc tccagggttc tgttttgtag tgcacccgct gtggtgcaac atgcgtctgg 
60 

gcacaccagc gtcgcccgtt tcctgttgta gtctttcctc tctgactcca ggggtattgg 
120 

gtctttctgc cagcgcccat gcaactttgg cagcctggcc tgtctgctgg taagtggggc 
180 

agaatccctg cactccacca ttcttgggca acactccctc taggattttg gtctcccttt 
240 

tctctctggt ctttgaccac cgctacccag caaactcctc catctagacc agccagcatt 
300 

ggtttcttcc actcccccag ctgccgcgtg ggaggcgcca ctgcaaactt ccctggggtc 
360 

tcccagctgc tcagagatcc ccatgccctt ccctgatcag ctccctgccc ggttctcatc 
420 

ccgacgcggc tgcatggata ttc 
443 

<210> 1550 
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<21X> 139 
<212> PRT 

<213> Homo sapiens 
<400> 1550 

Met Arg Thr Gly Gin Gly Ala Asp Gin Gly Arg Ala Trp Gly Ser Leu 

15 10 15 

Ser Ser Trp Glu Thr Pro Gly Lys Phe Ala Val Ala Pro Pro Thr Arg 

20 25 30 

Gin Leu Gly Glu Trp Lys Lys Pro Met Leu Ala Gly Leu Asp Gly Gly 

35 40 45 

Val Cys Trp Val Ala Val Val Lys Asp Gin Arg Glu Lys Gly Asp Gin 

50 55 60 

Asn Pro Arg Gly Ser Val Ala Gin Glu Trp Trp Ser Ala Gly He Leu 
65 70 75 80 

Pro His Leu Pro Ala Asp Arg Pro Gly Cys Gin Ser Cys Met Gly Ala 

85 90 95 

Gly Arg Lys Thr Gin Tyr Pro Trp Ser Gin Arg Gly Lys Thr Thr Thr 

100 105 110 

Gly Asn Gly Arg Arg Trp Cys Ala Gin Thr His Val Ala Pro Gin Arg 

115 120 125 

Val His Tyr Lys Thr Glu Pro Trp Ser Leu Ser 
130 135 

<210> 1551 
<211> 306 
<212> DNA 

< 2 13 > Homo sapiens 
<400> 1551 

ccatggatac cccacctctg gcactcaaca tgacttggct gccacacacc aggaaacctc 
60 

agaggagcag ccagctggcc aagcacccct gcccctgccc tgcgggctcc acaaaagctg 
120 

gaggagcaaa cgcagctcac ctctttttct gtccactgct tcagggccta cccctgtgct 
180 

ttggagatgg aacaaaagtg agagagctcc ctgacacacc ctcccagggc gaggatggca 
240 

gctccttcct ccatttggtc ctaacacagc ctccccagga gaccaggggc atcccnnnnc 
300 

cccnnc 

306 * 


<210> 1552 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 1552 

Met Asp Thr Pro Pro Leu Ala Leu 

1 5 
Arg Lys Pro Gin Arg Ser Ser Gin 
20 

Pro Ala Gly Ser Thr Lys Ala Gly 


Asn Met Thr Trp Leu Pro His Thr 

10 15 

Leu Ala Lys His Pro Cys Pro Cys 

25 30 

Gly Ala Asn Ala Ala His Leu Phe 
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35 40 45 

Phe Cys Pro Leu Leu Gin Gly Leu Pro Leu Cys Phe Gly Asp Gly Thr 

50 55 60 

Lys Val Arg Glu Leu Pro Asp Thr Pro Ser Gin Gly Glu Asp Gly Ser 
65 * 70 75 80 

Ser Phe Leu His Leu Val Leu Thr Gin Pro Pro Gin Glu Thr Arg Gly 

85 90 95 

lie Pro Xaa Pro Xaa 
100 

<210> 1553 
<211> 657 
<212> DNA 
' <213> Homo sapiens 

<400> 1553 

atcctgcaga atgatggcgt ggtcaccagc ccctattccc ggccacgcaa ggcgggccac 
60 

acgctactca tcctgggggg ccagaccttc atgtgtgaca agatctacca ggtggaccac 
120 

aaggccaagg agatcatccc caaggccgac ctgcccagcc cccggaagga gttcagcgcc 
180 

tcagcgatcg gctgcaaggt ctatgtgacg gggggcaggg gctccgagaa cggggtctcc 
240 

aaggatgtct gggtgtacga caccgtacat gaggaatggt ccaaggcggc gcccatgctg 
300 

attgcccgct ttggccatgg ctcagctgag ctggagaact gcctctatgt ggtgggggga 
360 

cacacatccc tggcaggggt cttcccggcc tcgccttctg tctccctgaa acaagtggag 
420 

aaatacgacc ctggggccaa caagtggatg atggtggccc ccttgcggga tggcgtcagc 
480 

aatgccgcag tggtgagtgc caagctgaag ctctttgttt ttggaggaac cagcatccac 
540 

cgggacatgg tgtccaaggt ccagtgctat gacccctcgg agaacaggtg gacgatcaag 
600 

gccgagtgcc cccagccttg gcggtacaca gccgctgccg tcctgggcag ccagatc 
657 

<210> 1554 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<400> 1554 

He Leu Gin Asn Asp Gly Val Val Thr Ser Pro Tyr Ser Arg Pro Arg 

1 5 10 15 

Lys Ala Gly His Thr Leu Leu He Leu Gly Gly Gin Thr Phe Met Cys 

20 25 30 

Asp Lys He Tyr Gin Val Asp His Lys Ala Lys Glu He He Pro Lys 

35 40 45 

Ala Asp Leu Pro Ser Pro Arg Lys Glu Phe Ser Ala Ser Ala He Gly 

50 55 60 

Cys Lys Val Tyr Val Thr Gly Gly Arg Gly Ser Glu Asn Gly Val Ser 
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65 




70 

75 

80 

Lys 

Asp 

Val 

Trp 

Val Tyr Asp 

Thr Val His Glu Glu Trp Ser Lys 

Ala 




85 

90 95 


Ala 

Pro 

Met 

Leu 

He Ala Arg 

Phe Gly His Gly Ser Ala Glu Leu 

Glu 




100 


105 HO 


Asn 

Cys 

Leu 

Tyr 

Val Val Gly 

Gly His Thr Ser Leu Ala Gly Val 

Phe 


115 


120 125 


Pro 

Ala 

Ser 

Pro 

Ser Val Ser 

Leu Lys Gin Val Glu Lys Tyr Asp 

Pro 


130 



135 

140 


Gly 

Ala 

Asn 

Lys 

Trp Met Met 

Val Ala Pro Leu Arg Asp Gly Val 

Ser 

145 




150 

155 

160 

Asn 

Ala 

Ala 

Val 

Val Ser Ala 

Lys Leu Lys Leu Phe Val Phe Gly Gly 





165 

170 175 


Thr 

Ser 

He 

His 

Arg Asp Met 

Val Ser Lys Val Gin Cys Tyr Asp 

Pro 




180 


: 185 190 


Ser 

Glu 

Asn 

Arg 

Trp Thr He 

Lys Ala Glu Cys Pro Gin Pro Trp Arg 



195 



200 205 


Tyr 

Thr 

Ala 

Ala 

Ala Val Leu 

Gly Ser Gin He 



210 



215 




<210> 1555 

<211> 328 

<212> DNA 

<213> Homo sapiens 

<400> 1555 

acgcgtggga gctcgggaga gaggactctg cttctggggt ttgaaggtga gcgtgattct 
60 

ggaggagcct gccttgcggc gagcgtgtgt tgtggagagg atgcaggaca tgagtgatcc 
120 

tgtaagggtg atcgagtgtg cctcgtgaag tctggaagtc agcgagtgtg ggccgtggag 
180 

gtgagccacc ggtttgtgat ttgaaactga gtgagagtgc tgtggagcgc gaaatatgtg 
240 

tgtgtgtaga gtggaggtga gcgaatttgt gtgcatgtga gacggacgca atggcagagt 
300 

gtagcatcct gtgttgggat tgggattn 
328 

<210> 1556 
<211> 102 
<212> PRT 

<213> Homo sapiens 


<400> 1556 


Met 

Leu 

His 

Ser 

Ala 

He Ala Ser 

Val 

Ser 

His Ala His Lys Phe 

Ala 

1 




5 



10 

15 


His 

Leu 

His 

Ser 

Thr 

His Thr His 

He 

Ser 

Arg Ser Thr Ala Leu 

Ser 




20 



25 


30 


Leu 

Ser 

Phe 

Lys 

Ser 

Gin Thr Gly 

Gly 

Ser 

Pro Pro Arg Pro Thr 

Leu 



35 



40 



45 


Ala Asp Phe Gin Thr 

Ser Arg Gly 

Thr 

Leu 

Asp His Pro Tyr Arg 

lie 


50 




55 



60 


Thr 

His 

Val 

Leu 

His 

Pro Leu His 

Asn 

Thr 

Arg Ser Pro Gin Gly Arg 


1269 


WO 00/58473 


PCT7US00/08621 


65 70 75 80 

Leu Leu Gin Asn His Ala His Leu Gin Thr Pro Glu Ala Glu Ser Ser 

85 90 95 

Leu Pro Ser Ser His Ala 
100 

<210> 1557 
<211> 390 
<212> DNA 

<213> Homo sapiens 
<400> 1557 

gtgcacagac ttttcgagcg ggccattaag tggtttacgt ctgggatcgg ctccgctttc 
60 

tcgcattttt cggatcaggt caaattctgt gctcggcatt gacaggaaat tgacgtgtat 
120 

cagtcgattc tttgcagtgt ctggacggca ggctgaatag gctgaaagca ggacaactac 
180 

gaccatgccg caccatgtgg atcgtctacc gttttggcct tgccgccatt gccttgatcg 
240 

ccctgattgc gctgttcgtg tgccagtacc ggctatcggc caggctggcg cgccggaagc 
300 

gaagctcgat gggcagcagg cgcatgagga acccggcgcc attgaatcgt gaggcgctgg 
360 

cggagcgcgg cccgttcaaa tgcgacgcgt 
390 

<210> 1558 
<211> 114 
<212> PRT 

..<213> Homo" sapiens 
<400> 1558 

Met Ala Pro Gly Ser Ser Cys Ala Cys Cys Pro Ser Ser Phe Ala Ser 

1 5 .10 15 

Gly Ala Pro Ala Trp Pro He Ala Gly Thr Gly Thr Arg Thr Ala Gin 

20 25 30 

Ser Gly Arg Ser Arg Gin Trp Arg Gin Gly Gin Asn Gly Arg Arg Ser 

35 40 45 

Thr Trp Cys Gly Met Val Val Val Val Leu Leu Ser Ala Tyr Ser Ala 

50 55 60 

Cys Arg Pro Asp Thr Ala Lys Asn Arg Leu He His Val Asn Phe Leu 
65 70 75 80 

Ser Met Pro Ser Thr Glu Phe Asp Leu He Arg Lys Met Arg Glu Ser 

85 90 95 

Gly Ala Asp Pro Arg Arg Lys Pro Leu Asn Gly Pro Leu Glu Lys Ser 
100 105 HO 

Val His 


<210> 1559 

<211> 556 

<212> DNA 

<213> Homo sapiens 
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<400> 1559 

accggtggcg acggtatcgg tggcgcgtcg atccttgcct cggaatcctt cgctgcagag 
60 

ggtgagtcga agcgacccag cgtccaggtg ggcgacccgt tcatggagaa gctgctcatc 
120 

gagtgcaccc ttgacctctt caacgccggg gtagttgagg ccttgcagga tttcggtgcc 
180 

gccggaatct cctgtgccac ctccgagctg gccagtgctg gcgacggtgg catgcacgtc 
240 

gagctcgacc gcgttccgct gcgcgacccg aacctcgccc ctgaagagat cctcatgagc 

300 . >;U*-;>, 

gagtcccagg agcggatggc cgcggtggtg cgccccgatc agcttgaccg cttcatggag 
360 

atctgcgccc attggggtgt cgctgccact gtcattggcg aggtcaccga caccggtcga 
420 

cttcacattg attggcaggg cgagcggatt gtcgacgtcg atccgcggac ggttgctcac 
480 

gacggaccgg ttctcgacat gccggccgcc cgtccgtggt ggattgatga gctcaacgag 
540 

aacgacgcta acgcgt 
556 

<210> 1560 
<211> 185 
<212> PRT 

<213> Homo sapiens 
<400>1560 


Thr 

Gly 

Gly 

Asp 

Gly He 

Gly Gly Ala 

Ser 

He 

Leu Ala Ser 

Glu 

Ser 

1 




5 


10 



15 


Phe 

Ala 

Ala 

Glu 

Gly Glu 

Ser Lys Arg 

Pro 

Ser 

Val Gin Val 

Gly 

Asp 




20 


25 



30 



Pro 

Phe 

Met 

Glu 

Lys Leu 

Leu lie Glu 

Cys 

Thr 

Leu Asp Leu 

Phe 

Asn 



35 



. 40 



45 



Ala 

Gly 

val 

val 

Glu Ala 

Leu Gin Asp 

Phe 

Gly 

Ala Ala Gly He 

Ser 


50 




55 



60 



Cys 

Ala 

Thr 

Ser 

Glu Leu 

Ala Ser Ala 

Gly 

Asp 

Gly Gly Met 

His 

val 

65 




70 



75 



80 

Glu 

Leu 

Asp 

Arg 

Val Pro 

Leu Arg Asp 

Pro 

Asn 

Leu Ala Pro 

Glu 

Glu 





85 


90 



95 


He 

Leu 

Met 

Ser 

Glu Ser 

Gin Glu Arg 

Met 

Ala 

Ala Val Val 

Arg 

Pro 




100 


105 



110 



Asp 

Gin 

Leu 

Asp 

Arg Phe 

Met Glu He 

Cys 

Ala 

His Trp , Gly Val 

Ala 



115 



120 



125 



Ala 

Thr 

Val 

He 

Gly Glu 

Val Thr Asp 

Thr 

Gly 

Arg Leu His 

He 

Asp 


130 




135 



140 



Trp 

Gin 

Gly 

Glu 

Arg He 

Val Asp Val 

Asp 

Pro 

Arg Thr Val 

Ala 

His 

145 




150 



155 



160 

Asp 

Gly 

Pro 

Val 

Leu Asp 

Met Pro Ala 

Ala 

Arg 

Pro Trp Trp 

lie 

Asp 





165 


170 



175 


Glu 

Leu 

Asn 

Glu 

Asn Asp 

Ala Asn Ala 









180 


185 
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<210> 1561 
<211> 466 
<212> DNA 

<213> Homo sapiens 
<400> 1561 

acgcgtgaaa ggtttgagag aagagagatg ccgctattga atctgctgga gttttacatc 
60 

ccaagatgaa gacagcattc agaattgatg tgatttcctt gaatgtggct taggaaatgt 
120 

ggacacttaa aactctcact tgaaattggg cacaggtttg atgtagagat aaggacgggg 
180 

tgcggaatgg agacccattt tgtcattgat tcatctgacc gataaggcca tagtgcagtt 
240 

aggtgatatt cgaaagcttc tttgatgctc tttatgtata tgttggaagg aactaccagg 
300 

cgttgcttta aattcccaat gtgttgtttc gttactacta atttaatacc gtaagctcta 
360 

ggtaaagttc catgttgttg aactctgact gttctctttg gaattgaacg ttttgcatcc 
420 

tcctcctgtg gctttaggtc tgacattgta tttgaccttt actagt 
466 

<210> 1562 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 1562 


Met 

Ser 

Asp 

Leu 

Lys 

Pro 

Gin 

Glu 

Glu 

Asp 

Ala 

Lys 

Arg 

Ser 

He 

Pro 

1 




5 





10 





15 


Lys 

Arg 

Thr. Val 

Arg 

Val 

Gin Gin 

His 

Gly 

Thr 

Leu 

Pro 

Arg 

Ala 

Tyr 



20 





25 





30 



Gly 

He 

Lys 

Leu 

val 

Val 

Thr 

Lys 

Gin 

His 

He 

Gly Asn 

Leu 

Lys 

Gin 



35 





40 





45 




Arg 

Leu 

Val 

Val 

Pro 

Ser 

Asn 

He 

Tyr 

He 

Lys 

Ser 

He 

Lys 

Glu 

Ala 

50 





55 





60 





Phe 

Glu 

Tyr 

His 

Leu 

Thr 

Ala 

Leu 

Trp 

Pro 

Tyr 

Arg 

Ser 

Asp 

Glu 

Ser 

65 




70 





75 





80 

Met 

Thr 

Lys 

Trp 

Val 
85 

Ser 

He 

Pro 

His 

Pro 
90 

Val 

Leu 

He 

Ser 

Thr 
95 

Ser 

Asn 

Leu 

Cys 

Pro 
100 

He 

Ser 

Ser 

Glu 

Ser 
105 

Phe 

Lys 

Cys 

Pro 

His 
110 

Phe 

Leu 

Ser 

His 

He 

Gin 

Gly Asn 

His 

He 

Asn 

Ser 

Glu 

Cys 

Cys 

Leu 

His 

Leu 



115 





120 





125 





Gly Met 
130 

<210> 1563 
<211> 434 
<212> DNA 

<213> Homo sapiens 
<400> 1563 
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ctggggggtg tgttcggcct gctgtcggtg 
60 

atcttcgctg agatgcagca gcgcaaaacc 
120 

ttgcgtgacc accgtggcgc catcgtgctg 
180 

ggtgtggttg tggtcatcct gatgaccccg 
240 

ccgacggttg cgctgcaagc caacagcctg 
300 

gcgtccggcg cgctggctga ccgttttggt 
360 

tgctgctggc cacttcctgg acgctgtatc 
420 

ataagtgtac gcgt 
434 


tacttgccgc 

gttggctgca 

tgaaacaccg 

ctggctgccg 

agttgccatt 

gcgcgcggta 

tcgatgctgt 

tgacgtggtt 

gctgtcggcg 

accgtgctgc 

aaaccgtcta 

ccacttcagc 

gcgatcgtta 

cgctgagcct 

gggctgcatt 

gccggtcgcg 

ttttggtcac 

cggttggcgt 

acagcctgat 

ggcccagacg 

gaatggttga 


<210> 1564 
<211> 132 
<212> PRT 

<213> Homo sapiens 
<400> 1564 

Leu Gly Gly Val Phe Gly Leu Leu Ser Val Tyr Leu Pro Arg Trp Leu 

15 10 15 

His Glu Thr Pro He Phe Ala Glu Met Gin Gin Arg Lys Thr Leu Ala 
20 25 i 30 

-Ala Glu Leu Pro Leu Arg Ala Val Leu Arg Asp His Arg Gly Ala He 

35 40 45 

Val Leu Ser Met Leu Leu Thr Trp Leu Leu Ser Ala Gly Val Val Val 

50 55 60 

Val He Leu Met Thr Pro Thr Val Leu Gin Thr Val Tyr His Phe Ser 
65 70 75 80 

Pro Thr Val Ala Leu Gin Ala Asn Ser Leu Ala He Val Thr Leu Ser 

85 90 95 

Leu Gly Cys He Ala Ser Gly Ala Leu Ala Asp Arg Phe Gly Ala Gly 

100 105 HO 

Arg Val Leu Val Thr Gly Trp Arg Cys Cys Trp Pro Leu Pro Gly Arg 

115 120 125 

Cys He Thr Ala 
130 

<210> 1565 
<211> 373 
<212> DNA 

<213> Homo sapiens 
<400> 1565 

ccatggtcgt agcccttggt tcaacaagag ccgtctactg acgctaaccc accatgagcc 
60 

agagggtgag cggttctggc acctactgga ccatgaaagc aataaagagg acaagggagc 
120 

ctgcattcgg ccatttcttc ccaagaatca ccataaaggt tgtcaaaatc aaggaccctg 
180 
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atccggtgat tctcgaagtc atcgatgagc agaacaagtt tacccccgag ggagaaaagc 
240 

gggtggtgct cttgatgctc gacaacctct accgtcccag tacccaccgt gcattggcga 
300 

acgggggcgt cccttatctg cggtcgaaga gtgtcactgt tgacctcgta gacagccggg 
360 

acaacacggg tac 
373 

<210> 1566 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 1566 

Met Ser Gin Arg Val Ser Gly Ser Gly Thr Tyr Trp Thr Met Lys Ala 

1 5 10 15 

He Lys Arg Thr Arg Glu Pro Ala Phe Gly His Phe Phe Pro Arg He 

20 25 30 

Thr He Lys Val Val Lys He Lys Asp Pro Asp Pro Val He Leu Glu 

35 40 . 45 

Val He Asp Glu Gin Asn Lys Phe Thr Pro Glu Gly Glu Lys Arg Val 

50 55 60 

Val Leu Leu Met Leu Asp Asn Leu Tyr Arg Pro Ser Thr His Arg Ala 
65 70 75 80 

Leu Ala Asn Gly Gly Val Pro Tyr Leu Arg Ser Lys Ser Val Thr Val 

85 90 95 

Asp Leu Val Asp Ser Arg Asp Asn Thr Gly 
100 105 

<210> 1567 
<211> 917 
<212> DNA 

<213> Homo sapiens 


<400> 1567 

agctttttcg accgctgaag gagtgggata 
60 

aagccgctgc actcctgggg gacccagttt 
120 

ggttgggaag ggagcggaga ggcccaaaca 
180 

ctggagacag cttcggctgc ggggcccctg 
240 

cttgacaacc tggggtccct gcagaagtgg 
300 

tctgggtagg gtgggaggca gtgctgtgag 
360 

tgggactcaa agacatgagg tagagctggc 
420 

tgaggcttcg tgttctagaa ggtggtgggt 
480 

gagcatgtgt caccagggct caggaaacag 
540 


cccgctcccc agacactccc tttctagggg 
gatgcctcca ggaggataag tctgaagccg 
gagcagcagg cagcgccctc tgctggcacc 
ccttctagtc ctccccagct ttcaggacac 
cccggctgtc ccccaagtct cctgaagcta 
ccacaaatgc aaagcagagg ggacagatgt 
cccatgggta ggtgccacca ccagagccca 
tagtgccgca ctgagggcgt gtccgggagg 
catgagtcat gacgcggggg tgtttaaggc 
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attcgtgcca cagcggggac ctcggagcta tgccttgata aggcaagtga ggttacatgt 
600 

acgatgatgc ggtttgtgct gcagactgga aaaaagcagg ggctttgtcc tctcctgacc 
660 

ccctcacact ctgccttcac ggtaggctcc tgagaggggg gtctccaagg agggtgtcag 
720 

tactgcagct tcagctggcg tggatggggt gcttacagga gcagcagggc tgagggagat 
780 

gacagcagta cgaatcgtgg ctctcctgag gcctgggttt cctcatatgt aaaatggggg 
840 

ttgcattaga ccataccctt ggcctgtgtt taggcaaata gggatgaaag tggggccaag 
900 

ggctgaagag ctgggtc 
917 

<210>1568 

<211> 113 

<212> PRT 

<213> Homo sapiens 


<400> 1568 


Met 

Gly 

Pro 

Ala 

Leu 

Pro 

His Val Phe 

Glu 

Ser 

Gin 

His 

Leu 

Ser 

Pro 

l 




5 



10 





15 


Leu 

Leu 

Cys 

He 
20 

Cys 

Gly 

Ser Gin His 
25 

Cys 

Leu 

Pro 

Pro 

Tyr 
30 

Pro 

Asp 

Ser 

Phe 

Arg 

Arg 

Leu Gly 

Gly Gin Pro 

Gly 

His 

Phe 

Cys 

Arg 

Asp 

Pro 



35 




40 




45 




Arg 

Leu 

Ser 

Arg 

Cys 

Pro 

Glu Ser Trp 

Gly 

Gly Leu 

Glu 

Gly 

Arg 

Gly 


50 





55 



60 





Pro 

Ala 

Ala 

Glu 

Ala 

Val 

Ser Arg Val 

Pro 

Ala 

Glu 

Gly 

Ala 

Ala 

Cys 

65 





70 



75 





80 

Cys 

Ser 

Val 

Trp 

Ala 

Ser 

Pro Leu Pro 

Ser 

Gin 

Pro 

Gly 

Phe 

Arg 

Leu 




85 



90 





95 


lie 

Leu 

Leu 

Glu 
100 

Ala 

Ser 

f 

Asn Trp Val 
105 

Pro 

Gin 

Glu 

Cys 

Ser 
110 

Gly 

Phe 


Pro 


<210> 1569 

<211> 379 V 

<212> DNA 

<213> Homo sapiens 

<400> 1569 

ggagggcctg tgattctact gcaggcaggc accccccaca acctcacatg ccgggccttc 
60 

aatgcgaagc ctgctgccac caccatctgg ttccgggacg ggacgcagca ggagggcgct 
120 

gtggccagca cggaattgct gaaggatggg aagagggaga ccaccgtgag ccaactgctt 
180 

attaacccca cggacctgga catagggcgt gtcttcactt gccgaagcat gaacgaagcc 
240 

atccctagtg gcaaggagac ttccatcgag ctggatgtgc accaccctcc tacagtgacc 
300 
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ctgtccattg agccacagac ggtgcaggag ggtgagcgtg ttgtctttac ctgccaggcc 
360 

acagccaacc cggagatct 
379 

<210> 1570 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<4O0> 1570 


Gly Gly 

Pro 

Val Jle Leu Leu 

Gin 

Ala 

Gly 

Thr Pro 

His 

Asn 

Leu 

Thr 

1 . 



5 



10 




15 


Cys Arg 

Ala 

Phe 

Asn Ala Lys 

Pro 

Ala 

Ala 

Thr He 

He 

Trp 

Phe 

Arg 


20 



25 




30 



Asp Gly 

Thr 

Gin 

Gin Glu Gly 

Ala 

Val 

Ala 

Ser Thr 

Glu 

Leu 

Leu 

Lys 

35 



40 




45 




Asp Gly 

Lys 

Arg 

Glu Thr Thr 

Val 

Ser 

Gin 

Leu Leu 

He 

Asn 

Pro 

Thr 

50 


55 




60 





Asp Leu 

Asp 

lie 

Gly Arg Val 

Phe 

Thr 

Cys 

Arg Ser 

Met 

Asn 

Glu 

Ala 

65 


70 




75 




80 

lie Pro 

Ser 

Gly 

Lys Glu Thr 

Ser 

lie 

Glu 

Leu Asp 

Val 

His 

His 

Pro 



85 



90 




95 


Pro Thr 

Val 

Thr 

Leu Ser lie 

Glu 

Pro 

Gin 

Thr Val 

Gin 

Glu 

Gly 

Glu 



100 



105 




110 



Arg Val 

Val 

Phe 

Thr Cys Gin 

Ala 

Thr 

Ala 

Asn Pro 

Glu 

He 



115 



120 




125 





<210> 1571 
<211> 357 
<212> DNA 

<213> Homo sapiens 
<400> 1571 

tgcgcacttt tccgctcccg atgggtcccc tggncgttga tcatgcccca gatgttcatc 
60 

atcggcatct tcttcttcct gccaagcggc caagccgtgc tccagtcttt ccagatggaa 
120 

gatgcgttcg gcatgtcgac cgaatgggtc ggattggaca acttccgcaa cctgctggat 
180 

gaccccacct acctgaattc cttccagcgc accgccgtgt tctcggtgct ggtggcaggg 

240 

gtcgggatcg ccgtgtcact gggtctggcg atctttgccg accccatcac tccgtcgcca 
300 

tgtgtacaag acacactgct gatcgtgccc tacgccgtgg cacccatgat cgccggc 
357 

<210> 1572 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 1572. 

Cys Ala Leu Phe Arg Ser Arg Trp Val Pro Trp Xaa Leu He Met Pro 
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1 



5 10 



15 


Gin Met 

Phe 

He 

He Gly lie -Phe Phe Pne 

Leu fro ber 

Gly 

Gin 

Ala 



20 

Z D 


30 



Val Leu 

Gin 

Ser 

Phe Gin Met Glu Asp Ala 

Pne G±y net 

Ser 

Thr 

Glu 


35 


40 

45 




Trp Val 

Gly 

Leu 

Asp Asn Phe Arg Asn Leu 

Leu Asp Asp 

Pro 

Thr 

Tyr 

50 



55 

60 




Leu Asn 

Ser 

Phe 

Gin Arg Thr Ala Val Phe 

Ser Val Leu 

Val 

Ala 

Gly 

65 



70 

75 



80 

Val Gly 

He 

Ala 

Val Ser Leu Gly Leu Ala 

He Phe Ala 

Asp 

Pro 

lie 



85 90 



95 


Thr Pro 

Ser 

Pro 

Cys Val Gin Asp Thr Leu 

Leu He Val 

Pro Tyr 

Ala 



100 

105 


110 



Val Ala 

Pro 

Met 

He Ala Gly 






115 








<210> 1573 
<211> 337 
<212> DNA 

<213> Homo sapiens 
<400> 1573 

gaattcccat tgtcatctga ttccatgtct ggaaagaggg aagagagaca tcatgcagaa 
60 

tattgtacag attttggaat cggtacagtt gaaatgggaa ctttttcaga gctggacaga 
120 

cttttcaagg ctccatcttt ctaataaact ggccattttt ggaattggtt ataacacccg 
180 

ttggaaagag gatatccgtt accattatgc tgagatcagc tcccaggtgc cccttggcaa 
240 

gcgacttcgg gagtacttca actctgagaa gcctgaagga cggatcatta tgacccgagt 
300 

gcagaaaatg aactggaaaa atgtttacta caaattt 
337 

<210> 1574 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 1574 


Met Gin Asn 

He 

Val 

Gin 

He Leu Glu 

Ser 

Val Gin Leu Lys 

Trp 

Glu 

1 


5 



10 


15 


Leu Phe Gin 

Ser 

Trp 

Thr 

Asp Phe Ser 

Arg 

Leu His Leu Ser 

Asn 

Lys 


20 



25 


30 



Leu Ala He 

Phe 

Gly 

He 

Gly Tyr Asn 

Thr 

Arg Trp Lys Glu 

Asp 

lie 

35 




40 


45 



Arg Tyr His 

Tyr 

Ala 

Glu 

lie Ser Ser 

Gin 

Val Pro Leu Gly 

Lys 

Arg 

50 




55 


60 



Leu Arg Glu 

Tyr 

Phe 

Asn 

Ser Glu Lys 

Pro 

Glu Gly Arg lie 

He 

Met 

65 



70 



75 


80 

Thr Arg Val 

Gin 

Lys 

Met 

Asn Trp Lys 

Asn 

Val Tyr Tyr Lys 

Phe 



85 



90 


95 
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<210> 1575 
<211> 471 
<212> DNA 

<213> Homo sapiens 
<400> 1575 

nnacgcgtca gagagatctg tgtgtcggga ggggtgcccc tcatcattga tgaccgcgta 
60 

catctcgttg ccgaaattgg ggccgatggt gtccatgttg ggcagtctga catgccggtc 
120 

gaccaggccc gtgcgattct gggcgacgat ctactcatcg gcttgtccgc tcagactccc 
180 

gcccatgtgg aggccgccct gtcccagggg cgtgacatcg tcgactatct gggagttggg 
240 

gccctgcatg gtactggaac caaacctgag gctggggagc tcggcctggc tgagattcgt 
300 

gatgtcgtca acgccagccc gtggccggtg tgcgtcatcg gtggggtgag cgcatccgat 
360 

gctcaagacg tagcccgggt gggatgtgac ggcctgagcg tcgtctcggc gatttgccgg 
420 

agtaccgacc ccaagtccag tgcacgggaa cttgcggagg cgtggcgtac g 

471 

<210> 1576 

<211> 157 

<212> PRT 

<213> Homo sapiens 


<400> 1576 









lie 

lie 

Xaa 

Arg 

Val Arg 

Glu He 

Cys 

Val 

Ser 

Gly 

Gly val 

Pro 

Leu 

1 


5 




10 




15 


Asp 

Asp 

Arg Val 

His Leu 

Val 

Ala 

Glu 

He 

Gly Ala 

Asp 

Gly 

Val 

His 

20 




25 




30 


Gly 

val 

Gly 

Gin Ser 

Asp Met 

Pro 

Val 

Asp 

Gin 

Ala Arg 

Ala 

lie 

Leu 


35 



40 




45 




Asp 

Asp 

Leu Leu 

He Gly 

Leu 

Ser 

Ala 

Gin 

Thr Pro 

Ala 

His 

Val 

Glu 

50 



55 




60 





Ala 

Ala 

Leu Ser 

Gin Gly 

Arg 

Asp 

lie 

Val 

Asp Tyr 

Leu 

Gly 

Val 

Gly 

65 



70 





75 




80 

Ala 

Leu 

His Gly 

Thr Gly 

Thr 

Lys 

Pro 

Glu 

Ala Gly 

Glu 

Leu 

Gly 

Leu 



85 




90 




95 

val 

Ala 

Glu 

He Arg 

Asp Val 

Val 

Asn 

Ala 

Ser 

Pro Trp 

Pro 

val 

Cys 



100 




105 




110 

Val 

Gly 

He 

Gly 

Gly Val 

Ser Ala 

Ser 

Asp Ala 

Gin 

Asp Val 

Ala 

Arg 


115 



120 




125 




Cys 

Asp 

Gly Leu 

Ser Val 

Val 

Ser 

Ala 

He 

Cys Arg 

Ser 

Thr 

Asp 

Pro 

130 



135 




140 





Lys 

Ser 

Ser Ala 

Arg Glu 

Leu 

Ala 

Glu 

Ala 

Trp Arg 

Thr 




145 



150 





155 






<210> 1577 
<211> 287 
<212> DNA 

<213> Homo sapiens 
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<400> 1577 

ctcgtcctcc agcgtccgat cagtgcgctc aggatgctga tcggcggccc cttgcgcatc 
60 

ccccatcctg cgggcttgcg cacggttgcg ctcgaacccg gcgtcgcgca. cgcgcgcacc 
120 

ttgcgcgttg ccggggcagg cttccccgct cgcggccagc gcgccgccgg cgatctggtg 
180 

atcgagctgg agccgatgct gccgcaggcg cccgacaagc aactgcacgc gctgatcgag 
240 

cagctcgacg tggcgctcgg gaagagcgcg acacgccatt ttccgga 
287 

<210> 1578 
<211> 95 
<212> PRT 

<213> Homo sapiens 


<400> 1578 

Leu Val Leu Gin Arg Pro He Ser Ala Leu Arg Met Leu He Gly Gly 

15 10 15 

Pro Leu Arg He Pro His Pro Ala Gly Leu Arg Thr Val Ala Leu Glu 

20 25 30 

Pro Gly Val Ala His Ala Arg Thr Leu Arg Val Ala Gly Ala Gly Phe 

35 40 45 

Pro Ala Arg Gly Gin Arg Ala Ala Gly Asp Leu Val He Glu Leu Glu 

50 55 60 

Pro Met Leu Pro Gin Ala Pro Asp Lys Gin Leu His Ala Leu He Glu 
65 70 75 80 

Gin Leu Asp Val Ala Leu Gly Lys Ser Ala Thr Arg His Phe Pro 
85 90 95 

<210> 1579 
<211> 2829 
<212> DNA 

<213> Homo sapiens 
<400> 1579 

nggggcgggg agcggacttc ctcctctgag ggccgtgccg cgctgccaga tttgttcttc 
60 

cgcccctgcc tccgcggctc ggaggcgagc ggaaggtgcc ccggggccga ggcccgtgac 
120 

ggggcgggcg ggagccccgg cagtccgggg tcgccggcga gggccatgtc gctgttgggg 
180 

gacccgctac aggccctgcc gccctcggcc gcccccacgg ggccgctgct cgcccctccg 
240 

gccggcgcga ccctcaaccg cctgcgggag ccgctgctgc ggaggctcag cgagctcctg 
300 

gatcaggcgc ccgagggccg gggctggagg agactggcgg agctggcggg gagtcgcggg 
360 

cgcctccgcc tcagttgcct agacctggag cagtgttctc ttaaggtact ggagcctgaa 
420 

ggaagcccca gcctgtgtct gctgaagtta atgggtgaaa aaggttgcac agtcacagaa 
480 
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ttgagtgatt tcctgcaggc 
540 

ggaataaaga ttactgtaaa 

600 . 

ctgtgttgcc gggcaactgg 
660 

gagattccaa atggaaatac 
720 

ggcttttatg tctgtcgagt 
780 

ctggatgttt gcgacatccc 
840 

aagttgcaaa tctgtgttga 
900 

ttacagtgtg ttgctgttgg 
960 

ccattaacac atgagaccaa 
1020 

ggaacctact ggtgtcatgt 
1080 

atcatcatag gaagaacaga 
1140 

ggtcatcctg ataataaaga 
1200 

cttttgatag gaaatatgaa 
1260 

gtgtacgaat tgactaactt 
1320 

cttactgaat atgagatgcg 
1380 

gtatatgggt tattata.tta 
1440 

gtccccgttg atgctccaaa 
1500 

ctgaaattga tgcaagaaaa 
1560 

aaaagaaatg actacgatga 
1620 

attgtgtttg gatatgccac 
1680 

ttggcaaatg gaatctttat 
1740 

actgtgttac tggatgaagt 
1800 

caggctctag agattcgaag 
I860 

ggaacagaat attctgctga 
1920 

cttccagaaa gtatgtgtct 
1980 

gctgagtttt ccaatgtcat 
2040 

ataatgtgtg atgcctacgt 
2100 


tatggaacac actgaagttc 
cccagagtca aaggcagtct 
acatcctttt gttcaatatc 
atcagagctt atttttaatg 
taataacaat ttcacctttg 
agagagcttc cagagaagtg 
accaacttcc caaaagctga 
aagccctatt cctcactacc 
aaagctatac atggtgcctt 
atataatgat cgagacagtc 
tgaggcagtg gagtgcactg 
gcaaacaact gaccagcctt 
ttaccgggag caccccaagc 
actgagacag ctggacttca 
taatgctgtg gatgagtttt 
tgcaggacat ggttatgaaa 
tccatatagg tctgaaaatt 
agaaactgga cttaatgtgt 
taccattcca atcttggatg 
gtgtcaagga gcagaagctt 
gaaattttta aaagacagat 
tgcagaagat atgggtaagt 
tagtttatct gagaagagag 
atctcttgtg cggaatctac 
taagtttgac tgtggtgttc 
gatcatctat acaagtatag 
tactgatttt ccacttgatc 


ttcagcttct cagcccccca 
tggctggaca gtttgtgaaa 
agtggttcaa aatgaataaa 
cagtgcatgt aaaagatgca 
aattcagcca gtggtcacag 
ttgatggcgt ctctgaatcc 
tgccaggcag cacattggtt 
agtggttcaa aaatgaatta 
atgcggattt ggaacaccaa 
aagatagcaa gaaggtagaa 
aagatgaatt aaataatctt 
tggcgaagga caaggttgcc 
tcaaagctcc tttggtggat 
aagtggtttc actgttggat 
tactcctttt agacaaggga 
attttgggaa cagcttcatg 
gtctgtgtgt acaaaatata 
tcttattgga tatgtgtagg 
cactaaaagt caccgccaat 
ttgaaatcca gcattctgga 
tattagaaga taagaaaatc 
gtcaccttac caaaggcaaa 
cacttactga tccaatacag 
agtgggccaa ggctcatgaa 
agattcaatt aggatttgca 
tttacaaacc accggagata 
tagatattga tccaaaagat 
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gcaaataaag gcacacctga agaaactggc agctacttgg tatcaaagga tcttcccaag 
2160 

cattgcctct ataccagact cagttcactg caaaaattaa aggaacatct agtcttcaca 
2220 

gtatgtttat catatcagta ctcaggattg gaagatactg tagaggacaa gcaggaagtg 
2280 

aatgttggga aacctctcat tgctaaatta gacatgcatc gaggtttggg aaggaagact 
2340 

tgctttcaaa cttgtcttat gtctaatggt ccttaccaga gttctgcagc cacctcagga 
2400 

ggagcagggc attatcactc attgcaagac ccattccatg gtgtttacca ttcacatcct 
2460 

ggtaatccaa gtaatgttac accagcagat agctgtcatt gcagccggac tccagatgca 
2520 

tttatttcaa gtttcgctca ccatgcttca tgtcatttta gtagaagtaa tgtgccagta 
2580 

gagacaactg atgaaatacc atttagtttc tctgacaggc tcagaatttc tgaaaaatga 
2640 

cctccttgtt tttgaaagtt agcataattt tagatgcctg tgaaatagta ctgcacttac 
2700 

ataaagtgag acattgtgaa aaggcaaatt tgtatatgta gagaaagaat agtagtaact 
2760 

gtttcatagc aaacttcagg actttgagat gttgaaatta cattatttaa ttacagactt 
2820 

cctctttct 
2829 

<210> 1580 
<211> 824 
<212> PRT 

<213> Homo sapiens 
<400> 1580 

Met Ser Leu Leu Gly Asp Pro Leu Gin Ala Leu Pro Pro Ser Ala Ala 

1 5 10 15 

Pro Thr Gly Pro Leu Leu Ala Pro Pro Ala Gly Ala Thr Leu Asn Arg 

20 25 30 

Leu Arg Glu Pro Leu Leu Arg Arg Leu Ser Glu Leu Leu Asp Gin Ala 

35 40 45 

Pro Glu Gly Arg Gly Trp Arg Arg Leu Ala Glu Leu Ala Gly Ser Arg 

50 55 60 

Gly Arg Leu Arg Leu Ser Cys Leu Asp Leu Glu Gin Cys Ser Leu Lys 
65 70 75 80 

Val Leu Glu Pro Glu Gly Ser Pro Ser Leu Cys Leu Leu Lys Leu Met 

85 90 95 

Gly Glu Lys Gly Cys Thr Val Thr Glu Leu Ser Asp Phe Leu Gin Ala 

100 105 HO 

Met Glu His Thr Glu Val. Leu Gin Leu Leu Ser Pro Pro Gly lie Lys 

115 120 125 

lie Thr Val Asn Pro Glu Ser Lys Ala Val Leu Ala Gly Gin Phe Val 

130 135 140 

Lys Leu Cys Cys Arg Ala Thr Gly His Pro Phe Val Gin Tyr Gin Trp 
145 150 155 160 

Phe Lys Met Asn Lys Glu lie Pro Asn Gly Asn Thr Ser Glu Leu lie 
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165 170 175 

Phe Asn Ala Val His Val Lys Asp Ala Gly Phe Tyr Val Cys Arg Val 

180 185 190 

Asn Asn Asn Phe Thr Phe Glu Phe Ser Gin Trp Ser Gin Leu Asp Val 

195 200 205 

Cys Asp He Pro Glu Ser Phe Gin Arg Ser Val Asp Gly Val Ser Glu 

210 215 220 

Ser Lys Leu Gin lie Cys Val Glu Pro Thr Ser Gin Lys Leu Met Pro 
225 230 235 240 

Gly Ser Thr Leu Val Leu Gin Cys Val Ala Val Gly Ser Pro He Pro 

245 250 255 

His Tyr Gin Trp Phe Lys Asn Glu Leu Pro Leu Thr His Glu Thr Lys 

260 265 270 

Lys Leu Tyr Met Val Pro Tyr Ala Asp Leu Glu His Gin Gly Thr Tyr 

275 280 285 

Trp Cys His Val Tyr Asn Asp Arg Asp Ser Gin Asp Ser Lys Lys Val 

290 295 300 

Glu He He He Gly Arg Thr Asp Glu Ala Val Glu Cys Thr Glu Asp 
305 310 315 320 

Glu Leu Asn Asn Leu Gly His Pro Asp Asn Lys Glu Gin Thr Thr Asp 

325 330 335 

Gin Pro Leu Ala Lys Asp Lys Val Ala Leu Leu He Gly Asn Met Asn 

340 345 350 

Tyr Arg Glu His Pro Lys Leu Lys Ala Pro Leu Val Asp Val Tyr Glu 

355 360 365 

Leu Thr Ash Leu Leu Arg Gin Leu Asp Phe Lys Val Val Ser Leu Leu 

370 375 380 

Asp Leu Thr Glu Tyr Glu Met Arg Asn Ala Val Asp Glu Phe Leu Leu 
385 390 395 400 

Leu Leu Asp Lys Gly Val Tyr Gly Leu Leu Tyr Tyr Ala Gly His Gly 

405 410 415 

Tyr Glu Asn Phe Gly Asn Ser Phe Met Val Pro Val Asp Ala Pro Asn 

420 425 430 

Pro Tyr Arg Ser Glu Asn Cys Leu Cys Val Gin Asn He Leu Lys Leu 

435 440 445 

Met Gin Glu Lys Glu Thr Gly Leu Asn Val Phe Leu Leu Asp Met Cys 

450 455 460 

Arg Lys Arg Asn Asp Tyr Asp Asp Thr He Pro He Leu Asp Ala Leu 
465 470 475 480 

Lys Val Thr Ala Asn He Val Phe Gly Tyr Ala Thr Cys Gin Gly Ala 

485 490 495 

Glu Ala Phe Glu He Gin His Ser Gly Leu Ala Asn Gly He Phe Met 

500 505 510 

Lys Phe Leu Lys Asp Arg Leu Leu Glu Asp Lys Lys He Thr Val Leu 

515 520 525 

Leu Asp Glu Val Ala Glu Asp Met Gly Lys Cys His Leu Thr Lys Gly 

530 535 540 

Lys Gin Ala Leu Glu He Arg Ser Ser Leu Ser Glu Lys Arg Ala Leu 
545 550 555 560 

Thr Asp Pro He Gin Gly Thr Glu Tyr Ser Ala Glu Ser Leu Val Arg 

565 570 575 

Asn Leu Gin Trp Ala Lys Ala His Glu Leu Pro Glu Ser Met Cys Leu 

580 585 590 

Lys Phe Asp Cys Gly Val Gin He Gin Leu Gly Phe Ala Ala Glu Phe 
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595 



600 








Glu 

Ser 

Asn Val Met 

He 

He Tyr 

Thr 

Ser 

He 

Val 

Tyr 

Lys 

Pro 

Pro 


610 


615 





620 




Asp 

He 

He Met Cys Asp 

Ala Tyr 

Val 

Thr 

Asp 

Phe 

Pro 

Leu 

Asp 

Leu 

625 



630 




635 





640 

He 

Asp Pro Lys 

Asp 

Ala Asn 

Lys 

Gly 

Thr 

Pro 

Glu 

Glu 

Thr Gly 

Cay 


645 




650* 





655 


Tyr 

Leu Val Ser Lys 

Asp Leu 

Pro 

Lys 

His Cys 

Leu 

Tyr 

Thr Arg 

Leu 

660 




665 





670 



Ser 

Ser Leu Gin Lys 

Leu Lys 

Glu 

His 

Leu 

Val 

Phe 

Thr 

Val 

Cys 

Leu 


675 



680 





685 



oiu 

Ser 

Tyr Gin Tyr 

Ser 

Gly Leu 

Glu 

Asp 

Thr 

Val 

Glu 

Asp 

Lys 

Gin 


690 


695 





700 


His 


Gly 

Val 

Asn Val Gly Lys 

Pro Leu 

He 

Ala 

Lys 

Leu Asp 

Met 

Arg 

705 



710 




715 





720 

Leu 

Gly Arg Lys 

Thr 

Cys Phe 

Gin 

Thr 

Cys 

Leu 

Met 

Ser 

Asn Gly 

Pro 


725 




730 





735 


Tyr 

Gin Ser Ser 

Ala 

Ala Thr 

Ser 

Gly 

Gly Ala Gly 

His 

Tyr 

His 

Ser 

740 




745 





750 



Leu 

Gin Asp Pro 

Phe 

His Gly Val 

Tyr 

His 

Ser 

His 

Pro 

Gly 

Asn 

Pro 


755 



760 





765 




Ser 

Asn Val Thr 
770 

Pro 

Ala Asp 
775 

Ser 

Cys 

His 

Cys 

Ser 
780 

Arg 

Thr 

Pro 

Asp 

Ala 

Phe He Ser 

Ser 

Phe Ala 

His 

His 

Ala 

Ser Cys 

His 

Phe 

Ser 

Arg 

785 



790 




795 





800 

Ser 

Asn Val Pro 

Val 

Glu Thr 

Thr 

Asp 

Glu 

He 

Pro 

Phe 

Ser 

Phe 

Ser 


805 




810 





815 


Asp 

Arg Leu Arg 

He 

Ser Glu 

Lys 










820 


<210> 1581 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<400> 1581 

gatccgcatc gcccgtttat tgacgaggtg accttcaccc gagagggcca tacctatcac 
60 

cgggtgcccg aggtggctga cgcctggctc gattcgggct cgatgccctt cgcccagtgg 
120 

ggatacccgc atgtgcccgg ttcgaaggag aagttcgagt cccactaccc gggtgacttc 
180 

atctgtgagg ccatcgacca gacccgcggg tggttttaca ccatgatggc cgtcggaacc 
240 

ctggtgtttg acgagtcctc gtaccgcaat gtgctgtgtc tgggccacat cttggccgag 
300 

gacggtcgca agatgagcaa gcaccttggc aacatcctgt tgcctatccc gctcatggat 
360 

tcccacggtg ccgacgcgct gcgttggttc atggcggccg acggctcccc atggagtgca 
420 

cgacgc 
426 

<210> 1582 
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<211> 142 

<212> PRT 

<213> Homo sapiens 

<400> 1582 


Asp 

Pro 

nis 

Arg 

Pro Phe He Asp Glu Val 

Thr 

Phe Thr Arg Glu Gly 

1 




5 10 


15 

His 

Thr 

Tyr 

His 

Arg Val Pro Glu Val Ala Asp 

Ala Trp Leu Asp Ser 



20 

25 


30 

Gly Ser 

Met 

Pro 

Phe Ala Gin Trp Gly Tyr 

Pro 

His Val Pro Gly Ser 



35 


40 


45 

Lys 

Glu 

Lys 

Phe 

Glu Ser. His Tyr Pro Gly Asp 

Phe He Cys Glu Ala 

50 



55 


60 

He 

Asp 

Gin 

Thr 

Arg Gly Trp Phe Tyr Thr 

Met 

Met Ala Val Gly Thr 

65 




70 

75 

80 

Leu 

Val 

Phe 

Asp 

Glu Ser Ser Tyr Arg Asn 

val 

Leu Cys Leu Gly His 





85 90 


95 

He 

Leu 

Ala 

Glu 

Asp Gly Arg Lys Met Ser 

Lys 

His Leu Gly Asn He 




100 

105 


110 

Leu 

Leu 

Pro 

He 

Pro Leu Met Asp Ser His 

Gly 

Ala Asp Ala Leu Arg 



115 


12 0 


125 

Trp 

Phe 

Met 

Ala 

Ala Asp Gly Ser Pro Trp 

Ser 

Ala Arg Arg 


130 



135 


140 


<210> 1583 

<211> 450 

<212> DNA 

<213> Homo sapiens 


<400> 1583 

nnacgcgtga agggttatgg agatggttca 
60 

gggggttctg aggaaatggg gtcaatggat 
120 

cctaagggaa taggttcagg gagtaaggca 
180 

gaaatggggt caatggatga ggcagattat 
240 

ggttcaggca gttacacaga ttacaggaat 
300 

ggggatgagg caggttataa gaatgtttta 
360 

gaggcaggtt ctaggggtag tttggaggat 
420 

ggttctaggc aaggctttgg gggaactagt 
450 


gggagtaagg 

aaggtttcag 

ggatggttta 

gaggcaggtt 

ataggaagga 

tttgggggct 

ggtttcaggg 

atggtttagg 

gagttctggg 

aggaaggatt 

tgggagctcc 

tgaggaaatg 

ggtttaggca 

gttctggaaa 

aatcagttca 

gggggttctg 

ggaggaatcc 

attagggagc 

tctgggtaca 

tcttgtcatg 

gaatgaggca 


<210> 1584 

<211> 150 

<212> PRT 

<213> Homo sapiens 

<400> 1584 

Xaa Arg Val Lys Gly Tyr Gly Asp Gly Ser Gly Ser Lys Glu Gly Phe 
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1 



5 




10 


Arg Asp 

Gly 

Leu 

Gly 

Gly Ser 

Glu 

Glu 

Met 

Gly Ser Met Asp giu hxa 


20 




25 



Gly Tyr 

Arg 

Lys 

Asp 

Leu Gly 

Ala 

Pro 

Lys 

Gly He Gly ser Giy &er 

35 




40 




Lys Ala 

Gly 

Phe 

Arg 

Asp Gly 

Leu 

Gly 

ser 

cav r,i v Glu Met Glv Ser 

50 




55 





Met Asp 

Glu 

Ala 

Asp 

Tyr Arg 

Lys 

Asp 

Leu 

taXy MJLel trL\s OiU oxu ucv. 

65 




70 




75 80 

Gly Ser 

Gly 

Ser 

Tyr 

Thr Asp 

Tyr 

Arg 

Asn 

Gly Leu Gly Ser Ser Gly 


85 




90 


Lys He 

Ser 

Ser 

Gly 

Asp Glu 

Ala 

Gly 

Tyr 

Lys Asn Val Leu Gly Gly 


100 




105 


110 

Ser Gly 

Arg 

Asn 

Pro 

Leu Gly. 

Ser 

Glu 

Ala 

Gly Ser Arg Gly Ser Leu 

115 




120 



125 

Glu Asp 

Ser 

Gly 

Tyr 

He Leu 

Ser 

Trp 

Asn 

Glu Ala Gly Ser Arg Gin 

130 




135 




140 

Gly Phe 

Gly 

Gly 

Thr 

Ser 





145 




150 






<210> 1585 
<211> 596 
<212> DNA 

<213> Homo sapiens 
<400> 1585 

tgatcatctg taattcttgt ccgtgggcgt ttgaactgag aatgtcttaa gaagttggga 
60 

tctaatccga gctgctgctg gcaaagttgg gtgaggtctg cagagagtgc gtccatctgt 
120 

ggcagctgca gggcaagctg gggaggaagc gcagggtgtt gcacaggttg catcataatg 
180 

gaaggaaaga gcggcaggtc cagagaaacc ggcctctccc aaaaagttat caaacactgg 
240 

tttagaaata cgctttttaa ggaacgacag agaaataaag attcaccata caacttcagt 
300 

aaccctccta taacggtttt agaagatatc agaattgatc cacagcccac ctctttagaa 
360 

cattacaaat ctgatgcatc attcagtaaa aggtcttcta gaacgagatt tactgactac 
420 

cagcttaggg ttctgcaaga cttttttgac acaaacgctt acccaaaaga tgatgaaata 
480 

gaacaactct ccactgttct caatctgcct acccgggtta ttgttgtatg gttccagaat 
540 

gctcgtcaga aagcacgaaa gagttatgag aatcaagcag aaaccccttc acgcgt 
596 

<210> 1586 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 1586 

Met Glu Gly Lys Ser Gly Arg Ser Arg Glu Thr Gly Leu Ser Gin Lys 
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1 




5 




15 


Val 

He 

Lys 

His 

Trp Phe 

Arg 

Asn 

Tnr Lieu pne Liys 

nln &ro nin 
uiu /vry vjj.1i 

Arc 



20 




£ 3 

30 


Asn 

Lys 

Asp 

Ser 

Pro Tyr 

Asn 

Phe 

Cor* Sen Orn P**rt 

He Thr Val 

11C 11*1 

Leu 


-3 D 




40 


45 


Glu 

Asp 
50 

He 

Arg 

He Asp 

Pro 
55 

Gin 

Pro Thr Ser Leu 
60 

Glu His Tyr 

Lys 

Ser 

Asp 

Ala 

Ser 

Phe Ser Lys Arg 

Ser Ser Arg Thr 

Arg Phe Thr 

Asp 

65 



70 



75 


80 

Tyr 

Gin 

Leu 

Arg 

val Leu Gin Asp 

Phe Phe Asp Thr 

Asn Ala Tyr 

Pro 



85 



90 

95 


Lys 

Asp 

Asp 

Glu 

He Glu 

Gin 

Leu 

Ser Thr val Leu 

Asn Leu Pro 

Thr 


100 




105 

110 


Arg 

Val 

He 

Val 

Val Trp 

Phe 

Gin 

Asn Ala Arg Gin 

Lys Ala Arg 

Lys 


115 




120 


125 


Ser 

Tyr 

Glu 

Asn 

Gin Ala 

Glu 

Thr 

Pro Ser Arg 




130 135 


<210> 1587 

<211> 501 

<212> DNA 

<213> Homo sapiens 

<400> 1587 

tgtacacaca gtgatttggg gtcctttttc ctaaaacagc ttctttatca ggactttgga 
60 

attctgggtg agatagaaac actgaaaaca gggcggaagt tttttcttct ggcttcttag 
120 

tecaeggagg getcagegtg gagaggatat gccgtggcat tctccctggg agaccacaca 
180 

tgttcccgac agctcagacc ccagaccgca tgtgctcctg acagctcaga ccccagaccg 

240 

cgcgtgctcc tgacagctca gaccccagac cgcaggtgct cccgacagct cagaccccag 
300 

accgegggtg ctcctgacag ctcagacccc agaccgcgcg tgctcccgac agctcagacc 
360 

ccagaccgcg ggtgctcctg acagctcaga ccccagaccg cgcgtgctcc cgacagctca 
420 

gaccccagac cgcgggtgct cctgacagct cagaccccag accgegggtg ctcctgacag 
480 

ctcagacccc agaccacgcg t 
501 


<210> 1588 

<211> 86 

<212> PRT 

<213> Homo sapiens 


<400> 1588 

Ser Thr Glu Gly Ser Ala Trp Arg 

1 5 
Gly Asp His Thr Cys Ser Arg Gin 
20 

Pro Asp Ser Ser Asp Pro Arg Pro 


Gly Tyr Ala Val Ala Phe Ser Leu 

10 15 
Leu Arg Pro Gin Thr Ala Cys Ala 
25 30 
Arg Val Leu Leu Thr Ala Gin Thr 
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35 40 45 

pro Asp Arg Arg Cys Ser Arg Gin Leu Arg Pro Gin Thr Ala Gly Ala 

50 55 60 

Pro Asp Ser Ser Asp Pro Arg Pro Arg Val Leu Pro Thr Ala Gin Thr 
65 70 75 80. 

Pro Asp Arg Gly Cys Ser 
85 

<210> 1589 

<211> 407 

<212> DNA 

<213> Homo sapiens 

<400> 1589 

aagcttgctg gggacaccct ttttacgggg cctcgtgggg gaggagttac ctgcattgac 
60 

tccaccggtt ccactaacgc cgacatggct gctttcgtgc gagcaggggg aacgtctttc 
120 

tgcctactcg ttgctgacca ccaagagggc gggcgtggac ggttcacgcg cagttggcag 
180 

gatgtccccg gtacgagttt ggcgatctca gcgttggtgc ccaatgatcg tccgtcgcag 
240. 

gactggggct ggctgtcgat ggttgcgggg ctcgctgttg tcaaggtcat caaggaggtc 
300 

ggtggggctg accgttcccg agtgacgctg aagtggccca atgatgtgct cgtggatctg 
360 

gacactgacc agggcggcaa agtgtgcgga attctctcag aacgcgt 
407 

<210> 1590 

<211> 135 

<212> PRT 

<213> Homo sapiens 

<400> 1590 


Lys 

Leu 

Ala 

Gly 

Asp 

Thr 

Leu 

Phe 

Thr 

Gly Pro 

Arg Gly 

Gly 

Gly 

Val 

1 




5 





10 



15 


Thr 

Cys 

He 

Asp 
20 

Ser 

Thr 

Gly 

Ser 

Thr 
25 

Asn Ala 

Asp. Met 

Ala 
30 

Ala 

Phe 

Val 

Arg 

Ala 
35 

Gly 

Gly 

Thr 

Ser 

Phe 
40 

Cys 

Leu Leu 

Val Ala 
45 

Asp 

His 

Gin 

Glu 

Gly 
50 

Gly 

Arg 

Gly 

Arg 

Phe 
55 

Thr 

Arg 

Ser Trp 

Gin Asp 
60 

Val 

Pro 

Gly 

Thr 

Ser 

Leu 

Ala 

He 

Ser 

Ala 

Leu 

Val 

Pro Asn 

Asp Arg 

Pro 

Ser 

Gin 

65 





70 




75 




80 

Asp 

Trp 

Gly 

Trp 

Leu 
85 

Ser 

Met 

Val 

Ala 

Gly Leu 
90 

Ala Val 

Val 

Lys 
95 

val 

He 

Lys 

Glu 

Val 
100 

Gly 

Gly 

Ala 

Asp 

Arg 
105 

Ser Arg 

Val Thr 

Leu 
110 

Lys 

Trp 

Pro 

Asn 

Asp 
115 

Val 

Leu 

Val 

Asp 

Leu 
120 

Asp 

Thr Asp 

Gin Gly 
125 

Gly 

Lys 

Val 

Cys 

Gly 

He 

Leu 

Ser 

Glu 

Arg 









130 135 
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<210> 1591 
<211> 424 
c212> DNA 

<213> Homo sapiens 
<400> 1591 

agatctctct ccctgagata acccaggctt tagaaccaaa gagctgagag accctgtccc 
60 

ttcagagagg cacttgcacc tagaggagtc tctgggaagc agatggggat atgggacaga 
120 

cgcatcttga aaaagccccc agatgcctcc ctatggagga cctcacccac ccacatcacc 
180 

agtagggagc ttgggactta ccctaaccac aggggggtga ctgttgtcgt ccctgcacag 
240 

aacgtccagc gagtcctgac tttccagccg ctgcgcttca tccaggagca cgtcctgatc 
300 

cctgtctttg acctcagcgg ccccagcagt ctggcccagc ctgtccagta ctcccttgac 
360 

tgtgggatcc ctggctgctc acgcccctga ggacccctcg gatctgctcc agcacgtgaa 

420 

attt 

424 

<210> 1592 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 1592 

Met Gly He Trp Asp Arg Arg lie Leu Lys Lys Pro Pro Asp Ala Ser 

1 5 10 15 

Leu Trp Arg Thr Ser Pro Thr His He Thr Ser Arg Glu Leu Gly Thr 

20 25 30 

Tyr Pro Asn His Arg Gly Val Thr Val Val Val Pro Ala Gin Asn Val. 

35 ■ 40 45 

Gin Arg Val Leu Thr Phe Gin Pro Leu Arg Phe He Gin Glu His Val 

50 55 60 

Leu He Pro Val Phe Asp Leu Ser Gly Pro Ser Ser Leu Ala Gin Pro 
65 70 75 80 

Val Gin Tyr Ser Leu Asp Cys Gly He Pro Gly Cys Ser Arg Pro 
85 90 95 

j 

<210> 1593 
<211> 1678 
<212> DNA 

<213> Homo sapiens 
<400> 1593 

cttgaatcta aaataaatga aataaacaca gaaattaacc agttgactga aaagaaaatg 
60 

atgagaaatg agcccattga aggcaaactc tcactgtata ggcaacaggc atctatcatt 
120 

tcccgtaaaa aagaagccaa agctgaggaa cttcaggagg ccaaggagaa gttagccagc 
180 
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ctagagagag aagcatcagt aaagagaaat 
240 

ttaaagggag atgagttcaa acgatatgtc 
300 

aaaaagaagc atcacataat agctgaactt 
360 

gaagaacttc ttaagcaacg tcatgaaaat 
420 

aaaaagggta tatctggata tagttacacc 
. 480 

aagagtgaag ttgatgaaat gaaaggacga 
540 

aaactgtatt cattggtatc tgaaaagaag 
600 

cgacagttgc gtcaaaaata tcaagaactg 
660 

tatgatagct gtgcagcagg cctcgaaagc 
720 

agactccgtg aagaatgtct tcaagaagaa 
780 

aagaacctag aagttcaact tcgtcgtgct 
840 

gatcaacaag aaaaaagaaa ggcaattagg 
900 

gaaaaccttg gaaagaaact tcgggaaaaa 
960 

aatatgaaac aagcaaaaat gtggcgtgat 
1020 

tgctttctga aacaacaaag ccaaacttcc 
1080 

gaccggctaa tactgtgaat tcttgtgtca 
1140 

tataagccta atctcataat gtatttcttt 
1200 

tcagaagagc cattctttat taagttttca 
1260 

gaatgttttt tcatatgaaa aagaggcttt 
1320 

cgtcttctga gttttatgag acaggaaact 
1380 

tccattaaga aacatgtagt ttttttttag 
1440 

cttaatctct tttaaaaaaa ctttagaaga 
1500 

aagaaacatt tatctgacgt tcagcagttc 
1560 

tgtaaaatgc aagaaaattt aatattttga 
1620 

aaggcaaata aacttggtac gtatttcata 
1678 

<210> 1594 
<211> 365 
<212> PRT 


cagacccgtg aatttgatgg tactgaagtt 
aataaacttc gaagcaagag tacagttttc 
aaagctgaat tcggtctttt gcagaggact 
attcaacaac aactgcaaac tatggaggag 
caagaagagc tagaaagagt atctgcactg 
acattggatg atatgtctga aatggtgaaa 
tcagctcttg cctcagttat aaaagagcta 
acccaggagt gtgatgaaaa gaaatcccag 
aatcggtcca aattagaaca ggaagttaga 
agtagatacc attatacaaa ttgtatgatt 
actgatgaga tgaaggcata tatctcttct 
gaacagtata ccaaaaatac tgctgaacaa 
caaaaagtta tacgagaaag tcatggtcca 
ttggaacaat taatggaatg taagaaacag 
attggtcagg taattcagga gggtggggag 
tcgtttgggg ttttacttga taccactagc 
tttgaaactg atttgtttag cattttgttt 
tagaaaataa tgttaaggta gatttagttt 
tattcttttc catagtttag acatcactgg 
aagtttacta tctgtaaatg taaacatatg 
aatgtaataa cccagtggct tactgttttt 
atcttttagg aactaatatc tcttgttctg 
ctacagtttt acttcagttt atttttcttc 
ctaacatgtc ttttctgttt gtatcattta 
tctatttaaa aaatgaaaaa aaaaaaaa 
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<213> Homo- sapiens 


<400> 1594 


Leu 

Glu 

Ser 

Lys 

He 

Asn 

Glu 

He 

1 




5 




Glu 

Lys 

Lys 

Met 

Met Arg Asn 

Glu 




20 





Tyr 

Arg 

Gin 

Gin 

Ala 

Ser 

He 

He 



35 





40 

Glu 

Glu 

Leu 

Gin 

Glu 

Ala 

Lys 

Glu 


50 





55 


Ala 

Ser 

Val 

Lys 

Arg Asn 

Gin 

Thr 

65 





70 



Leu 

Lys 

Gly 

Asp 

Glu 

Phe 

Lys 

Arg 





85 




Ser 

Thr 

Val 

Phe 

Lys 

Lys 

Lys 

His 




100 





Glu 

Phe 

Gly 

Leu 

Leu Gin Arg 

Thr 



115 





120 

Glu 

Asn 

He 

Gin 

Gin 

Gin 

Leu 

Gin 


130 





135 


Ser 

Gly 

Tyr 

Ser 

Tyr Thr Gin 

Glu 

145 





150 



Lys 

Ser 

Glu 

Val 

Asp 

Glu 

Met 

Lys 





165 




Glu 

Met 

Val 

Lys 

Lys 

Leu 

Tyr 

Ser 




180 





Leu 

Ala 

Ser 

Val 

He 

Lys 

Glu 

Leu 



195 





200 

Glu 

Leu 

Thr 

Gin 

Glu 

Cys 

Asp 

Glu 


210 





215 


Ala 

Ala 

Gly 

Leu 

Glu 

Ser 

Asn 

Arg 

225 





230 



Arg 

Leu 

Arg 

Glu 

Glu 

Cys 

Leu 

Gin 





245 




Asn 

Cys 

Met 

He 

Lys 

Asn 

Leu 

Glu 




260 





Glu 

Met 

Lys 

Ala 

Tyr 

He 

Ser 

Ser 



275 





280 

lie 

Arg 

Glu 

Gin 

Tyr 

Thr 

Lys 

Asn 


290 





295 


Lys 

Lys 

Leu 

Arg 

Glu Lys 

Gin 

Lys 

305 





310 



Asn 

Met 

Lys 

Gin 

Ala 

Lys 

Met 

Trp 





325 




Cys 

Lys 

Lys 

Gin 

Cys 

Phe 

Leu 

Lys 




340 





Gin 

Val 

He 

Gin 

Glu Gly Gly 

Glu 



355 





360 


<210> 1595 

<211> 559 

<212> DNA 

<213> Homo sapiens 


Asn 

Thr 

ulu 

t1 q Hen fil n 
lie *\£>Li ulU 

T.mi Tie 

uCU lie 


10 




Pro 

He 

f^l ii 
ulU 

oiy Liyo lieu 


25 



3 U 


Ser Arg 

Lys 

Lys Glu Ala 

Lys Ala 




A C 


Lys 

Leu 

Ala 

oer Ijcu biu 

A yrr f^l ii 
my ui u. 




60 


Arg 

Glu 

Phe 

Asp Gly Thr 

biu vax 



75 


Q A 

Tyr Val 

Asn 

Lys Leu Arg 

Ser Lys 


90 



95 

His 

He 

He 

Ala Glu Leu 

Lys Al a 

105 



110 


Glu 

Glu 

Leu 

Leu Lys Gin 

Arg His 




125 


Thr 

Met 

Glu 

Glu Lys Lys 

Gly He 




140 


Glu 

Leu 

Glu 

Arg Val Ser 

Ala Leu 



155 


160 

Gly Arg 

Thr 

Leu Asp Asp 

wet ber 


170 



175 

Leu 

Val 

Ser 

Glu Lys Lys 

Ser Ala 

185 



190 


Arg Gin Leu 

Arg Gin Lys 

Tyr Gin 




205 


Lys 

Lys 

Ser 

Gin Tyr Asp 

oer L.ys 




220 


Ser 

Lys 

Leu 

G1U Gin talU 

vax H.ry 



235 



Glu 

Glu 

Ser 

A >-ry Tyr His 

Tyr Thr 


250 



255 

val 

Gin 

Leu 

Arg Arg Ala 

Thr Asp 

265 



270 


Asp 

Gin 

Gin 

Glu Lys Arg 

Lys Ala 




285 


Thr 

Ala 

Glu 

Gin Glu Asn 

Leu Gly 




300 


val 

He Arg 

Glu Ser His 

Gly Pro 



315 


320 

Arg Asp 

Leu 

Glu Gin Leu 

Met Glu 


330 



335 

Gin 

Gin 

Ser 

Gin Thr Ser 

lie Gly 

345 



350 


Asp Arg 

Leu 

He Leu 



365 
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<400> 1595 

accggtcccg ctcacaggcc cacacctgct tctcctcctg gggcagggca gcctggtggg 
60 

gcatggccgg ggagccgccc acttggcgag gaacaggctc catagcgacc tcagaacact 
120 

ggtgctgggg cccagccagg gagagcatct tcccgctggg accttccccg gggcggctca 
180 

tcccttggag atgtagggtg cagctgagat ggtggcggcc ccattcctgc tgttcgccag 
240 

cctgggctgg gggtactagg atcacccttg ggctgatgag gagcccgggt cttgggcagt 
300 

taccaagtgg ggggtcacag tctggaaagt ggtggaacca agggagcggc ctcgcccagg 
360 

ccacactctc aaatactggc cctcgacaaa aggcagctgg gctctcaaga cagggccacc 
420 

tcctctctgc tgggcccgcg cccgtggaga gcaagtggga actgacccta tcttctgtcc 

480 

cagcttggag agccagcatc aaggtcaggc ctcacttgcc caagaaagag gagtgaggag 
540 

gcccactgga ggaacgcgt 
559 

<210> 1596 
<211> 166 
<212> PRT 

<213> Homo sapiens 
<400> 1596 , 


Met Leu 

Ala 

Leu Gin 

Ala 

Gly 

Thr 

Glu 

Asp 

Arg 

Val 

Ser 

Ser 

His 

Leu 

l 


5 





10 





15 


Leu Ser 

Thr 

Gly Ala 

Gly 

Pro 

Ala 

Glu 

Arg 

Arg 

Trp 

Pro 

Cys 

Leu 

Glu 



20 




25 





30 



Ser Pro 

Ala 

Ala Phe 

Cys 

Arg 

Gly 

Pro 

Val 

Phe 

Glu 

Ser 

Val 

Ala 

Trp 


35 




40 





45 




Ala Arg 

Pro 

Leu Pro 

Trp 

Phe 

His 

His 

Phe 

Pro 

Asp 

Cys 

Asp 

Pro 

Pro 

50 




55 





60 





Leu Gly 

Asn 

Cys Pro 

Arg 

Pro 

Gly 

Leu 

Leu 

He 

Ser 

Pro 

Arg 

Val 

He 

65 



70 





75 





80 

Leu Val 

Pro 

Pro Ala 

Gin 

Ala 

Gly 

Glu 

Gin 

Gin 

Glu 

Trp 

Gly 

Arg 

His 



85 





90 





95 


His Leu 

Ser 

Cys Thr 

Leu 

His 

Leu 

Gin 

Gly 

Met 

Ser 

Arg 

Pro 

Gly 

Glu 



100 




105 





110 



Gly Pro 

Ser 

Gly Lys 

Met 

Leu 

Ser 

Leu 

Ala 

Gly 

Pro 

Gin 

His 

Gin 

Cys 

115 




120 





125 




Ser Glu 

Val 

Ala Met 

Glu 

Pro 

Val 

Pro 

Arg 

Gin 

Val 

Gly 

Gly 

Ser 

Pro 

130 




135 





140 





Ala Met 

Pro 

His Gin 

Ala 

Ala 

Leu 

Pro 

Gin 

Glu 

Glu 

Lys 

Gin 

Val 

Trp 

145 



150 





155 





160 

Ala Cys 

Glu 

Arg Asp 

Arg 












165 


<210> 1597 
<211> 609 


1291 


WO 00/58473 


PCT7US00/08621 


<212> DNA 

<213> Homo sapiens 
<400> 1597 

tcgtcaacgg aaacttcggc cttcgggcct acccataatc cttgggacct tgaacgggta 
60 

ccgggtggtt ccggtggtgg ttcagcagct agcttggctt cctttcaggc cccgttggct 
120 

ttgggcactg ataccggggg ctcgatccgc caacctggag cggtgaccgg caccgtcggg 
180 - 

atcaagccga cctacggttc gacctcccga tacggcgtta tcgctatggc ttcatctttg 

240 

gatactcctg ggccctgcgc ccgtaccgtc cttgacgccg cgttgctcca tcaggccatt 
300 

gccggtcacg acgctatgga ccagaccacg attaatcagc ccaccccggc ggtcgttgag 
360 . 

gctgcgcggc aggcagacgt ttccggggtg cgcattggcg ttgtcacgga gttgagcggg 
420 

cagggttacg accctcaggt cgaggcccgg ttccacgagg ctgtcgagat gctaatagag 
480 

gcgggggctg aggtcgttga ggtctcttgc ccgaactttg acctcgcctt acctgcttat 
540 

taccttattc agcctgccga ggtgtctagc aacctggctc gttacgacgc catgcgttac 
600 

ggcttacgc 
609 

<210> 1598 
<211> 203 
<212> PRT 

<213> Homo sapiens 


<400> 1598 


Ser 

Ser 

Thr 

Glu 

Thr 

Ser 

Ala 

Phe 

Gly 

Pro 

Thr 

His 

Asn 

Pro 

Trp 

Asp 

1 




5 





10 





15 


Leu 

Glu 

Arg 

Val 

Pro 

Gly 

Gly 

Ser 

Gly 

Gly 

Gly 

Ser 

Ala 

Ala 

Ser 

Leu 



20 





25 





30 



Ala 

Ser 

Phe 
35 

Gin 

Ala 

Pro 

Leu 

Ala 
40 

Leu 

Gly 

Thr 

Asp 

Thr 
45 

Gly 

Gly 

Ser 

He 

Arg 
50 

Gin 

Pro 

Gly 

Ala 

Val 
55 

Thr 

Gly 

Thr 

val 

Gly 
60 

He 

Lys 

Pro 

Thr 

Tyr 

Gly 

Ser 

Thr 

Ser 

Arg 

Tyr 

Gly 

Val 

He 

Ala 

Met 

Ala 

Ser 

Ser 

Leu 

65 




70 





75 





80 

Asp 

Thr 

Pro 

Gly 

Pro 

Cys 

Ala 

Arg 

Thr 

Val 

Leu 

Asp 

Ala 

Ala 

Leu 

Leu 




85 





90 





95 


His 

Gin 

Ala 

He 
100 

Ala 

Gly 

His 

Asp 

Ala 
105 

Met 

Asp 

Gin 

Thr 

Thr 
110 

He 

Asn 

Gin 

Pro 

Thr 
115 

Pro 

Ala 

Val 

Val 

Glu 
120 

Ala 

Ala 

Arg 

Gin 

Ala 
125 

Asp 

Val 

Ser 

Gly 

Val 
130 

Arg 

lie 

Gly 

Val 

Val 
135 

Thr 

Glu 

Leu 

Ser 

Gly 

140 

Gin 

Gly 

Tyr 

Asp 

Pro 

Gin 

val 

Glu 

Ala 

Arg 

Phe 

His 

Glu 

Ala 

Val 

Glu 

Met 

Leu 

He 

Glu 

145 





150 





155 





160 

Ala 

Gly 

Ala 

Glu 

Val 

Val 

Glu 

val 

Ser 

Cys 

Pro 

Asn 

Phe 

Asp 

Leu 

Ala 
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165 

Leu Pro Ala Tyr Tyr Leu lie Gin 
180 

Ala Arg Tyr Asp Ala Met Arg Tyr 
195 200 


170 175 
Pro Ala Glu Val Ser Ser Asn Leu 
185 190 
Gly Leu Arg 


<210> 1599 

<211> 526 

<212> DNA 

<213> Homo sapiens 

<400> 1599 

gcgtggccga cggctgctgt gtggtcagcg atctttattt ttcttgatcg attcagaacc 
60 

cggcacctgc acgtgtggtt tctctgcttt tgttggggag cgtgcgtcgc gacctggatt 
120 

agcatgcacg tgaacacgtg gatggccggg atgctctcgg tgacaggtgg ggttgatcca 
180 

gcatcgggcg ccggtccggc agtgtattcg gctccctttg ttgaggaatc atgcaaggcg 
240 

cttgtgcttt tcgcgctggc catcggcatg gggcgacgga tgacctcggt agttcagacg 
300 

gtgagcatgg ccgggctctc ggcaattggt ttcgcctttg ttgagaacat tatgtactac 
360 

gcccgtgcag ataactacgc ccgtgtgacg gcttcgggtg gggaccccaa acaaggcgtt 
420 

gatgaagttg gtgctgttgc ggggagtgta tgcctcgttt gggcatccgc tgttcaccag 
480 

catgacgggt atcggtctgg cccttgggct gaggtcacga agttga 
526 

<210> 1600 

<211> 134 

<212> PRT 

<213> Homo sapiens 


<400> 1600 


Met 

His 

Val 

Asn 

Thr 

Trp 

Met 

Ala 

Gly 

Met 

Leu 

Ser 

Val 

Thr 

Gly 

Gly 

1 




5 





10 





15 


Val 

Asp 

Pro 

Ala 
20 

Ser 

Gly 

Ala 

Gly 

Pro 
25 

Ala 

Val 

Tyr 

Ser 

Ala 
30 

Pro 

Phe 

Val 

Glu 

Glu 
35 

Ser 

Cys 

Lys 

Ala 

Leu 
40 

Val 

Leu 

Phe 

Ala 

Leu 
45 

Ala 

He 

Gly 

Met 

Gly 
50 

Arg 

Arg 

Met 

Thr 

Ser 
55 

val 

Val 

Gin 

Thr 

Val 
60 

Ser 

Met 

Ala 

Gly 

Leu 

Ser 

Ala 

He 

Gly 

Phe 

Ala 

Phe 

Val 

Glu 

Asn 

He 

Met 

Tyr 

Tyr 

Ala 

65 





70 





75 





80 

Arg 

Ala 

Asp 

Asn 

Tyr 

Ala 

Arg 

Val 

Thr 

Ala 

Ser 

Gly Gly 

Asp 

Pro 

Lys 





85 





90 





95 


Gin 

Gly 

val 

Asp 

Glu 

val 

Gly 

Ala 

Val 

Ala Gly 

Ser 

Val 

Cys 

Leu 

Val 




100 





105 





110 



Trp 

Ala 

Ser 

Ala 

Val 

His 

Gin 

His 

Asp 

Gly Tyr 

Arg 

Ser 

Gly 

Pro 

Trp 



115 





120 





125 




Ala 

Glu 

Val 

Thr 

Lys 

Leu 
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130 

<210> 1601 

<211> 447 

<212> DNA 

<213> Homo sapiens 

<400> 1601 

gccggccgcc ccgtttccgc agattctgga ggagtgccga tggccgagtt catctacacc 
60 

atgcacaacg tccgaaaggc ggtgggtgac aaagttatcc ttgacaatgt cacgctgtcg 
120 

ttcttcccgg gcgccaagat tggtgttgtc ggaccgaatg gcgctggcaa atcgacgatg 
180 

ctcaagctca tggctggtct cgataagccc aataacggcg atgccaactt ggctaaaggc 
240 

gccaccgtcg gaatcttgct tcaggagccc ccgctcaccg aggacaaaac tgttcgcgag 
300 

aacgtcgaag aggccgtcgg cgacatcaaa gccaagctgg cacggttcga ggaagtctcc 
360 

gccgagatgg ccaaccctga cgccgacttt gacgccctga tggcggagat gggtgagctg 
420 

cagaccgagc tcgataacgc caacgcg 
447 

<210> 1602 

<211> 136 

<212> PRT 

<213> Homo sapiens 

<400> 1602 


Met 

Ala 

Glu Phe 

He Tyr Thr 

Met 

His 

Asn 

Val 

Arg Lys 

Ala 

Val 

Gly 

1 



5 



10 




15 


Asp Lys 

Val He 

Leu Asp Asn 

val 

Thr 

Leu 

Ser 

Phe Phe 

Pro 

Gly 

Ala 



20 



25 




30 



Lys 

lie 

Gly Val 
35 

Val Gly Pro 

Asn 
40 

Gly 

Ala 

Gly 

Lys Ser 
45 

Thr 

Met 

Leu 

Lys 

Leu 
50 

Met Ala 

Gly Leu Asp 
55 

Lys 

Pro 

Asn 

Asn 

Gly Asp 
60 

Ala. 

Asn 

Leu 

Ala 

Lys 

Gly Ala 

Thr Val Gly 

He 

Leu 

Leu 

Gin 

Glu Pro 

Pro 

Leu 

Thr 

65 



70 




75 




80 

Glu Asp 

Lys Thr 

Val Arg Glu 

Asn 

Val 

Glu 

Glu 

Ala Val 

Gly 

Asp 

He 




85 



90 




95 


Lys 

Ala 

Lys Leu 
100 

Ala Arg Phe 

Glu 

Glu 
105 

Val 

Ser 

Ala Glu 

Met 
110 

Ala 

Asn 

Pro 

Asp 

Ala Asp 
115 

Phe Asp Ala 

Leu 
120 

Met 

Ala 

Glu 

Met Gly 
125 

Glu 

Leu 

Gin 

Thr 

Glu 
130 

Leu Asp 

Asn Ala Asn 
135 

Ala 









<210> 1603 

<211> 540 

<212> DNA 

<213> Homo sapiens 
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<400> 1603 

acgcgtaagc tcaccgaagc catgatggca atgctgctgg aactgcatta cagcaagcag 
60 

gaaatccttg aggcgtacct caacgaggtc ttcgtcggtc aggatggcca gcgcgccgtg 
120 

cacgggtttg gcttggccag tcagttcttc tttggccagc ctttgtccga gctgaagttg 
180 

catcaagtcg cgttgttggt cgggatggtc aagggcccgt cctattacaa cccgcggcgc 
240 

aatccggaac gtgcgctcga gcgtcgtaac ctggtgctgg atgtgctgga acagcagggt 
300 

gtagccactg ccgaacaagt cgctgccgca aagaaaatgc cgctgggtgt aaccactcgc 
360 

ggcaagctgg cggacagctc cttcccaggc tttatcgacc tggtcaaacg ccagttgcgt 
420 

gaagattacc gcgacgaaga cttgaccgaa gaaggcctgc ggattttcac cagtttcgac 
480 

ccgattctgc agatgaaagc cgaagcatcg gtgaacgaca cattcaagcg cctgaccggc 
540 

<210> 1604 

<211> 180 

<212> PRT 

<213> Homo sapiens 

<400> 1604 


Thr 

Arg 

Lys 

Leu 

Thr 

Glu 

Ala 

Met 

Met 

Ala 

Met 

Leu Leu Glu Leu 

His 

1 



5 





10 


15 


Tyr 

Ser 

Lys 

Gin 

Glu 

He 

Leu 

Glu 

Ala 

Tyr 

Leu 

Asn Glu Val Phe 

Val 


20 





25 



30 


Gly 

Gin 

Asp 

Gly 

Gin 

Arg 

Ala 

Val 

His 

Gly 

Phe 

Gly Leu Ala Ser 

Gin 


35 





40 




45 


Phe 

Phe 

Phe 

Gly 

Gin 

Pro 

Leu 

Ser 

Glu 

Leu 

Lys 

Leu His Gin Val 

Ala 


50 





55 





60 


Leu 

Leu 

val 

Gly 

Met 

Val 

Lys 

Gly 

Pro 

Ser 

Tyr 

Tyr Asn Pro Arg 

Arg 

65 





70 





75 


80 

Asn 

Pro 

Glu 

Arg 

Ala 

Leu 

Glu 

Arg 

Arg 

Asn 

Leu 

Val Leu Asp Val 

Leu 





85 





90 


95 


Glu 

Gin 

Gin 

Gly 

Val 

Ala 

Thr 

Ala 

Glu 

Gin 

Val 

Ala Ala Ala Lys 

Lys 




100 





105 



110 


Met 

Pro 

Leu 

Gly 

Val 

Thr 

Thr 

Arg 

Gly 

Lys 

Leu 

Ala Asp Ser Ser 

Phe 



115 





120 




125 


Pro 

Gly 

Phe 

He 

Asp 

Leu 

Val 

Lys 

Arg 

Gin 

Leu 

Arg Glu Asp Tyr 

Arg 


130 





135 





140 


Asp 

Glu 

Asp 

Leu 

Thr 

Glu 

Glu 

Gly 

Leu 

Arg 

He 

Phe Thr Ser Phe 

Asp 

145 





150 





155 


160 

Pro 

He 

Leu 

Gin 

Met 

Lys 

Ala 

Glu 

Ala 

Ser 

Val 

Asn Asp Thr Phe 

Lys 





165 





170 


175 


Arg 

Leu 

Thr 

Gly 











180 

<210> 1605 
<211> 427 


1295 


WO 00/58473 PCT/US00/08621 


<212> DNA 

<213> Homo sapiens 
<400> 1605 

acgcgttggt gcggtcggtc gcacgcagtc cgtccaagag gtacaggcca gcgttgccgc 
60 

cattctttgc gggcgggatc tgcactggga tattgcggcc catcgcctgt gaccacacat 
120 

cgcagcgctg gacccaccag cccacctggt cccactcgca cgtgccagta ctgtccgcac 
180 

gcaagaaatc gcggtgagct gcgtgcgcct gctgggtgcc gcctgccact acggcaagac 
240 

ccagcgctac ggcgactgcc atgatgaccg aaaggacgcg acccctaata gatgcagtca 
300 

tctttctcct tcacaaagta tttggtaatt gtcacttagc tttatcgctc ggaatctgtg 
360 

aaccgttaac atcccgacgc ggaagctaac tagcaagcag tctaatgcac tcccgggcca 
420 

aatgttg 

427 

<210> 1606 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 1606 

Met Thr Ala Ser lie Arg Gly Arg Val Leu Ser Val lie Met Ala Val 

1 5 10 15 

Ala Val Ala Leu Gly Leu Ala Val Val Ala Gly Gly Thr Gin Gin Ala 

20 25 30 

His Ala Ala His Arg Asp Phe Leu Arg Ala Asp Ser Thr Gly Thr Cys 

35 .40 45 

Glu Trp Asp Gin Val Gly Trp Trp Val Gin Arg Cys Asp Val Trp Ser 

50 55 60 

Gin Ala Met Gly Arg Asn He Pro Val Gin He Pro Pro Ala Lys Asn 
65 70 75 - 80 

Gly Gly Asn Ala Gly Leu Tyr Leu Leu Asp Gly Leu Arg Ala Thr Asp 
85 90 95 

Arg Thr Asn Ala 
100 

<210> 1607 
<211> 396 
<212> DNA 

<213> Homo sapiens 
<400> 1607 

gcacggctcc gctcgcggcc gccgtgatgg tacataccgg cgcgaccgtg atcgattctt 
60 

tgccgcaagg caatttactt ccacgtcacg gccgatgcga tgaagatgac gattcgtcaa 
120 

cggatgggac tgatcccgta cgaggcgatc gtgggcggga cgatgatgat cgtggcgacg 
180 
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ttgctgtacg gattcatttt gtagcataaa taaggagggg ttcgatgaac aggaaaaccc t 
240 

tttctgttgg cacccgattc gttcaaggaa agcatgacgg caaaagaagt ctgtatcgcg 
300 

atggaaaaag gactgagccg cgtctacccc gacgcccggt ttatccatgt gccgatggcg 
360 

gacggaggcg aaggcacggt gcagtcgctg gtcgac 
396 

<210> 1608 
<211> 56 
<212> PRT 

<213> Homo sapiens 
<400> 1608 

Thr Gly Lys Pro Phe Leu Leu Ala Pro Asp Ser Phe Lys Glu Ser Met 

1 5 10 15 

Thr Ala Lys Glu Val Cys He Ala Met Glu Lys Gly Leu Ser Arg Val 

20 25 30 

Tyr Pro Asp Ala Arg Phe He His Val Pro Met Ala Asp Gly Gly Glu 

35 40 45 

Gly Thr Val Gin Ser Leu Val Asp 
50 55 

<210> 1609 

<211> 505 

<212> DNA 

<213> Homo sapiens 

<400> 1609 

acgcgtagat gccacagcgc caggacacac gccaccgcgg agccgaggat gatccacatg 
60 

ggctcgactc acatggacgc catggattcg gcagtggaga gcaggccgcg agcttcgcac 
120 

gcggcccgac tgcgtagtcg cgtcatctca gtgcacatct gttcttcccc gctcatgagg 
180 

ttcgcggcgt aggacatcgt tacgtccagc atggtggcga tctcagcaat gtcacagccg 
240 

gccttgtgga gggcgaggag ccgagcgcgc gtgcttcctg ctggcacgat gcgttcacgt 
300 

gctgcgttga tgtcgtcgat actgatatgc aggatgcgcc cggggtcgaa gacggggaat 
360 

ggggtgaatt ggacggtccc ccctggccag cgagtcgttg gacgattcga ctggggacat 
420 

gcgcgagcag ggcgacgaca cgccacggaa cgcggcattc atggacgagg gaacggacat 
480 

ggagcgagaa aaagcgggcg tcgac 
505 

<210> 1610 
<211> 129 
<212> PRT 

<213> Homo sapiens 
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<400> 1610 


Met Pro 

Aro 

Ser 

Val Ala Cys Arg 

Arg 

Pro 

Ala 

Arg 

Ala 

Cys 

Pro 

Gin 

i 

JL 



5 


10 





15 


Ser Asn 

Ara 

Pro 

Thr Thr Arg Trp 

Pro 

Gly 

Gly Thr 

Val 

Gin 

Phe 

Thr 



20 


25 





30 



Pro Phe 

Pro 

Val 

Phe Asp Pro Gly 

Arg 

He 

Leu 

His 

He 

Ser 

He 

Asp 


35 


40 





45 




Asp lie 

Asn 

Ala 

Ala Arg Glu Arg 

He 

Val 

Pro 

Ala 

Gly 

Ser 

Thr 

Arg 

50 



55 




60 





Ala Arg 

Leu 

Leu 

Ala Leu His Lys 

Ala 

Gly 

Cys 

Asp 

He 

Ala 

Glu 

He 

65 



70 



75 





80 

Ala Thr 

Met 

Leu 

Asp Val Thr Met 

Ser 

Tyr 

Ala 

Ala 

Asn 

Leu 

Met 

Ser 




85 


90 





95 


Gly Glu 

Glu 

Gin 

Met Cys Thr Glu 

Met 

Thr 

Arg 

Leu 

Arg 

Ser 

Arg 

Ala 


100 


105 





110 



Ala Cys 

Glu 

Ala 

Arg Gly Leu Leu 

Ser 

Thr 

Ala 

Glu 

Ser 

Met 

Ala 

Ser 

115 


120 





125 





Met 


<210> 1611 
<211> 532 
<212> DNA 

<213> Homo sapiens 
<400> 1611 

acgcgtgctg cgtttacagt tgcgtctatt gatttaggtg cgcatccaga atttttagga 
60 

aaaaatgata ttcaattagg caaaaaagaa tctgtagagg atactgcgaa agtattaggt 
120 

agaatgttcg atggtattga attccgtggt ttttcacaac aagctggtga agatttagcg 
180 

aagttctctg gtgtaccggg gtggaatgga ttaacagacg attggcatcc tacacaaatg 
240 

ttagctgatt ttatgacaat aaaagagaat tttggatatc tagaaggaat aaacttaact 
300 

tacgttggag atggacgtaa taatattgcg cattcattaa tggtagcagg tgctatgtta 
360 

ggtgttaatg taagaatttg tacacctaaa tcattaaatc caaaagaggc atatgttgat 
420 

attgcaaaag aaaaagcgag tcaatatggt ggttcagtca tgattacgga taatattgca 
480 

gaagcagttg aaaatacaga tgctatatat acagatgttt gggtatcgac gg 
532 

<210> 1612 
<211> 177 
<212> PRT 

<213> Homo sapiens 
<400> 1612 

Thr Arg Ala Ala Phe Thr Val Ala Ser He Asp Leu Gly Ala His Pro 

1 5 10 15 

Glu Phe Leu Gly Lys Asn Asp He Gin Leu Gly Lys Lys Glu Ser Val 
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20 




30 



Glu 

Asp 

Thr 

Ala 

Lys Val Leu Gly Arg Met Phe 

Asp 

Gly 

Tip 


Phe 



35 


A ft 

4 0 


45 




Arg 

Gly 

Phe 

Ser 

Gin Gin Ala Gly Giu Asp Leu 

Ala 

Lys 

Phe 

Ser 

Glv 

50 



55 

60 





Val 

Pro 

Gly 

Trp 

Asn Gly Leu Thr Asp Asp Trp 

His 

Pro 

Thr 

Gin 

Met 

65 




-7n 75 





80 

Leu 

Ala 

Asp 

Phe 

Met Thr He Lys Glu Asn Phe 

Gly Tyr 

Leu 

Glu 

Gly 




85 90 




95 


He 

Asn 

Leu 

Thr 

Tyr Val Gly Asp Gly Arg Asn 

Asn 

He 

Ala 

His 

Ser 




100 

105 



110 



Leu 

Met 

Val 

Ala 

Gly Ala Met Leu Gly Val Asn 

Val 

Arg 

He 

Cys. 

Thr 



115 


120 


125 




Pro 

Lys 

Ser 

Leu 

Asn Pro Lys Glu Ala Tyr Val 

Asp 

He Ala Lys 

Glu 


130 



135 

140 





Lys 

Ala 

Ser 

Gin 

Tyr Gly Gly Ser Val Met He 

Thr 

Asp 

Asn 

He 

Ala 

145 




150 * 155 





160 

Glu 

Ala 

val 

Glu 

Asn Thr Asp Ala He Tyr Thr 

Asp Val Trp Val 

Ser 


165 170 175 


Thr 


<210> 1613 

<211> 584 

<212> DNA 

<213> Homo sapiens 

<400> 1613 

nnacgcgttc agccgagaaa tatgctgctt tttgcctgcc acctcacaaa tgctacggca 
60 

cagggcgtcc aggttttgcg cctcctggta cgttgctaca cacttgctca cctcccagcg 
120 

gtatcaatac aacttgcgaa atgcagacaa ggcccaggcc taagacatgg tagacataca 
180 

tatatacaag gaattcacta tatattgggt gaaaggagat cttcccgttc ctgttcttcc 
240 

tctgccgcat cctgtgaagc gttcagggag gtcgacatgg ataatgtgcg tatgcctggc 
300 

acggtaaagt gtcgcgggct tgtagatgcg tgtgaacgtt ttcgtgactt gaagaggtcg 
360 

aagctgatgt gttcgcgtga gctcgatgca gcgcgctgcg ttgcgtgcct tgtggtcgat 

420 

cgtcgccccg atccgataga atgcggagtt gtattttcgt agtactgctc gacaatgcca 
480 

gtgggcgagg cgatgagttc ctcatttgcg tctttctcga ggtcttggtc catgtccata 
540 

aacataccaa agctggatgg gtcatacgac ggcgcagcat gcat 
584 

<210> 1614 

<211> 153 

<212> PRT 

<213> Homo sapiens 
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<400> 1614 













Xaa 

Arg 

Val 

Gin 

Pro 

Arg 

Asn 

Met 

Leu 

Leu 

Phe Ala 

Cys 

His 

Leu 

Thr 

1 



5 





10 




15 


Asn 

Ala 

Thr 

Ala 

Gin 

Gly 

Val 

Gin 

Val 

Leu 

Arg Leu 

Leu 

Val 

Arg 

Cys 




20 





25 




30 



Tyr 

Thr 

Leu 

Ala 

His 

Leu 

Pro 

Ala 

Val 

Ser 

He Gin 

Leu 

Ala 

Lys 

Cys 


35 





40 




45 




Arg 

Gin 

Gly 

Pro 

Gly 

Leu 

Arg 

His 

Gly 

Arg 

His Thr 

Tyr 

He 

Gin 

Gly 

50 





55 




60 





He 

His 

Tyr 

He 

Leu 

Gly 

Glu 

Arg 

Arg 

Ser 

Ser Arg 

Ser 

Cys 

Ser 

Ser 

65 





70 





75 




60 

Ser 

Ala 

Ala 

Ser 

Cys 

Glu 

Ala 

Phe 

Arg 

Glu 

Val Asp 

Met 

Asp 

Asn 

Val 





85 





90 




95 


Arg 

Met 

Pro 

Gly 

Thr 

Val 

Lys 

Cys 

Arg 

Gly 

Leu Val 

Asp 

Ala 

Cys 

Glu 



100 





105 




110 



Arg 

Phe 

Arg 

Asp 

Leu 

Lys 

Arg 

Ser 

Lys 

Leu 

Met Cys 

Ser 

Arg 

Glu 

Leu 



115 





120 




125 




Asp 

Ala 

Ala 

Arg 

Cys 

Val 

Ala 

Cys 

Leu 

Val 

Val Asp 

Arg 

Arg 

Pro 

Asp 

130 





135 




140 





Pro 

He 

Glu 

Cys 

Gly 

Val 

Val 

Phe 

Ser 







145 





150 











<210> 1615 
<211> 363 
<212> DNA 

<213> Homo sapiens 
<400> 1615 

gccggcttgc ccgacgcgtc tatgggtgat gttctgtcct ctgtcgtcgg gccgtggggc 
60 

tcggtgcttg tcagtgctgg tgtcatcatt tccctgcttg gggctctact ggcctggatc 
120 

ctactgtgcg gtgagacgat gcaggtgccg' ggtgaggacg gcaccatgcc gaaactgttc 
180 

ggacggatca acaaacatga ggctccagct cccgctttgt ggatcaccaa catcgtctcc 
240 

cagatatgcc ttgtcatgac ggtgttgtgg gacggtgctt acttggcgat ggcgaccctg 
300 

gctgccgccc tcatcctggt gccgtacctg ctgtcagccg cattcgccct gaagatggtg 

360 

ate 

363 

<210> 1616 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 1616 

Ala Gly Leu Pro Asp Ala Ser Met Gly Asp Val Leu Ser Ser Val Val 

15 10 15 

Gly Pro Trp Gly Ser Val Leu Val Ser Ala Gly Val He He Ser Leu 

20 25 „ 30 

Leu Gly Ala Leu Leu Ala Trp He Leu Leu Cys Gly Glu Thr Met Gin 
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35 40 45 


val 

Pro 

Gly Glu Asp Gly Thr 

Met 

Pro 

Lys 

Leu 

Phe Gly.. Arg He 

Asn 


50 

55 





60 


Lys 

His 

Glu Ala Pro Ala Pro 

Ala 

Leu Trp 

He 

Thr Asn He Val 

Ser 

65 


70 




75 


80 

Gin 

He 

Cys Leu Val Met Thr 

Val 

Leu 

Trp Asp 

Gly Ala Tyr Leu 

Ala 



85 



90 


95 


Met 

Ala 

Thr Leu Ala Ala Ala 

Leu 

He 

Leu 

Val 

Pro Tyr Leu Leu 

Ser 



100 


105 



110 


Ala 

Ala 

Phe Ala Leu Lys Met 

val 

He 






115 120 


<210> 1617 

<211> 447 

<212> DNA 

<213> Homo sapiens 

<400> 1617 

accggtgact acctgtggga gaagaagggc atcgttccca tcctcaagat tgataagggc 
60 

ctggctgacg agggctgcca cgttcgtctc atgaagccga ttcccggcct cgacgagttg 
120 

gtgcaccgcg ccgtcgagga gaagcacatc ttcggtacca aggagcgctc tgtcatcctg 
180 

gatgacgaca aagctggcat cgaaaagatt gtcgaccagc agttcgaact ggccgaacag 
240 

gtgcgcgctg cgggtcttgt gccgatcctc gaacccgagg tcgacatcca cgctccacat 
300 

aaggagaagg ctgaggaaag gctgcacaac ctcatccgcg agcacatcga ctctctgccg 
360 

ctcgacgcca agatcatgtt gaagctgacg atcccgagtt ccgaagacct gtatgccgac 
420 

ctcattgcgg atccgaaggt cctacgc 
447 

<210> 1618 

<211> 149 

<212> PRT 

<213> Homo sapiens 

<400> 1618 

Thr Gly Asp Tyr Leu Trp Glu Lys Lys Gly He Val Pro He Leu Lys 

15 10 15 

He Asp Lys Gly Leu Ala Asp Glu Gly Cys His Val Arg Leu Met Lys 

20 25 . 30 

Pro He Pro Gly Leu Asp Glu Leu Val His Arg Ala Val Glu Glu Lys 

35 40 45 

His He Phe Gly Thr Lys Glu Arg Ser Val He Leu Asp Asp Asp Lys 

50 55 60 

Ala Gly He Glu Lys He Val Asp Gin Gin Phe Glu Leu Ala Glu Gin 
65 70 75 80 

Val Arg Ala Ala Gly Leu Val Pro He Leu Glu Pro Glu Val Asp He 

85 90 95 

His Ala Pro His Lys Glu Lys Ala Glu Glu Arg Leu His Asn Leu He 
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100 105 HO 

Arg Glu His He Asp Ser Leu Pro Leu Asp Ala Lys He Met Leu Lys 

115 120 125 

Leu Thr lie Pro Ser Ser Glu Asp Leu Tyr Ala Asp Leu He Ala Asp 

130 135 • 140 

Pro Lys Val Leu Arg 
145 


<210> 1619 

<211> 355 

<212> DNA 

<213> Homo sapiens 

<400> 1619 

nnggtaccga aacccgtgtc gctaccgcat aaaatcaaag gaactagtat gcataacgta 
60 

acaacaaatg gtgcctccat tcccgccctt ggccttggca ctttccgtat gcccggcgaa 
120 

gatgtgcttc gcatcgtccc ttacgcgctc aaggctggtt ttcgccatgt cgataccgcg 
180 

cagatttatg gcaatgaagt cgaggtcggt gaagcaattg cgacttccgg cgttcagcgt 
240 

ggcgacatct ttctgaccac aaaagtctgg gtagataatt ataagcatga tgctttcatc 
300 

gcatctgtcg atgaaagcct taccaagctt aagaccgact atgtcgatct gctgc 
355 


<210> 1620 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<400> 1620 


Xaa 

Val 

Pro 

Lys 

Pro Val Ser 

Leu Pro His 

Lys He Lys Gly 

Thr Ser 

1 



5 

10 


15 

Met 

His 

Asn 

Val 

Thr Thr Asn 

Gly Ala Ser 

lie Pro Ala Leu 

Gly Leu 




20 


25 

30 


Gly 

Thr 

Phe 

Arg 

Met Pro Gly 

Glu Asp Val 

Leu Arg He Val 

Pro Tyr 


35 



40 

45 


Ala 

Leu 

Lys 

Ala 

Gly Phe Arg 

His Val Asp 

Thr Ala Gin He 

Tyr Gly 


50 



55 


60 


Asn 

Glu 

Val 

Glu 

Val Gly Glu 

Ala He Ala 

Thr Ser Gly Val 

Gin Arg 

65 




70 


75 

80 

Gly 

Asp 

He 

Phe 

Leu Thr Thr 

Lys Val Trp 

Val Asp Asn Tyr 

Lys His 



85 

90 


95 

Asp 

Ala 

Phe 

He 

Ala Ser Val 

Asp Glu Ser 

Leu Thr Lys Leu 

Lys Thr 



100 


105 

110 


Asp 

Tyr 

Val 

Asp 

Leu Leu 





115 


<210> 1621 

<211> 386 

<212> DNA 

<213> Homo sapiens 


1302 


WO 00/58473 


PCT/US00/08621 


<400> 1621 

gcgcgccatg gaggcgcccc gggtcgcgcc aggatgctcc aggccaagtg aagcggtccg 
60 

gctggggtcg gcgggacccg cgggccatgt acggcgacat attcaacgcc acggggcggg 
120 

cccccgaggc ggcggtaggc agcgcgctgg ccccaggagc cacggtcaag gcagaaggcg 
180 

ctttgccgct ggagctggcc actgcgcgcg gtatgaggga cggcgcggcc acaaagcccg 
240 

acctgcccac ctacctgctg ctcttcttcc tgctgctgct ctcgggggcg ctcggcggcc 
300 

tcttcatcgg ttgccagctg cgccattcgg ccttcgccgc gctgccccac gaccgcttcg 
360 

ctcgcgacgc ccgcgcgccc ggaagg 
386 

<210> 1622 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 1622 

Met Glu Ala Pro Arg Val Ala Pro Gly Cys Ser Arg Pro Ser Glu Ala 

1 5 10 15 

Val Arg Leu Gly Ser Ala Gly Pro Ala Gly His Val Arg Arg His He 

20 25 30 

Gin Arg His Gly Ala Gly Pro Arg Gly Gly Gly Arg Gin Arg Ala Gly 

35 40 45 

Pro Arg Ser His Gly Gin Gly Arg Arg Arg Phe Ala Ala Gly Ala Gly 

50 55 60 

His Cys Ala Arg Tyr Glu Gly Arg Arg Gly His Lys Ala Arg Pro Ala 
65 70 75 80 

His Leu Pro Ala Ala Leu Leu Pro Ala Ala Ala Leu Gly Gly Ala Arg 

85 90 95 

Arg Pro Leu His Arg Leu Pro Ala Ala Pro Phe Gly Leu Arg Arg Ala 

100 105 HO 

Ala Pro Arg Pro Leu Arg Ser Arg Arg Pro Arg Ala Arg Lys 
115 120 125 

<210> 1623 
<211> 314 
<212> DNA 

<213> Homo sapiens 
<400> 1623 

nctggtgccc agagcctcgt cggggtccag ccccagggcc tttgcgagtc agacacttgg 
60 

ggcccttgct tgtggttttt ctgggagctt tgggccgagg gttccccgga cccttccctg 
120 

aacttttccg cagtttcaga ggagagtctg caagtgagag ctgcagtgac tgtgccttgt 
180 

gcttggcacc caagcagggc atgggagtct taagtggaac cagggcctca aggacaacag 
240 
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agagccgcat ggcagggtag acacctggat aaaagtgggt gggggaagcc cactgctgca 
300 

ccccgggcat tgct 
314 

<210> 1624 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 1624 

Met Pro Gly Val Gin Gin Trp Ala Ser Pro Thr His Phe Tyr Pro Gly 

1 5 10 15 

Val Tyr Pro Ala Met Arg Leu Ser Val Val Leu Glu Ala Leu Val Pro 

20 25 30 

Leu Lys Thr Pro Met Pro Cys Leu Gly Ala Lys His Lys Ala Gin Ser 

35 40 45 

Leu Gin Leu Ser Leu Ala Asp Ser Pro Leu Lys Leu Arg Lys Ser Ser 

50 55 60 

Gly Lys Gly Pro Gly Asn Pro Arg Pro Lys Ala Pro Arg Lys Thr Thr 
65 70 75 80 

Ser Lys Gly Pro Lys Cys Leu Thr Arg Lys Gly Pro Gly Ala Gly Pro 

85 90 95 

Arg Arg Gly Ser Gly His Gin 
100 

<210> 1625 
<211> 619 
<212> DNA 

<213> Homo sapiens 
<400> 1625 

acgcgtactc agcagcaagt tctgctgagc cccaaatcca cacagactga gcctggacca 
60 

gggctgggcc ctccttatcc aagccaatcc agggaaacac tgtgctgact tcaaggcaga 
120 

agggacaaga aagcatgact gtgcacaaat tggctttgca gccatctcca ccaggtagcc 
180 

ctgggagcac ctgggaagaa gccgggccat gcagggagcc caacctcacc ctgcattcag 
240 

aaccgggcct tggaatggcc tgatctgagc cctagcaccc ctgggaagcc gcccaccttt 
300 

cttctggcct ctgggaagaa gatgggaatt ttaaggccat gggagaagac actcctggat 
360 

tctttcagct tctccaccca ccccctgctc cagatgtaat ctgggaagac tggggagtca 
420 

ggggcacagt gagttggagc aggggattgg agggtttgtg ggacagcctt ccagggcacc 
480 

tcaggagctg aattatttaa gccagctgcc cgtgggcccc gctcccagcc cttcctgttt 
540 

acacagactc cgtccatagc agacaccttc ccagagcctg ggtgacaata ggctgggtgt 
600 

gttttctgca atcttatag 
619 
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<210> 1626 

<211> 106 

<212> PRT 

<213> Homo sapiens 

<400> 1626 

Met Asp Gly Val Cys Val Asn Arg Lys Gly Trp Glu Arg Gly Pro Arg 

15 10 15 

Ala Ala Gly Leu Asn Asn Ser Ala Pro Glu Val Pro Trp Lys Ala Val 

20 25 30 

Pro Gin Thr Leu Gin Ser Pro Ala Pro Thr His Cys Ala Pro Asp Ser 

35 40 45 

Pro Val Phe Pro Asp Tyr He Trp Ser Arg Gly Trp Val Glu Lys Leu 

50 55 60 

Lys Glu Ser Arg Ser Val Phe Ser His Gly Leu Lys He Pro He Phe 
65 " 70 75 80 

Phe Pro Glu Ala Arg Arg Lys Val Gly Gly Phe Pro Gly Val Leu Gly 

85 90 95 

Leu Arg Ser Gly His Ser Lys Ala Arg Phe 
100 105 

<210> 1627 . 

<211> 481 

<212> DNA 

<213> ,Homo sapiens 

<400> 1627 

naccggtgcg ttgtgcccat gccttgtcga acaaggccat ataggccgta ccgacgtgag 
60 

gatcaccagt gggcgagggg gcaacgcgcg tgcgcgcggg atgcaaatca gtcatgatga 
120 

cacgaagtct atcgggatcc gctgacagac tccggtaaag ttcccgccat ggcagaacct 
180 

actggaaacc cggctgagtc cagctcggac ttcattcatc aggttgttcg cgcggacatc 
240 

caacaggaca cctacggcgg gcgcgtccag acccggttcc cacctgagcc taacggctac 
300 

ctccacattg gccacgcgaa ggccatcgtc accgatttcg gcgttgccga ggatttcggc 
360 

ggcacctgca acctgagact tgatgatact aatccaggca ccgaggaaac cgagtatgtc 
420 

gagtcgatcg ttgcagacat tgagtggtta ggttactccc cggcccacgt tgtccacgcg 

480 

t 

481 

<210> 1628 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 1628 

Met Ala Glu Pro Thr Gly Asn Pro Ala Glu Ser Ser Ser Asp Phe He 


1305 


WO 00/58473 


PCT/US00/08621 


1 

His Gin Val Val 
20 

Val Gin Thr Arg 
35 

His Ala Lys Ala 
50 

Gly Thr Cys Asn 
65 

Thr Glu Tyr Val 

Ser Pro Ala His 
100 


5 

Arg Ala Asp He 

Phe Pro Pro Glu 
40 

He Val Thr Asp 
55 

Leu Arg Leu Asp 
70 

Glu Ser He Val 
85 

Val Val His Ala 


10 

Gin Gin Asp Thr 
25 

Pro Asn Gly Tyr 

Phe Gly Val Ala 
60 

Asp Thr Asn Pro 
75 

Ala Asp He Glu 
90 


15 

Tyr Gly Gly Arg 
30 

Leu His He Gly 
45 

Glu Asp Phe Gly 

Gly Thr Glu Glu 
80 

Trp Leu Gly Tyr 
95 


<210> 1629 

<211> 4519 

<212> DNA 

<213> Homo sapiens 


<400> 1629 


ccaaattgct 

gggaatgtcc 

60 


cggaaaatgg 

aagagagtga 

120 


agctgcgatg 

agcctctcac 

180 


catgacccgg 

tttccccccg 

240 


gaccaccaca 

gtgccagccg 

300 


gccacagagc 

gcaccatggt 

360 


tctgaagttg 

agaaagccaa 

420 


accaaagagc 

tccacgggac 

480 


gccaaccttc 

gccattcccc 

540 


cgtggggatg 

aggaggggct 

600 


gatgacagtg 

cagaggaggg 

660 


gatggagacg 

aaagctggat 

720 


cgcagagaac 

tttgtgaatg 

780 


aagagacttt ggacaaaaat 

840 


agtggcatca tcaagaggca 

900 


aagcaactga 

catggctcgt 

960 


tgctcctggt 

ctgcagtctc 


1020 


aaagtgctac caggaggaca 
cgaagaagct gtgcaagcca 
gcccccgcct cattcaccca 
gggtatggtg actcggtcat 
cgatgagcgc ttcaaacggc 
acgggaaaag gagaacaatc 
gatccgggga tcgtacctca 
atccattgtg cccaagctgc 
ccgtgtgcta gtgcagcact 
ggggggagag gaggaggaag 
gggtgcagcc aggctgaatg 
gcagcgggag gtctggatgt 
tatgcgagtg tgcaagacgt 
tgacttgagt aggtgtaagg 
gccagtcagc cttgacctca 
caataggctg ccaggactga 
tgccctcagc acctccagct 


gctcggagaa 

agcccagaag 

aagtcctgcg 

gcccctgcgg 

cttccatgct 

gcagctcatc 

cccctggggc 

tggccccagc 

ggcagttgct 

gcggctgcag 

ccagcggcaa 

aaaggagctg 

ctgtcacgct 

acagaggccc 

aggccatcac 

ggcctcctct 

gcccagcccg 

aaccccccag 

aggaggagga 

ggaggaggaa 

gccggggcag 

ttgggctcag 

ctgtcttccg 

ctacctcagc 

ggtataaatg 

gtgctgcgac 

ccattgtgcc 

ccaggccctc 

gttggaccaa 

catctctaaa 

aagacctcct 

cctagcaggc 

gcccccttct 

caggaccctt 
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gatcttcggt gggcagtagg 
1080 

gctgataaac caggtcagga 
1140 

gcaggccttg acatcacaga 
1200 

tctcgactcg acctcagtca 
1260 

gctgtcgggt cttccactcg 
1320 

ttgacagacc agaccctgat 
1380 

cgaggatgca agcagatcac 

1440 

aacagcctct actgcctgtc 
1500 

agcccagatt caacaggaaa 
1560 

cgaccctgca cgggctctgg 
1620 

gcccttcctc tacaggtggg 
1680 

tctccctcct aaggaaaagg 
1740 

gtcgaggcgc ctgctcgctt 
1800 

tgtgcaacct tcatctgcac 
1860 

gtgcctggtt ctgagcaaac 
. 1920 
ttgtggtgtc cagtgcgcgt 
1980 

cagcagcccc aggagtccca 
2040 

acctcacgtc cttaactgtg 
2100 

gcactcgtgc ttgttcacat 
2160 

gtctctatga ggtccttatt 
2220 

gtctacccca gggacacacc 
2280 

tctccttgtt ccccctctct 
2340 

ttctgcctga agaaggcttt 
2400 

caagctggag gcggcagagg 

2460 

caggcctctg gtttagcgga 
2520 

ctgaactttc agggcagtca 
2580 

cagccatgga agggggtgtg 
2640 


aatcaaggac cctcaaattc 
caatcgcagc aagctccgga 
tgccacgctt cgcctcataa 
ctgcagccac cttacagatc 
ctactctctc acagagctca 
ctacctacgg cgcattgcca 
tcgaaaagcc tgcgagcact 
tgacgagaag ctgatacaga 
ccgatcttcc cctgactccc 
ggccagcgtc acactccctc 
gcagagaggg tggtggacac 
gagtagcaga ttgatctgag 
actcgcctgc caggaggccg 
tgggccctgt gcccctcctc 
tcccagggaa gaaaacggcc 
ctctcctcca tcacactctc 
gacccgtgcc gatcacactg 
ctctccctcc tttcctctcc 
aattaggttt cccaccccag 
gcacttattg gggttgaagc 
catttcgttg ctacccaagt 
cttttgcctc ccactgactg 
cccaggatgc acgtcctcag 
actgggccaa gccccaacct 
gccccctgag cccaggcctg 
gggggtcctg cttagaagcc 
cacgtgcctc tgtgtgtgtg 


gggacttgct 

tactccaccg 

acatgaccga 

cttccggctg 

ttcgccacat 

gcccctcctg 

agtcctccaa 

tctactcact 

atatggcagg 

ttgcaataaa 

acgtcacctt 

gatcgacctt 

tcatctcaga 

cttgtccatc 

agatcagcta 

agacacaccc 

caccgaggag 

agcctctcct 

tctgctctcc 

tgtcccttga 

caggcttatc 

tgcctgctcc 

gggaaagcac 

aggctgtgct 

ggctctcagt 

ttggggtgtt 

cccatccatg 

gtccccagca 

ctgtctccat 

ggccaggttc 

ccggcttgcg 

caggaggggc 

gtgctgttga 

gatctcccaa 

cttgagcttg 

gttctgccca 

cctacccgac 

ttacttgcta 

tcttcagagg 

agctggaact 

ggattctgag 

acaggcacca 

cccttttcca 

tgtgtcttca 

agggagcagc 

ctatctcccc 

gcctcccagc 

caggctcctc 

tgtctagccc 

cagtggctca 

agtcaccagc 

cctctgcctg 

gctgagtgta 

ttctgcgcgt 
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gtgtgtggag ggagggaggg 

2700 

gccccatcag ctgccccctt 
2760 

agggcagcag agagcttttt 
2820 

tcttttgggt caatattttt 
2880 

agagcttata aatgattgat 
2940 

agcacaacct cttcccccca 
3000 

ggccctcttc ctgtagccca 
3060 

gaatggagcc caggcaccag 
3120 

gcacccttgc cacttccaaa 
3180 

agttttgacc ctggcattaa 
3240 

tttgtttgtt tcttccaatc 
3300 

tcccatgacc ctctgcccac 
3360 

tttgaggaaa tgccagtgac 
3420 

gaaccctggg tattgagcaa 
3480 

tgcctttttc tttggttgct 
3540 

ttgtcttttt ataaaagggg 
3600 

agtgcctctg actttgggac 
3660 

ggttttggtt tttatgtttg 
3720 

gtaaattggt cagcagaaaa 
3780 

gggttttcct tttctttggg 
3840 

atgtggagga aagaagtgtc 
3900 

tcctacaatc tgctcttaga 
3960 

cagaacccct gcctccatct 
4020 

aaatttatat atatataata 
4080 

taaaactcct aaagtcactt 
4140 

aatattgtaa atatatattt 
4200 

aaaagtttaa attaaatgta 
4260 


aggggagcat ggtgtctccc 
ttactttgca ttgaacggcc 
gcactttaaa aaaaaaaaga 
aagtgtgtga ggagatgctc 
gcaaatttgc actctgctcc 
ccccgccccg ccttttggtc 
gtctcaggct ttcctcttcc 
gggtctaaag tgtgagccac 
gcaatagagg cagagtggtc 
ctggccttag aagaaactgg 
tgctgaatct tttgactgca 
ttccattggt ctccaggccc 
ttattccaga gtgcctcagt 
aaaccttatt atcgttaatg 
cctgtggaaa atactgaaaa 
aggtggagag accccttcag 
atttcatcca cagaaatttc 
ttttttgggg tttggaaaaa 
gggagcccag aaaaggcagc. 
actgtgaggg gaaatggttt 
tctgttgggg gacagaggaa 
cacggccttg ccaggagagc 
ttccaagcac cggggcgaaa 
taaaatcact tggtgattaa 
atgtttaaag ggtttggttg 
ttttgttgct gatttagagt 
agcattaagg ggataagtct 


■ ) 

gctccaccgc cctttgttga 
tgtccaaaga tcctctctct 
aagaaagaaa ggtcggaatt 
agtagcagca gcctatggca 
ccctctgtaa ggatactgat 
gtccatccct gtccctttct 
tgaagcccta cagagttagg 
tgagaagaga gacgccaact 
ccctctttgc cacctaggcc 
atcctggtag ggggtggcat 
ccttacaaac agcagtctgc 
caataatctg gggttgaaac 
taggggaact tctctgtaaa 
acctataatt ggaagcttcc 
gattactttg ttttattttg 
agcagggatt gtgccgggag 
caagccaatg gtttcttttg 
catgcatttt taccgtgcac 
agatggacca tgcccttgct 
ctagaggtga gggttggtcc 
cctggggagt ccatcgcatg 
ctgccctcag actgcaggac 
aaccacaaag gaaaggaaga 
aaaaataact gctccataaa 
tgttttttgt ttttcggaga 
caatctccaa tgttgtgcta \ 
tatgctatct cagttgacac 
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attgaggtta ttttgggcca gagaaggagg aagctagttg gactttgttt tgttttccaa 


4320 


aagttctcca ctattggttt tagagagagc aaggacatct ttcctctgac acgtgggaat 


4380 


gggtgatatt tgtgtaataa aatttttaaa agacaaaaaa agaaatagcc tccaatggga 
4440 

aatattttaa tttaggtttt gtttttgttt gggggttttt gtttttttaa aaaaataaaa 
4500 

aggctttaaa aacaaaaaa 
4519 

<210> 1630 
<211> 496 
<212> PRT 

<213> Homo sapiens 
<400> 1630 


Pro Asn 

Cys 

Trp 

Glu 

Cys 

Pro 

Lys 

Cys 

Tyr 

Gin 

Glu 

Asp 

ber 


ulU 

1 



5 





10 





1 D 


Lys Ala 

Gin 

Lys 

Arg 

Lys 

Met 

Glu 

Glu 

Ser 

Asp 

G1U 


iila 


Gin 


20 





25 





30 



Ala Lys 

Val 

Leu 

Arg 

Pro 

Leu 

Arg Ser 

Cys 

Asp 

(jIU 

Pro 

Toil 

Thr 

Pro 

35 





40 





A C 



Val 

Pro Pro 

His 

Ser 

Pro 

Thr 

Ser 

Met 

Leu 

Gin 

T ait 

Leu 

lie 

riis 

Asp 


50 





55 





c n 
60 





Ser Pro 

Arg 

G±y 

rlet 

Vdi 

L Hi 

Arg Ser 

Ser 

Pro 

GlV 

Ala 

Gly 

Pro 

Ser 

65 




70 





75 





80 

Asp His 

His 

Ser 

Ala 

Ser 

Arg 

Asp 

Glu 

Arg 

Phe 

Lys 

Arg 

Arg 

Gin 

Leu 



85 





90 





95 


Leu Arg 

Leu 

Gin 

Ala 

Thr 

Glu 

Arg 

Thr 

Met 

Val 

Arg 

Glu 

Lys 

Glu 

Asn 


100 





105 





no 



Asn Pro 

Ser 
115 

Gly 

Lys 

Lys 

Glu 

Leu 
120 

Ser 

Glu 

Val 

Glu 

Lys 
125 

Ala 

Lys 

He 

Arg Gly 

Ser 

Tyr 

Leu 

Thr 

Val 

Thr 

Leu 

Gin 

Arg 

Pro 

Thr 

Lys 

Glu 

Leu 

130 





135 





140 





His Gly 

Thr 

Ser 

He 

Val 

Pro 

Lys 

Leu 

Gin 

Ala 

He 

Thr 

Ala 

Ser 

Ser 

145 




150 





155 





160 

Ala Asn 

Leu 

Arg 

His 

Ser 

Pro 

Arg 

Val 

Leu 

Val 

Gin 

His 

Cys 

Pro 

Ala 



165 





170 





175 


Arg Thr 

Pro 

Gin 

Arg 

Gly 

Asp 

Glu 

Glu 

Gly 

Leu 

Gly 

Gly 

Glu 

Glu 

Glu 


180 





185 





190 



Glu Glu 

Glu 

Glu 

Glu 

Glu 

Glu 

Glu 

Asp 

Asp 

Ser 

Ala 

Glu 

Glu 

Gly 

Gly 


195 





200 





205 



Glu 

Ala Ala 

Arg 

Leu 

Asn 

Gly 

Arg 

Gly Ser 

Trp 

Ala 

Gin 

Asp 

Gly 

Asp 

210 





215 





220 





Ser Trp 

Met 

Gin 

Arg 

Glu 

Val 

Trp Met 

Ser 

val 

Phe 

Arg 

Tyr 

Leu 

Ser 

225 




230 





235 





240 

Arg Arg 

Glu 

Leu 

Cys 

Glu 

Cys 

Met Arg 

Val 

Cys 

Lys 

Thr 

Trp 

Tyr 

Lys 



245 





250 





255 


Trp Cys 

Cys 

Asp 

Lys 

Arg 

Leu 

Trp Thr 

Lys 

He 

Asp 

Leu 

Ser 

Arg 

Cys 


260 





265 





270 



Lys Ala 

He 

Val 

Pro 

Gin 

Ala 

Leu 

Ser 

Gly 

He 

He 

Lys 

Arg 

Gin 

Pro 

275 





280 





285 




Val Ser 

Leu 

Asp 

Leu 

Ser 

Trp 

Thr 

Asn 

He 

Ser 

Lys 

Lys 

Gin 

Leu 

Thr 
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290 
Trp Leu 
305 

Cys Ser 

Leu Arg 

He Arg 

Arg Ser 
370 
He Thr 
385 

Ser Arg 

Asn Leu 

Leu Asn 

Leu Arg 
450 
Gin He 
465 

Asn Ser 


Val Asn 

Trp Ser 

Thr Leu 
340 
Asp Leu 
355 

Lys Leu 

Asp Ala 

Leu Asp 

Leu Thr 
420 
Met Ala 
435 

Arg He 
Thr Arg 
Leu Tyr 


Arg Leu 
310 
Ala Val 
325 

Asp Leu 

Leu Thr 

Arg Asn 

Thr Leu 
390 
Leu Ser 
405 

Ala Val 

Gly Cys 

Ala Asn 

Lys Ala 
470 
Cys Leu 
485 


295 

Pro Gly 

Ser Ala 

Arg Trp 

Pro Pro 
360 
Met Thr 
375 

Arg Leu 

His Cys 

Gly Ser 

Asn Lys 
440 
Val Thr 
455 

Cys Glu 
Ser Asp 


Leu Lys 

Leu Ser 
330 
Ala Val 
345 

Ala Asp 

Asp Phe 

He He 

Ser His 
410 
Ser Thr 
425 

Leu Thr 

Leu He 

His Phe 

Glu Lys 
490 


300 
Asp Leu 
315 

Thr Ser 

Gly He 

Lys Pro 

Arg Leu 
380 
Arg His 
395 

Leu Thr 

Arg Tyr 

Asp Gin 

Asp Leu 
460 
He Ser 
475 

Leu lie 


Leu Leu 

Ser Cys 

Lys Asp 
350 
Gly Gin 
365 

Ala Gly 

Met Pro 

Asp Gin 

Ser Leu 
430 
Thr Leu 
445 

Arg Gly 
Asp Leu 
Gin Lys 


Ala Gly 
320 
Pro Leu 
335 

Pro Gin 

Asp Asn 

Leu Asp 

Leu Leu 
400 
Ser Ser 
415 

Thr Glu 

lie Tyr 

Cys Lys 

Ser He 
480 
lie Ser 
495 


<210> 1631 

<211> 330 

<212>^DNA 

<213> Homo sapiens 

<400> 1631 

acgcgtgctc agccaagcct tagatgaaaa tgcgcttgct gacttttgtg cgatgcaatg 
60 

tcagaacccg aacacacgtg cttcagacat ggcgggatgg aagacacttc agactctttt 
120 

ccatgttgac tctcgcgacg agcttgttga gttgcttggc ttttcgaaag acgacattac 
180 

caaccaagtt cagcaagctg tgggcgcctt gggtttaccg ccactagaag atgaaaacgc 
240 

acaaggtgaa gatccggcgt cgcaggtccc gccagtcacc gacgaggacc ccactgcttt 
300 

cttcgatcaa gttccagatg tgcctctaga 
330 


<210> 1632 

<211> 92 

<212> PRT 

<213> Homo sapiens 


<400> 1632 

Met Gin Cys Gin Asn Pro Asn Thr Arg Ala Ser Asp Met Ala Gly Trp 

15 10 15 

Lys Thr Leu Gin Thr Leu Phe His Val Asp Ser Arg Asp Glu Leu Val 
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20 

Glu Leu Leu Gly Phe Ser Lys Asp 

35 40 
Ala Val Gly Ala Leu Gly Leu Pro 

50 55 
Gly Glu Asp Pro Ala Ser Gin Val 
65 70 
Thr Ala Phe Phe Asp Gin Val Pro 
85 


25 30 
Asp lie Thr Asn Gin Val Gin Gin 
45 

Pro Leu Glu Asp Glu Asn Ala Gin 
60 

Pro Pro Val Thr Asp Glu Asp Pro 

75 80 
Asp Val Pro Leu 
90 


<210> 1633 

<211> 259 

<212> DNA 

<213> Homo sapiens 


<400> 1633 

ngggggacgt tggctatcaa tcttgtcgga gctttcgtac tggcgacttt gctcgagctg 
60 

ctcgtccacg ctggccctgg cccaggggtt cgtcgagcgg tgcggctatg catcggtacc 
120 

ggattgttag gtggatttac gacttattcc gccctcacgg tggaaaccgg ccaacgtgtg 
180 

atgtcagggc agtggttatg gggtattgcc tatcttttga cgagtgtcgt ggcaggtgca 
240 

ttgttggcat gggtcatga 
259 

<210> 1634 
<211> 86 
<212> PRT 

<213> Homo sapiens 
<400> 1634 

Xaa Gly Thr Leu Ala He Asn Leu Val' Gly Ala Phe Val Leu Ala Thr 

15 10 15 

Leu Leu Glu Leu Leu Val His Ala Gly Pro Gly Pro Gly Val Arg Arg 

20 25 30 

Ala Val Arg Leu Cys He. Gly Thr Gly Leu Leu Gly Gly Phe Thr Thr 

35 40 45 

Tyr Ser Ala Leu Thr Val Glu Thr Gly Gin Arg Val Met Ser Gly Gin 

50 55 60 

Trp Leu Trp Gly He Ala Tyr Leu Leu Thr Ser Val Val Ala Gly Ala , 
65 70 75 80 

Leu Leu Ala Trp Val Met 
85 

<210> 1635 
<211> 792 
<212> DNA 

<213> Homo sapiens 
<400> 1635 

nngtcctttt ttatgaaccg gcggactcgg ttggcgttgt ggggcagggg gtggtggagc 
60 
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aagatggcgg ctcatctgtc ctacggccga gtgaacctaa acgtgttgcg cgaggcggtg 
120 

cgtcgcgagc tgcgcgagtt cctggacaag tgcgcaggaa gcaaggcaat agtttgggat 
180 

gaatacctaa ctggaccctt tggcctgatt gcacagtatt cactattgaa ggaacatgaa 
240 

gtggaaaaaa tgttcacact taaaggaaat cgtttgccgg cagctgatgt gaagaatata 
300 

attttttttg tcagacccag gctagagttg atggatataa tcgctgaaaa cgtgctcagt 
360 

gaagatagac gaggcccaac gagagatttt catattctgt ttgtgccacg ccgtagcctg 
420 

ttgtgcgaac agcggttgaa ggatctgggt gtcttgggat cctttattca cagggaggag 

480 

tacagcttag atctcattcc attcgatggg gatctcttat ccatggaatc agagggtgca 
540 

ttcaaagagt gctacctgga gggtgaccag acgagcctgt accacgcagc caaggggctg 
600 

atgaccctgc aagctctgta tggaacgatc ccccagatct ttgggaaagg agaatgcgct 
660 

cgggtgagaa ccggctgctt tgtggtggta aaggagggcc cttcacaccc caaaagggag 
720 

gaggaacggg aagctcctta caaacaaatt cagttgatct taattattta tgaatactgt 
780 

actcatgaat tc 
792 

<210> 1636 
<211> 243 
<212> PRT 

<213> Homo sapiens 


<400> 1636 


Met 

Ala 

Ala 

His 

Leu 

Ser 

Tyr 

Gly 

Arg 

Val 

Asn 

Leu 

Asn 

Val 

Leu 

Arg 

1 




5 





10 





15 


Glu Ala 

Val 

Arg 

Arg 

Glu 

Leu 

Arg 

Glu 

Phe 

Leu 

Asp 

Lys 

Cys 

Ala 

Gly 




20 





25 





30 



Ser 

Lys 

Ala 
35 

He 

Val 

Trp 

Asp 

Glu 
40 

Tyr 

Leu 

Thr 

Gly 

Pro 
45 

Phe 

Gly 

Leu 

He 

Ala 
50 

Gin 

Tyr 

Ser 

Leu 

Leu 
55 

Lys 

Glu 

His 

Glu 

Val 
60 

Glu 

Lys 

Met 

Phe 

Thr 

Leu 

Lys 

Gly 

Asn 

Arg 

Leu 

Pro 

Ala 

Ala 

Asp 

Val 

Lys 

Asn 

He 

He 

65 





70 





75 





80 

Phe 

Phe 

Val 

Arg 

Pro 
85 

Arg 

Leu 

Glu 

Leu 

Met 
90 

Asp 

He 

He 

Ala 

Glu 
95 

Asn 

Val 

Leu 

Ser 

Glu 
100 

Asp 

Arg 

Arg 

Gly 

Pro 
105 

Thr 

Arg 

Asp 

Phe 

His 
110 

He 

Leu 

Phe 

Val 

Pro 
115 

Arg 

Arg 

Ser 

Leu 

Leu 
120 

Cys 

Glu 

Gin 

Arg 

Leu 
125 

Lys 

Asp 

Leu 

Gly Val 

Leu 

Gly 

Ser 

Phe 

He 

His 

Arg 

Glu 

Glu 

Tyr 

Ser 

Leu 

Asp 

Leu 


130 





135 





140 





He 

Pro 

Phe 

Asp 

Gly 

Asp 

Leu 

Leu 

Ser 

Met 

Glu 

Ser 

Glu 

Gly 

Ala 

Phe 

145 





150 





155 





160 

Lys Glu 

Cys 

Tyr 

Leu 

Glu 

Gly 

Asp 

Gin 

Thr 

Ser 

Leu 

Tyr 

His 

Ala 

Ala 
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165 

Lys Gly Leu Met Thr Leu Gin Ala 
180 

Phe Gly Lys Gly Glu Cys Ala Arg 
195 200 
Val Lys Glu Gly Pro Ser His Pro 

210 215 
Pro Tyr Lys Gin lie Gin Leu lie 
225 230 
His Glu Phe 


170 175 
Leu Tyr Gly Thr He Pro Gin He 
185 190 
Val Arg Thr Gly Cys Phe Val Val 
205 

Lys Arg Glu Glu Glu Arg Glu Ala 
220 

Leu He He Tyr Glu Tyr Cys Thr 
235 240 


<210> 1637 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<400> 1637 

ntcatgatga cacagacccc cgcgcaccca ggcttgatct ccctgcaagg catcggcaaa 
60 

cgttatcagt tggccgggca aaagctgtcc attctcaatg acgtgtgcct gtccatctcc 
120 

cgcggtgaca gctgcggcat cctcggcgcc tccggttccg gcaagagcac cctgctcaat 
180 

atccttggcc tgctggacct gcccaacagc ggccagtacc actttgccgg ccacgatatt 
240 

ttggcgctca ccccggacga actgtcggcg atccgcaact cagntnnaat ggttgtgttc 
300 

cagagcttca acctgctgcc gcgcctcagc gccctggaca acgtcgccct gcccctg 
357 

<210> 1638 

<211> 119 

<212> PRT 

<213> Homo sapiens 

<400> 1638 


Xaa Met 

Met 

Thr 

Gin 

Thr 

Pro 

Ala 

His 

Pro 

Gly Leu He Ser 

Leu 

Gin 

1 



5 





10 


15 


Gly He 

Gly 

Lys 

Arg 

Tyr 

Gin 

Leu 

Ala 

Gly 

Gin Lys Leu Ser 

He 

Leu 


20 





25 


30 



Asn Asp 

Val 

Cys 

Leu 

Ser 

He 

Ser 

Arg 

Gly 

Asp Ser Cys Gly 

He 

Leu 


35 





40 



45 



Gly Ala 

Ser 

Gly 

Ser 

Gly 

Lys 

Ser 

Thr 

Leu 

Leu Asn He Leu 

Gly 

Leu 

50 





55 




60 



Leu Asp 

Leu 

Pro 

Asn 

Ser 

Gly 

Gin 

Tyr 

His 

Phe Ala Gly His 

Asp 

He 

65 




70 





75 


80 

Leu Ala 

Leu 

Thr 

Pro 

Asp 

Glu 

Leu 

Ser 

Ala 

lie Arg Asn Ser 

Xaa 

Xaa 




85 




90 


95 


Met Val 

Val 

Phe 

Gin 

Ser 

Phe 

Asn 

Leu 

Leu 

Pro Arg Leu Ser 

Ala 

Leu 



100 





105 


110 



Asp Asn 

Val 

Ala 

Leu 

Pro 

Leu 








115 


1313 


WO 00/58473 


PCT/US00/08621 


<210> 1639 
<211> 396 
<212> DNA 

<213> Homo sapiens 
<400> 1639 

acgcgtgtac gtgcgcgtgt gatttcacat gccctcaaag atattcttac tgaaggcgat 
60 

aaagttatcg ttatgggaca taagcgacca gatttagatg ctataggtgc agctatcgga 
120 

gtttcgcgct ttgcatcaat gaataattta gaggcattta tcgttcttaa tgattctgat 
180 

attgatccga cattacgtcg tgttatggat gagattgata agaaaccgga actaaaagaa 
240 

cgctttgtaa catcggatga ggcttgggat atgatgactt ctaagacgac tgtcgttgtt 
300 

gtagatacac ataaacctga aatggtctta gatgaaaatg tcttaaataa agcaaaccgc 
360 

aaagtagtca ttgatcatca tagacgtggc gaaact 
396 

<210> 1640 
<211> 132 
<212> PRT 

<213> Homo sapiens 
<400> 1640 


Thr Arg 

Val 

Arg 

Ala 

Arg 

Val He Ser His Ala 

Leu 

Lys 

Asp 

He 

Leu 

l 



5 


10 




15 


Thr Glu 

Gly 

Asp 

Lys 

Val 

He Val Met Gly His 

Lys 

Arg 

Pro 

Asp 

Leu 



20 



25 



30 



Asp Ala 

He 

Gly 

Ala 

Ala 

He Gly Val Ser Arg 

Phe 

Ala 

Ser 

Met 

Asn 


35 




40 


45 




Asn Leu 

Glu 

Ala 

Phe 

He 

Val Leu Asn Asp Ser Asp 

lie 

Asp 

Pro 

Thr 

50 





55 

60 





Leu Arg 

Arg 

Val 

Met Asp Glu He Asp Lys Lys 

Pro 

Glu 

Leu 

Lys 

Glu 

65 




70 

75 





80 

Arg Phe 

Val 

Thr 

Ser 

Asp 

Glu Ala Trp Asp Met 

Met 

Thr 

Ser 

Lys 

Thr 




85 


90 




95 


Thr Val 

Val 

val 

val 

Asp 

Thr His Lys Pro Glu 

Met 

Val 

Leu 

Asp 

Glu 



100 



105 



110 



Asn Val 

Leu 

Asn 

Lys 

Ala 

Asn Arg Lys Val Val 

He 

Asp 

His 

His 

Arg 


115 




120 


125 




Arg Gly 

Glu 

Thr 










130 


<210> 1641 

<211> 376 

<212> DNA 

<213> Homo sapiens 

<400> 1641 

ttatcagcaa acgacagcag acaagagctc ctggggctct ggggaaatgc tgctgcctgc 
60 
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tggccaaacg aactgatgga tgggctcttg gagtgggaga gactgggcag aagctgtgtg 
120 

gggtgggtga ctcccaacct aaagaaccca ctgagacata tgtggcttcc ctcttccacc 
180 

ttcattgcct ctttccgtct agatgctggc aaggggggac ttggtggaca aagagagcta 
240 

ctattcattc aggagctatg ttacaccagt cactttacat gtgccacttg ctctgggtta 
300 

aactgtgcct cccctcactc atatgttgaa gtcctaaccc taactacctc agaatgggac 
360 

gttatttgga aaaaag 
376 

<210> 1642 

<211> 100 

<212> PRT 

<213> Homo sapiens 

<400>. 1642 


Met Asp 

Gly 

Leu 

Leu Glu Trp Glu Arg 

Leu Gly Arg Ser Cys Val 

Gly 

l 



5 

10 15 


Trp Val 

Thr 

Pro 

Asn Leu Lys Asn Pro 

Leu Arg His Met Trp Leu 

Pro 



20 

25 

30 


Ser Ser 

Thr 

Phe 

lie Ala Ser Phe Arg 

Leu Asp Ala Gly Lys Gly 

Gly 


35 


40 

45 


Leu Gly 

Gly 

Gin 

Arg Glu Leu Leu Phe 

lie Gin Glu Leu Cys Tyr 

Thr 

50 



55 

60 


Ser His 

Phe 

Thr 

Cys Ala Thr Cys Ser 

Gly Leu Asn Cys Ala Ser 

Pro 

65 



70 

75 

80 

His Ser 

Tyr 

Val 

Glu Val Leu Thr Leu 

Thr Thr Ser Glu Trp Asp 

Val 




85 

90 95 


lie Trp 

Lys 

Lys 






100 





<210> 1643 

<211> 494 

<212> DNA 

<213> Homo sapiens 

<400> 1643 

aagcttccag aattccatag gaacccagct gcccttctgg tacctcagtg aggtggagcc 
60 

gagtgtctga gagcaggtgc aggagaaggt gtgggctcca cctgggcctc tgaagccagg 
120 

ggccagaatc cccagatcta ggtccaagag ggggctccat gacctcccca tgctgctcct 
180 

ctgcttggat ccaggatata agaaaggagg ggcacacact gtgggggaac tctggggtcc 
240 

cctgtgtgca tcagcgagtc ccgggtctgc cccaccagga tgcaaagggc ctggctgctc 
300 

cagccccatg ctcacagccc tataagtgca cgatggcacc ctatatcatc taagcggggc 
360 

tgtgcctcct gaggctttag ggacaccaga atgagccccc ctcggcggag tctggctctg 

420 
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ggtgtgtgga gatgccacct gggacgggaa ccccaggtgc atggagcccc actgcagaca 
480 

ccatcccccg tgtg 
494 

<210> 1644 
<211> 103 
<212> PRT 

<213> Homo sapiens 

<400> 1644 ; / 

Met Gly Leu Glu Gin Pro Gly Pro Leu His Pro Gly Gly Ala Asp Pro 

15 10 15 

Gly Leu Ala Asp Ala His Arg Gly Pro Gin Ser Ser Pro Thr Val Cys 

20 25 30 

Ala Pro Pro Phe Leu Tyr Pro Gly Ser Lys Gin Arg Ser Ser Met Gly 

35 ' 40 45 

Arg Ser Trp Ser Pro Leu Leu Asp Leu Asp Leu Gly He Leu Ala Pro 

50 55 60 

Gly Phe Arg Gly Pro Gly Gly Ala His Thr Phe Ser Cys Thr Cys Ser 
65 70 75 80 

Gin Thr Leu Gly Ser Thr Ser Leu Arg Tyr Gin Lys Gly Ser Trp Val 

85 90 95 

Pro Met Glu Phe Trp Lys Leu 
100 

<210> 1645 

<211> 330 

<212> DNA 

<213> Homo sapiens 

<400> 1645 

nnagatctgt cggataatgg ctttggctcc gacatggtga cactggtgct tgccatcggg 
60 

aggagccggt ctctgaaaca cgtggccctt ggaaggaact tcaacgttcg gtgcaaggag 
120 

accctggacg atgtcctgca tcggatagcc cagctaatgc aggatgacga ctgtcctttg 
180 

cagtcactat ccgtggctga gtcgcggttg aagcagggtg ccagcatcct gatccgggct 
240 

ttgggcacca atcctaaact gacagcgctg gatatcagtg gcaatgccat aggggatgct 
300 

ggggccaaga tgctagccaa ggctctacgc 
330 

<210> 1646 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 1646 

Xaa Asp Leu Ser Asp Asn Gly Phe Gly Ser Asp Met Val Thr Leu Val 

15 10 15 

Leu Ala He Gly Arg Ser Arg Ser Leu Lys His Val Ala Leu Gly Arg 
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20 25 30 

Asn Phe Asn Val Arg Cys Lys Glu Thr Leu Asp Asp Val Leu His Arg 

35 40 45 

IleAla Gin Leu Met Gin Asp Asp Asp Cys Pro Leu Gin Ser Leu Ser 

50 55 60 

Val Ala Glu Ser Arg Leu Lys Gin Gly Ala Ser lie Leu He Arg Ala 
65 70 75 80 

Leu Gly Thr Asn Pro Lys Leu Thr Ala Leu Asp He Ser Gly Asn Ala 

85 90 95 

He Gly Asp Ala Gly Ala Lys Met Leu Ala Lys Ala Leu Arg 
100 105 HO 

<210> 1647 
<211> 501 
<212> DNA 

<213> Homo sapiens 
<400> 1647 

aggccgctcg gtgatccgcg gcggcggcag cggcgcttcc tgctaggacc ggccggggcc 
60 

gtaccggagg ctcgggctcc accgaccctc ctcccacccc ctcccactca ccctctgggc 
120 

cgcgactgcg cagggcgggg ccggccgaac catgggccgc ggtgtgggct aagctggtgg 
180 

ccccggcttt agactggacc ccacaatgtt tgcagagatg ttcaggcacg cgggagctga 
240 

ttacacacaa tgaatggggg caatgagagc agtggagcag acagagctgg gggccctgtg 
300 

gccacatctg tccccatcgg ctggcagcgc tgtgtgcgag agggtgctgt gctctacatc 
360 

agtccaagtg gcacagagct gtcttccttg gagcaaaccc ggagctacct cctcagcgat 
420 

gggacctgca agtgcggtct ggagtgtcca cttaatgtcc ccaaggtttt caactttgac 
480 

cctttggccc cggtgacccc g 
501 

<210> 1648 
<211> 84 
<212> PRT 

<213> Homo sapiens 
<400> 1648 

Met Asn Gly Gly Asn Glu Ser Ser Gly Ala Asp Arg Ala Gly Gly Pro 

15 10 15 

Val Ala Thr Ser Val Pro He Gly Trp Gin Arg Cys Val Arg Glu Gly 

20 25 30 

Ala Val Leu Tyr lie Ser Pro Ser Gly Thr Glu Leu Ser Ser Leu Glu 

35 40 45 

Gin Thr Arg Ser Tyr Leu Leu Ser Asp Gly Thr Cys Lys Cys Gly Leu 

50 55 60 

Glu Cys Pro Leu Asn Val Pro Lys Val Phe Asn Phe Asp Pro Leu Ala 
65 70 75 80 

Pro Val Thr Pro 
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<210> 1649 

<211> 441 

<212> DNA 

<213> Homo sapiens 

<400> 1649 

gcgtcggcag ctgaacgggt gctactggca atcggcgaac ccgaactgct ggatacgtcc 
60 

accaactcac ggttgtcgcg catcttctcc aacaaggtga tccggcgcta tccggccttt 
120 

gaagacttcc acgggatgga agaatgcatc gatcagatcg tttcgtattt ccgccacgcc 
180 

gcccaaggcc tggaagagaa gaaacagatc ctttacctgc tcggccccgt cggcggcggt 
240 

aaatcgtccc tggccgaaaa gctgaaacag ctgatcgaga aggtcccctt ctacgccatc 
300 

aagggctcgc cggtcttcga gtcgcccctg gggttgttca acgccactga agacggcgcg 
360 

atcctcgagg aagacttcgg gattccacgg cgttacctga acaccatcat gtcgccctgg 
420 

gcgaccaagc gcctggccga a 
441 

<210> 1650 
<211> 147 
<212> PRT 

<213> Homo sapiens 


<400> 1650 


Ala 

Ser 

Ala Ala 

Glu Arg 

Val 

Leu 

Leu 

Ala 

He 

Gly 

Glu 

Pro 

Glu 

Leu 

1 



5 




10 





15 


Leu 

Asp 

Thr Ser 

Thr Asn 

Ser Arg 

Leu 

Ser 

Arg 

He 

Phe 

Ser 

Asn 

Lys 


20 




25 





3 0 ; 



val 

He 

Arg Arg 

Tyr Pro 

Ala 

Phe 

Glu 

Asp 

Phe 

His 

Gly 

Met-. 

Glu 

Glu 



35 



40 





45 




Cys 

He 

Asp Gin 

He Val 

Ser 

Tyr 

Phe 

Arg 

His 

Ala 

Ala 

Gin 

Gly 

Leu 

50 



55 





60 





Glu 

Glu 

Lys Lys 

Gin He 

Leu 

Tyr 

Leu 

Leu 

Gly 

Pro 

Val 

Gly 

Gly 

Gly 

65 


70 





75 





80 

Lys 

Ser 

Ser Leu 

Ala Glu 

Lys 

Leu 

Lys 

Gin 

Leu 

He 

Glu 

Lys 

Val 

Pro 



85 




90 





95 


Phe 

Tyr 

Ala He 

Lys Gly Ser 

Pro 

Val 

Phe 

Glu 

Ser 

Pro 

Leu 

Gly 

Leu 


100 




105 





110 



Phe 

Asn 

Ala Thr 

Glu Asp Gly Ala 

lie 

Leu 

Glu 

Glu 

Asp 

Phe 

Gly 

He 



115 



120 





125 




Pro 

Arg 

Arg Tyr 

Leu Asn 

Thr 

He 

Met 

Ser 

Pro 

Trp 

Ala 

Thr 

Lys 

Arg 


130 135 140 


Leu Ala Glu 
145 

<210> 1651 
<211> 408 
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<212> DNA 

<213> Homo sapiens 

<400> 1651 

nccgcggatc cctccggcat cctggttatc gctccctcga aggaatccgg agcccgactg 
60 

cgccgcgagc tttccgaacg cctcgaggat tacgccgcac aaacttccat ggtgcgttcc 
120 

gtacactccc tcgcattcgc gttgctgcgc acagcggccg aggaggagct gcgccttatt 
180 

accggtgcgg acnaagacgc cgttatccgc gagctgctca cgggccaagc agaagacgga 
240 

catggctcgt ggcccgcgga gatgcgcccc gcgtggaatn natgtgggct ttcgcggcag 
300 

ctgcgcgatt tccttttgcg ttccattgaa cgcggcctgg gaccgggtga cctagagagc 
360 

ctcggtgccg agcacggccg ccccatgtgg tctgcggcgg gtgaattc 
408 

<210> 1652 

<211> 136 

<212> PRT 

<213> Homo sapiens 

<400> 1652 


Xaa Ala 

Asp 

Pro 

1 



Gly Ala 

Arg 

Leu 



20 

Ala Gin 

Thr 

Ser 


35 


Leu Arg 

Thr 

Ala 

50 



Xaa Asp 

Ala 

val 

65 



His Gly 

Ser 

Trp 

Leu Ser 

Arg 

Gin 



100 

Leu Gly 

Pro 

Gly 


115 


Met Trp 

Ser 

Ala 

130 




70 

Pro Ala 
85 


He Leu Val He Ala 

Pro 

Ser 

Lys Glu 

Ser 

10 



15 


Glu Leu Ser Glu Arg 

Leu 

Glu 

Asp Tyr 

Ala 

25 



30 


Arg Ser Val His Ser 

Leu 

Ala 

Phe Ala 

Leu 

40 


45 



Glu Glu Leu Arg Leu 

He 

Thr 

Gly Ala 

Asp 

55 

60 




Glu Leu Leu Thr Gly Gin 

Ala 

Glu Asp 

Gly 

75 




80 

Glu Met Arg Pro Ala 

Trp 

Asn 

Xaa Cys 

Gly 

90 



95 


Asp Phe Leu Leu Arg 

Ser 

He 

Glu Arg 

Gly 

105 



110 


Glu Ser Leu Gly Ala 

Glu 

His 

Gly Arg 

Pro 

120 


125 




135 

<210> 1653 

<211> 398 

<212> DNA 

<213> Homo sapiens 

<400> 1653 

ccagcctctc tccgaccgcg tccttcttcc ggccatacgg cacccaatgt cgcgtcacca 
60 

tcacccgcgc acatggccat cgctccaccg gacgagttga gtgacaagat ccggtgcatt 
120 
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ctgcgcaccc ttgaacctgg tgacagtgtg aaggagattc tcaacacgtc gcgtgtcgtc 


180 


ggcattgacg tccagagcag cctgcttatt gctggtgctc agcatctgta cttgttggac 


240 

gattacttcc agcgtccgaa cggtgaaatc gtcaatgtct gggaagctcc gccacacgag 
300 

cgcgatgcct tgatcgtggc. ggccggtgtc, gcacaggtgg cacaaagcag cacacccgtg 
360 

cagatatggc gctgggaaca gctccgactt tgtctaga 
398 

<210> 1654 
<211> 132 
<212> PRT 

<213> Homo sapiens 
<400> 1654 


Pro Ala 

Ser 

Leu 

Arg 

Pro Arg Pro 

Ser 

Ser 

Gly His Thr Ala Pro 

Asn 

l 



5 



10 

15 


Val Ala 

Ser 

Pro 

Ser 

Pro Ala His 

Met 

Ala 

He Ala Pro Pro Asp 

Glu 



20 



25 


30 


Leu Ser 

Asp 

Lys 

lie Arg Cys He 

Leu 

Arg 

Thr Leu Glu Pro Gly Asp - 


35 



40 



45 

Val 

Ser Val 

Lys 

Glu 

He 

Leu Asn Thr 

Ser 

Arg 

Val Val Gly He Asp 

50 




55 



60 


Gin Ser 

Ser 

Leu 

Leu 

He Ala Gly 

Ala 

Gin 

His Leu Tyr Leu Leu 

Asp 

65 




70 



75 

80 

Asp Tyr 

Phe 

Gin 

Arg 

Pro Asn Gly 

Glu 

He 

Val Asn Val Trp Glu 

Ala 



85 



90 

95 


Pro Pro 

His 

Glu 

Arg 

Asp Ala Leu 

He 

val 

Ala Ala Gly Val Ala 

Gin 



100 



105 


HO 


Val Ala 

Gin 

Ser 

Ser 

Thr Pro Val 

Gin 

He 

Trp Arg Trp Glu Gin 

Leu 


115 



120 



125 


Arg Leu 

Cys 

Leu 







130 










<210> 1655 

<211> 1115 

<212> DNA 

<213> Homo sapiens 

<400> 1655 

nccctgacct gacctgtcct cgccatggcc gaggccgcct ccggcgccgg gggcacgtcc 
60 

ctggagggcg agcgtggcaa gaggcccccg ccggagggcg agcctgcagc cccggcgtcc 
120 

ggagttctgg ataagctttt cggaaagcgg ctcctgcagg ctggtcgcta cctggtgtcc 
180 

cacaaggcgt ggatgaagac ggtgcctaca gagaactgcg acgtgctgat gaccttccca 
240 

gacacgaccg atgaccacac gctgctatgg ctgctgaacc acatccgcgt gggcattccc 
300 

gagctcatcg tgcaagtccg ccaccaccgc cacacgcgtg cctacgcctt ctttgtcacc 
360 
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gccacgtatg agagcctact ccgaggggcc gacgagctgg gtctgcgcaa agcagtgaag 
420 

gccgagtttg gcgggggcac ccgcggcttc tcctgcgagg aggactttat ctatgagaat 
480 

gtggagagcg agctacgctt cttcacctcc caggaacgcc agagcatcat ccgcttctgg 
540 

ctgcagaatt tgcgtgccaa gcagggagaa gcactccaca acgtgcgctt cctggaggac 
600 

cagccaatca tcccggagct ggcagcacgt gggatcatcc agcaggtgtt ccctgtccac 
660 

gagcagcgta ttctgaaccg cctcatgaag tcatgggtgc aggccgtgtg tgaaaaccag 
720 

cctctagatg acatctgtga ttactttggt gtgaaaattg ccatgtactt cgcctggctg 
780 

ggcttctaca cgtcggctat ggtataccca gctgtcttcg ggtctgtcct gtacacattc 
840 

acagaggctg atcagacaag ccgggatgtt tcctgcgtgg tctttgccct cttcaacgtg 
900 

atctggtcga cgctgttcct ataggaatgg aagcgtatag gggctgagct gggatataat 
960 

tgggggacgc tggactcatc ctgggaagcc gtggaggagc cacgccccca gttcaggtgc 
1020 

gtgcgacgta tcatccccat cactcgggcc gaggagttct actacccgcc ctggaagcgg 
1080 

ctgctcttcc agctgcttgt tagcctccgc ctgtg 
1115 

<210> 1656 

<211> 299 

<212> PRT 

<213> Homo sapiens 


<400> 1656 


Met 

Ala 

Glu 

Ala 

Ala 

Ser 

Gly 

Ala 

Gly 

Gly 

Thr 

Ser 

Leu 

Glu 

Gly 

Glu 

1 




5 





10. 





15 


Arg 

Gly 

Lys 

Arg 

Pro 

Pro 

Pro 

Glu 

Gly 

Glu 

Pro 

Ala 

Ala 

Pro 

Ala 

Ser 


20 





25 





30 



Gly 

Val 

Leu 

Asp 

Lys 

Leu 

Phe 

Gly 

Lys 

Arg 

Leu 

Leu 

Gin 

Ala 

Gly 

Arg 



35 





40 





45 




Tyr 

Leu 

Val 

Ser 

His 

Lys 

Ala 

Trp 

Met 

Lys 

Thr 

Val 

Pro 

Thr 

Glu 

Asn 

50 





55 





60 





Cys 

Asp 

Val 

Leu 

Met 

Thr 

Phe 

Pro 

Asp 

Thr 

Thr 

Asp 

Asp 

His 

Thr 

Leu 

65 




70 





75 





80 

Leu 

Trp 

Leu 

Leu 

Asn 

His 

He 

Arg 

val 

Gly 

He 

Pro 

Glu 

Leu 

He 

Val 




85 





90 





95 


Gin 

Val 

Arg 

His 

His 

Arg 

His 

Thr 

Arg 

Ala 

Tyr 

Ala 

Phe 

Phe 

Val 

Thr 



100 





105 





110 



Ala 

Thr 

Tyr 
115 

Glu 

Ser 

Leu 

Leu 

Arg 
120 

Gly 

Ala 

Asp 

Glu 

Leu 
125 

Gly 

Leu 

Arg 

Lys 

Ala 

Val 

Lys 

Ala 

Glu 

Phe 

Gly 

Gly 

Gly 

Thr 

Arg 

Gly 

Phe 

Ser 

Cys 

130 





135 





140 





Glu 

Glu 

Asp 

Phe 

He 

Tyr 

Glu 

Asn 

Val 

Glu 

Ser 

Glu 

Leu 

Arg 

Phe 

Phe 

145 





150 





155 





160 

Thr 

Ser 

Gin 

Glu 

Arg 

Gin 

Ser 

He 

He 

Arg 

Phe 

Trp 

Leu 

Gin 

Asn 

Leu 
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165 170 175 

Arg Ala Lys Gin Gly Glu Ala Leu His Asn Val Arg Phe Leu Glu Asp 

180 185 190 

Gin Pro lie He Pro Glu Leu Ala Ala Arg Gly He He Gin Gin Val 

195 200 205 

Phe Pro Val His Glu Gin Arg He Leu Asn Arg Leu Met Lys Ser Trp 

210 215 220 

Val Gin Ala Val Cys Glu Asn Gin Pro Leu Asp Asp He Cys Asp Tyr 
225 230 235 240 

Phe Gly Val Lys He Ala Met Tyr Phe Ala Trp Leu Gly Phe Tyr Thr 

245 250 255 

Ser Ala Met Val Tyr Pro Ala Val Phe Gly Ser Val Leu Tyr Thr Phe 

260 265 270 

Thr Glu Ala Asp Gin Thr Ser Arg Asp Val Ser Cys Val Val Phe Ala 

275 280 285 

Leu Phe Asn Val He Trp Ser Thr Leu Phe Leu 
290 295 

<210> 1657 

<211> 333 

<212> DNA 

<213> Homo sapiens 


<400> 1657 

tgtagaggct cgaggtcatc cggaccatgt ggtccaggac gcccccgtcc tccgggcccc 
60 

gcacggagac gcggcgtcag cacggacagc acgcagtctg tgagcctctg caggcagttc 
120 

ttggagcccg cgggcttccc gcgccgcttc agggggcggg cggcagctcg ggccggtact 
180 

tctcccaaaa ctgctccggg caggggcgct ccagcagcct ctgcatgaga cggacggcat 
240 

ccacgcggcc cgtgtaagtg gcccactcct gcggcgacat tccacggcgg gggtaccctc 
300 

gcgtggacat ccgcccctgc tagcatcagg get 
333 


<210> 1658 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 1658 

Met Leu Ala Gly Ala Asp Val His 

1 5 
Val Ala Ala Gly Val Gly His Leu 
20 

Ser His Ala Glu Ala Ala Gly Ala 

35 40 
Glu Val Pro Ala Arg Ala Ala Ala 

50 55 
Pro Ala Gly Ser Lys Asn Cys Leu 
65 70 
Ser Val Leu Thr Pro Arg Leu Arg 


Ala Arg Val Pro Pro Pro Trp Asn 

10 15 
His Gly Pro Arg Gly Cys Arg Pro 
25 30 
Pro Leu Pro Gly Ala Val Leu Gly 
45 

Arg Pro Leu Lys Arg Arg Gly Lys 
60 

Gin Arg Leu Thr Asp Cys Val Leu 

75 80 
Ala Gly Pro Gly Gly Arg Gly Arg 
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85 90 95 

Pro Gly Pro His Gly Pro Asp Asp Leu Glu Pro Leu 
100 105 

<210> 1659 

<211> 382 

<212> DNA 

<213> Homo sapiens 

<400> 1659 

nnaagcttat ttgttattac taatattttc cgtgaccaga tgggccgcta tggtgagatt 
60 

tacacaactt acaagatgat tttggatgct attcgtaagg tgcctactgc cactgttctc 
120 

cttaatggag acagtccact tttctacaag ccagctattc caaatcctgt acagtatttt 
180 

ggttttgact tggagaaagg cccagcccaa ctggctcact ataataccga aggaattctc 
240 

tgtcccgact gccaaggcat cctcaaatat gagcataata cctatgcaaa cttgggcgcc 
300 

tatatctgtg aagactgtgg atgtaaacgt cctgatctcg actatcgctt gacagaactg 
360 

gttgagttaa ccaacaatcg cn 
382 

<210> 1660 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 1660 


Xaa 

ser 

Leu 

Phe 

Val 

He 

Thr 

Asn 

He 

Phe 

Arg 

Asp 

Gin 

Met 

Gly 

Arg 

1 




5 





10 





15 


Tyr 

Gly 

Glu 

He 

Tyr 

Thr 

Thr 

Tyr 

Lys 

Met 

He 

Leu Asp 

Ala 

He 

Arg 


20 





25 





30 



Lys 

Val 

Pro 

Thr 

Ala 

Thr 

val 

Leu 

Leu 

Asn 

Gly 

Asp 

Ser 

Pro 

Leu 

Phe 


35 





40 





45 




Tyr 

Lys 
50 

Pro 

Ala 

He 

Pro 

Asn 
55 

Pro 

Val 

Gin 

Tyr 

Phe 
60 

Gly 

Phe 

Asp 

Leu 

Glu 

Lys 

Gly 

Pro 

Ala 

Gin 

Leu 

Ala 

His 

Tyr 

Asn 

Thr 

Glu 

Gly 

He 

Leu 

65 




70 





75 





80 

Cys 

Pro 

Asp 

Cys 

Gin 
85 

Gly 

He 

Leu 

Lys 

Tyr 
90 

Glu 

His 

Asn 

Thr 

Tyr 
95 

Ala 

Asn 

Leu 

Gly 

Ala 

Tyr 

lie Cys 

Glu 

Asp 

Cys 

Gly 

Cys 

Lys 

Arg 

Pro 

Asp 




100 





105 





110 



Leu 

Asp 

Tyr 
115 

Arg 

Leu 

Thr 

Glu 

Leu 
120 

Val 

Glu 

Leu 

Thr 

Asn 
125 

Asn 

Arg 



<210> 1661 

<211> 524 

<212> DNA 

<213> Homo sapiens 

<400> 1661 
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acgcgtcgat gatcatggag aagacgcggg ccggctcctt gcctgtgacc ttcttgtaca 
60 

gctgcgggta gtagagctcc aggctctcga ggaaggccac gtagcccttg tggccggtcc 
120 

gctgcaggat gtccaggagc acacccactt tccgtttgcg gatgaccagg ttggggtcgc 
180 

tgagcacctg ctcctcatca tcagggttca ggaccttgca ctgccgcagg taaggtgtga 
240 

tgcgtgaggg gtcgatgacc gaggtgagcg tcacccggaa gccctccagg acgttccagc 
300 

actcgtcatc gttctcgtag tccgacatgg cctcagcagg caggctgggg agtgtggggc 
360 

agtgctgaga gcgatgccgg ctcctgcccc cacccgggcc cagctcccac tccttctcag 
420 

acgctgggcc agggctctcg tcagggcatc gagggggatc agcccaggcg catccaggag 
480 

aggtgcccag ctccgtgtcc catcccacgc ttgatcgctg catg 
524 

<210> 1662 
<211> 174 
<212> PRT 

<213> Homo sapiens 
<400> 1662 

Met Gin Arg Ser Ser Val Gly Trp Asp Thr Glu Leu Gly Thr Ser Pro 

15 10 15 

Gly Cys Ala Trp Ala Asp Pro Pro Arg Cys Pro Asp Glu Ser Pro Gly 

20 25 30 

Pro Ala Ser Glu Lys Glu Trp Glu Leu Gly Pro Gly Gly Gly Arg Ser 

35 40 45 

Arg His Arg Ser Gin His Cys Pro Thr Leu Pro Ser Leu Pro Ala Glu 

50 55 60 

Ala Met Ser Asp Tyr Glu Asn Asp Asp Glu Cys Trp Asn Val Leu Glu 
65 70 75 80 

Gly Phe Arg Val Thr Leu Thr Ser Val He Asp Pro Ser Arg He Thr 

85 90 95 

Pro Tyr Leu Arg Gin Cys Lys Val Leu Asn Pro Asp Asp Glu Glu Gin 

100 105 110 

Val Leu Ser Asp Pro Asn Leu Val He Arg Lys Arg Lys Val Gly Val 

115 120 125 

Leu Leu Asp He Leu Gin Arg Thr Gly His Lys Gly Tyr Val Ala Phe 

130 135 140 

Leu Glu Ser Leu Glu Leu Tyr Tyr Pro Gin Leu Tyr Lys Lys Val Thr 
145 150 155 160 

Gly Lys Glu Pro Ala Arg Val Phe Ser Met He He Asp Ala 
165 170 

<210> 1663 
<211> 321 
<212> DNA 

<213> Homo sapiens 
<400> 1663 
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nnagtacctg tcatgattac gcctagtttg ggtatctatt tctctcagcg ttctcagatc 
60 

tcccgaaccc aagacgacga ggctcggaca cgcgcttcta tctcgaccct tcaagacgag 
120 

gtcaagaggt ggcacgatcc cgactacgtc cgtgctcagg cgcgctccca gctcggctgg 
180 

gtgatgccgg gcgaaactgg gtatcaggtc attggagaaa acggtaaggt cattggatcg 
240 

acgacttctt tggacgaaaa agatccggcg agtgaagcca gcgctgacgc tcggtggtgg 
300 

caagaggctt gcggatcagt c 
321 

<210> 1664 

<211> 107 

<212> PRT 

<213>. Homo sapiens 

<400> 1664 


Xaa Val 

Leu 

val 

Met He Thr 

Pro 

Ser 

Leu 

Gly He 

Tyr 

Phe Ser Gin 

l 



5 



10 



15 

Arg Ser 

Gin 

He 

Ser Arg Thr 

Gin 

Asp 

Asp 

Glu Ala 

Arg 

Thr Arg Ala 



20 



25 




30 

Ser lie 

Ser 

Thr 

Leu Gin Asp 

Glu 

Val 

Lys 

Arg Trp 

His 

Asp Pro Asp 


35 



40 




45 


Tyr val 

Arg 

Ala 

Gin Ala Arg 

Ser 

Glh 

Leu 

Gly Trp 

Val 

Met Pro Gly 

50 



55 




60 



Glu Thr 

Gly 

Tyr 

Gin Val He 

Gly Glu 

Asn 

Gly Lys 

Val 

He Gly Ser 

65 



70 




75 


80 

Thr Thr 

Ser 

Leu 

Asp Glu Lys 

Asp 

Pro 

Ala 

Ser Glu 

Ala 

Ser Ala Asp 




85 



90 



95 

Ala Arg 

Trp 

Trp 

Gin Glu Ala 

Cys 

Gly 

Ser 

val 





100 



105 






<210> 1665 

<211> 431 

<212> DNA 

<213> Homo sapiens 

<400> 1665 

gcttccgaac tcatcaagaa gctcaagagg tataaaatgg ttttgcgctc taccggcggc 
60 

ggcccgacta tctccggtgg tgaagtactc atgcaacgcg cttttgcgtg gaacttgctc 
120 

atgagtgcta agtcgatggg cattcatacc tgtatcgata cctccggttt tttgggggct 
180 

gcggcaacag atgacttttt agagtctgtt gatttggtgt tgctcgacgt caaatcggga 
240 

gatgaagaaa tctaccgtgc cctcaccggc agagcgttgc aacctaccat cgattttggt 
300 

gatcgtctca ccgcgctcgg taaagaaatc tggattcggt tcgttgtggt ccccggatac 
360 

accgactcgg tagagaacgt ggaaaaggtt gccgatatcg tccgcagatg gcgcaccgct 
420 
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gtttcacgcg t 

431 

<210> 1666 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 1666 


Ala Ser 

Glu 

Leu 

He Lys Lys Leu Lys Arg Tyr 

Lys Met 

Val Leu Arg 

1 



5 10 


15 

Ser Thr 

Gly 

Gly 

Gly Pro Thr He Ser Gly Gly 

Glu Val 

Leu Met Gin 



20 

25 


30 

Arg Ala 

Phe 

Ala 

Trp Asn Leu Leu Met Ser Ala 

Lys Ser Met Gly He 

35 


40 

45 


His Thr 

Cys 

He 

Asp Thr Ser Gly Phe Leu Gly 

Ala Ala Ala Thr Asp 

50 



55 

60 


Asp Phe 

Leu 

Glu 

Ser Val Asp Leu Val Leu Leu 

Asp val 

Lys Ser Gly 

65 



70 75 


80 

Asp Glu 

Glu 

He 

Tyr Arg Ala Leu Thr Gly Arg 

Ala Leu 

Gin Pro Thr 



85 90 


95 

lie Asp 

Phe 

Gly 

Asp Arg Leu Thr Ala Leu Gly 

Lys Glu 

He Trp He 


100 

105 


110 

Arg Phe 

Val 

Val 

Val Pro Gly Tyr Thr Asp Ser 

Val Glu 

Asn Val Glu 

115 


120 

125 


Lys Val 

Ala 

Asp 

He Val Arg Arg Trp Arg Thr 

Ala Val 

Ser Arg 

130 



135 

140 



<210> 1667 

<211> 370 

<212> DNA 

<213> Homo sapiens 

<400> 1667 

tccgctgaga ccagcgttgg tgacttccca ggtgagactg tccgcaccat ggccaagatc 
60 

gttgagtcta ctgaggcccg tggcttggac aagatcgcca agatcgactg ggatccgcac 
120 

accaccagtg gcatcatgtc gaaggcagct gctgagatcg ctgagcgcgc cgaggccaag 
180 

ttcatcgtgg cctttaccaa gtccggtgac accgcccgtc gtatcgctcg tctgcgtccg 
240 

agcaccccgc tcatcgtttt cacctctgat gagaccacga ccaagaccct cgcctgggtc 
300 

tggggcgctc acgccgtcgt taccccggtg tttaagaatg cggaggagct gtaccgctgg 
360 

gttaacgcgt 
370 

<210> 1668 
<211> 123 
<212> PRT 

<213> Homo sapiens 
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<400> 1668 


Ser Ala 

Glu 

Thr 

Ser 

Val Gly Asp 

Phe 

Pro 

Gly 

Glu 

Thr 

Val 

Arg 

Tnr 

1 : . 



5 



10 





15 


Met Ala 

Lys 

He 

Val 

Glu Ser Thr 

Glu 

Ala 

Arg 

Gly 

Leu 

Asp 

T « res 

Lys 

lie 



20 



25 





30 



Ala Lys 

He 

Asp 

Trp 

Asp Pro His 

Thr 

Thr 

Ser 

Gly 

He 

Met 

Ser 

Lys 


35 



40 





45 




Ala Ala 

Ala 

Glu 

He 

Ala Glu Arg 

Ala 

Glu 

Ala 

Lys 

Phe 

He 

Val 

Ala 

50 




55 




60 





Phe Thr 

Lys 

Ser 

Gly 

Asp Thr Ala 

Arg 

Arg 

He 

Ala 

Arg 

Leu 

Arg 

Pro 

65 




70 



75 





80 

Ser Thr 

Pro 

Leu 

He 

Val Phe Thr 

Ser 

Asp 

Glu 

Thr 

Thr 

Thr 

Lys 

Thr 




85 



90 





95 


Leu Ala 

Trp 

Val 

Trp 

Gly Ala His 

Ala 

Val 

Val 

Thr 

Pro 

Val 

Phe 

Lys 



100 



105 





110 



Asn Ala 

Glu 

Glu 

Leu 

Tyr Arg Trp 

Val 

Asn 

Ala 







115 120 


<210> 1669 
<211> 1491 
<212> DNA 

<213> Homo sapiens 
<400> 1669 

ggatcctgca gtggtgatct gtcatcgtca cgtcacagaa ctgaacatgg aaatgaacaa 
60 

cgaaaactcc acccccttct caaacgagtt attcctagct ccgcccccag tccttgcctc 
120 

tcccagcctt ggtggtaatt agcttgaaag tgggaacgag agtgcggtcc gcaaagaaag 
180 

gacttctggt tagacactga aatacaaaca gactgccaac gagctctggg caaagctgcc 
240 

ccgtcttctt ttttcgaaag accctcaaaa actgcctttc cttctgctac caaaacttgg 
300 

gccctagaaa gtggctgcgg agtggagcag atggacatca ctgagaatgg tagaggaggg 
360 

gctgtgtttt ctgaggggga gtcatggcag cttgtgctgg gggccaggaa gggaaaaaac 
420 

caatctggca ttcaggttgt ggaaggcaaa gtgaaacaag aagtcatttg ggaaaatatt 
480 

atattataaa cacatagaat aatatgtaca cgctcatata catcccaaag agaagcctca 
540 

aggagttccg tttcttctca aaagaaactt cactatgata aagcattcct atagtgggaa 
600 

ttaactacaa tgaaataatt taacaatttc atttatgcta tatctgtgtc cactacagag 
660 

tctacggtga aggctgtgtg gagcgagtgt gtctagtgga ctcgaacacc aacgcgttct 

720 

tcaaaaatag gcaatgacct gtttttttct attcacattt acaatagcta cacagtgatg 
780 

aaacgcagac tgaaaaatca aatggcagga cgatggaact gtcgtcaagg ttctcagact 
840 

tgtggcttct gcacctgtta tacttttgga tacgagtgag ctccacttag cttcgttaag 
900 
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attagaaatt tccatgaaac acttacccac atataaattc tgtgtaaagc tttatttttt 
960 

tccccaccta ctttaatttt ttttaaaaag tgaaataaga ggaaaaactc ttataaaata 
1020 

taaggtttaa catacgagag agcgaggaac accccggagg ctgccggtgc gtgtggcttc 
1080 

atgtttctgt gctacatgag tctagtgtcc tcatcttcca ttgtgacaac ccttctcccc 
1140 

ccatcacact gtcaatgagc tctaggcaaa gctgccccgt ttgcttttaa cctaagggat 
1200 

gctgtggttt ggttgactac atttgactac caccactgaa ggcggcggac gtctgaagcg 
1260 

gctggatacc gcaacgatgg aaaatcaggc gaggtactag cgtggagggc cgggctgcca 
1320 

ggtcaaggtc gtctgggttc tcaggagcca gtctgtgcca cagaaccatc ggcagctgcc 
1380 

ttcgtaaggc acctcggtct ggcattcgga aaaccacccc atcttgccag agtcccttgg 
1440 

tccttgggta gcaaaagccg tatgcgatct aaatcaagct ttcaatcatg a 
1491 

<210> 1670 

<211> 132 

<212> PRT 

<213> Homo sapiens 

<400> 1670 


Met 

Pro 

Asp 

Trp 

Phe 

Phe 

Pro 

Phe 

Leu 

Ala 

Pro Ser 

Thr 

Ser 

Cys 

His 

1 



5 





10 




15 


Asp 

Ser 

Pro 

Ser 

Glu 

Asn 

Thr 

Ala 

Pro 

Pro 

Leu Pro 

Phe 

Ser 

Val 

Met 



20 





25 




30 



Ser 

He 

Cys 
35 

Ser 

Thr 

Pro 

Gin 

Pro 
40 

Leu 

Ser 

Arg Ala 

Gin 
45 

Val 

Leu 

Val 

Ala 

Glu 
50 

Gly 

Lys 

Ala 

Val 

Phe 
55 

Glu 

Gly 

Leu 

Ser Lys 
60 

Lys 

Glu 

Asp 

Gly 

Ala 

Ala 

Leu 

Pro 

Arg 

Ala 

Arg 

Trp 

Gin 

Ser 

Val Cys 

He 

Ser 

Val 

Ser 

65 





70 





75 




80 

Asn 

Gin 

Lys 

Ser 

Phe 
85 

Leu 

Cys 

Gly 

Pro 

His 
90 

Ser Arg 

Ser 

His 

Phe 
95 

Gin 

Ala 

Asn 

Tyr 

His 

Gin Gly 

Trp Glu 

Arg 

Gin 

Gly Leu 

Gly 

Ala 

Glu 

Leu 



100 





105 




110 



Gly 

lie 

Thr 

Arg 

Leu Arg 

Arg Gly 

Trp 

Ser 

Phe Arg 

Cys 

Ser 

Phe 

Pro 



115 





120 




125 




Cys 

Ser 

Val 

Leu 













130 


<210> 1671 

<2ll>' 432 

<212>DNA 

<213> Homo sapiens 

<400> 1671 

gcgcgccggg gcgggaggac gccagtcgtc ttcccgcccc tcaccacgac acgaccatta 
60 
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tcgcgacgaa ggaagcccat ggctgaaacc acatcgccgg cacagcggaa acccacggcg 
120 

gcatcccgca tgaagccggt gtcgcgggtc ggggacacga ttttcgctgg cgcctcgtcg 
180 

gttattgcca tagccctggc cgtcatcgtc atcctgatgt tcgtcttcct catgaagacg 
240 

gcagccccga cgttgttggc taacaccgat aactttttca cgtcccgggc ttggacaacg 
300 

gatcagaacc cgccggcctt tggtatccag gccctgctat ggacgacagt catctcatcc 
360 

ctgcttgccc tgctcatcgc agtgccgctc tcggtgggca tcgctctgtt tatcacccag 
420 

ctcgcaccta gg 
432 

<210> 1672 
<211> 144 
<212> PRT 

<213> Homo sapiens 


<400> 1672 


Ala Arg 

Arg 

Gly 

Gly 

Arg 

Thr 

Pro 

Val 

Val 

Phe Pro 

Pro 

Leu 

Thr 

Thr 

1 



5 





10 




15 


Thr Arg 

Pro 

Leu 

Ser 

Arg Arg 

Arg 

Lys 

Pro 

Met Ala 

Glu 

Thr 

Thr 

Ser 



20 





25 




30 



Pro Ala 

Gin 

Arg 

Lys 

Pro 

Thr 

Ala 

Ala 

Ser 

Arg Met 

Lys 

Pro 

Val 

Ser 


35 





40 




45 




Arg Val 

Gly 

Asp 

Thr 

He 

Phe 

Ala 

Gly 

Ala 

Ser Ser 

Val 

lie 

Ala 

He 

50 





55 




60 





Ala t Leu 

Ala 

Val 

He 

Val 

He 

Leu 

Met 

Phe 

val Phe 

Leu 

Met 

Lys 

Thr 

65 




70 





75 




80 

Ala Ala 

Pro 

Thr 

Leu 

Leu 

Ala 

Asn 

Thr 

Asp 

Asn Phe 

Phe 

Thr 

Ser 

Arg 




85 





90 




95 


Ala Trp 

Thr 

Thr 

Asp 

Gin 

Asn 

Pro 

Pro 

Ala 

Phe Gly 

He 

Gin 

Ala 

Leu 



100 





105 




110 



Leu Trp 

Thr 

Thr 

Val 

He 

Ser 

Ser 

Leu 

Leu 

Ala Leu 

Leu 

He 

Ala 

val 


115 





120 




125 




Pro Leu 

Ser 

Val 

Gly 

He 

Ala 

Leu 

Phe 

lie 

Thr Gin 

Leu 

Ala 

Pro 

Arg 


130 135 140 


<210> 1673 

<211> 401 

<212> DNA 

<213> Homo sapiens 

<400> 1673 

tcgcgagcac actccagcct ctggggcgtc tgccagggcc tctgtgtttt gatatactct 
60 

gacctggcag tgaagctgct gatgaatgca cgacaaagac cagtttgctc cgtaacccca 
120 

ggctcccagc gtcttttcca tgagccaaag gcctggtcct ggaggggggt gccctgcagc 
180 

tctgctggcc ttcttccagg ggagttcatt gctgggggtg gccctgcagg gacctccact 
240 
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gtgctgggga ggggaagaag aaggatgcaa cagggggagg ggagaatttg agaaaatagg 
300 

atgcaaattc tccacttgtg aataaagaaa tagagagcca ttgctaagaa ctatgtttac 
360 

gcagggttag tgctgggacc cagaaccagt caactggttt t 
401 

<210> 1674 
<211> 113 
<212> PRT 

<213> Homo sapiens 


<400> 1674 






Met Ala 

Leu 

Tyr 

Phe Phe He His Lys Trp Arg 

He Cys He 

Leu 

Phe 

1 



5 10 


15 


Ser Gin 

lie 

Leu 

Pro Ser Pro Cys Cys He Leu 

Leu Leu Pro 

Leu 

Pro 



20 

25 

30 



Ser Thr 

Val 

Glu 

Val Pro Ala Gly Pro Pro Pro 

Ala Met Asn 

Ser 

Pro 


35 


40 

45 



Gly Arg 

Arg 

Pro 

Ala Glu Leu Gin Gly Thr Pro 

Leu Gin Asp 

Gin 

Ala 

50 



55 

60 



Phe Gly 

Ser 

Trp 

Lys Arg Arg Trp Glu Pro Gly 

Val Thr Glu 

Gin 

Thr 

65 



70 75 



60 

Gly Leu 

Cys 

Arg 

Ala Phe He Ser Ser Phe Thr 

Ala Arg Ser 

Glu 

Tyr 



85 90 


95 


lie Lys 

Thr 

Gin 

Arg Pro Trp Gin Thr Pro Gin 

Arg Leu Glu 

Cys 

Ala 


100 

105 

110 




Arg 


<210> 1675 
<211> 500 
<212> DNA 

<213> Homo sapiens 
<400> 1675 

gccggcgcac ccacctggga cgtggtgaaa tcggcaaaac tcacctcttt agctacctgc 
60 " - 

gcgccaaccg cacgggcagc ctcccacacg ccctctagag cgctgctgga cagaatggct 
120 

tgattgtttg gcatgctctc aggatacccg tttagccagg aaacaccggt aggcttgcta 
180 

ctatgcgagc agccgacgca cgggtagagg gaattcccac cacagtccct cgcactccac 
240 

ccgcacacgc cctgggaacc gtcacccgcg gtaccaccgg gtcaatcggc tccgcaaatg 
300 

cgaccgctgg atgtgccacc accccgcnca tccgcagtgc gctccgtaac gccgtctgca 
360 

acaccgtccc ctccgtatct gccgacacct gtgccaacac ttgtaccgat gcatgcaccg 
420 

atgcagcaac aggcgctccg ctcgctatcg atctgggata cggcgccgcc ccctggacca 
480 

ctgttgagat ggctacgcgt 
500 
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<210> 1676 
<211> 97 
<212> PRT 

<213> Homo sapiens 
<400> 1676 

Arg Glu Phe Pro Pro Gin Ser Leu Ala Leu His Pro His Thr Pro Trp 

1 5 10 15 

Glu Pro Ser Pro Ala Val Pro Pro Gly Gin Ser Ala Pro Gin Met Arg 

20 25 30 

Pro Leu Asp Val Pro Pro Pro Arg Xaa Ser Ala Val Arg Ser Val Thr 

35 40 45 

Pro Ser Ala Thr Pro Ser Pro Pro Tyr Leu Pro Thr Pro Val Pro Thr 

50 55 60 

Leu Val Pro Met His Ala Pro Met Gin Gin Gin Ala Leu Arg Ser Leu 
65 70 75 80 

Ser lie Trp Asp Thr Ala Pro Pro Pro Gly Pro Leu Leu Arg Trp Leu 
85 90 95 

Arg 


c210> 1677 
<211> 631 
<212> DNA 

<213> Homo sapiens 
<400> 1677 

nntcatgatt tcctcaatga tgccaaggtg atggaggccg gctatacctg ggtgcaggtg 
60 

gatttgcgcg gtacgggtgc ttctactggg tgtttgngac tggaatggtc cnncggggag 
120 

cagcaggatg ttgtgaccgc cgtggaatgg gcggcggtac agccgtggtc gaatggtcgg 
180 

gtggggcttt tcggtaaatc ctacgatggg gggacggggt cttattgctg caggtaatca 
240 

gccgcggggg ttggctgctg tggtggcgca ggagccagct atggagccct acacttacct 
300 

gtataacaat gaggtccttt actacaacgc tattggtacg agcctttctt atgatgagat 
360 

tgctgcctcc cccggccgtg tccttcacga cactcccgaa tatatgaaga acagtgtcta 
420 

cgaggtggcc cacccgcatt gcctgtccga caatttgcgt aattctttag accccatccg 
480 

tagccacaaa taatgggcgg gatcggtctt tccctcacca agacgcataa tttcccccgt 
540 

gcccttgttt atttccgctg gccttattga ggacaatacg gagcctgatg gtttggtgga 
600 

attgttgaag gaccgtaagg ctccgacgcg t 
631 


<210> 1678 
<211> 78 
<212> PRT 
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<213> Homo sapiens 


<400> 1678 

Xaa His Asp Phe Leu Asn Asp Ala Lys Val Met Glu Ala Gly Tyr Thr 

15 10 15 

Trp val Gin Val Asp Leu Arg Gly Thr Gly Ala Ser Thr Gly Cys Leu 

20 25 30 

Xaa Leu Glu Trp Ser Xaa Gly Glu Gin Gin Asp Val Val Thr Ala Val 

35 40 45 

Glu Trp Ala Ala Val Gin Pro Trp 'ser Asn Gly Arg Val Gly Leu Phe 

50 55 60 

Gly Lys Ser Tyr Asp Gly Gly Thr Gly Ser Tyr Cys Cys Arg 
65 70 75 


<210> 1679 
<211> 531 
<212> DNA 

<213> Homo sapiens 
<400> 1679 

nctacttaga gcaaaggtag gaaaagaagg cagctaggcg tggctctcat tccttcccac 
60 

agaatggatt ataagtcgag cctgatccag gatgggaatc ccatggagaa cttggagaag 
120 

cagctgatct gccctatctg cctggagatg tttaccaagc cagtggtcat cttgccgtgc 
180 

cagcacaacc tgtgccggaa gtgtgccaat gacatcttcc aggctgcaaa tccctactgg 
240 

accagccggg gcagctcagt gtccatgtct ggaggccgtt tccgctgccc tacctgccgc 
300 

cacgaggtga tcatggatcg tcacggagtg tacggcctgc agaggaacct gctggtggag 
360 

aacatcatcg acatctacaa acaggagtgc tccagtcggc cgctgcagaa gggcagtcac 
420 

cccatgtaca aggagcacga agatgagaaa atcaacatct actgtctcac gtgtgaggtg 
480 

cccacctgct ccatgtgcaa ggtgtttggg atccacaagg cctgcgaggt g 
531 

<210> 1680 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 1680 

Met Glu Asn Leu Glu Lys Gin Leu He Cys Pro He Cys Leu Glu. Met 

1 5 10 15 

Phe Thr Lys Pro Val Val He Leu Pro Cys Gin His Asn Leu Cys Arg 

20 25 30 

Lys Cys Ala Asn Asp He Phe Gin Ala Ala Asn Pro tyr Trp Thr Ser 

35 40 45 

Arg Gly Ser Ser Val Ser Met Ser Gly Gly Arg Phe Arg Cys Pro Thr 

50 55 60 

Cys Arg His Glu Val He Met Asp Arg His Gly Val Tyr Gly Leu Gin 
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65 70 75 80 

Arg Asn Leu Leu Val Glu Asn He He Asp He Tyr Lys Gin Glu Cys 

85 90 95 

Ser Ser Arg Pro Leu Gin Lys Gly Ser His Pro Met Tyr Lys Glu His 

100 105 HO 

Glu Asp Glu Lys He Asn He Tyr Cys Leu Thr Cys Glu Val Pro Thr 

115 120 125 

Cys Ser Met Cys Lys Val Phe Gly He His Lys Ala Cys Glu Val 
130 135 140 

<210> 1681 

<211> 396 

<212> DNA 

<213> Homo sapiens 

<400> 1681 

gagttccaca actgcaggac agatgacaag acgttccaat gtgagatgtg tttcagattc 
60 

ttttccacca acagcaacct ctccaagcac aagaagaagc acggcgacaa gaagtttgcc 
120 

tgtgaggtct gcagcaagat gttctaccgc aaggacgtca tgctggacca ccagcgccgg 
180 

cacnctggaa ggagtgcggc gagtgaagcg nnagaggacc tggaggccgg tggggagaac 
240 

ctggtccgtt acaagaagga gccttccggg tgcccggtgt gtggcaaggt gttctcctgc 
300 

cggagcaata tgaacaagca cctgctcacc cacggcgaca agaagtacac ctgcgagatc 
360 

tgcgggcgca agttcttccg cgtggatgtg ctcagg 
396 

<210> 1682 
<211> 132 
<212> PRT 

<213> Homo sapiens 
<400> 1682 

Glu Phe His Asn Cys Arg Thr Asp Asp Lys Thr Phe Gin Cys Glu Met 

1 5 10 15 

Cys Phe Arg Phe Phe Ser Thr Asn Ser Asn Leu Ser Lys His Lys Lys 

20 25 30 

Lys His Gly Asp Lys Lys Phe Ala Cys Glu Val Cys Ser Lys Met Phe 

35 40 45 

Tyr Arg Lys Asp Val Met Leu Asp His Gin Arg Arg His Xaa Gly Arg 

50 55 60 

Ser Ala Ala Ser Glu Ala Xaa Glu Asp Leu Glu Ala Gly Gly Glu Asn 
65 70 75 80 

Leu val Arg Tyr Lys Lys Glu Pro Ser Gly Cys Pro val Cys Gly Lys 

85 90 95 

Val Phe Ser Cys Arg Ser Asn Met Asn Lys His Leu Leu Thr His Gly 

100 105 HO 

Asp Lys Lys Tyr Thr Cys Glu He Cys Gly Arg Lys Phe Phe Arg Val 

115 120 % 125 

Asp Val Leu Arg 
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130 

<210> 1683 

<211> 676 

<212> DNA 

<213> Homo sapiens 

<400> 1683 

nncggccgga caggtcccga gcagccccgc ccaacatgga cccagacccc caggcgggcg 
60 

tgcaggtggg catgcgggtg gtgcgcggcg tggaccggaa gtggggccag caggacggcg 
120 

gcgagggcgg cgtgggcacg gtggtggagc ttggccgcca cggcagcccc tcgacacccg 
180 

accgcacagt ggtcgtgcag tgggaccagg gcacgcgcac caactaccgc gccggctacc 

240 

agggcgcgca cgacctgctg ctgtacgaca acgcccagat cggcgtccgg caccccaaca 
300 

tcatctgtga ctgctgcaag aagcacgggc tgcgggggat gcgctggaag tgccgtgtgt 
360 

gcctggacta cgacctctgc acgcagtgct acatgcacaa caagcatgag ctcgcccacg 
420 

ccttcgaccg ctacgagacc gctcactcgc gccctgtcac actgagtccc cgccagggcc 
480 

tcccgaggat cccactaagg ggcatcttcc agggagcgaa ggtggtgcga ggccccgact 
540 

gggagtgggg ctcacaggat ggtgagtgga ggcagagggg cggggtcagg gctgggctgt 
600 

ggctggctca tggctcagcc ttagcctgct gggggggcct ctttccccag gagggaaggg 
660 

aaaccgggcc gccgga 

676 

<210> 1684 
<211> 154 
<212> PRT 

<213> Homo sapiens 


<400> 1684 











Gin 

Thr 

Xaa 

Gly 

Arg 

Thr 

Gly 

Pro 

Glu 

Gin 

Pro 

Arg 

Pro Thr 

Trp 

Thr 

l 


5 





10 




15 


Pro 

Arg 

Arg 

Ala 
20 

Cys 

Arg 

Trp 

Ala 

Cys 
25 

Gly 

Trp Cys 

Ala 

Ala 
30 

Trp 

Thr 

Gly 

Ser 

Gly 

Ala 

Ser 

Arg 

Thr 

Ala 

Ala 

Arg 

Ala Ala 

Trp 

Ala 

Arg 

Trp 


35 





40 




45 




Trp 

Ser 

Leu 

Ala 

Ala 

Thr 

Ala 

Ala 

Pro 

Arg 

His Pro 

Thr 

Ala 

Gin 

Trp 

50 





55 




60 





Ser 

Cys 

Ser 

Gly 

Thr 

Arg 

Ala 

Arg 

Ala 

Pro 

Thr Thr 

Ala 

Pro 

Ala 

Thr 

65 




70 





75 



Ala 

80 

Arg 

Ala 

Arg 

Thr 

Thr 

Cys 

Cys 

Cys 

Thr 

Thr 

Thr Pro 

Arg 

Ser 

Ser 




85 





90 




95 


Gly 

Thr 

Pro 

Thr 

Ser 

Ser 

Val 

Thr 

Ala 

Ala 

Arg Ser 

Thr 

Gly 

Cys 

Gly 



100 





105 




110 



Gly 

Cys 

Ala 

Gly 

Ser 

Ala 

Val 

Cys 

Ala 

Trp 

Thr Thr 

Thr 

Ser 

Ala 

Arg 
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115 120 125 

Ser Ala Thr Cys Thr Thr Ser Met Ser Ser Pro Thr Pro Ser Thr Ala 

130 135 140 

Thr Arg Pro Leu Thr Arg Ala Leu Ser His 
145 150 

<210> 1685 

c211> 2740 

<212> DNA 

<213> Homo sapiens 

<400> 1685 

ngaggaggag ccggcggcgg ctccggggaa agggaggggg gcgctccgca gccgccgccg 
60 

cccaggggct ggcgagggaa aggcgtacgc gctcagcaga ggggcggcag cggcggggag 
120 

ggggcctccc cttctccatc ctcctcttct gcgggcaaaa ccccaggaac cggcagcaga 
180 

aactccggaa gcggcgttgc ggggggcggc agcggtggtg gagggagcta ctggaaagaa 
240 

ggatgtctgc agtctgagct catccagttc catctcaaga aggagcgggc ggcagcggcg 
300 

gcggccgcgg ctcagatgca cgctaagaac ggcggcggca gcagtagccg cagctccccg 
360 

gtgtctggcc cccctgccgt ttgcgagacc ctggccgtcg cctccgcctc cccaatggcg 
420 

gcggcggcgg agggccccca gcagagcgca gagggcagcg cgagcggcgg gggcatgcag 
480 

gcggcagcgc ccccttcgtc gcagccgcac ccgcagcagc tccaagagca ggaagaaatg 
540 

caagaggaga tggagaagct gcgagaggaa aacgagactc tcaagaacga gatcgatgag 
600 

ctgagaaccg agatggacga gatgagggac actttcttcg aggaggatgc ctgtcaactg 

660 . - 

caggaaatgc gccacgagtt ggagagagcc aacaaaaact gccggatcct gcagtaccgc 
720 

ctccgcaaag ccgagcgcaa aaggctccgc tacgcccaga ccggggaaat cgacggggag 
780 

ctgttgcgca gcctggagca ggacctcaag gttgcaaagg atgtatctgt gagacttcac 
840 

catgaattag aaaatgtgga agaaaagaga acaacaacag aagatgaaaa tgagaaactg 
900 

aggcaacagc tcatagaagt tgaaattgca aagcaagctt tacagaatga actggaaaaa 
960 

atgaaagagt tatccttaaa aagaagagga agcaaagatt tgccaaaatc tgaaaaaaag 
1020 

gctcaacaga ctcccacaga ggaggacaat gaagatctga agtgccagct gcagtttgtt 
1080 

aaggaagaag ccgctttgat gagaaagaaa atggccaaga ttgataaaga aaaggacaga 
1140 

tttgaacacg agctccagaa gtacagatcc ttttatgggg atctggacag tcctttgccc 
1200 

aaaggagaag ccggaggccc tcccagcact agggaggccg agctcaagct acggctaagg 
1260 
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ctggtggagg aagaagccaa catcctgggc 
1320 

agaggcctga aggcggaact ggacgacctt 
1380 

acccgctcat gagggnagca gagcgaatcc 
1440 

gtggaagacg agacggagct gctgcggagg 
1500 

cgcatcacgg cggagctcaa caagtacaag 
1560 

ggcaccacga caacgccana gaccgaggcc 
1620 

cagatcaacg agctcagcgg caaggtcatg 
1680 ' 

tccaacatgc agcgctacga cctggcctcg 
1740 

agcgacgccg agagcgacgc gggcaagaag 
1800 

cgcaagcgcg aagggcccat cggcggcgag 
1860 

gctgcctcan cgcccactcg ctccttctac 
1920 

tccgatcggc agcagatgaa ggacatccgc 
1980 

gaccggctca tcgccgacac gagcaccatc 
2040 

cggggacctg ttnncggact catggacgag 
2100 

gagctgctct accgcatcaa cgctcagatg 
2160 

atcgaccgcc tcgaggtgcc caagtctgcg 
2220 

gtgagtcaga tgttccagcc tatcatttta 
2280 

ctttcttaca caacaatatt taaacttgtc 
2340 

atctttcatc atttaccatt cattgtagta 
2400 

aagacaagaa gtaaaagaag tataatttct 
2460 

actgcttatt tctttacaaa gatacaactc 
2520 

ccaaacacta aaatatttca ggtaagaaag 
2580 

tttttacttc tttttttcat cctgtttgtc 
2640 

ataaaaatgg actacatgtc tcataattat 
2700 

gctggacgga cattcacaat ttggtcacat 
2740 


aggaaaatcg tcgaactgga ggtggagaac 
aggggcgatg acnnttcaac ggctcggcca 
ctgtcggagc tgcggcagca cctgcagctg 
aacgtggccg acctggagga gcagaacaag 
tacaagnntc cggcggccac gacagcgcgc 
ctgcaggagg agctgaaggc ggcgcgcctg 
cagctgcagt acgagaaccg cgtgcttatg 
cacctgggca tccgcggcag cccccgcgac 
gagagcgacg acgactcgcg gcctccgcac 
agcgactcgg aggaggtgnn cgcaacatcc 
ccggcgcccg ggccctggcc caagagcttc 
tcggaggccg agcgcctggg caagaccatc 
atcaccgagg cgcgcatcnt acgtggccaa 
gaggacgacg gcagccgcat ccgggagcac 
aaggccttcc gcaaggagct gcagaccttc 
gacgaccgcg gcgccgagga gcccatttcc 
cttattctca ttcttgtatt attttcatca 
ttccttttta cactgttttt tgtactgtaa 
ttttcagttt gtttattttg ttcacccttc 
gtagtaacca atgctataaa aacactgaag 
atcttaccaa gaccaaattc aataagaagc 
tgtgacattt ttctgtatga attgttttaa 
tcctcttgat aaataattgg catactgaat 
ttctcagtag ttcactatta ttattcaaaa 
ttccaaaaag 


<210> 1686 
<211> 463 
<212> PRT 
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<213> Homo sapiens 


<400> 1686 


Xaa Gly 

Gly 

Ala 

Gly Gly Gly 
5 

Ser Gly 

1 

Gin Pro 

Pro 

Pro 

Pro Arg Gly 

Trp Arg 



20 




25 

Gin Arg 

Gly 

Gly 

Ser Gly Gly 

Glu Gly 


35 





40 

Ser Ser 

Ala 

Gly 

Lys 

Thr 

Pro 

Gly Thr 

50 





55 


Gly Val 

Ala 

Gly 

Gly Gly 

Ser 

Gly Gly 

65 




70 



Gly Cys 

Leu 

Gin 

Ser 

Glu 

Leu 

He Gin 




85 




Ala Ala 

Ala 

Ala 

Ala 

Ala 

Ala 

Ala Gin 



100 




105 

Gly Ser 

Ser 

Ser 

Arg 

Ser 

Ser 

Pro Val 


115 





120 

Glu Thr 

Leu 

Ala 

Val 

Ala 

Ser 

Ala Ser 

130 





135 


Gly Pro 

Gin 

Gin 

Ser 

Ala 

Glu 

Gly Ser 

145 




150 



Ala Ala 

Ala 

Pro 

Pro 

Ser 

Ser 

Gin Pro 




165 




Gin Glu 

Glu 

Met 

Gin 

Glu 

Glu 

Met Glu 



180 




185 

Thr Leu 

Lys 

Asn 

Glu 

He 

Asp 

Glu Leu 


195 





200 

Arg Asp 

Thr 

Phe 

Phe 

Glu 

Glu 

Asp Ala 

210 





215 


His Glu 

Leu 

Glu 

Arg 

Ala 

Asn 

Lys Asn 

225 , 




230 



Leu Arg 

Lys 

Ala 

Glu Arg Lys 

Arg Leu 




245 




lie Asp 

Gly 

Glu 

Leu 

Leu Arg 

Ser Leu 



260 




265 

Lys Asp 

Val 

Ser 

Val 

Arg 

Leu 

His His 


275 





280 

Lys Arg 

Thr 

Tnr 

Thr Glu Asp 


290 





295 


He Glu 

Val 

Glu 

He 

Ala 

Lys 

Gin Ala 

305 




310 



Met Lys 

Glu 

Leu 

Ser Leu Lys 

Arg Arg 




325 




Ser Glu 

Lys 

Lys 

Ala 

Gin 

Gin 

Thr Pro 



340 




345 

Leu Lys 

Cys 

Gin 

Leu 

Gin 

Phe 

Val Lys 


355 





360 

Lys Lys 

Met 

Ala 

Lys 

lie Asp 

Lys Glu 

370 





375 


Leu Gin 

Lys 

Tyr 

Arg 

Ser 

Phe 

Tyr Gly 

385 




390 



Lys Gly 

Glu 

Ala 

Gly Gly 

Pro 

Pro Ser 
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Glu Arg Glu Gly Gly 

Ala 

fro 

10 

15 


Gly Lys Gly Val Arg 

TV 1 -% 

Ala 

Gin 

30 



Ala Ser Pro Ser Pro 

Ser 

ser 

45 



Gly Ser Arg Asn Ser 

Gly 

Ser 

60 



Gly Gly Ser Tyr Trp 

Lys 

Glu 

75 


80 

Phe His Leu Lys Lys 

Glu 

Arg 

90 

95 


Met His Ala Lys Asn 

Gly 

Gly 

110 



Ser Gly Pro Pro Ala 

Val 

Cys 

125 



Pro Met Ala Ala Ala 

Ala 

Glu 

140 



Ala Ser Gly Gly Gly 

Met 

Gin 

155 


160 

His Pro Gin Gin Leu 

Gin 

Glu 

170 

175 


Lys Leu Arg Glu Glu 

Asn 

Glu 

190 



Arg Thr Glu Met Asp 

Glu 

Met 

205 



Cys Gin Leu Gin Glu 

Met 

Arg 

220 



Cys Arg He Leu Gin 

Tyr 

Arg 

235 


240 

Arg Tyr Ala Gin Thr 

Gly 

Glu 

250 

255 


Glu Gin Asp Leu Lys 

IT- I 

vai 

Til a 
Aid 

270 



Glu Leu Glu Asn vai 

G1U 

r*l ii 

G1U 

285 



Glu Lys lieu Arg Gin 


Leu 

300 



Leu Gin Asn Glu Leu 

Glu 

Lys 

315 


320 

Gly Ser Lys Asp Leu 

Pro 

Lys 

330 

335 


Thr Glu Glu Asp Asn 

Glu 

Asp 

350 



Glu Glu Ala Ala Leu 

Met 

Arg 

365 



Lys Asp Arg Phe Glu 

His 

Glu 

380 



Asp Leu Asp Ser Pro 

Leu 

Pro 

395 


400 

Thr Afg Glu Ala Glu 

Leu 

Lys 
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405 410 415 

Leu Arg Leu Arg Leu Val Glu Glu Glu Ala Asn lie Leu Gly Arg Lys 

420 425 430 

He Val Glu Leu Glu Val Glu Asn Arg Gly Leu Lys Ala Glu Leu Asp 

435 440 445 

Asp Leu Arg Gly Asp Asp Xaa Ser Thr Ala Arg Pro Thr Arg Ser 
450 455 460 

<210> 1687 
<211> 326 
<212> DNA 

<213> Homo sapiens 
<400> 1687 

gtgcacacag gtgagcgtcc ctacaagtgt ccacactgcg actatgcagg tacccagtcg 

60 - 

ggctcgctca agtatcacct tcagcgtcac caccgagagc agaagaacag tgcgggttcc 
120 

tgggcctccc ccagaacccc cgccaccttc ccagcggggc tcactgcagc cgcagtcagg 
180 

agccaagcca actcaggcct cagccacctg ggtagagggc actgcaagta cccggcctcc 
240 

ttcgagcagc accggaccag ggtcccgtag gaagcctgct agccctggga ggaccctgcg 
300 

aaacggcgat gtggtgaagc cgaact 
326 

<210> 1688 
<211> 89 
<212> PRT 

<213> Homo sapiens 
<400> 1688 

Val His Thr Gly Glu Arg Pro Tyr Lys Cys Pro His Cys Asp Tyr Ala 

15 10 15 

Gly Thr Gin Ser Gly Ser Leu Lys Tyr His Leu Gin Arg His His Arg 

20 * ■ 25 30 

Glu Gin Lys Asn Ser Ala Gly Ser Trp Ala Ser Pro Arg Thr Pro Ala 

35 40 45 

Thr Phe Pro Ala Gly Leu Thr Ala Ala Ala Val Arg Ser Gin Ala Asn 

50 55 60 

Ser Gly Leu Ser His Leu Gly Arg Gly His Cys Lys Tyr Pro Ala Ser 
65 70 75 80 

Phe Glu Gin His Arg Thr Arg Val Pro 
85 

<210> 1689 
<211> 301 
<212> DNA 

<213> Homo sapiens 
<400> 1689 

nggggaagcc atggctgctt aaggacaatg cactgtcagc tcggtgatgt cttgatttgg 
60 
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tctgggattc tgcacttagt aattgcagat aatactcatg tggcgccaag gaaaaaaaaa 
120 

ttggcctttt cccagtccat taagcctaaa caaaccacat cactttacat caggcagatc 
180 

atgtggtacc agaattttcc agtttggcgg actatcttga tcaaatcaac taaattattg 
240 

ccactgtggc tatctgtgaa agaacacaat gaagaaaatc tggagcctta tctcatactc 

300 

a 

301 

<210> 1690 
<211> 91 
<212> PRT 

<213> Homo sapiens 

<400> 1690 , 

Met His Cys Gin Leu Gly Asp Val Leu He Trp Ser Gly He Leu His 

1.5 10 15 

Leu Val He Ala Asp Asn Thr His Val Ala Pro Arg Lys Lys Lys Leu 

20 25 30 

Ala Phe Ser Gin Ser He Lys Pro Lys Gin Thr Thr Ser Leu Tyr He 

35 40 45 

Arg Gin He Met Trp Tyr Gin Asn Phe Pro. Val Trp Arg Thr He Leu 

50 55 60 

He Lys Ser Thr Lys Leu Leu Pro Leu Trp Leu Ser Val Lys Glu His 
65 70 75 80 

Asn~Glu Glu Asn Leu Glu Pro Tyr Leu He Leu 
85 90 


<210> 1691 
<211> 483 
<212> DNA 

<213> Homo sapiens 
<400> 1691 

nacgcgttcc ggtatgccga tgggccggtg 
60 

ttgtgccttg aagtgtggga ccgcggcccc 
120 

ttcgaagaat tcaaacgcct ggacagtcac 
180 

ggcctggcga ttgccgacgg cttgtgccgc 

240 

tggccgggca agggcagcgt gttcagcgtg 
300 

gcgcctgcca agccggcgca ggaaagcggc 
360 

gtgaataaca aagaaagcat cctgatcggc 
420 

gaagtctggc ccgcgcgcga ccaggcgcaa 

480 

ccg 

483 


ctgctgggcg tccgccggcg gcgcggtgag 
ggcattcctc aagacaaaca aaagtcattc 
cagacccgcg ccgagaaagg cctgggcctg 
gtgctcgggc atcgcttgag cgtgcgttcg 
cgcgtgccgt tggcgcgcac ccaggtcagc 
cagccgttga gtggcgcgca ggtgctgtgt 
atgcgcagct tgctcccgcg ctggggctgc 
tgtgccgcgc tgttggctga gggtgtgcgg 
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<210> 1692 
<211> 161 
<212> PRT 

<213> Homo sapiens 
<400> 1692 

Xaa Ala Phe Arg Tyr Ala Asp Gly Pro Val Leu Leu Gly Val Arg Arg 

15 10 15 

Arg Arg Gly Glu Leu Cys Leu Glu Val Trp Asp Arg Gly Pro Gly lie 

20 25 30 

Pro Gin Asp Lys Gin Lys Ser Phe Phe Glu Glu Phe Lys Arg Leu Asp 

35 40 45 

Ser His Gin Thr Arg Ala Glu Lys Gly Leu Gly Leu Gly Leu Ala He 

50 55 60 

Ala Asp Gly Leu Cys Arg Val Leu Gly His Arg Leu Ser Val Arg Ser 
65 70 75 80 

Trp Pro Gly Lys Gly Ser Val Phe Ser Val Arg Val Pro Leu Ala Arg 

85 90 95 

Thr Gin Val Ser Ala Pro Ala Lys Pro Ala Gin Glu Ser Gly Gin Pro 

100 105 HO 

Leu Ser Gly Ala Gin val Leu Cys Val Asn Asn Lys Glu Ser He Leu 

115 120 125 

He Gly Met Arg Ser Leu Leu Pro Arg Trp Gly Cys Glu Val Trp Pro 

130 135 140 

Ala Arg Asp Gin Ala Gin Cys Ala Ala Leu Leu Ala Glu Gly Val Arg 
145 150 155 160 

Pro 


<210> 1693 
<211> 333 
<212> DNA 

<213> Homo sapiens 
<400> 1693 

acgcgtgttc catctgcagc cgtgcgaaaa ctctcccacc atgtcgcaga ctggatactt 
60 

cgaggattca agctactaca agtgtgacac agatgacacc ttcgaagccc gagaggagat 
120 

actggggggg atgaggcctt cgacactgcc aactcctcca tcgtgtctgg cgagagtatc 
180 

cgtttttttg tcaatgtcaa ccttgagatg caggccacca acactgagaa tgaagcgact 
240 

tccggtggct gtgtgctcct gcacacctcc cgaaaggcca gcatcgtcct gaacgagacg 
300 

gccacc.tccc tggataacgt gctgcggacc atg 
333 

<210> 1694 
<211> 110 
<212> PRT 

<213> Homo sapiens 
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<400> 1694 



Val 

Arg 

Ser 

Thr Leu Ser Arg Glu 

Val 

Ala Val 

Ser 

Phe 

Arg 

Thr 

1 



5 

10 




15 


Met 

Leu 

Ala 

Phe 

Arg Glu Val Cys Arg 

Ser 

Thr Gin 

Pro 

Pro 

Glu 

Val 




20 

25 




30 



Ala 

Ser 

Phe 

Ser 

Val Leu Val Ala Cys 

He 

Ser Arg 

Leu 

Thr 

Leu 

Thr 



35 


40 



45 




Lys 

Lys 

Arg 

He 

Leu Ser Pro Asp Thr 

Met 

Glu Glu 

Leu 

Ala 

Val 

Ser 

50 



55 


60 





Lys 

Ala 

Ser 

Ser 

Pro Pro Val Ser Pro 

Leu 

Gly Leu 

Arg 

Arg 

Cys 

His 

65 




70 


75 




80 

Leu 

Cys 

His 

Thr 

Cys Ser Ser Leu Asn 

Pro 

Arg Ser 

He 

Gin 

Ser 

Ala 




85 

90 




95 


Thr 

Trp 

Trp 

Glu 

Ser Phe Arg Thr Ala 

Ala 

Asp Gly 

Thr 

Arg 




100 

105 




110 




<210> 1695 

<211> 485 

<212> DNA 

<213> Homo sapiens 


<400> 1695 

tgatcagctt tatcaggagt ttttgcaagt accgcagatt tatgttgaat cctagtaagc 
60 

gccaggaatt tgaagactat cttcaccagg aaatgcaaaa tagcaaggaa aatttcacca 
120 

cagcacacaa cacatcggga cgttcagctc caccctccac aaatgtccgg agtgcagacc 
180 

aagagaatgg agaaataacc cttgtaaagc gtcgtatatt tggccacagg attatcactg 
240 

tcaactttgc gatcaatgat ctatatttct tttctgaaat ggagaaattt aatgatctgg 
300 

tcagttcagc ccacatgctg caggtcaacc gggcatataa tgagaatgat gtgatcctaa 
360 

tgcggtccaa aatgaacatt atccaaaaac tcttcctgaa ttctgacatc cctccaaagc 
420 

tgagggtgaa tgtccctgag ttccagaagg atgccatcct tgctgccatc acagagggct 

480 

accta 

485 

<210> 1696 
<211> 148 
<212> PRT 

<213> Homo sapiens 
<400> 1696 

Met Leu Asn Pro Ser Lys Arg Gin Glu Phe Glu Asp Tyr Leu His Gin 

1 5 10 15 

Glu Met Gin Asn Ser Lys Glu Asn Phe Thr Thr Ala His Asn Thr Ser 

20 25 30 

Gly Arg Ser Ala Pro Pro Ser Thr Asn Val Arg Ser Ala Asp Gin Glu 

35 40 45 

Asn Gly Glu He Thr Leu Val Lys Arg Arg He Phe Gly His Arg He 
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50 55 60 

lie Thr Val Asn Phe Ala lie Asn Asp Leu Tyr Phe Phe Ser Glu Met 
65 70 75 80 

Glu Lys Phe Asn Asp Leu Val Ser Ser Ala His Met Leu Gin Val Asn 

85 90 95 

Arg Ala Tyr Asn Glu Asn Asp Val He Leu Met Arg Ser Lys Met Asn 

100 105 110 

He He Gin Lys Leu Phe Leu Asn Ser Asp He Pro Pro Lys Leu Arg 

115 120 125 

Val Asn Val Pro Glu Phe Gin Lys Asp Ala He Leu Ala Ala He Thr 

130 135 140 

Glu Gly Tyr Leu 
145 

<210> 1697 
<211> 337 
<212> DNA 

<213> Homo sapiens 
<400> 1697 

accaggttcc caccatcctc aggggaatca caggttactg gctttggaga ccgagatgtc 
60 

ttcccgcctc ccaggggcct gtggatggga ctccctgcga attcgactcc caggggaaaa 
120 

gccaagagct gcctccttgg gacaactggg gcggcagctg tgatcgcaca tggcttcagc 
180 

agaggcctga gcggctgcct ccgttggcca gcaggctctg agagcactcg cccggcctga 
240 

ctgttcatcc atcctttcac ccggaggcca gctgtggctg tctgtgctct cagaggggag 
300 

gcgatgggca aggcgcctgc catgcagatg ggtggtg 
337 

<210> 1698 
<211> 107 
<212> PRT 

<213> Homo sapiens 

<400> 1698 " 

Met Ala Gly Ala Leu Pro He Ala Ser Pro Leu Arg Ala Gin Thr Ala 

15 10 15 

Thr Ala Gly Leu Arg Val Lys Gly Trp Met Asn Ser Gin Ala Gly Arg 

20 25 30 

Val Leu Ser Glu Pro Ala Gly Gin Arg Arg Gin Pro Leu Arg Pro Leu 

35 40 45 

Leu Lys Pro Cys Ala He Thr Ala Ala Ala Pro Val Val Pro Arg Arg 

50 55 60 

Gin Leu Leu Ala Phe Pro Leu Gly Val Glu Phe Ala Gly Ser Pro He 
65 70 75 80 

His Arg Pro Leu Gly Gly Gly Lys Thr Ser Arg Ser Pro Lys Pro Val 

85 90 95 

Thr Cys Asp Ser Pro Glu Asp Gly Gly Asn Leu . 
100 105 
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<210> 1699 

<211> 442 

<212> DNA 

<213> Homo sapiens 

<400> 1699 

nacgcgttcc ctaaggatca tcctgaggtt ctgtacgtag accttctaat tgcggatatg 
60 

aatggtgtgg tgcgcggcaa gcgcatcgaa cgcaccagcc tccacaaggt ttacgagaag 
120 

ggcattaacc tgcctgcctc tctatttgcc ctggatatca atggctcaac ggtggaaagc 
180 

accggcctgg gtctggacat cggtgatgct gaccgaatct gttatccaat ccccgacacc 
240 

ctgtgcaatg aaccctggca aaagcgccca accgcgcaac tgctgatgac catgcacgaa 
300 

cttgaagggg aacctttttt cgccgatcct cgcgaagtac tccgccaagt tgtaagcaaa 
360 

tttgacgacc tcggtctgac catctgcgcc gcattcgagc tggagttcta cctgattgac 
420 

caggagaacg tgaatggccg gc 
442 

<210> 1700 

<211> 147 

<212> PRT 

<213> Homo sapiens 

<400> 1700 


Xaa Ala 

Phe 

Leu 

Lys 

Asp His 

Pro 

Glu 

Val 

Leu 

Tyr 

Val 

Asp 

Leu 

Leu 

1 



5 




10 





15 


He Ala 

Asp 

Met 

Asn 

Gly Val 

val 

Arg 

Gly 

Lys 

Arg 

He 

Glu 

Arg 

Thr 


20 




25 





30 



Ser Leu 

His 

Lys 

Val 

Tyr Glu 

Lys 

Gly 

He 

Asn 

Leu 

Pro 

Ala 

Ser 

Leu 


35 




40 





45 




Phe Ala 

Leu 

Asp 

He 

Asn Gly 

Ser 

Thr 

Val 

Glu 

Ser 

Thr 

Gly 

Leu 

Gly 

50 




55 





60 





Leu Asp 

He 

Gly 

Asp 

Ala Asp 

Arg 

He 

Cys 

Tyr 

Pro 

He 

Pro 

Asp 

Thr 

65 




70 




75 





80 

Leu Cys 

Asn 

Glu 

Pro 

Trp Gin 

Lys 

Arg 

Pro 

Thr 

Ala 

Gin 

Leu 

Leu 

Met 




85 




90 





95 


Thr Met 

His 

Glu 

Leu 

Glu Gly 

Glu 

Pro 

Phe 

Phe 

Ala 

Asp 

Pro 

Arg 

Glu 



100 




105 





110 



Val Leu 

Arg 

Gin 

val 

Val Ser 

Lys 

Phe 

Asp 

Asp 

Leu 

Gly 

Leu 

Thr 

He 


115 




120 





125 




Cys Ala 

Ala 

Phe 

Glu 

Leu Glu 

Phe 

Tyr 

Leu 

He 

Asp 

Gin 

Glu 

Asn 

Val 

130 




135 





140 






Asn Gly Arg 
145 

<210> 1701 

<211> 8265 

<212> DNA 

<213> Homo sapiens 
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<400> 1701 

nacgcgtgaa gggagggcga ggccggagcc cgagggcgac ccgagaagcg gcggggcggc 
60 

gggccggcgg gcggggcgca gagccaggca gcgcaggtat agccaggctg gagaaaagaa 
120 

gctgccacca tggttgcact ttcactgaag atcagcattg ggaatgtggt gaagacgatg 
180 

cagtttgagc cgtctaccat ggtgtacgac gcctgccgca tcattcgtga gcggatccca 
240 

gaggccccag ctggtcctcc cagcgacttt gggctctttc tgtcagatga tgaccccaaa 
300 

aagggtatat ggctggaggc tgggaaagct ttggactact acatgctccg aaatggggac 
360 

actatggagt acaggaagaa acagagaccc ctgaagatcc gtatgctgga tggaactgtg 
420 

aagacgatca tggtggatga ctctaagact gtcactgaca tgctcatgac catctgtgcc 

480 

cgcattggca tcaccaatca tgatgaatat tcattggttc gagagctgat ggaagaaaag 
540 

aaagaggaag gaacgggcac actcaaaaag gacaagacat tgctgcgaga tgaaaagaag 
600 

atggagaaac taaagcagaa attgcacaca gatgatgagt tgaactggct ggaccatggt 
660 

cggacactga gggagcaggg tgtagaggag cacgagacgc tgctgctgcg gaggaagttc 
720 

ttttactcag accagaatgt ggattcccgg gaccctgtac agctgaacct cctgtatgtg 
780 

caggcacgag atgacatcct gaatggctcc caccctgtct cctttgacaa ggcctgtgag 
840 

tttgctggct tccaatgcca gatccagttt gggccccaca atgagcagaa gcacaaggct 
900 

ggcttccttg acctgaagga cttcctgccc aaggagtatg tgaagcagaa gggagagcgt 
960 

aagatcttcc aggcacacaa gaattgtggg cagatgagtg agattgaggc caaggtccgc 
1020 

tacgtgaagc tagcccgttc tctcaagact tacggtgtct ccttcttcct ggtgaaggaa 
1080 

aaaatgaaag ggaagaacaa gctagtgccc aggcttctgg gcatcaccaa ggagtgtgtg 
1140 

atgcgagtgg atgagaagac caaggaagtg atccaggagt ggaacctcac caacatcaaa 
1200 

cgctgggctg cgtctcccaa aagcttcacc ctggattttg gagattacca agatggctat 
1260 

tactcagtac agacaactga aggggagcag attgcacagc tcattgccgg ctacatcgat 
1320 

atcatcctga agaagaaaaa aagcaaggat cactttgggc tggaaggaga tgaggagtct 
1380 

actatgctgg aggactcagt gtcccccaaa aagtcaacag tcctgcagca gcaatacaac 
1440 

cgggtgggga aagtggagca tggctctgtg gccctgcctg ccatcatgcg ctctggagcc 
1500 

tctggtcctg agaatttcca ggtgggcagc atgccccctg cccagcagca gattaccagc 
1560 
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ggccagatgc 

accgaggaca 

1620 


accattaact 

ccagcatgca 

1680 


actctgccgc 

ctcttggcca 

1740 


gaatcaaagc 

atgagatcca 

1800 


gtgaacctga 

cagcagggga 

1860 


accacaatct 

cctccaacct 

1920 


ctggaggacg 

aaggcggcag 

1980 


gcagtgtcag 

aactgctgcg 

2040 


ctgcaagcag 

ctgggaacgt 

2100 


agtgatactg 

acccccactt 

2160 


gctgcagctg 

ccctggtcct 

2220 


cttcagaccc 

aagttattgc 

2280 : :-■! 


gcctgtacta 

aggtggtggc 

2340 


gaggctggac 

gactggtagc 

2400 


acagaggatg 

ggcaactgtt 

2460 


ctaaatgagc 

tgctgcagca 

2520 


tatgaccagg 

ctactgacac 

2580 


gatgctgggg 

agatggtgcg 

2640 


aatgccatca 

aggctgatgc 

2700 


agtgctgcca 

agatcctcgc 

2760 


gccgcccacc 

ctgacagtga 

2820 


cgcatggcca 

ccaatgcagc 

2880 


gagcatgcag 

ccaagcaagc 

2940 


gcagcctctg 

cccccaaggc 

3000 


gcagtggcag 

agcagattcc 

3060 


gacagcccca 

gcgctcagct 

3120 


gggaagatgg 

tggcagctgc 

3180 



catgcctcct 

ctgacttcag 

ggccgtgcag 

gctgcccagg 

ggatgctgcc 

tctaaggcct 

ctctcaggta 

gatgccatca 

ccctgctgag 

acagactata 

gacggagatg 

tcccgtgggg 

tggtcggccc 

ctgttgcagg 

cagtgcccaa 

ccagccagtg 

gggccaggcc 

agtggggagc 

ccaggatgcg 

ctaatgcagc 

caaggccaag 

agtgtggccc 

tgcagcaaca 

cagtgtgccc 

acctacaatc 

agctcacctg 

caaagccgtg 

aagggctgtg 

gcgaggggta 

ggagcagcag 

tgtgaaagcc 

catgccacag 

catcctaacc 

gtcactgaga 

acaggcccgc 

atcctggccc 

tgagggggaa 

agtgatctgg 

tgatgccacc 

gccaagatgg 

ggaacagcag 

cagcgactgc 

tgcgcagaac 

gccatcaaga 

tgcagcctct 

gcaacacaga 

ctctgccggc 

ccccagcccc 

actgctggtg 

cagggcgtcc 

tgccctcatt 

gctgccagcc 

aaaggcctca 

gtgccaacga 


cccagcaggc actcactgga 
ccaccctgga tgactttgac 
ggcgtaaaaa caagatggat 
cagctggtac tgcgtctgtg 
ccgcagtggg ctgtgcagtc 
tgaagctgct ggctgccttg 
cagcaaaggg ccttgcggga 
ctgagccccg tcagaacctg 
tgttgcaaca aattggggaa 
tcgccaaagc tgtggcaagt 
agcggacaga ggactcggga 
tatccacttc ccaactagtg 
tctgccaaga gcaactggtg 
tgtctgcctc ccaggcagct 
ccacagctgt cacccaggcc 
gggctgggcc tgctggccgt 
acatctttag ctccatgggt 
aagccacatc tgacctggtc 
agaactcccg caagctcctg 
tggaggcggc caagggagca 
gtgaagcagc tgaggggctt 
agaagttggt gcagcgcctg 
ccattgctgc agcccaacat 
tgctggtgca gagctgcaag 
gaggaagcca agcccagcct 
agagcttcct gcagccaggt 
ttcaggacca ggcttcagcc 
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atgcagctga gtcagtgtgc caagaacctg ggcaccgcgc tggctgaact ccggacggct 
3240 

gcccagaagg ctcaggaagc atgtggacct ttggagatgg attctgcact gagtgtggta 
3300 

cagaatctag agaaagatct acaggaagtg aaggcagcag ctcgagatgg caagcttaaa 
3360 

cccttacctg gggagacaat ggagaagtgt acccaggacc tgggcaacag caccaaagcc 
3420 

gtgagctcag ccatcgccca gctactggga gaggttgccc agggcaatga gaattatgca 
3480 

ggtattgcag ctcgggatgt ggcaggtggg ctgcggtcac tggcccaggc cgctagggga 
3540 

gtcgctgcac tgacgtcaga tcctgcagtg caggccattg tacttgatac ggccagtgat 
3600 

gtgctggaca aggccagcag cctcattgag gaggcgaaaa aggcagctgg ccatccaggg 
3660 

gaccctgaga gccagcagcg gcttgcccag gtggctaaag cagtgaccca ggctctgaac 
3720 

cgctgtgtca gctgcctacc tggccagcgc gatgtggata atgccctgag ggcagttgga 
3780 

gatgccagca agcgactcct gagtgactcg cttcctccta gcactgggac atttcaagaa 
3840 

gctcagagcc ggttgaatga agctgctgct gggctgaatc aggcagccac agaactggtg 
3900 

caggcctctc ggggaacccc tcaggacctg gctcgagcct caggccgatt tggacaggac 
3960 

ttcagcacct tcctggaagc tggtgtggag atggcaggcc aggctccgag ccaggaggac 
4020 

cgagcccaag ttgtgtccaa cttgaagggc atctccatgt cttcaagcaa acttcttctg 
4080 

gctgccaagg ccctgtccac ggaccctgct gcccctaacc tcaagagtca gctggctgca 
4140 

gctgccaggg cagtaactga cagcatcaat cagctcatca ctatgtgcac ccagcaggca 
4200 

cccggccaga aggagtgtga taacgccctg cgggaattgg agacggtccg ggaactcctg 
4260 

gagaacccag tccagcccat caatgacatg tcctactttg gttgcctgga cagtgtaatg 
4320 

gagaactcaa aggtgctggg cgaggccatg actggcatct cccaaaatgc caagaacgga 
4380 

aacctgccag agtttggaga tgccatttcc acagcctcaa aggcactttg tggcttcacc 
4440 

gaggcagctg cacaggctgc atatctggtt ggtgtctctg accccaatag ccaagctgga 
4500 

cagcaagggc tagtggagcc cacacagttt gcccgtgcaa accaggcaat tcagatggcc 
4560 

tgccagagtt tgggagagcc tggctgtacc caggcccagg tgctctctgc agccaccatt 
4620 

gtggctaaac acacctctgc actgtgtaac agctgtcgcc tggcttctgc ccgtaccacc 
4680 

aatcctactg ccaagcgcca gtttgtacag tcagccaagg aggtggccaa cagcacagcc 
4740 

aatcttgtca agaccatcaa ggcgctagat ggggccttca cagaggagaa ccgtgcccag 
4800 
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tgccgagcag caacagcccc 
4860 

aaccctgagt tctccagcat 
4920 

cccattgtga tctctgccaa 
4980 

cgggccctcg cagtcaatcc 
5040 

cgtactgtct cagactccat 
5100 

cagctggagt gtgaaacggc 
5160 

gcttccctcg ctgcagtcag 
5220 

ttgcacactc agatgctcac 
5280 

aatgctgccc gggctgaagc 
5340 

tttgagccgc tcaccctggc 
5400 

cagatggcac tcctggacca 
5460 

actgccaagg aggctggtgg 
5520 

gaggctgtgc agatgatgac 
5580 

gccagtgctg ctggggtcgt 
5640 

ctagatgaag gaccaatggg 
5700 

gtgcggacag ccaaggccat 
5760 

agcccagagg agctgggccc 
5820 

tcggaggcca agcctgcagc 
5880 

caccgggtac aggagctggg 
5940 

cagtgcagcc ccagtgatgc 
6000 

tctgagaagg tctcccacgt 
6060 

tgcatcacag cagccagcgc 
6120 

ttcgccactg ctggcacact 
6180 

ggcatcttaa agactgcgaa 
6240 

gctgggagcc aggagaagtt 
6300 

ctcgctgatg tggtcaagct 
6360 

gtggtactaa tcaacgcagt 
6420 


tctgctggag gctgtggaca 
tcctgcccag atcagccctg 
gacaatgtta gagagtgccg 
ccgggacccc ccgagctggt 
caagaagcta attacaagca 
cattgcagct ctgaacagtt 
ccagcagctt gctccccgtg 
tgcagtccaa gagatctccc 
ctcccagctg ggacacaagg 
tgcagtgggt gctgcctcca 
gactaaaaca ttggcagagt 
taacccaaag caagcagctc 
cgaggccgta gaggacctga 
gggtggcatg gtggactcca 
tgaaccagaa ggttccttcg 
tgcagtgacc gttcaggaga 
tcttgctaac cagctgacca 
ggtggctgct gaaaatgaag 
ccatggctgt gccgctctgg 
ctacaccaag aaggagctca 
cctggctgcg ctccaggctg 
tgtgtctggt atcattgctg 
taaccgtgag ggtactgaaa 
ggtgctggtg gaggacacca 
ggcgcaggct gcccagtcct 
gggtgcagcc agcctgggag 
gaaagatgta gccaaagccc 


atctgagtgc ctttgcgtcc 
agggtcgggc tgccatggag 
ggggactcat ccagacagcc 
cggtgctggc cggccactcc 
tgagggacaa ggctccaggg 
gtctacggga cctagaccag 
agggaatctc tcaagaggcc 
atctcattga gccgctggcc 
tgtcccagat ggcgcagtac 
agaccctgag ccacccgcag 
ctgccctgca gttgctatac 
acacccagga agccctggag 
caacaaccct caacgaggca 
tcacccaggc catcaaccag 
tggattacca aacaactatg 
tggttaccaa gtcaaacacc 
gtgactatgg ccgtctggcc 
agataggttc ccatatcaaa 
tcaccaaggc aggcgccctg 
tagagtgtgc ccggagagtc 
ggaatcgtgg cacccaggcc 
accttgacac caccatcatg 
cttctgcaga ccaccgggag 
aggtcctggt gcaaaacgca 
ccgtggcgac catcacccgc 
ctgaggaccc tgagacccag 
tgggagacct catcagtgca 
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acgaaggctg 

cagctggcaa 

.6480 


gccaaggtga 

tggtgaccaa 

6540 


gaggccacca 

aaggcactcg 

6600 


gcggttttct 

gttccccaga 

6660 


atgaccaagg 

gtatcaccat 

6720 


caggaagatg 

tcattgccac 

6780 


gcttgcaagg 

aagcagctta 

6840 


cactatggcc 

gggagtgtgc 

6900 


ctgcagaagc 

caagcccaga 

6960 


ggttccgtca 

ctgagctcat 

7020 


ccagaggacc 

ccacagtcat 

7080 


gctgcagcca 

aaaagctaga 

7140 


tccttgaact 

ttgaggagca 

7200 


gcactggtaa 

aggctgcgtc 

7260 


gccattccag 

ccaatgcact 

7320 


cggatggtgg 

ctgcggccac 

7380 


catgccagcc 

aggagaagct 

7440 


ctccttgtgg 

cctgcaaggt 

7500 


gctgctggca 

acgcagtgaa 

7560 


gcagcctttg 

aagagcagga 

7620 


attgcccaga 

tcatcgcagc 

7680 


gcgcggaaga 

aactggccca 

7740 


cgagatgagc 

actaaagaag 

7800 


tgccactacc 

aaagccttct 

7860 


aaagtgcctg 

ccaaacccca 

7920 


cctccccaac 

cccaagtgcc 

7980 


agtattaacg 

ctccaagagt 

8040 



agttggagat gaccctgctg 
tgtgacatca ttgcttaaga 
ggccctggag gcaaccacag 
gccacctgcc aagacctcta 
ggcaaccgcc aaggccgttg 
agccaatctg agccgccgtg 
ccacccagaa gtggcccctg 
caatggctac ctggaactgc 
actgaagcag cagttgacag 
ccaggctgct gaagccatga 
tgctgagaat gagctcctgg 
gcagctgaag ccccgggcca 
gatactagaa gctgccaagt 
ggctgcccag agagaactag 
ggacgatggg cagtggtccc 
caacaatctg tgtgaggcag 
catctcatca gccaagcagg 
caaggctgac caggactcgg 
gcgagcctca gataatctgg 
gaatgagaca gtggtggtga 
acaggaagaa atgcttcgga 
gatccggcag cagcagtaca 
cctcttctat ttaatgcaga 
gggctgtcgg ggcccaacct 
gggcctggcc ccgcccagtc 
ttcatgccct agggcccccc 
attattaacg ctgctgtacc 


tgtggcagct aaagaactct 
cagtaaaagc cgtggaagat 
aacacatacg gcaggagctg 
ccccagaaga cttcatccga 
ctgctggcaa ttcctgtcgc 
ctattgcaga tatgcttcgg 
. atgtgcggct tcgagccctg 
tggaccatgt actgctgacc 
gacattcaaa gcgtgtggct 
agggaacaga atgggtagac 
gagctgcagc cgccattgag 
aacccaagga ggcagatgag 
ccattgcagc agccaccagt 
tggcccaagg gaaggtgggt 
agggcctcat ttctgctgcc 
ccaatgcagc tgtacaaggc 
tagctgcctc cacagcccag 
aggcaatgaa acgacttcag 
tgaaagcagc acagaaggct 
aagagaagat ggttggcggc 
aggaacgaga gctggaagag 
agtttctgcc ttcagagctt 
cccggcccag agactgtgcg 
gcccaacccc agcactcccc 
ccgcagtaca tcccctgtcc 
aagtgcctgc ccctccccag 
tcgatctgaa tctgccgggg 
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ccccagccca ctccaccctg ccagcagctt ccagccagtc cccacagcct catcagctct 
8100 

cttcaccgtt ttttgatact atcttccccc acccccagct acccataggg gctgcagagt 
8160 

tataagcccc aaacaggtca tgctccaata aaaatgattc tacctacaac ctctgcctgg 
8220 

cttcaaggga gatacaagtt ttctcccagg gcagtaggag agaca 
8265 

<210> 1702 
<211> 2541 
<212> PRT 

<213> Homo sapiens 


<400> 1702 


Met 

Val 

Ala 

Leu 

Ser 

Leu 

Lys 

He Ser 

He 

Gly 

Asn 

Val 

Val 

Lys 

Thr 

1 




5 




10 





15 


Met 

Gin 

Phe 

Glu 

Pro 

Ser 

Thr 

Met Val 

Tyr 

Asp 

Ala 

Cys 

Arg 

lie 

He 




20 




25 





30 



Arg 

Glu 

Arg 

He 

Pro 

Glu 

Ala 

Pro Ala 

Gly 

Pro 

Pro 

Ser 

Asp 

Phe 

Gly 


35 





40 




45 




Leu 

Phe 

Leu 

Ser 

Asp 

Asp 

Asp 

Pro Lys 

Lys 

Gly 

He 

Trp 

Leu 

QjIU 

Ala 


50 





55 




60 





Gly 

Lys 

Ala 

Leu 

Asp 

Tyr 

Tyr 

Met Leu 

Arg 

Asn 

Gly 

Asp 

Tnr 

Mec 


65 





70 




75 





o U 

Tyr 

Arg 

Lys 

Lys 

Gin 

Arg 

Pro 

Leu Lys 

He 

Arg 

Met 

Leu 

Asp 


i nr 




85 




90 







Val 

Lys 

Thr 

T 1 a 

ne 

Met 

vax 

Asp 

ben Qor 
M.S £/ OCX. 

T .vc 

Thr 

Val 

Thr 

Asp 

Met 

Leu 



100 




105 





110 



Met 

Thr 

He 

Cys 

Ala 

Arg 

He 

Gly He 

Thr 

Asn 

His 

Asp 

Glu 

Tyr 

Ser 



115 





120 




125 




Leu 

Val 

Arg 

Glu 

Leu 

Met 

Glu 

Glu Lys 

Lys 

Glu 

Glu 

Gly 

Thr 

Gly 

Thr 


130 





135 




140 





Leu 

Lys 

Lys 

Asp 

Lys 

Thr 

Leu 

Leu Arg 

Asp 

Glu 

Lys 

Lys 

Met 

Glu 

Lys 

145 




150 




155 





160 

Leu 

Lys 

Gin 

Lys 

Leu 

His 

•Thr 

Asp Asp 

Glu 

Leu 

Asn 

Trp 

Leu 

Asp 

His 




165 




170 





175 


Gly 

Arg 

Thr 

Leu 

Arg 

Glu 

Gin 

Gly Val 

Glu 

Glu 

His 

Glu 

Thr 

Leu 

Leu 



180 




185 





190 



Leu 

Arg 

Arg 

Lys 

Phe 

Phe 

Tyr 

Ser Asp 

Gin 

Asn 

Val 

Asp 

Ser 

Arg 

Asp 



195 





200 




205 




Pro 

Val 

Gin 

Leu 

Asn 

Leu 

Leu 

Tyr Val 

Gin 

Ala 

Arg 

Asp 

Asp 

He 

Leu 


210 





215 




220 





Asn 

Gly 

Ser 

His 

Pro 

Val 

Ser 

Phe Asp 

Lys 

Ala 

Cys 

Glu 

Phe 

Ala 

Gly 

225 




230 




235 





240 

Phe 

Gin 

Cys 

Gin 

He 

Gin 

Phe 

Gly Pro 

His 

Asn 

Glu 

Gin 

Lys 

His 

Lys 




245 




250 





255 


Ala' 

Gly 

Phe 

Leu 

Asp 

Leu 

Lys 

Asp Phe 

Leu 

Pro 

Lys 

Glu 

Tyr 

val 

Lys 




260 




265 





270 



Gin 

Lys 

Gly 

Glu 

Arg 

Lys 

lie 

Phe Gin 

Ala 

His 

Lys 

Asn 

Cys 

Gly 

Gin 



275 





280 




285 




Met 

Ser 

Glu 

He 

Glu 

Ala 

Lys 

Val Arg 

Tyr 

Val 

Lys 

Leu 

Ala 

Arg 

Ser 


290 





295 




300 





Leu 

Lys 

Thr 

Tyr 

Gly 

Val 

Ser 

Phe Phe 

Leu 

Val 

Lys 

Glu 

Lys 

Met 

Lys 
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305 310 315 320 

Gly Lys Asn Lys Leu Val Pro Arg Leu Leu Gly He Thr Lys Glu Cys 
325 330 335 

. Val Met Arg Val Asp Glu Lys Thr Lys Glu Val He Gin Glu Trp Asn 
340 345 350 

Leu Thr Asn He Lys Arg Trp Ala Ala Ser Pro Lys Ser Phe Thr Leu 

355 360 365 

Asp Phe Gly Asp Tyr Gin Asp Gly Tyr Tyr Ser Val Gin Thr Thr Glu 

370 375 380 

Gly Glu Gin He Ala Gin Leu He Ala Gly Tyr He Asp He He Leu 
385 390 395 , 400 

Lys Lys Lys Lys Ser Lys Asp His Phe Gly Leu Glu Gly Asp Glu Glu 

405 410 415 

Ser Thr Met Leu Glu Asp Ser Val Ser Pro Lys Lys Ser Thr Val Leu 

420 425 430 

Gin Gin Gin Tyr Asn Arg Val Gly Lys Val Glu His Gly Ser Val Ala 

435 440 445 

Leu Pro Ala He Met Arg Ser Gly Ala Ser Gly Pro Glu Asn Phe Gin 

450 455 460 

Val Gly Ser Met Pro Pro Ala Gin Gin Gin He Thr Ser Gly Gin Met 
465 470 475 480 

His Arg Gly His Met Pro Pro Leu Thr Ser Ala Gin Gin Ala Leu Thr 

485 490 495 

Gly Thr lie Asn Ser Ser Met Gin Ala Val Gin Ala Ala Gin Ala Thr 

500 505 510 

Leu Asp Asp Phe Asp Thr Leu Pro Pro Leu Gly Gin Asp Ala Ala Ser 

515 520 525 

Lys Ala Trp Arg Lys Asn Lys Met Asp Glu Ser Lys His Glu He His 

530 535 540 

Ser Gin Val Asp Ala lie Thr Ala Gly Thr Ala Ser Val Val Asn Leu 
545 " 550 555 560 

Thr Ala Gly Asp Pro Ala Glu Thr Asp Tyr Thr Ala Val Gly Cys Ala 

565 570 575 

Val Thr Thr He Ser Ser Asn Leu Thr Glu Met Ser Arg Gly Val Lys 

580 585 590 

Leu Leu Ala Ala Leu Leu Glu Asp Glu Gly Gly Ser Gly Arg Pro Leu 

595 600 605 

Leu Gin Ala Ala Lys Gly Leu Ala Gly Ala Val Ser Glu Leu Leu Arg 

610 615 620 

Ser Ala Gin Pro Ala Ser Ala Glu Pro Arg Gin Asn Leu Leu Gin Ala 
625 630 635 640 

Ala Gly Asn Val Gly Gin Ala Ser Gly Glu Leu Leu Gin Gin He Gly 

645 650 655 

Glu Ser Asp Thr Asp Pro His Phe Gin Asp Ala Leu Met Gin Leu Ala 

660 665 670 

Lys Ala Val Ala Ser Ala Ala Ala Ala Leu Val Leu Lys Ala Lys Ser 

675 680 685 

Val Ala Gin Arg Thr Glu Asp Ser Gly Leu Gin Thr Gin Val He Ala 

690 695 700 

Ala Ala Thr Gin Cys Ala Leu Ser Thr Ser Gin Leu Val Ala Cys Thr 
705 710 715 720 

Lys Val Val Ala Pro Thr He Ser Ser Pro Val Cys Gin Glu Gin Leu 

725 730 735 

Val Glu Ala Gly Arg Leu Val Ala Lys Ala Val Lys Gly Cys Val Ser 
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740 





74 5 





*■» c a 
750 



Ala 

Ser 

Gin 

Ala 

Ala 

Thr 

Glu 

Asp 

Gly 

Gin 

Leu 

Leu 

Arg 

Gly 

Val 

Giy 



755 





760 





n c c 
76b 




Ala 

Ala 

Ala 

Thr 

Ala 

Val 

Thr 

Gin 

Ala 

Leu 

Asn 

Glu 

Leu 

Leu 

Gin 

His 


770 

■* 




775 





780 





Val 

Lys 

Ala 

His 

Ala 

Thr 

Gly 

Ala 

Gly 

Pro 

Ala 

Gly 

Arg 

Tyr 

Asp 

Gin 

785 





790 





795 





800 

Ala 

Thr 

Asp 

Thr 

He 

Leu 

Thr 

Val 

Thr 

Glu 

Asn 

He 

Phe 

Ser 

Ser 

Met 




805 





810 





815 


Gly 

Asp 

Ala 

Gly 

Glu 

Met 

Val 

Arg 

Gin 

Ala 

Arg 

He 

Leu 

Ala 

Gin 

Ala 




820 





825 





83 0 



Thr 

Ser 

Asp 

Leu 

Val 

Asn 

Ala 

He 

Lys 

Ala 

Asp 

Ala 

Glu 

Gly 

Glu 

Ser 



835 





840 





845 




Asp 

Leu 

Glu 

Asn 

Ser 

Arg 

Lys 

Leu 

Leu 

Ser 

Ala 

Ala 

Lys 

He 

Leu 

Ala 


850 





655 





860 





Asp 

Ala 

Thr 

Ala 

Lys 

Met 

Val 

Glu 

Ala 

Ala 

Lys 

Gly 

Ala 

Ala 

Ala 

His 

865 





870 





875 





880 

Pro 

Asp 

Ser 

Glu 

Glu 

Gin 

Gin 

Gin 

Arg 

Leu 

Arg 

Glu 

Ala 

Ala 

Glu 

Gly 





885 





890 





895 


Leu 

Arg 

Met 

Ala 

Thr 

Asn 

Ala 

Ala 

Ala 

Gin 

Asn 

Ala 

He 

Lys 

Lys 

Lys 




900 





905 





910 



Leu 

Val 

Gin 

Arg 

Leu 

Glu 

His 

Ala 

Ala 

Lys 

Gin 

Ala 

Ala 

Ala 

Ser 

Ala 



915 





920 





925 




Thr 

Gin 

Thr 

He 

Ala 

Ala 

Ala 

Gin 

His 

Ala 

Ala 

Ser 

Ala 

Pro 

Lys 

Ala 


930 





935 





940 





Ser 

Ala 

Gly 

Pro 

Gin 

Pro 

Leu 

Leu 

Val 

Gin 

Ser 

Cys 

Lys 

Ala 

Val 

Ala 

94S 





950 





955 





960 

Glu 

Gin 

He 

Pro 

Leu 

Leu 

Val 

Gin 

Gly 

Val 

Arg 

Gly 

Ser 

Gin 

Ala 

Gin 





965 





970 





975 


Pro 

Asp 

Ser 

Pro 

Ser 

Ala 

Gin 

Leu 

Ala 

Leu 

He 

Ala 

Ala 

Ser 

Gin 

Ser 




980 





985 





990 



Phe 

Leu 

Gin 

Pro 

Gly 

Gly 

Lys 

Met 

Val 

Ala 

Ala 

Ala 

Lys 

Ala 

Ser 

Val 



995 





1000 




1005 



Pro 

Thr 

He 

Gin 

Asp 

Gin 

Ala 

Ser 

Ala 

Met 

Gin 

Leu 

Ser 

Gin 

Cys 

Ala 


1010 




1015 




1020 




Lys 

Asn 

Leu 

Gly 

Thr 

Ala 

Leu 

Ala 

Glu 

Leu 

Arg 

Thr 

Ala 

Ala 

Gin 

Lys 


1025 1030 1035 1040 

Ala Gin Glu Ala Cys Gly Pro Leu Glu Met Asp Ser Ala Leu Ser Val 

1045 1050 1055 

Val Gin Asn Leu Glu Lys Asp Leu Gin Glu Val Lys Ala Ala Ala Arg 

1060 1065 1070 

Asp Gly Lys Leu Lys Pro Leu Pro Gly Glu Thr Met Glu Lys Cys Thr 

1075 1080 1085 

Gin Asp Leu Gly Asn Ser Thr Lys Ala Val Ser Ser Ala He Ala Gin 

1090 1095 1100 

Leu Leu Gly Glu Val Ala Gin Gly Asn Glu Asn Tyr Ala Gly He Ala 
1105 1110 1115 H20 

Ala Arg Asp Val Ala Gly Gly Leu Arg Ser Leu Ala Gin Ala Ala Arg 

1125 1130 H35 

Gly Val Ala Ala Leu Thr Ser Asp Pro Ala Val Gin Ala He Val Leu 

1140 1145 1150 

Asp Thr . Ala Ser Asp Val Leu Asp Lys Ala Ser Ser Leu He Glu Glu 

1155 1160 H65 

Ala Lys Lys Ala Ala Gly His Pro Gly Asp Pro Glu Ser Gin Gin Arg 
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1170 1175 1180 

Leu Ala Gin Val Ala Lys Ala Val Thr Gin Ala Leu Asn Arg Cys Val 
1185 1190 1195 1200 

Ser Cys Leu Pro Gly Gin Arg Asp Val Asp Asn Ala Leu Arg Ala Val 

1205 1210 1215 

Gly Asp Ala Ser Lys Arg Leu Leu Ser Asp Ser Leu Pro Pro Ser Thr 

1220 1225 1230 

Gly Thr Phe Gin Glu Ala Gin Ser Arg Leu Asn Glu Ala Ala Ala Gly 

1235 1240 1245 

Leu Asn Gin Ala Ala Thr Glu Leu Val Gin Ala Ser Arg Gly Thr Pro 

1250 1255 1260 

Gin Asp Leu Ala Arg Ala Ser Gly Arg Phe Gly Gin Asp Phe Ser Thr 
1265 1270 1275 1280 

Phe Leu Glu Ala Gly Val Glu Met Ala Gly Gin Ala Pro Ser Gin Glu 

1285 1290 1295 

Asp Arg Ala Gin Val Val Ser Asn Leu Lys Gly He Ser Met Ser Ser 

1300 1305 1310 

Ser Lys Leu Leu Leu Ala Ala Lys Ala Leu Ser Thr Asp Pro Ala Ala 

1315 1320 1325 

Pro Asn Leu Lys Ser Gin Leu Ala Ala Ala Ala Arg Ala Val Thr Asp 

1330 1335 1340 

Ser He Asn Gin Leu He Thr Met Cys Thr Gin Gin Ala Pro Gly Gin 
1345 1350 1355 1360 

Lys Glu Cys Asp Asn Ala Leu Arg Glu Leu Glu Thr Val Arg Glu Leu 

1365 1370 1375 

Leu Glu Asn Pro Val Gin Pro He Asn Asp Met Ser Tyr Phe Gly Cys 

1380 1385 1390 

Leu Asp Ser Val Met Glu Asn Ser Lys Val Leu Gly Glu Ala Met Thr 

1395 1400 1405 

Gly lie. Ser Gin Asn Ala Lys Asn Gly Asn Leu Pro Glu Phe Gly Asp 

1410 1415 1420 

Ala He Ser Thr Ala Ser Lys Ala Leu Cys Gly Phe Thr Glu Ala Ala 
1425 1430 1435 1440 

Ala Gin Ala Ala Tyr Leu Val Gly Val Ser Asp Pro Asn Ser Gin Ala 

1445 1450 1455 

Gly Gin Gin Gly Leu Val Glu Pro Thr Gin Phe Ala Arg Ala Asn Gin 

1460 1465 1470 

Ala He Gin Met Ala Cys Gin Ser Leu Gly Glu Pro Gly Cys Thr Gin 

1475 1480 B 1485 

Ala Gin Val Leu Ser Ala Ala Thr He Val Ala Lys His Thr Ser Ala 

1490 1495 1500 

Leu Cys Asn Ser Cys Arg Leu Ala Ser Ala. Arg Thr Thr Asn Pro Thr 
1505 ' 1510 1515 1520 

Ala Lys Arg Gin Phe Val Gin Ser Ala Lys Glu Val Ala Asn Ser Thr 

1525 1530 1535 

Ala Asn Leu Val Lys Thr lie Lys Ala Leu Asp Gly Ala Phe Thr Glu 

1540 1545 1550 

Glu Asn Arg Ala Gin Cys Arg Ala Ala Thr Ala Pro Leu Leu Glu Ala 

1555 1560 1565 

Val Asp Asn Leu Ser Ala Phe Ala Ser Asn Pro Glu Phe Ser Ser He 

1570 1575 1580 

Pro Ala Gin He Ser Pro Glu Gly Arg Ala Ala Met Glu Pro He Val 
1585 1590 1595 1600 

He Ser Ala Lys Thr Met Leu Glu Ser Ala Gly Gly Leu He Gin Thr 
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1605 1610 1615 

Ala Arg Ala Leu Ala Val Asn Pro Arg Asp Pro Pro Ser Trp Ser Val 

1620 1625 1630 

Leu Ala Gly His Ser Arg Thr Val Ser Asp Ser He Lys Lys Leu He 

1635 1640 1645 

Thr Ser Met Arg Asp Lys Ala Pro Gly Gin Leu Glu Cys Glu Thr Ala 

1650 1655 1660 

He Ala Ala Leu Asn Ser Cys Leu Arg Asp Leu Asp Gin Ala Ser Leu 
1665 1670 1675 1680 

Ala Ala Val Ser Gin Gin Leu Ala Pro Arg Glu Gly He Ser Gin Glu 

1685 1690 1695 

Ala Leu His Thr Gin Met Leu Thr Ala Val Gin Glu He Ser His Leu 

1700 1705 1710 

He Glu Pro Leu Ala Asn Ala Ala Arg Ala Glu Ala Ser Gin Leu Gly 

1715 1720 1725 

His Lys Val Ser Gin Met Ala Gin Tyr Phe Glu Pro Leu Thr Leu Ala 

1730 1735 1740 

Ala Val Gly Ala Ala Ser Lys Thr Leu Ser His Pro Gin Gin Met Ala 
1745 " 1750 1755 . 1760 

Leu Leu Asp Gin Thr Lys Thr Leu Ala Glu Ser Ala Leu Gin Leu Leu 

1765 1770 1775 

Tyr Thr Ala Lys Glu Ala Gly Gly Asn Pro Lys Gin Ala Ala His Thr 

1780 1785 1790 

Gin Glu Ala Leu Glu Glu Ala Val Gin Met Met Thr Glu Ala Val Glu 

1795 1800 1805 

Asp Leu Thr Thr Thr Leu Asn Glu Ala Ala Ser Ala Ala Gly Val Val 

1810 1815 1820 

Gly Gly Met Val Asp Ser He Thr Gin Ala He Asn Gin Leu Asp Glu 
1825 1830 1835 1840 

Gly Pro Met Gly Glu Pro Glu Gly Ser Phe Val Asp Tyr Gin Thr Thr 

1845 1850 1855 

Met Val Arg Thr Ala Lys Ala He Ala Val Thr Val Gin Glu Met Val 

I860 1865 1870 

Thr Lys Ser Asn Thr Ser Pro Glu Glu Leu Gly Pro Leu Ala Asn Gin 

1875 1880 1885 

Leu Thr Ser Asp Tyr Gly Arg Leu Ala Ser Glu Ala Lys Pro Ala Ala 

1890 1895 1900 

Val Ala Ala Glu Asn Glu Glu He Gly Ser His He Lys His Arg Val 
1905 1910 1915 1920 

Gin Glu Leu Gly His Gly Cys Ala Ala Leu Val Thr Lys Ala Gly Ala 

1925 1930 1935 

Leu Gin Cys Ser Pro Ser Asp Ala Tyr Thr Lys Lys Glu Leu He Glu 

1940 1945 1950 

Cys Ala Arg Arg Val Ser Glu Lys Val Ser His Val Leu Ala Ala Leu 

1955 I960 1965 

Gin Ala Gly Asn Arg Gly Thr Gin Ala Cys He Thr Ala Ala Ser Ala 

1970 1975 1980 

Val Ser Gly He He Ala Asp Leu Asp Thr Thr He Met Phe Ala Thr 
1985 . 1990 1995 2000 

Ala Gly Thr Leu Asn Arg Glu Gly Thr Glu Thr Ser Ala Asp His Arg 

2005 2010 2015 

Glu Gly He Leu Lys Thr Ala Lys Val Leu Val Glu Asp Thr Lys Val 

2020 2025 2030 

Leu Val Gin Asn Ala Ala Gly Ser Gin Glu Lys Leu Ala Gin Ala Ala 
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2035 2040 2045 

Gin Ser Ser Val Ala Thr He Thr Arg Leu Ala Asp Val Val Lys Leu 

2050 2055 2060 

Gly Ala Ala Ser Leu Gly Ala Glu Asp Pro Glu Thr Gin Val Val Leu 
2065 2070 2075 2080 

He Asn Ala Val Lys Asp Val Ala Lys Ala Leu Gly Asp Leu He Ser 

2085 2090 2095 

Ala Thr Lys Ala Ala Ala Gly Lys Val Gly Asp Asp Pro Ala Val Trp 

2100 2105 2110 

Gin Leu Lys Asn Ser Ala Lys Val Met Val Thr Asn Val Thr Ser Leu 

2115 2120 2125 

Leu Lys Thr Val Lys Ala Val Glu Asp Glu Ala Thr Lys Gly Thr Arg 

2130 2135 2140 

Ala Leu Glu Ala Thr Thr Glu His lie Arg Gin Glu Leu Ala Val Phe 
2145 2150 2155 2160 

Cys Ser Pro Glu Pro Pro Ala Lys Thr Ser Thr Pro Glu Asp Phe He 

2165 2170 2175 

Arg Met Thr Lys Gly He Thr Met Ala Thr Ala Lys Ala Val Ala Ala 

2180 2185 2190 

Gly Asn Ser Cys Arg Gin Glu Asp Val He Ala Thr Ala Asn Leu Ser 

2195 2200 2205 

Arg Arg Ala He Ala Asp Met Leu Arg Ala Cys Lys Glu Ala Ala Tyr 

2210 2215 2220 

His Pro Glu Val Ala Pro Asp Val Arg Leu Arg Ala Leu His Tyr Gly 
2225 2230 2235 2240 

Arg Glu Cys Ala Asn Gly Tyr Leu Glu Leu Leu Asp His Val Leu Leu 

2245 2250 2255 

Thr Leu Gin Lys Pro Ser Pro Glu Leu Lys Gin Gin Leu Thr Gly His 

2260 2265 2270 

Ser Lys Arg Val Ala Gly Ser Val Thr Glu Leu lie Gin Ala Ala Glu 

2275 2280 2285 

Ala Met Lys Gly Thr Glu Trp Val Asp Pro Glu Asp Pro Thr Val He 

2290 2295 2300 

Ala Glu Asn Glu Leu Leu Gly Ala Ala Ala Ala He Glu Ala Ala Ala 
2305 2310 2315 2320 

Lys Lys Leu Glu Gin Leu Lys Pro Arg Ala Lys Pro Lys Glu Ala Asp 

2325 2330 2335 

Glu Ser Leu Asn Phe Glu Glu Gin He Leu Glu Ala Ala Lys Ser He 

2340 2345 2350 

Ala Ala Ala Thr Ser Ala Leu Val Lys Ala Ala Ser Ala Ala Gin Arg 

2355 2360 2365 

Glu Leu Val Ala Gin Gly Lys Val Gly Ala He Pro Ala Asn Ala Leu 

2370 2375 2380 

Asp Asp Gly Gin Trp Ser Gin Gly Leu He Ser Ala Ala Arg Met Val 
2385 ' 2390 2395 2400 

Ala Ala Ala Thr Asn Asn Leu Cys Glu Ala Ala Asn Ala Ala Val Gin 

2405 2410 2415 

Gly His Ala Ser Gin Glu Lys Leu He Ser Ser Ala Lys Gin Val Ala 

2420 2425 2430 

Ala Ser Thr Ala Gin Leu Leu Val Ala Cys Lys Val Lys Ala Asp Gin 

2435 2440 2445 

Asp Ser Glu Ala Met Lys Arg Leu Gin Ala Ala Gly Asn Ala Val Lys 

2450 2455 2460 

Arg Ala Ser Asp Asn Leu Val Lys Ala Ala Gin Lys Ala Ala Ala Phe 
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2465 2470 2475 2480 

Glu Glu Gin Glu Asn Glu Thr Val Val Val Lys Glu Lys Met Val Gly 

2485 2490 2495 

Gly lie Ala Gin He He Ala Ala Gin Glu Glu Met Leu Arg Lys Glu 

2500 2505 2510 

Arg Glu Leu Glu Glu Ala Arg Lys Lys Leu Ala Gin He Arg Gin Gin 

2515 2520 2525 

Gin Tyr Lys Phe Leu Pro Ser Glu Leu Arg Asp Glu His 
2530 2535 2540 

<210> 1703 

<211> 346 

<212> DNA 

<213> Homo sapiens 

<400> 1703 

ggatcccgag gagaaaaatc ctctgttact tcatgggtca tgtgactgag aatcttttta 
60 

ggaatctgtg atggagaaga atgactcctc ttcttctctg agtcctgtag taatgcattc 
120 

tctgctctac ccttctccat gactgctgcc tggtctgtcc tagccttgct ctgatccaca 
180 

ctgagctggc cttgagcagg gtcgcacctg tacatgaaga caatggctgg tttctcactg 
240 

gactctcctt tcgcctctgt gaaccagtga tggcgctgaa ctggaggaag - aggcagcatg 
300 

tgaatgactg tgccatccat ggccaccaag ttccctttct ctcgct 
346 

<210> 1704. 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 1704 


Met 

Asp 

Gly 

Thr 

Val He His 

Met Leu Pro 

Leu Pro Pro 

Val 

Gin 

Arg 

1 


5 

10 



15 


His 

His 

Trp 

Phe 

Thr Glu Ala 

Lys Gly Glu 

Ser Ser Glu 

Lys 

Pro 

Ala 




20 


25 


?P 



He 

Val 

Phe 

Met 

Tyr Arg Cys 

Asp Pro Ala 

Gin Gly Gin 

Leu 

Ser 

Val 



35 



40 

45 




Asp 

Gin 

Ser 

Lys 

Ala Arg Thr 

Asp Gin Ala 

Ala Val Met Glu Lys 

Gly 


50 



55 


60 




Arg 

Ala 

Glu 

Asn 

Ala Leu Leu 

Gin Asp Ser 

Glu Lys Lys 

Arg 

Ser 

His 

65 




70 


75 



80 

Ser 

Ser 

Pro 

Ser 

Gin He Pro 

Lys Lys He 

Leu Ser His 

Met 

Thr 

His 





85 

90 



95 


Glu 

Val 

Thr 

Glu 

Asp Phe Ser 

Pro Arg Asp 






100 105 


<210> 1705 

<211> 377 

<212> DNA 

<213> Homo sapiens 
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<400> 1705 

gtgcaccttt tctcaggact cgctcagaag gtccttctgg gaggacaatg gacaagacta 
60 

aaccatcaaa tccattctca atgggtcaaa ttccaaattt tcctgaaggg ctggcttcta 
120 

ctggtgctcc aatcgagttg cagaaaggta tacagggtgg agcaagttta tttaatcctg 
180 . 

gttttggctg gaaccaaaat ccacaagttc aaaccttgaa gaattctcaa ggttctattc 
240 

ataatttagt gaggtctgga gttactgttg aaaggaaagt taatgtaggg gcacaaggag 
300 

cttttaactc tgcccctgca ccacagatgg aatttcccac agttcctcca tacaacccct 
360 

cttccttcgg agctagc 
377 

<210> 1706 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<400> 1706 


Met Asp 

Lys 

Thr 

Lys 

Pro Ser 

Asn 

Pro 

Phe 

Ser Met 

Gly 

Gin 

lie 

Pro 

1 



5 




10 




15 


Asn Phe 

Pro 

Glu 
20 

Gly 

Leu Ala 

Ser 

Thr 
25 

Gly 

Ala Pro 

He 

Glu 
30 

Leu 

Gin 

Lys Gly 

He 

Gin 

Gly 

Gly Ala 

Ser 

Leu 

Phe 

Asn Pro 

Gly 

Phe 

Gly 

Trp 

35 




40 




45 




Asn Gin 

Asn 

Pro 

Gin 

Val Gin 

Thr 

Leu 

Lys 

Asn Ser 

Gin 

Gly 

Ser 

He 

50 




55 




60 





His Asn 

Leu 

Val 

Arg 

Ser Gly Val 

Thr 

Val 

Glu Arg 

Lys 

Val 

Asn 

Val 

65 




70 




75 




80 

Gly Ala 

Gin 

Gly 

Ala 

Phe Asn 

Ser 

Ala 

Pro 

Ala Pro 

Gin 

Met 

Glu 

Phe 



85 




90 




.95 


Pro Thr 

Val 

Pro 
100 

Pro 

Tyr Asn 

Pro 

Ser 
105 

Ser 

Phe Gly 

Ala 

Ser 
110 




<210> 1707 

<211> 427 

<212> DNA 

<213> Homo sapiens 

<400> 1707 

nnttcggtga acccgaagcc cggacgcagc gccgataccc atgtgcgccc agtactacgc 
60 

catcacgcca agcgagtgct catcatcggg gccgggctag ccggcatgga ggctgcgcga 
120 

gttctcagcg aacgcgcaca cgaacctctc atcgtcgagg ccagcgacca cattggcgga 
180 

gtcatccttg cgggtggtca accttccttc aaggaggacg acctagctct gctggagtgg 
240 

taccgcacca ccctggagga gttgggcgtg gagattcgac tcaacaccac cgtaacggct 
300 
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gatcttatcg cttccttcgg ggccgatcac gtcgtcctgg cgaccggatc gaggccgcgt 
360 

cgactcgacc taggtgatga tgccaaggtc attgacgcca ccgacgctct gctcaaccgc 
420 

gacgcgt 
427 


<210> 1708 

<211> 142 

<212> PRT 

<213> Homo sapiens 


<400> 1708 

Xaa Ser Val Asn Pro 

1 5 
Pro Val Leu Arg His 
20 

Leu Ala Gly Met Glu 
35 

Pro Leu lie Val Glu 
50 

Gly Gly Gin Pro Ser 
65 

Tyr Arg Thr Thr Leu 
85 

Thr Val Thr Ala Asp 
100 

Leu Ala Thr Gly Ser 
115 

Lys Val lie Asp Ala 
130 


Lys Pro Gly Arg Ser 
10 

His Ala Lys Arg Val 
25 

Ala Ala Arg Val Leu 
40 

Ala Ser Asp His He 
55 

Phe Lys. Glu Asp Asp 

70 

Glu Glu Leu Gly Val 
90 

Leu He Ala Ser Phe 

105 . 

Arg Pro Arg Arg Leu 
120 

Thr Asp Ala Leu Leu 
135 


Ala Asp 

Thr 

His 

Val 

Arg 




15 


Leu He 

He 

Gly 

Ala 

Gly 



30 



Ser Glu 

Arg 

Ala 

His 

Glu 


45 




Gly Gly 

Val 

He 

Leu 

Ala 

60 





Leu Ala 

Leu 

Leu 

Glu 

Trp 

75 




80 

Glu He 

Arg 

Leu 

Asn 

Thr 




95 


Gly Ala 

Asp 

His 

Val 

Val 



110 



Asp Leu 

Gly 

Asp 

Asp 

Ala 


125 




Asn Arg 

Asp 

Ala 




140 


<210> 1709 

<211> 446 

<212> DNA 

<213> Homo sapiens 

<400> 1709 

acgcgtgaag gggaccagga 
60 

ctgttctttt ctgactgatg 
120 

ctcctcttcc agccacatca 
180 

tcagtcccag ttgacagctt 
240 

caggttgttg caagaggtct 
300 

tgcatgtgca agatgggtta 
360 

gataactgta gcttatgtga 
420 

tgcctgtgct cggtttgtca 
446 


ggttggacac agaccattgc 
actgggagtc agggaagatg 
tatctcagcc tcctggagga 
ctgaacgttt ccaagagaat 
tctttcaggc aatcctgctt 
tgggagaaat attagccagt 
aatcattgtt tctcagcctt 
aaattt 


aatggaaatg atgatttaga 
aatgcagagt ctgtgatcac 
aactcccata gcttgtctct 
agttcggatc attcagaaac 
gctgtgtgct taatcatttc 
gtcttcacat gctcattgat 
gccagctatt tcaaaaccac 
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<210> 1710 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 1710 

Met Asn Ala Glu Ser Val He Thr Ser Ser Ser Ser His He He Ser 

15 10 15 

Gin Pro Pro Gly Gly Asn Ser His Ser Leu Ser Leu Gin Ser Gin Leu 

20 25 30 

Thr Ala Ser Glu Arg Phe Gin Glu Asn Ser Ser Asp His Ser Glu Thr 

35 40 45 

Arg Leu Leu Gin Glu Val Phe Phe Gin Ala He Leu Leu Ala Val Cys 

50 55 60 

Leu He He Ser Ala Cys Ala Arg Trp Val Met Gly Glu He Leu Ala 
65 70 75 80 

Ser Val Phe Thr Cys Ser Leu Met He Thr Val Ala Tyr Val Lys Ser 

85 90 95 

Leu Phe Leu Ser Leu Ala Ser Tyr Phe Lys Thr Thr Ala Cys Ala Arg 

100 105 HO 

Phe Val Lys He 
115 

<210> 1711 
<211> 426 
<212> DNA 

<213> Homo sapiens 
<400> 1711 

ngggggattc atgttagtat ttgtcagaaa aggcttttga aagagccaaa ttaaaaagag 
60 

cactagaaca tgaacaggga aagcagagga aatacttgta gaaagtattt tttacagctc 
120 

cctcaataca attcagtaat gttcattcct ggtgagaagt ctgtccgcac acacagcatc 
180 

agccaagcag cagaagcagt ggtgtctggg gggctgggaa gtttttcccc caaataccca 
240 

ccccatgcac tgcccagtcc ccagacccca aagactttgt cctcgcctca cgcacctttt 
300 

gcaggctcac actgtctgtg tgcgcaagag gtagcgacag gagacaatgg ggaaagagct 
360 

gaaggaggca aacaaggcca gggggaaagc ctacctcgag gcacagaggg gccccaagat 
420 

ggatat 
426 

<210> 1712 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 1712 

Met Asn Arg Glu Ser Arg Gly Asn Thr Cys Arg Lys Tyr Phe Leu Gin 


1358 


WO 00/58473 


PCT/US00/08621 


1 


1 u 

15 


Leu Pro 

Gin Tyr Asn 

ber vai rieu irne lie rro 

r*~\ -1/ m 1 1 T \/a Czar" 
\3±y uiu byo oci 

Val 


20 

25 

30 


Arg Thr 

His Ser lie 

Ser Gin Ala Ala Glu Aia 

\7a 1 \7-a 1 Cor* fZl V 
vdl Vdl jSi kjXy 

vjj. y 

35 

40 

45 


Leu Gly 

Ser Phe Ser 

Pro Lys Tyr Pro Pro His 

Ala Leu Pro Ser 

Pro 

50 


55 

60 


Gin Thr 

Pro Lys Thr 

Leu Ser Ser Pro His Ala 

Pro Phe Ala Gly 

Ser 

65 


70 75 


80 

His Cys 

Leu Cys Ala 

Gin Glu Val Ala Thr Gly 

Asp Asn Gly Glu 

Arg 


85 

90 

95 


Ala Glu 

Gly Gly Lys 

Gin Gly Gin Gly Glu Ser 

Leu Pro Arg Gly 

Thr 


100 

105 

110 


Glu Gly 

Pro Gin Asp 
115 

Gly Tyr . 




<210> 1713 
<211> 328 
<212> DNA 

<213> Homo sapiens 
<400> 1713 

tctagaaagg tttatttcat gggccaaggc ttgtgtttcc aaagccagga agggctgaag 
60 

ccagaattgg ccctggctgc ttgccacaga gtctggccgg gggaccctgg acctcagcag 
120 

ggtcatgatg aggtcagctt tggaggagca gggccagcgt gtcctgcttt ctgctcctgg 
180 

aatgagcctc actccctccc tgctcaaggc agcccttcac ccagccgccg ggacaggtgc 
240 

cctgtgccac ctgccatccc tgggattctc catctcagtg agtgctccct ggggcctggg 
300 

aacgcatctg gctggtgact cctggggg 
328 


<210> 1714 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<400> 1714 

Met Gly Gin Gly Leu Cys Phe Gin 

1 5 
Leu Ala Leu Ala Ala Cys His Arg 
20 

Gin Gin Gly His Asp Glu Val Ser 

35 40 
Pro Ala Phe Cys Ser Trp Asn Glu 

50 55 
Ser Pro Ser Pro Ser Arg Arg Asp 
65 70 
Pro Gly He Leu His Leu Ser Glu 
85 

Ser Gly Trp 


Ser Gin Glu Gly Leu Lys Pro Glu 

10 15 
Val Trp Pro Gly Asp Pro Gly Pro 
25 30 
Phe Gly Gly Ala Gly Pro Ala Cys 
45 

Pro His Ser Leu Pro Ala Gin Gly 
60 

Arg Cys Pro Val Pro Pro Ala He 

75 80 
Cys Ser Leu Gly Pro Gly Asn Ala 
90 95 
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<210> 1715 

<211> 489 

<212> DNA 

<213> Homo sapiens 

<400> 1715 

gttgccagcg atgggccgca tttgtacatc ccggtatttc gtgttcggtg tggtgtaaaa 
60 

gatgccccat gtgtgacatt ctgtggatag ttattgttag cattatttga caagttctag 
120 

aaatcgatcc acccaggcgt gtagctgcgg tatttcatca gagttgatcg ttgcgatgag 
180 

ttgatcatgg cctgtcatgg cgtagtcttc tacgtcgtaa agtatgagac aatccacggt 
240 

aatatggtgt tttttggcca actcggaagc cggggtgtcg gggaagtcgg tccctgtaag 
300 

gtatgggcct gtcccaatga cgacgtgtgc tgggtccatg aggagttcgt ccaaggttcg 
360 

aactcattac cgtcgaatac gacgctgtcg ccatcggcgg tgtcgaatcg aatcctcaaa 
420 

gtgtatccgt actcggtgtc gcgcaacagg tgcctaacct cagcgctagt gggctgtgca 
480 

ctgacgcgt 
489 

<210> 1716 
<211> 101 
<212> PRT 

<213> Homo sapiens 


<400> 1716 







Met Ala 

Cys 

His 

Gly 

Val Val Phe 

Tyr Val 

Val 

Lys Tyr Glu Thr lie 

1 


5 


10 


15 

His Gly 

Asn 

Met 

val 

Phe Phe Gly 

Gin Leu 

Gly 

Ser Arg Gly Val Gly 


20 



25 


30 

Glu Val 

Gly 

Pro 

Cys 

Lys Val Trp 

Ala Cys 

Pro 

Asn Asp Asp Val Cys 


35 



40 



45 

Trp Val 

His 

Glu 

Glu 

Phe Val Gin 

Gly Ser 

Asn 

Ser Leu Pro Ser Asn 

50 




55 



60 

Thr Thr 

Leu 

Ser 

Pro 

Ser Ala val 

Ser Asn 

Arg 

lie Leu Lys Val Tyr 

65 




70 


75 

80 

Pro Tyr 

Ser 

Val 

Ser 

Arg Asn Arg' 

Cys Leu 

Thr 

Ser Ala Leu Val Gly 



85 


90 


95 

Cys Ala 

Leu 

Thr 

Arg 






100 


<210> 1717 

<211> 312 

<212> DNA 

<213> Homo sapiens 

<400> 1717 
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nggcatacaa cggagtaaaa accacatcaa cagaagtgga aacaggccca gagagcgtga 
60 

gaggtttctg gtttcaagaa ggcacactga gtccctgcac ccgatgcctc tccttcccca 
120 

aatcccactg gaatacacag agagacataa aaacaaggag tgtcctgtag cagagcagcc 
180 

aggctggctc atgagacaga gggagcagtc ttctgggaga catggctctt gctgctgcgg 
240 

atcagccaac agatccatgg aaagcaaagg gcccttctcc ggaggcttcc tggggcctgc 
300 

catgaatgtg tc 
312 

<210> 1718 ' 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 1718 

Met Ala Gly Pro Arg Lys Pro Pro Glu Lys Gly Pro Leu Leu Ser Met 

1 5 10 15 

Asp Leu Leu Ala Asp Pro Gin Gin Gin Glu Pro Cys Leu Pro Glu Asp 

20 25 30 

Cys Ser Leu Cys Leu Met Ser Gin Pro Gly Cys Ser Ala Thr Gly His 

35 40 45 

Ser Leu Phe Leu Cys Leu Ser Val Tyr Ser Ser Gly lie Trp Gly Arg 

50 -55 60 

Arg Gly He Gly Cys Arg Asp Ser Val Cys Leu Leu Glu Thr Arg Asn 
65 70 75 80 

Leu Ser Arg Ser Leu Gly Leu Phe Pro Leu Leu Leu Met Trp Phe Leu 

85 90 95 

Leu Arg Cys Met Pro 
100 

<210> 1719 
<211> 404 
<212> DNA 

<213> Homo sapiens 
<400> 1719 

tgatcaccac ggccctgcca ttttttgtcg ggaccgcaga ccgtatgctg cccctcgaag 
60 

tcagagacaa tccaaccggc ctgcaaaact gcggtcttgc ccggggcaac gtcgtagggt 
120 

ccaacagttt ctccaacctc ataggtagaa gaagtgctat agctgctgga aatggagatg 
180 

tggatcacat cgagcagtgg gaagtcaatg cctgccgaaa ccgaccagtt cttcgtctta 
240 

gtttctgtga tggatcgcgt gaccggctgc ggagtgtcgt tgagttggaa atcgtcacgt 
300 

cccagcagag ccatcgaagt agctgcgcac cacatgaacg ggctgtccgt gtcacccgga 
360 

ttcgagcagg gagcacccat tggtgngtgg tgtccccggg ggtt 

404 
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c210> 1720 

<211> 126 

<212> PRT 

<213> Homo sapiens 


<400> 1720 




Met Gly 

Ala 

Pro 

Cys Ser Asn Pro Gly Asp Thr 

Asp Ser Pro Phe Met 

1 



5 10 

15 

Trp Cys 

Ala 

Ala 

Thr Ser Met Ala Leu Leu Gly 

Arg Asp Asp Phe Gin 


20 

25 

30 

Leu Asn 

Asp 

Thr 

Pro Gin Pro Val Thr Arg Ser 

He Thr Glu Thr Lys 


35 


40 

45 

Thr Lys 

Asn 

Trp 

Ser Val Ser Ala Gly He Asp 

Phe Pro Leu Leu Asp 

50 



55 

60 

Val He 

His 

He 

Ser He Ser Ser Ser Tyr Ser 

Thr Ser Ser Thr. Tyr 

65 



70 75 

80 

Glu Val 

Gly 

Glu 

Thr Val Gly Pro Tyr Asp Val 

Ala Pro Gly Lys Thr 




85 90 

95 

Ala Val 

Leu 

Gin 

Ala Gly Trp He Val Ser Asp 

Phe Glu Gly Gin His 



100 

105 

110 

Thr Val 

Cys 

Gly 

Pro Asp Lys Lys Trp Gin Gly 

Arg Gly Asp 


115 


120 

125 


<210> 1721 

<211> 529 

<212> DNA 

<213> Homo sapiens 

<400> 1721 

ccatggccac cctttcagga cagagctgcc cttcccatgc tggaggagcc acagggcctg 
60 

gtcgctgtgg cttcagcctc ccagctcctc ctgtcctctg ctgggcactt gtaatgtcca 
120 

ggcactccct gcttggatca ggggatctgg gtttcatctt cccagctcct cctgtcctct 
180 

gctgggcacc tgtgatgtcc aggcactccc tgcttggatt gggggatctg ggtttcatct 
240 

tcccagctcc tcctgtcctc cgctgggcac ctgtgatgtc caggcactcc ctgcttggat 
300 

cggggggtct gggttttgtg ctatacttgg tgctcccttt cactcaggcc ccttcttgac 
360 

tctgcagagc tacccctcgc catctctttc acgcgggcct cctgcagtct ctgtgctcac 
420 

cctgtgactc tgcttccggt gttgtcaaat gggggtcatc ccaggacccg caccactggg 
480 

tcgtgtgcag gtttctgggg tggcagagtg cggatgagtg ggcacgcgt 
529 


<210> 1722 

<211> 118 

<212> PRT 

<213> Homo sapiens 
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<400> 1722 

Met Ala Thr Leu Ser Gly Gin Ser Cys Pro Ser His Ala Gly Gly Ala 

15 10 15 

Thr Gly Pro Gly Arg Cys Gly Phe Ser Leu Pro Ala Pro Pro Val Leu 

20 25 30 

Cys Trp Ala Leu Val Met Ser Arg His Ser Leu Leu Gly Ser Gly Asp 

35 40 45 

Leu Gly Phe He Phe Pro Ala Pro Pro Val Leu Cys Trp Ala Pro Val 

50 55 60 

Met Ser Arg His Ser Leu Leu Gly Leu Gly Asp Leu Gly Phe He Phe 
65 70 75 80 

Pro Ala Pro Pro Val Leu Arg Trp Ala Pro Val Met Ser Arg His Ser 

85 90 95 

Leu Leu Gly Ser Gly Gly Leu Gly Phe Val Leu Tyr Leu Val Leu Pro 

100 105 HO 

Phe Thr Gin Ala Pro Ser 
115 

<210> 1723 
<211> 371 
<212> DNA 

<213> Homo sapiens 
<400> 1723 

acgcgtttga agctggatgc atggatatcc agcgccgcca tcgggtcaaa tgggttgacg 
60 

ctgcccttga tggtcaccgg ggcgtagcga tctaccttac cgttgatgtc gacgctcgcc 
120 

ggtttggcct ggcggctgtc aatggtgcca atcttcccgt tgagttgttg aatggcagtg 
180 

gcaaagttgg gcgtgaggct gaagtcggcg aagttggccg agccatcatt gatcgcaacc 
240 

tgcccaatgt gaatgcccag tggcttctct ttgctggccg ccggctgtct tgttgccagt 
300 

gtcggccggg tgcgggatca gcaagtcatc gatgttggtg gggcggtcat cggtgatcgc 
360 

tgcattcaat a 
371 

<210> 1724 
<2ll> 111 
<212> PRT 

<213> Homo sapiens 
<400> 1724 

Met Asp He Gin Arg Arg His Arg Val Lys Trp Val Asp Ala Ala Leu 

15 10 15 

Asp Gly His Arg Gly Val Ala He Tyr Leu Thr Val Asp Val Asp Ala 

20 25 30 

Arg Arg Phe Gly Leu Ala Ala Val Asn Gly Ala Asn Leu Pro Val Glu 

35 40 45 

Leu Leu Asn Gly Ser Gly Lys Val Gly Arg Glu Ala Glu Val Gly Glu 

50 55 60 

Val Gly Arg Ala He He Asp Arg Asn Leu Pro Asn Val Asn Ala Gin 
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65 70 75 80 

Trp Leu Leu Phe Ala Gly Arg Arg Leu Ser Cys Cys Gin Cys Arg Pro 

85 90 95 

Gly Ala Gly Ser Ala Ser His Arg Cys Trp Trp Gly Gly His Arg 
100 105 110 

<210> 1725 
<211> 807 
<212> DNA 

<213> Homo sapiens 
<400> 1725 

ngtgcacctg gtatggtgcc ctctgggtct aagcctgtcc ttgtacacac tcacactttg 
60 

atttgaagtg acctcttccc tctgagcctt ctggtgtcca actctcccct tctctaggac 
120 

catgcagtgc tggaggccga gaggcagaag atgtcagccc ttgtgcgagg gctgcagagg 
180 

gagctggagg agacttcaga ggagacaggg cattggcaga gtatgttcca gaagaacaag 
240 

gaggatctta gagccaccaa gcaggaactc ctgcagctgc gaatggagaa ggaggagatg 
300 

gaagaggagc ttggagagaa gatagaggtc ttgcagaggg aattagagca ggcccgagct 
360 

agtgctggag atactcgcca ggttgaggtg ctcaagaagg agctgctccg gacacaggag 
420 

gagcttaagg aactgcaggc agaacggcag agccaggagg tggctgggcg acaccgggac 
480 

cgggagttgg agaagcagct ggcggtcctg agggtcgagg ctgatcgagg tcgggagctg 
540 

gaagaacaga acctccagct acaaaagacc ctccagcaat tgcgacagga ctgtgaagag 
600 

gcttccaagg ctaagatggt ggccgaggca gaggcaacag tgctggggca gcggcgggcc 
660 

gcagtggaga cgacgcttcg ggagacccag gaggaaaatg acgaattccg ccggcgcatc 
720 

ctgggtttgg agcagcagct gaaggagact cgaggtctgg tggatggtgg ggaagcggtg 
780 

gaggcacgac tacgggacaa gctgcag 
807 

<210> 1726 
<211> 230 
<212> PRT 

<213> Homo sapiens 
<400> 1726 

Asp His AlaVal Leu Glu Ala Glu Arg Gin Lys Met Ser Ala Leu Val 

15 10 15 

Arg Gly Leu Gin Arg Glu Leu Glu Glu Thr Ser Glu Glu Thr Gly His 

20 25 30 

Trp Gin Ser Met Phe Gin Lys Asn Lys Glu Asp Leu Arg Ala Thr Lys 

35 40 45 

Gin Glu Leu Leu Gin Leu Arg Met Glu Lys Glu Glu Met Glu Glu Glu 
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50 55 60 


Leu 

Gly Glu Lys 

lie Glu Val Leu Gin Arg Glu 

Leu 

Glu Gin Ala Arg 


70 75 



80 

Ala 

OCX nid \j a. y 

Asp Thr Arg Gin Val Glu Val 

Leu 

Lys 

Lys Glu Leu 



90 



95 


]\.Ta Thr Gin 

Glu Glu Leu Lys Glu Leu Gin 

Ala 

Glu 

Arg Gin Ser 



105 



110 

Gin 

Glu Val Ala 

Gly Arg His Arg Asp Arg Glu 

Leu 

Glu 

Lys Gin Leu 


115 

120 


125 


Ala 

Val Leu Arg 

Val Glu Ala Asp Arg Gly Arg 

Glu 

Leu 

Glu Glu Gin 



135 

140 



Asn 

Leu Gin Leu 

Gin Lys Thr Leu Gin Gin Leu 

Arg 

Gin Asp Cys Glu 

145 


150 155 



160 

Glu 

Ala Ser Lys 

Ala Lys Met Val Ala Glu Ala 

Glu 

Ala 

Thr Val Leu 


165 * 170 



175 

Gly 

Gin Arg Arg. 

Ala Ala Val Glu Thr Thr Leu 

Arg 

Glu 

Thr Gin Glu 

180 

185 



190 

Glu 

Asn Asp Glu 

Phe Arg Arg Arg He Leu Gly 

Leu 

Glu 

Gin Gin Leu 


195 

200 


205 


Lys 

Glu Thr Arg 

Gly Leu Val Asp Gly Gly Glu 

Ala 

val 

Glu Ala Arg 

210 

215 

220 



Leu 

Arg Asp Lys 

Leu Gin 




225 


230 





<210> 1727 

<211> 474 

<212> DNA 

<213> Homo sapiens 

<400> 1727 

aaccaactct ccacaacatc gccagaaaca gtcgctgcca agaggctcca ccatgtttta 
60 

gcagcttcag aagacaaaga taagatgaaa aaggaagttt tacaaagctc aagggacatt 
120 

atgcaatcca aatcagcttg cgaaattaaa caaagtcacc aagaatgtag tacccaacaa 
180 

acacaacaga agaagtattt ggagcagttg cacttgcccc aaagcaaacc aatttcccca 

240 • - r: . 

aatttcaaag ttaaaaccat caaacttcca actctagatc atacattaaa tgaaacagac 
300 

cacagctatg aaagtcataa acagcaatct gagattgatg ttcaaacctt taccaaaaaa 
360 

caatatctga aaaccaagaa aactgaagca agcactgaat gtagtcataa gcaatctctg 
420 

gctgaaagac attatcagtt acctaagaag gagaaaagag tgacagtaca attg 
474 

<210> 1728 

<211> 130 

<212> PRT 

<213> Homo sapiens 

<400> 1728 

Met Lys Lys Glu Val Leu Gin Ser Ser Arg Asp lie Met Gin Ser Lys 
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1 5 
Ser Ala Cys Glu lie Lys Gin Ser 
20 

Thr Gin Gin Lys Lys Tyr Leu Glu 

35 40 
Pro He Ser Pro Asn Phe Lys Val 

50 55 
Asp His Thr Leu Asn Glu Thr Asp 
65 70 
Gin Ser Glu He Asp Val Gin Thr 
85 

Thr Lys Lys Thr Glu Ala Ser Thr 
100 

Ala Glu Arg His Tyr Gin Leu Pro 
115 120 

Gin Leu 
130 

<210> 1729 

<211> 470 

<212> DNA 

<213> Homo sapiens 



10 





15 


nlS 

Gin 

Glu 

Cys 

Ser 

Thr 

Gin 

Gin 

25 





30 



Gin 

Leu 

His 

Leu 

Pro 
45 

Gin 

Ser 

Lys 

Lys 

Thr 

He 

Lys 
60 

Leu 

Pro 

Thr 

Leu 

His 

Ser Tyr 

Glu 

Ser 

His 

Lys 

Gin 



75 





80 

Phe 

Thr 

Lys 

Lys 

Gin Tyr Leu 

Lys 


90 





95 


Glu 

Cys 

Ser 

His 

Lys 

Gin 

Ser 

Leu 

105 





110 



Lys 

Lys 

Glu 

Lys Arg 

Val 

Thr 

Val 


125 


<400> 1729 

acgcgtgact cgccataaca ttgctgacac gttttccacg gcaagggagg catcatgacg 
60 

aggatcgacg tgtggctgtg gtcggtgcgc gtctataagt cccggtcgtt ggctaccgcc 
120 

gccgtcaagg gcggccacat tcgcctcaat ggagacccgg ttaaaccctc ccacgacgtg 
180 

aaacccggcg ataccgtcac catccacacc cccggatggg accgggtcct caaggtcatc 
240 

aacccgatca cgaaaagagt cggcgccaaa ctcgcggtcg aggcttacga agatctgtca 
300 

nngccccccg acccgcctac ctctctgnct cccctcgccc gccgcgaccg tggggctgga 
360 

cgacccacca agaaggatcg tcgcgagatc gatcggctcc gaggccggga ctctcgctat 
420 

tgaggactct tcgcccggcc caacacacca cggctcgcgg ccgaattggc 
470 

<210> 1730 

<211> 131 

<212> PRT 

<213> Homo sapiens 

<400> 1730 

His Val Phe His Gly Lys Gly. Gly He Met Thr Arg He Asp Val Trp 

1 5 10 15 

Leu Trp Ser Val Arg Val Tyr Lys Ser Arg Ser Leu Ala Thr Ala Ala 

20 ** 25 30 

Val Lys Gly Gly His He Arg Leu Asn Gly Asp Pro Val Lys Pro Ser 

35 40 45 

His Asp Val Lys Pro Gly Asp Thr Val Thr He His Thr Pro Gly Trp 
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50 55 60 

Asp Arg Val Leu Lys Val He Asn Pro He Thr Lys Arg Val Gly Ala 
65 " 70 75 80 

Lys Leu Ala Val Glu Ala Tyr Glu Asp Leu Ser Xaa Pro Pro Asp Pro 

85 90 95 

Pro Thr Ser Leu Xaa Pro Leu Ala Arg Arg Asp Arg Gly Ala Gly Arg 

100 105 HO 

Pro Thr Lys Lys Asp Arg Arg Glu He Asp Arg Leu Arg Gly Arg Asp 

115 120 125 

Ser Arg Tyr 
130 

<210> 1731 
<211> 534 
<212> DNA 

<213> Homo sapiens 
<400> 1731 

agcgctccct gcctgctgct gggcggaggg aaggcggcaa gagctgcgga gcccctggaa 
60 

gagcttccag gaaccctgcg ctgtgggata aaggaatgag gttcagaaag gggcagggag 
120 

ttgcccgcag ccgcaccgca cgtcttcagc ccgaccgttg tcctgacctc tctgtcccgt 
180 

cccctgccca gtctcaccat ggccttctgg acacagctga tgctgctgct ctggaagaat 
240 

ttcatgtatc gccggagaca gccggtccag ctcctggtcg aattgctgtg gcctctcttc 
300 

ctcttcttca tcctggtggc tgttcgccac tcccacccgc ccctggagca ccatgaatgc 
360 

cacttcccaa acaagccact gccatcggcg ggcaccgtgc cctggctcca gggtctcatc 
420 

tgtaatgtga acaacacctg ctttccgcag ctgacaccgg gcgaggagcc cgggcgcctg 
480 

agcaacttca acgactccct ggtctcccgg ctgctacgtc ggagagaggc tgga 
534 

<210> 1732 
c211> 112 
<212> PRT 

<213> Homo sapiens 

<400> 1732 
Met Ala Phe Trp 1 

1 ■ • 
Tyr Arg Arg Arg G 
20 

Leu Phe Leu Phe E 
35 

Leu Glu His His C 
50 

Gly Thr Val Pro 1 
65 


Gin 

Leu Met 

Leu 

Leu 

Leu Trp Lys 

Asn Phe Met 




10 


15 

Pro 

Val Gin 

Leu 

Leu 

Val Glu Leu 

Leu Trp Pro 



25 



30 

He 

Leu Val 

Ala 

Val 

Arg His Ser 

His Pro Pro 


40 



45 


Cys 

His Phe 

Pro 

Asn 

Lys Pro Leu 

Pro Ser Ala 

55 



60 


Leu Gin Gly 

Leu 

He 

Cys Asn Val 

Asn Asn Thr 

70 




75 

80 

Thr 

Pro Gly 

Glu 

Glu 

Pro Gly Arg Leu Ser Asn 


1367 


WO 00/58473 


PCT/US00/08621 


85 90 95 

phe Asn Asp Ser Leu Val Ser Arg Leu Leu Arg Arg Arg Glu Ala Gly 
100 ' 105 110 

<210> 1733 
<211> 409 
<212> DNA 

<213> Homo sapiens 
<400> 1733 

acgcgtgatg gccgatccga ctgtgcccgg tcacgacccg cggcgtccga gtcctgaccc 
60 

ggacatgccg tggctgatcc gcgacatcac cctcggcaac aacgtgatcg cgggcagcac 
120 

gggcaactgc accctctgcg tcgaggacta ctcgcgcagg tacgcggcga ggatcctcaa 
180 

catcgtctcc gacggcaacg tcctgcagcg cgcatcggcc gcacagccag cgtggctggt 
240 

tggtgtggtc gcggggatca gcgaactccg atccgtacgt attctccagc ctcgacgctt 
300 

accgggcgac cactggtttt taggaccttc gctcggtctc gatcgatggc gtgctgtcac 
360 

cgcggccgga gcgctgctcc cgggcattga tctcaaggcg gtcacgagg 
409 

<210> 1734 
<211> 134 
<212> PRT 

<213> Homo sapiens 
<400> 1734 


Met Ala 

Asp 

Pro 

Thr Val 

Pro Gly His 

Asp 

Pro 

Arg Arg 

Pro 

Ser 

Pro 

1 



5 


10 





15 


Asp Pro 

Asp 

Met 

Pro Trp 

Leu He Arg 

Asp 

He 

Thr 

Leu 

Gly 

Asn 

Asn 



20 


25 





30 



Val He 

Ala 

Gly 

Ser Thr 

Gly Asn Cys 

Thr 

Leu 

Cys 

Val 

Glu 

Asp 

Tyr 


35 



40 




45 




Ser Arg 

Arg 

Tyr 

Ala Ala 

Arg He Leu 

Asn 

lie 

Val 

Ser 

Asp 

Gly 

Asn 

50 




55 



60 





Val Leu 

Gin 

Arg 

Ala Ser 

Ala Ala Gin 

Pro 

Ala 

Trp 

Leu 

Val 

Gly 

Val 

65 



70 



75 





80 

Val Ala 

Gly 

He 

Ser Glu 

Leu Arg Ser 

Val 

Arg 

He 

Leu 

Gin 

Pro 

Arg 




85 


90 





95 


Arg Leu 

Pro 

Gly 

Asp His 

Trp Phe Leu 

Gly 

Pro 

Ser 

Leu 

Gly 

Leu 

Asp 



100 


105 





110 



Arg Trp 

Arg 

Ala 

Val Thr 

Ala Ala Gly 

Ala 

Leu 

Leu 

Pro 

Gly 

lie 

Asp 


115 



120 




125 




Leu Lys 

Ala 

Val 

Thr Arg 










130 


<210> 1735 

<211> 342 

<212> DNA 

<213> Homo sapiens 


1368 


WO 00/58473 


PCT/US00/08621 


<400> 1735 

ggcgccatgg tcatcagcat catgtgttcg gcgcccgctg cacgaatgtt cgtgcgatca 
60 

agcgcgcctt ttagttcgac gcacggtaaa gcccgtgcgc atcgatgtag gccaggaccg 
120 

cgtcaggcac caggaaacgt accgacttcc cgctggccgg cagttgacgg atctgggtgg 
180 

cggacaccgc aagcggggtc tgccagacga atgcaatatt cccgttcggc ccggtcaggg 
240 

ccaaggggtc acttaccgac cgcgcggcca gcaggttgcg caaggcatcc ggcggttcgc 
300 

tggcggcatc cgggcgttgc aaaaccagga tgtggcaatg ct 
342 

<210> 1736 

<211> 112 

<212> PRT 

<213> Homo sapiens 


<400> 1736 


Met Val 

He 

Ser 

He Met Cys Ser Ala Pro 

Ala Ala 

Arg 

Met 

Phe 

Val 

1 



5 10 




15 


Arg Ser 

Ser 

Ala 

Pro Phe Ser Ser Thr His 

Gly Lys 

Ala 

Arg 

Ala 

His 



20 

25 



30 



Arg Cys 

Arg 

Pro 

Gly Pro Arg Gin Ala Pro 

Gly Asn 

val 

Pro 

Thr 

Ser 


35 


40 


45 




Arg Trp 

Pro 

Ala 

Val Asp Gly Ser Gly Trp 

Arg Thr 

Pro 

Gin 

Ala 

Gly 

50 



55 

60 





Ser Ala 

Arg 

Arg 

Met Gin Tyr Ser Arg Ser 

Ala Arg 

Ser 

Gly 

Pro 

Arg 

65 



70 

75 




80 

Gly His 

Leu 

Pro 

Thr Ala Arg Pro Ala Gly 

Cys Ala 

Arg 

His 

Pro 

Ala 




85 90 




95 


Val Arg 

Trp 

Arg 

His Pro Gly Val Ala Lys 

Pro Gly 

Cys 

Gly 

Asn 

Ala 



100 

105 



110 




<210> 1737 

<211> 506 

<212> DNA 

<213> Homo sapiens 

<400> 1737 

acgcgtgttc accatgacct ggaccgccca gcggcccgac gggtcgagcg cggaggagtc 
60 

ggacgagacg actgtggtgg tccctgccat ctcagcgccc cacgggtacg acgtgcaggc 
120 

gtccggcgcc cacgtcacct cccacccagg cgaccgggtg gcgcggttgc acctcaacca 
180 

aggcagtacc acggcgaagg tcacgatcac cctgcgctaa cccttcaagc gtcttcagca 
240 

ccgacctata agtctcccag acacttttac gaccggccct cccccttggg gtgggccccg 
300 

tccttttcgt gtcgtgggat gcacctggca gcaccacctc cggcccccat ggagaacagt 
360 . 
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aggtatcctc gcagggtact acggccaagg catatttgac gttccacgct tgccactgcc 
420 

gtcttagggc catactgccg ccacgcagct gagacggtga ccaatcgggt aaggtgactg 
480 

gttgccgtag tccatgcgag gccggc 
506 

<210> 1738 
<211> 113 
<212> PRT 

<213> Homo sapiens 


<400> 1738 


Met Ala 

Leu 

Arg 

Arg Gin 

Trp Gin Ala 

Trp 

Asn Val 

Lys 

Tyr 

Ala 

Leu 

l 



5 


10 




15 


Ala Val 

Val 

Pro 

Cys Glu 

Asp Thr Tyr 

Cys 

Ser Pro 

Trp 

Gly 

Pro 

Glu 



20 


25 




30 



Val Val 

Leu 

Pro 

Gly Ala 

Ser His Asp 

Thr 

Lys Arg 

Thr 

Gly 

Pro 

Thr 


35 



40 



45 




Pro Arg 

Gly 

Arg 

Ala Gly 

Arg Lys Ser 

Val 

Trp Glu 

Thr 

Tyr 

Arg 

Ser 

50 




55 


60 





Val Leu 

Lys 

Thr 

Leu Glu 

Gly* Leu Ala 

Gin 

Gly Asp 

Arg 

Asp 

Leu 

Arg 

65 



70 



75 • 




80 

Arg Gly 

Thr 

Ala 

Leu Val 

Glu Val Gin 

Pro 

Arg His 

Pro 

Val 

Ala 

Trp 



85 


90 




95 


Val Gly 

Gly 

Asp 

Val Gly 

Ala Gly Arg 

Leu 

His Val 

Val 

Pro 

Val 

Gly 



100 


105 




110 




Arg 


<210> 1739 
<211> 420 
<212> DNA 

<213> Homo sapiens 
<400> 1739 

cgcgttattg aaaatgctgc tttttttact aaattaggac agcgtttaat cggcgcatta 
60 

catcaagtga cggttgatgg atttgtttac cgtgttgata tgcggttacg cccttttgga 
120 

gagtctgggc cattggttag cacgtttaat tcaatagagg actattatca aacccatggt 
180 

cgagagtggg agtgttatgc catggttaaa gcccgtgtta ttggtgttga ggacgagtat 
240 , 

aaacaagcgt tagaaaggat" gttaaggcct ttcgtattta gacgttacat tgattttagc 
300 

gctattgatt ctttgcgaaa aatgaaaacg atgatcagtg ctgaagttcg tcgcaagggg 
360 

ttaaaagaca atattaagtt gggaatggga gggatccgtg aaattgaatt tgtggctcaa 
420 

<210> 1740 
<211> 140 
<212> PRT 
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<213> Homo sapiens 
<400> 1740 

Arg Val He Glu Asn Ala Ala Phe Phe Thr Lys Leu Gly Gin Arg Leu 

15 10 15 

He Gly Ala Leu His Gin Val Thr Val Asp Gly Phe Val Tyr Arg Val 

20 25 30 

Asp Met Arg Leu Arg Pro Phe Gly Glu Ser Gly Pro Leu Val Ser Thr 

' 35 40 45 

Phe Asn Ser He Glu Asp Tyr Tyr Gin Thr His Gly Arg Glu Trp Glu 

50 55 60 

Cys Tyr Ala Met Val Lys Ala Arg Val lie Gly Val Glu Asp Glu Tyr 
65 . 70 75 80 

Lys Gin Ala Leu Glu Arg Met Leu Arg Pro Phe Val Phe Arg Arg Tyr 

85 90 95 

He Asp Phe Ser Ala lie Asp Ser Leu Arg Lys Met Lys Thr Met He 

100 105 HO 

Ser, Ala Glu Val Arg Arg Lys Gly Leu Lys Asp Asn He Lys Leu Gly 

115 120 125 

Met Gly Gly lie Arg Glu lie Glu Phe Val Ala Gin 
130 135 140 

<210> 1741 
<211> 378 
<212> DNA 

<213> Homo sapiens 
<400> 1741 0 

nnacgcgtcg aggtgattca ggccgacgcc actgacccgc tggtccttca cagtctcaat 
60 

gggcaggtcg acgtcgtcgt ctccaacccg ccctacgtgc cagccggcgc cgtggaggac 
120 

accgagacgg cccagcacga gcccacggtg gcgctctatg gcgggggccc ggacgggtga 
180 

gagattccga ttgacgtcct gngtgcgctc agtcgcgctg ctgccaccgg cggagtgctc 
240 

gtcatggagc acgaccacga gcagggggcg ctgctgccgg cggccgcttc gtgagccggg 
300 

ttcaagcagg ccgagaccgg tcaggacctc accggccgcg accgctacct gcgcgcggtg 
360 

cgtaaacccc gctggtag 
378 

<210> 1742 
<211> 59 
<212> PRT 

<213> Homo sapiens 
<400> 1742 

Xaa Arg Val Glu Val lie Gin Ala Asp Ala Thr Asp Pro Leu Val Leu 

1 5 10 15 

His Ser Leu Asn Gly Gin Val Asp Val Val Val Ser Asn Pro Pro Tyr 

20 25 30 

Val Pro Ala Gly Ala Val Glu Asp Thr Glu Thr Ala Gin His Glu Pro 
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35 

Thr Val Ala Leu Tyr Gi 
50 

<210> 1743 
<211> 4121 
<212> DNA 

<213> Homo sapiens 
<400> 1743 

atcacgtaca actgcaagga 
60 

acgttgggcc ggctctcgga 
120 

ctggtgcggg atgtcactga 
180 

cccaacttcc ggcaggtgca 
240 

tcagggttca ggcgggtcct 
300 

ttctgtgtgc gggaggaacc 
360 

acacctcgag acaagcagaa 
420 

gtggagagcc tggagctggc 
480 

aacacatacc atgtgtacca 
540 

atccatggtg aggacgactt 
600 

cagcccacct acaggtacca 
660 

cagttggacg cctttgtcag 
720 . 

gcccacgggc ctcccccagc 
780 

ctgggcatgg tcctgggcac 
840 

gaggctgccc ccacgcaggc 
900 

tttctccgca tggtgcccca 
960 

gcctgtgccg agttgcatga 
1020 

ggtatccgac cggagagccc 
1080 

gcgctgtgga gcctggagcg 
1140 

cagtacccgc tggcctttgc 
1200 

taccgcctgc ccgtgacgct 
1260 

aggggctccc tacgggagga 
1320 


40 

Gly Gly Pro Asp Gly 
55 


ggagttccag atccatgatg 
caacacccct gagcactacc 
gaagatggat gtgctgggca 
gggtgggctc actgtgttcg 
ccagaaactc cagaaggacg 
tgtgcttttc ctgcgtgcag 
ccttcatgag aacctccagg 
catccggaaa gagatccacg 
taacaccgag gacctgtggg 
gcatgtgacg gaggaggtgt 
ccgcctgccc ctgcccgagc 
tgttctccgg gagaccccca 
cctcgtcttc agctgccaga 
cctcatcctg cttcaccgca 
caagcccctg cctatggagc 
gggaaggagg atggtggaag 
cctgaaagaa gtggtcttgg 
agcccaggga agcggcagcc 
atacttctac ctgatcctgt 
cctcagtttc agccgctggc 
gagctcagca ggccctgtgg 
cgatctggtc tccccggacg 


45 


agctgctcaa ggctcattac 
tggtgcaagg ccgctacttc 
ccgtgggaag ctgtggggcc 
gcatgggaca gcccagcctc 
gacataggga gtgtgtcatc 
atgaggactt tgtgtcctac 
gccttggacc cggggtccgg 
actttgccca gctgagcgag 
gggagcccca tgctgtggcc 
acaagcggcc cctcttcctg 
aagggagtcc cctggaggcc 
gcctgctgca gctccgtgat 
tgggcgtggg caggaccaac 
gtgggaccac ctcccagcca 
agttccaggt gatccagagc 
aggtggacag agccatcact 
aaaaccagaa gaagttagaa 
gacacagcgt ctggcagagg 
ttaactacta ccttcatgag 
tgtgtgccca ccctgagctg 
ctccgaggga cctcatcgcc 
cgctcagcac tgtcagagag 
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atggatgtgg ccaacttccg gcgggtgccc cgcatgccca tctacggcac ggcccagccc 
1380 

agcgccaagg ccctggggag catcctggcc tacctgacgg acgccaagag gaggctgcgg 
1440 

aaggttgtct gggtgagcct tcgggaggag gccgtgttgg agtgtgacgg gcacacctac 
1500 

agcctgcggt ggcctgggcc ccctgtggct cctgaccagc tggagaccct ggaggcccag 
1560 

ctgaaggccc atctaagcga gcctccccca ggcaaggagg gccccctgac ctacaggttc 
1620 

cagacctgcc ttaccatgca ggaggtcttc agccagcacc gcagggcctg tcctggcctc 
1680 

acctaccacc gcatccccat gccggacttc tgtgcccccc gagaggagga ctttgaccag 
1740 

ctgctggagg ccctgcgggc cgccctctcc aaggacccag gcactggctt cgtgttcagc 
1800 

tgcctcagcg gccagggccg taccacaact gcgatggtgg tggctgtcct ggccttctgg 
1860 

cacatccaag gcttccccga ggtgggtgag gaggagctcg tgagtgtgcc tgatgccaag 
1920 

ttcactaagg gtgaatttca ggtagtaatg aaggtggtgc agctgctacc cgatgggcac 
1980 

cgtgtgaaga aggaggtgga cgcagcgctg gacactgtca gcgagaccat gacgcccatg 
2040 

cactaccacc tgcgggagat catcatctgc acctaccgcc aggcgaaggc agcgaaagag 
2100 

gcgcaggaaa tgcggaggct gcagctgcgg agcctgcagt acttggagcg ctatgtctgc 
2160 

ctgattctct tcaacgcgta cctccacctg gagaaggccg actcctggca gaggcccttc 
2220 

agcacctgga tgcaggaggt ggcatcgaag gctggcatct acgagatcct taacgagctg 
2280 

ggcttccccg agctggagag cggggaggac cagcccttct ccaggctgcg ctaccggtgg 
2340 

caggagcaga gctgcagcct cgagccctct gcccccgagg acttgctgta gggggcctta 
2400 

ctccctgtcc ccccacccac agggccccac gcaggcctgg ggtgtctgag gtgctcttgg 
2460 

ctgggagcgg ccctgagggg tgctggcctt gaaatgattc ccccacttcc tggagagact 
.2520 

gagcggagtt gggagccttt ttagaaagaa ctttttatag gacagggaga cagcacagcc 
2580 

atcccttgca aaccaccaag gtgtgtggct gacctccagg gaggagcact cactggagtg 
2640 . 

ctcacaaggt gcacactgct gtgtgtacct tgcagacagg ccggcgttca gcctccaagg 
2700 

ggctcactcc cccagttgcc aaacactgtg gatctctctg tcctcttctc ccctctctca 
2760 

gattggcctg gcagcccctg gcacagagca gaccctgcca ctggtagctc cccacttcct 
2820 

tactcctgct gctctgccat tgccgctccc cttcttgctg cccaagcact gccctcgggc 
2880 

gcctggcagc ctgaggtggg tggaggggac agtgttctgg atagatctat tatgtgaaag 
2940 
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gcagcttcac 

ccagttttct 

ggactctcat 

3000 



aatgacaacc 

tacccagcct 

ggtggggctg 

3060 



gagacttcag 

ggagcccctc 

tcatggggag 

3120 



agaggaagag 

gcctgctcca 

cttgtctggg 

3180 



ggcctggagc 

tgcaggtccc 

ccggcatctc 

3240 



tgcccccacc 

tgctgcagca 

ggagccccaa 

3300 



ggtcctcatg 

gacagtgagg 

tgtgcaaggg 

3360 



gggttccagg 

ccatccttgc 

tgagcatctt 

3420 



gccagaccct 

gctgagttag 

aggctgctgg 

3480 



gctgggaaca 

ggtggcagag 

aagtgccatg 

3540 



ggggactggt 

gcttgctgaa 

acccaggagc 

3600 



ggctcactgg 

gaccaggaaa 

gcctgtcttt 

3660 



aaaaaaagga 

tgtgtcattg 

gtcatgatat 

3720 



catttatcca 

gtattggaaa 

atatttgacc 

3780 



gtgtgtctgt 

tcactacctt 

ttcaggttta 

3840 



tttaatttct 

ttgcagacaa 

ggtctagatg 

3900 



gatcctttgt 

gttctcatgg 

ttggctctga 

3960 



cacatcacct 

ctctgcctca 

gtttccccat 

4020 



ctacctcaca 

ggggtgttgt 

gaggattcat 

4080 



gcttttaagc 

attaaaaaca 

gctaaatgtg 

4121 




gcccccatct ccgacctggg agacttcagg 
gcaggatggt ggaggtttct caaggagctg 
gaaagagctt ccagggggcg aacgcagcac 
aacctgggca ggaggcacag aggaagccaa 
tctctgtccc ggcagcccag gatggcctgg 
ggagtgctag ctgagggtgg ttgctggggc 
tgcactgagg gtggtgggag gggatcacct 
tgagcctgcc ttccggtggg agcagaaaag 
gatccactgt ttccacacag cgggaaggct 
tttgcgttga gccttgcagc tcttccagct 
tgaacagtga ggaggctgtc caccttgctt 
ggttaggctc gtgtacttct gcaggaaaaa 
ttgaaaaggg gaggaggccg aagttgttcc 
cccttggctg aattcttttg cagaactact 
ttgtttttat ttttgcatga attaagacgt 
cggagtcaga gatgggactg aatggggagg 
ctttcagctg tgttgggacc actggctgat 
ctgtaaaatg ggagaataat acttgcctac 
ttgtgatttt tttttttttt tttgtacaga 
aaaaaaaaaa a 


<210> 1744 

<211> 796 

<212> PRT 

<213> Homo sapiens 


<400> 1744 

lie Thr Tyr Asn Cys Lys Glu Glu 

1 5 
Lys Ala His Tyr Thr Leu Gly Arg 
20 

Tyr Leu Val Gin Gly Arg Tyr Phe 

35 40 
Met Asp Val Leu Gly Thr Val Gly 


Phe Gin He His Asp Glu Leu Leu 

10 15 
Leu Ser Asp Asn Thr Pro Glu His 
25 30 
Leu Val Arg Asp Val Thr Glu Lys 
45 

Ser Cys Gly Ala Pro Asn Phe Arg 
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50 55 60 

Gin Val Gin Gly Gly Leu Thr Val Phe Gly Met Gly Gin Pro Ser Leu 
65 70 75 80 

Ser Gly Phe Arg Arg Val Leu Gin Lys Leu Gin Lys Asp Gly His Arg 

85 90 95 

Glu Cys Val He Phe Cys Val Arg Glu Glu Pro Val Leu Phe Leu Arg 

100 105 HO 

Ala Asp Glu Asp Phe Val Ser Tyr Thr Pro Arg Asp Lys Gin Asn Leu 

115 120 125 

His Glu Asn Leu Gin Gly Leu Gly Pro Gly Val Arg Val Glu Ser Leu 

130 135 140 

Glu Leu Ala He Arg Lys Glu He His Asp Phe Ala Gin Leu Ser Glu 
145 150 155 160 

Asn Thr Tyr His Val Tyr His Asn Thr Glu Asp Leu Trp Gly Glu Pro 

165 170 175 

His Ala Val Ala He His Gly Glu Asp Asp Leu His Val Thr Glu Glu 

180 185 190 

Val Tyr Lys Arg Pro Leu Phe Leu Gin Pro Thr Tyr Arg Tyr His Arg 

195 200 205 

Leu Pro Leu Pro Glu Gin Gly Ser Pro Leu Glu Ala Gin Leu Asp Ala 

210 215 220 

Phe Val Ser Val Leu Arg Glu Thr Pro Ser Leu Leu Gin Leu Arg Asp 
225 230 235 240 

Ala His Gly Pro Pro Pro Ala Leu Val Phe Ser Cys Gin Met Gly Val 

245 250 255 

Gly Arg Thr Asn Leu Gly Met Val Leu Gly Thr Leu He Leu Leu His 

260 265 270 

Arg Ser Gly Thr Thr Ser Gin Pro. Glu Ala Ala Pro Thr Gin Ala Lys 

275 280 285 

Pro Leu Pro Met Glu Gin Phe Gin Val He Gin Ser Phe Leu Arg Met 

290 295 300 

Val Pro Gin Gly Arg Arg Met Val Glu Glu Val Asp Arg Ala He Thr 
305 310 315 320 

Ala Cys Ala Glu Leu His Asp Leu Lys Glu Val Val Leu Glu Asn Gin 

325 330 335 

Lys Lys Leu Glu Gly He Arg Pro Glu Ser Pro Ala Gin Gly Ser Gly 

340 345 350 

Ser Arg His Ser Val Trp Gin Arg Ala Leu Trp Ser Leu Glu Arg Tyr 

355 360 365 

Phe Tyr Leu He Leu Phe Asn Tyr Tyr Leu His Glu Gin Tyr Pro Leu 

370 375 380 

Ala Phe Ala Leu Ser Phe Ser Arg Trp Leu Cys Ala His Pro Glu Leu 
385 390 395 400 

Tyr Arg Leu Pro Val Thr Leu Ser Ser Ala Gly Pro Val Ala Pro Arg 

405 410 415 

Asp Leu He Ala Arg Gly Ser Leu Arg Glu Asp Asp Leu Val Ser Pro 

420 425 430 

Asp Ala Leu Ser Thr Val Arg Glu Met Asp Val Ala Asn Phe Arg Arg 

435 440 445 

Val Pro Arg Met Pro He Tyr Gly Thr Ala Gin Pro Ser Ala Lys Ala 

450 455 460 

Leu Gly Ser He Leu Ala Tyr Leu Thr Asp Ala Lys Arg Arg Leu Arg 
465 470 475 480 

Lys Val Val Trp Val Ser Leu Arg Glu Glu Ala Val Leu Glu Cys Asp 
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485 



490 

495 


Gly His 

Thr 

Tyr 

Ser 

Leu Arg 

Trp Pro Gly Pro Pro Val Ala 

Pro 

Asp 



500 




505 510 



Gin Leu 

Glu 

Thr 

Leu 

Glu 

Ala 

Gin Leu Lys Ala His Leu Ser 

Glu 

Pro 


515 





520 525 



Pro Pro 

Gly 

Lys 

Glu 

Gly 

Pro 

Leu Thr Tyr Arg Phe Gin Thr 

Cys 

Leu 

530 





535 

540 



Thr Met 

Gin 

Glu 

Val 

Phe 

Ser 

Gin His Arg Arg Ala Cys Pro 

Gly 

Leu 

545 




550 


555 


560 

Thr Tyr 

His 

Arg 

He 

Pro 

Met 

Pro Asp Phe Cys Ala Pro Arg 

Glu 

Glu 




565 



570 

575 


Asp Phe 

Asp 

Gin 

Leu 

Leu 

Glu 

Ala Leu Arg Ala Ala Leu Ser 

Lys 

Asp 



580 




585 590 



Pro Gly 

Thr 

Gly 

Phe 

Val 

Phe 

Ser Cys Leu Ser Gly Gin Gly 

Arg 

Thr 


595 





600 605 



Thr Thr 

Ala 

Met 

Val 

Val 

Ala 

val Leu Ala Phe Trp His He 

Gin 

Gly 

610 





615 

620 



Phe Pro 

Glu 

Val 

Gly 

Glu 

Glu 

Glu Leu Val Ser Val Pro Asp 

Ala 

Lys 

625 




630 


635 


640 

Phe Thr 

Lys 

Gly 

Glu 

Phe 

Gin 

Val Val Met Lys Val Val Gin 

Leu 

Leu 




645 



650 

655 


Pro Asp 

Gly 

His 

Arg 

Val 

Lys 

Lys Glu Val Asp Ala Ala Leu 

Asp 

Thr 



660 




665 670 



Val Ser 

Glu 

Thr 

Met 

Thr 

Pro 

Met His Tyr His Leu Arg Glu 

lie 

He 


675 





680 685 



He Cys 

Thr 

Tyr 

Arg 

Gin 

Ala 

Lys Ala Ala Lys Glu Ala Gin 

Glu 

Met 

690 





695 

700 



Arg Arg 

Leu 

Gin 

Leu 

Arg 

Ser 

Leu Gin Tyr Leu Glu Arg Tyr 

Val 

Cys 

705 




710 


715 


720 

Leu He 

Leu 

Phe 

Asn 

Ala Tyr 

Leu His Leu Glu Lys Ala Asp 

Ser 

Trp 




725 



730 

735 


Gin Arg 

Pro 

Phe 

Ser 

Thr Trp 

Met Gin Glu Val Ala Ser Lys 

Ala 

Gly 



740 




745 750 



He Tyr 

Glu 

He 

Leu 

Asn 

Glu 

Leu Gly Phe Pro Glu Leu Glu 

Ser 

Gly 


755 





760 765 



Glu Asp 

Gin 

Pro 

Phe 

Ser Arg 

Leu Arg Tyr Arg Trp Gin Glu 

Gin 

Ser 

770 





775 

780 



Cys Ser 

Leu 

Glu 

Pro 

Ser 

Ala 

Pro Glu Asp Leu Leu 



785 




790 


795 




<210> 1745 

<211> 426 

<212> DNA 

<213> Homo sapiens 


<400> 1745 

ntcatgaaaa ttaaaaaatg gcttggtgta gcagcccttg ctacagtcgc aggtttggct 
60 

cttgcagctt gcggaaactc agaaaagaaa gcagacaatg caacaactat caaaatcgca 
120 

actgttaacc gtagcggttc tgaagaaaaa cgttgggaca aaatccaaga attggttaaa 
180 

aaagacggta tcactttgga atttacggag ttcacaggct actcacaacc aaacaaggca 
240 
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actgctgatg gcgaagtaga tttgaacgct ttccaacact ataacttctt gaacaactgg 
300 

aacaaagaaa acgggaaaga ccttgtagcg attgcagata cttacatctc tccaatccgt 
360 

ctttactcag gtttgaatgg aagtgacaac aagtacacta aagtagaggc tggagtgtgc 
420 

tcgcga 
426 

<210> 1746 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 1746 


Xaa 

Met 

Lys 

He 

Lys 

Lys 

Trp 

Leu 

Gly 

Val 

Ala Ala 

Leu 

Ala 

Thr 

Val 

1 




5 





10 




15 


Ala 

Gly 

Leu 

Ala 
20 

Leu 

Ala 

Ala 

Cys 

Gly 
25 

Asn 

Ser Glu 

Lys 

Lys 
30 

Ala 

Asp 

Asn 

Ala 

Thr 
35 

Thr 

He 

Lys 

He 

Ala 

40 

Thr 

Val 

Asn Arg 

Ser 
45 

Gly 

Ser 

Glu 

Glu 

Lys 
50 

Arg 

Trp 

Asp 

Lys 

He 
55 

Gin 

Glu 

Leu 

Val Lys 
60 

Lys 

Asp 

Gly 

He 

Thr 

Leu 

Glu 

Phe 

Thr 

Glu 

Phe 

Thr 

Gly 

Tyr 

Ser Gin 

Pro 

Asn 

Lys 

Ala 

65 





70 





75 




80 

Thr 

Ala 

Asp 

Gly 

Glu 
85 

Val 

Asp 

Leu 

Asn 

Ala 

90 

Phe Gin 

His 

Tyr 

Asn 
95 

Phe 

Leu 

Asn 

Asn 

Trp 
100 

Asn 

Lys 

Glu 

Asn 

Gly 
105 

Lys 

Asp Leu 

Val 

Ala 
110 

He 

Ala 

Asp 

Thr 

Tyr 
115 

He 

Ser 

Pro 

He 

Arg 
120 

Leu 

Tyr 

Ser Gly 

Leu 
125 

Asn 

Gly 

Ser 

Asp 

Asn 
130 

Lys 

Tyr 

Thr 

Lys 

val 
135 

Glu 

Ala 

Gly 

Val Cys 
140 

Ser 

Arg 




<210> 1747 
<211> 373 
<212> DNA 

<213> Homo sapiens 
<400> 1747 

nnaagctttt gtccacacag ataggaagta atcatggtca ctcaccgccc agaactgcat 
60 

atcaccgccc ctgaaggcgt gttggaggca ccggcggggt cgctcctcaa ggacggcacg 
120 

tggcacatca tgtaccagta cgaaccacac gcggatgggc acggcctctg gggacatgtc 
180 

acttccccca acttctctcc ctttaactgg acagacggag aagacattct ggttccagag 
240 

ggcgaggaaa ccgacctgtg ggcaggttct gttattagca acgctggaaa agtgacgctg 
300 

ttttttacct ccgtcaaggg cgacnaagac ggaaatccat cgggcagatg tcgccgacgg 
360 

caaagctacg cgt 
373 
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<210> 1748 

<211> 113 

<212> PRT 

<213> Homo sapiens 

<400> 1748 

Met Val Thr His Arg Pro Glu Leu His He Thr Ala Pro Glu Gly Val 

15 10 15 

Leu Glu Ala Pro Ala Gly Ser Leu Leu Lys Asp Gly Thr Trp His He 

20 25 30 

Met Tyr Gin Tyr Glu Pro His Ala Asp Gly His Gly Leu Trp Gly His 

35 40 45 

Val Thr Ser Pro Asn Phe Ser Pro Phe Asn Trp Thr Asp Gly Glu Asp 

50 55 60 

He Leu Val Pro Glu Gly Glu Glu Thr Asp Leu Trp Ala Gly Ser Val 
65 70 75 80 

He Ser Asn Ala Gly Lys Val Thr Leu Phe Phe Thr Ser Val Lys Gly 

85 90 95 

Asp Xaa Asp Gly Asn Pro Ser Gly Arg Cys Arg Arg Arg Gin Ser Tyr 
100 105 110 

Ala 


<210> 1749 

<211> 853 

<212> DNA 

<213> Homo sapiens 

<400> 1749 

cccagcaggc aaagagagag gcctccctgg cttcgagtgt caggggagcc gcgttccctc 
60 

ccagggctgg agcagaggac cacaaggcag cagaaagcgc gggtccagat gagggccagg 
120 

aaggggagga gagtgagggc caagaacgag ccttaaggga gcagtcccaa gctggagcca 
180 

cccagggctg ggtctgggag tcctcagtgt ccacttgtcc caggttaggg ggcttgcctt 
240 

gctctctcca gggccagtct ctgtgtgtgg ggactcagcc cgtggccggc agatgccatc 
300 

caggatgtac aaggtgcagc caaggcaggc catgcagggg ccgggcctgt ctgcagctgg 
360 

tggatgcctg tgggcatggc tttctctggg gaccccattc ctgtcagtag caaccctggc 
420 

agtgtccgga gcggctctag acaactttgg tcataggaac tctggaggtg ggttctggtc 
480 

atctgaggtg gctactcaac aggtttgagg ccccacagca acagaagtcc aggacccact 
540 

aggttgcctc agaagcccta agactgatga gctggagcgc gcatttgaga gaagcctcgc 
600 

acccactgtg tactggcccc gctcaggccg gcctggcaca ccgttgcctg ctggcggctc 
660 

tcatggggaa gcgcctgggc actggggatt gcttgtggcc cactcaactc ttggggcagt 
720 
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ggccgtaacc ctagtttgcc tgaggccctt atgtcccctt atgttcctgg tactggagct 

tgagctcttg cctggcacgc tgcagctgca cccaccctgc ttgatcccac ctgggaggcc 
840 

aggacactga gga 
853 

<210> 1750 
<211> 64 
<212> PRT 

<213> Homo sapiens 
<400> 1750 

Glu Lys Pro Arg Thr His Cys Val Leu Ala Pro Leu Arg Pro Ala Trp 

1 5 10. 15 

His Thr Val Ala Cys Trp Arg Leu Ser Trp Gly Ser Ala Trp Ala Leu 

20 25 30 

Gly He Ala Cys Gly Pro Leu Asn Ser Trp Gly Ser Gly Arg Asn Pro 

35 40 45 

Ser Leu Pro Glu Ala Leu Met Ser Pro Tyr Val Pro Gly Thr Gly Ala 
50 55 60 

<210> 1751 
<211> 531 
<212> DNA 

<213> Homo sapiens 
<400> 1751 

ggccgcatcc cgcatctggg ccgatggcga atgggcaatt tcagtcgcag acagggacat 
60 

gacgatgccg ttgtcgagaa ggccatggcg acgaccgggg tctccgagct tactgatagg 
120 

gcatggtctt ccctgtcagg aggagagagg caacgggtac agctggctcg tgccttggca 
180 

caggagcccg agatcttatt tcttgacgag ccgacaaatc accttgactt gccacaccag 
240 

atcgacctcc tggagcgggt ccgaggactc ggcctgacga cggtcaccgt cattcatgac 

ctcgacttgg ctgccgccta cgccgacgac ctcatcgtgc tcgactcggg tcgcatggtt 
360 

gctggcggac cggcgagcac agtgctgacg cctggccttg tccgtgacca ctttggtgtc 
420 

gacggtgagg tttggtcctc ctcgaggcgc ggcttcacct ggaacgggct gcagacatga 

480 

cgacgcgtat cgcagtatcc ctccgatggg acgacgccat tgacttgagc c 
531 

<210> 1752 
<211> 159 
<212> PRT 

<213> Homo sapiens 

<400> 1752 - 

Gly Arg lie Pro His Leu Gly Arg Trp Arg Met Gly Asn Phe Ser Arg 
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x " 5 10 15 


Arg Gin Gly His Asp Asp Ala Val Val Glu Lys Ala Met Ala Thr Thr 

20 2 ^ 
Gly Val Ser Glu Leu Thr Asp Arg Ala Trp Ser Ser Leu Ser Gly Gly 

35 40 
Glu Arg Gin Arg Val Gin Leu Ala Arg Ala Leu Ala Gin Glu Pro Glu 

55 

lie Leu Phe Leu Asp Glu Pro Thr Asn His Leu Asp Leu Pro His Gin 

lie Asp Leu Leu Glu Arg Val Arg Gly Leu Gly Leu Thr Thr Val Thr 

85 90 
Val lie His Asp Leu Asp Leu Ala Ala Ala Tyr Ala Asp Asp Leu lie 

105 110 


Val Leu Asp Ser Gly Arg Met Val III Gly Gly Pro Ala Ser Thr Val 

115 120 
Leu Thr Pro Gly Leu Val Arg Asp His Phe Gly Val Asp Gly Glu Val 

130 135 140 

Trp Ser Ser Ser Arg Arg Gly Phe Thr Trp Asn Gly Leu Gin Thr 

145 150 155 


<210> 1753 
<211> 920 
<212> DNA 

<213> Homo sapiens 

gagacagtgg agaggctggg tcagtcccct gcccaggaca ccccggtcct ggggccttgc 
tgggacccga tggctctggg gactcagggc cgcctgctgc tggacaggga ttccaaggac 
acacagacca ggatcagcca aaagggccgc cgtctgcagc ccccggggac tccctcggcc 

180 

ccaccccaga gaaggccccg gaaacagctg aacccctgcc ggggcaccga gagagtggac 

cctgggttcg agggggtgac tctgaagttt cagataaagc cggactccag cctgcagatc 

awcccacgc acagcctgcc ctgcagtagc cgttctcagg aatcccctgc agatgctgtt 

gggggccntg cagccatccc agagggcacc gagggccact cagcaggcag cgaggccctg 
420 

gagccccggc gctgtgcttc ctgtcggacc cagaggaccc cgctctggag agacgctgaa 

gatgggaccc ttctctgcaa cgcctgtggg atcaggtaca agaaatacgg cactcgctgc 
540 

tccagctgct ggctggtgcc caggaaaaat gcccagccca agaggctatg tggcagatgt 

gj° gtgtccc tg gaccccat tcaggaaggt taaacccagc ttcaccctgc tgagctgctg 

cttctgcctc cgtttcacca gtgggagaat gggcagaagc agctctccta ggaggattgg 
720 

ggaaagagcc ggcctgcctc ctctctgcca tctccagatt caaggatccc gggggaagac 

780 

ccaggcctca ggtggcagag cctgctaggg gtcaccagcc ccttctccag tcagccttgg 
840 
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ccgaggcccc ctcaggagac gctctcagga aggatgagca ttgttacagc agggacaata 
900 

aagtacagag atatgccgag 
920 

<210> 1754 
<211> 210 
<212> PRT 

<213> Homo sapiens 
<400> 1754 

Glu Thr val Glu Arg Leu Gly Gin Ser Pro Ala Gin Asp Thr Pro Val 

1 5 .10 15 

Leu Gly Pro Cys Trp Asp Pro Met Ala Leu Gly Thr Gin Gly Arg Leu 

20 * 25 30 

Leu Leu Asp Arg Asp Ser Lys Asp Thr Gin Thr Arg He Ser Gin Lys 

35 40 45 

Gly Arg Arg Leu Gin Pro Pro Gly Thr Pro Ser Ala Pro Pro Gin Arg 

50 55 60 

Arg Pro Arg Lys Gin Leu Asn Pro Cys Arg Gly Thr Glu Arg Val Asp 
65 . 70 75 80 

Pro Gly Phe Glu Gly Val Thr Leu Lys Phe Gin He Lys Pro Asp Ser 

85 90 95 

Ser Leu Gin He He Pro Thr Tyr Ser Leu Pro Cys Ser Ser Arg Ser 

100 105 HO 

Gin Glu Ser Pro Ala Asp Ala Val Gly. Gly Xaa Ala Ala He Pro Glu 

115 120 125 

Gly Thr Glu Gly His Ser Ala Gly Ser Glu Ala Leu Glu Pro Arg Arg 

130 135 14 0 

Cys Ala Ser Cys Arg Thr Gin Arg Thr Pro Leu Trp Arg Asp Ala Glu 
145 150 155 160 

Asp Gly Thr Leu Leu Cys Asn Ala Cys Gly He Arg Tyr Lys Lys Tyr 

165 170 175 

Gly Thr Arg Cys Ser Ser Cys Trp Leu Val Pro Arg Lys Asn Val Gin 

180 185 190 

Pro Lys Arg Leu Cys Gly Arg Cys Gly Val Ser Leu Asp Pro He Gin 
195 200 205 

Glu Gly 
210 

<210> 1755 
<211> 437 
<212> DNA 

<213> Homo sapiens 
<400> 1755 

nnttctgcag agtagggaga cagtcttggg cctggatggc cattagtgct tggagtcatg 
60 

ggagcaatca gaaatgatca aggagaatcc ttgatacgaa ctgcattcca gtgtcttcag 
120 

ttggttgtga cagattttct accaacaatg ccttgtactt gcctgcaaat agttgtagat 
180 

gttgcaggta gctttggcct ccataaccaa gaactcaata ttagtttaac ttcaataggt 

240 
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ttattgtgga atatttcaga ttattttttc caaagagggg aaactattga aaaagaacta 
300 

aataaggaag aggcagcaca gcaaaagcag gcagaagaga aaggagttgt tttaaatcgg 
360 

ccattccacc ctgcaccgcc atttgattgc ttgtggttat gtctttatgc aaaattgggt 
420 

gaactatgtg tggatcc 
437 

<210> 1756 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 1756 

Met Gly Ala lie Arg Asn Asp Gin Gly Glu Ser Leu lie Arg Thr Ala 

15 10 15 

Phe Gin Cys Leu Gin Leu Val Val Thr Asp Phe Leu Pro Thr Met Pro 

20 25 30 

Cys Thr Cys Leu Gin lie Val Val Asp Val Ala Gly Ser Phe Gly Leu 

35 40 45 

His Asn Gin Glu Leu Asn lie Ser Leu Thr Ser lie Gly Leu Leu Trp 

50 55 60 

Asn lie Ser Asp Tyr Phe Phe Gin Arg Gly Glu Thr lie Glu Lys Glu 
65 70 75 80 

Leu Asn Lys Glu Glu Ala Ala Gin Gin Lys Gin Ala Glu Glu Lys Gly 

85 90 95 

Val Val Leu Asn Arg Pro Phe His Pro Ala Pro Pro Phe Asp Cys Leu 

100 105 110 

Trp Leu Cys Leu Tyr Ala Lys Leu Gly Glu Leu Cys Val Asp 
115 120 125 

<210> 1757 

<211> 1297 

<212> DNA 

<213> Homo sapiens 

<400> 1757 

nggatccgac ggaaatagaa ttgaaggcat tctaaaatgg ctaaccgtac agtgaaggat 
60 

gcgcacagca tccatggcac caaccctcaa tatctggtgg agaagatcat tcgaacgcga 
12 0 

atctatgagt ccaagtactg gaaagaggag tgctttggac ttacagctga acttgtagtc 
180 

gataaagcca tggagttaag gtttgtgggt ggcgtctatg gtggcaacat aaaaccaaca 
240 

ccctttctgt gtttaacctt gaagatgctt caaattcaac ccgagaagga tatcattgta 
300 

gagtttatca aaaatgaaga tttcaagtat gtccgcatgc tgggggcact ttacatgagg 
360 

ctgacaggca ctgcaattga ttgctacaag tacttggaac ctttgtacaa tgactatcga 
420 

aaaatcaaga gccagaaccg aaatggggag tttgaattga tgcatgttga tgagtttatt 
480 


1382 


WO 00/58473 PCT/US00/08621 


gatgaactat tgcacagtga gagagtctgt gatatcattc tgccccgact acagaaacgc 

tatgtattag aggaagctga gcaactggag cctcgagtta gtgctctgga agaggacatg 
600 

gatgatgtgg agtccagtga agaggaagaa gaggaggatg agaagttgga aagagtgcca 
660 

tcacctgatc accgccggag aagctaccga gacttggaca agccccgtcg ctctcccaca 
720 

ctgcgctaca ggaggagtag gagccggtct cccagaaggc ggagtcgatc tcccaaaagg 

Igaagcccct cccctcgccg agaaaggcat cggagcaaga gtccaagacg tcaccgcagc 
840 

aggtcccgag atcggcggca cagatcccgt tccaagtccc caggtcatca ccgtagtcac 
900 

agacacagga gccactcaaa gtctcccgaa aggtctaaga agagccacaa gaagagccgg 
960 

agagggaatg agtaatggac tcagtttggt tttagtccac atggcctcct gtggatataa 
1020 

ggatatctgt atgtggaagg attaagatct cccccaggca gctataagaa tattttagtt 
1080 

tttttcttat caagtttctc aacctttatt tttaatgaag gaggtgctga gttttgtatc 
1140 

tttttaatca taatcaacat cagtttttga cccaactaac cttgactgta ttcaaactta 
1200 

tgagagtata aaggatctgg aggttgggga tatgactgac aaggaaaggc tgtggccacc 
1260 

tgatgaccct ttcccttttt attaaaccgg acacacc 
1297 

<210> 1758 
<211> 312 
<212> PRT 

<213> Homo sapiens 


<400> 1758 






Gly 

Thr 

Asn 

Met 

Ala 

Asn 

Arg 

Thr 

Val 

Lys Asp Ala His Ser He 

His 

1 




5 


10 



15 


Pro 

Gin 

Tyr 

Leu 

Val 

Glu 

Lys He He Arg Thr Arg 

He 

Tyr 

Glu 

Ser 



20 



25 


30 


Val 

Lys 

Tyr 

Trp 

Lys 

Glu 

Glu 

Cys Phe Gly Leu Thr Ala 

Glu 

Leu 

Val 

35 




40 

45 




Asp 

Lys 

Ala 

Met 

Glu 

Leu 

Arg Phe Val Gly Gly Val 

Tyr 

Gly 

Gly 

Asn 

50 





55 60 




He 

He 

Lys 

Pro 

Thr 

Pro 

Phe 

Leu Cys Leu Thr Leu Lys 

Met 

Leu 

Gin 

65 




70 

75 




80 

Gin 

Pro 

Glu 

Lys 

Asp 

He 

He Val Glu Phe He Lys 

Asn 

Glu 

Asp 

Phe 





85 


90 



95 

Thr 

Lys 

Tyr 

Val 

Arg 

Met 

Leu 

Gly Ala Leu Tyr Met Arg 

Leu 

Thr 

Gly 


100 



105 


110 



Ala 

He 

Asp 
115 

Cys 

Tyr 

Lys 

Tyr Leu Glu Pro Leu Tyr 
120 

Asn 
125 

Asp 

Tyr 

Arg 

Lys 

He 

Lys. 

Ser 

Gin 

Asn 

Arg Asn Gly Glu Phe Glu 

Leu 

Met 

His 

Val 

130 





135 . 140 




He 

Asp 

Glu 

Phe 

He 

Asp 

Glu 

Leu Leu His Ser Glu Arg 

Val 

Cys 

Asp 
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14 = 150 155 160 

He Leu Pro Arg Leu Gin Lys Arg Tyr Val Leu Glu Glu Ala Glu Gin 

165 170 1 ?5 

Leu Glu Pro Arg Val Ser Ala Leu Glu Glu Asp Met Asp Asp Val Glu 

180 ' 105 19° 

Ser Ser Glu Glu Glu Glu Glu Glu Asp Glu Lys Leu Glu Arg Val Pro 

195 200 205 

Ser Pro Asp His Arg Arg Arg Ser Tyr Arg Asp Leu Asp Lys Pro Arg 

210 215 220 

Arg Ser Pro Thr Leu Arg Tyr Arg Arg Ser Arg Ser Arg Ser Pro Arg 
225 2 30 235 2 *° 

Arg Arg Ser Arg Ser Pro Lys Arg Arg Ser Pro Ser Pro Arg Arg Glu 

245 25 0 255 

Arg His Arg Ser Lys Ser Pro Arg Arg His Arg Ser Arg Ser Arg Asp 

260 2 <SS 270 

Arg Arg His Arg Ser Arg Ser Lys Ser Pro Gly His His Arg Ser His 

275 2 80 285 

Arg His Arg Ser His Ser Lys Ser Pro Glu Arg Ser Lys Lys Ser Hxs 

290 295 300 

Lys Lys Ser Arg Arg Gly Asn Glu 
305 .310 

<210> 1759 

<211> 324 

<212> DNA 

<213> Homo sapiens 

aattccatag tcctcatggg caagagttac acagcgtgga ggaccaactc ccaggcactc 

ggcctgggca gacacaatta ttgtcggaat ccagatggtg atgccagacc ttggtgccat 
120 

gtgatgaagg accgaaagct gacgtgggaa tactgtgaca tgtccccatg ctccacctgt 
180 

ggcctgaggc agtgcaaacg gcctcagttt agaactaaag gaggactcta cacagacatc 
240 

acctcacacc cttggcaggc tgccatcttt gtcagcaaca agaggtctcc tggagagaga 
300 

ttcctttgtg gaggggtgct gate 
324 

<210> 1760 
<2ll> 108 
<212> PRT 

<213> Homo sapiens 

<400> 1760 , — 

Asn Ser He Val Leu Met Gly Lys Ser Tyr Thr Ala Trp Arg Thr Asn 

1 5 10 15 

Ser Gin Ala Leu Gly Leu Gly Arg His Asn Tyr Cys Arg Asn Pro Asp 

20 25 30 

Gly Asp Ala Arg Pro Trp Cys His Val Met Lys Asp Arg Lys Leu Thr 

35 40 „ 45 

Trp Glu Tyr Cys Asp Met Ser Pro Cys Ser Thr Cys Gly Leu Arg Gin 
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50 55 60 

Cys Lys Arg Pro Gin Phe Arg Thr Lys Gly Gly Leu Tyr Thr Asp He 
65 70 75 80 

Thr Ser His Pro Trp Gin Ala Ala He Phe Val Ser Asn Lys Arg Ser 

85 90 95 

Pro Gly Glu Arg Phe Leu Cys Gly Gly Val Leu He 
100 105 

<210> 1761 

<211> 351 

<212> DNA 

<213> Homo sapiens 

<400> 1761 

ngcgatctcg gctcactaca acctcggtga cagagcgaga ctctatccca aaaaaataaa 
60 

aataaaaatc aactggagaa ggaaatgggg ttggggagca tcctctgaat atataaaggc 
120 

agccattcat tgtaggagag gaggtagaag gaaatgctgt ttgtcgatgg ttcttttcca 
180 

gagaggaaga gaggagaaag gaagagcggg gagcaggtgg ggagcccgca gtaagacccc 
240 

acagtggggc caggtggtct tgcaccctgt attcccactt tggctggggc agcccagagt 
300 

ccaggccagc aggtaatgcc ccagccatgc ccactcggtc ctattggatc c 
351 

<210> 1762 

<211> 109 

<212> PRT 

<213> Homo sapiens 

<400> 1762 


Met 

Ala 

Gly 

Ala 

Leu 

Pro 

Ala Gly Leu 

Asp 

Ser Gly 

Leu 

Pro 

Gin 

Pro 

1 




5 



10 




15 


Lys 

Trp 

Glu 

Tyr 
20 

Arg 

val 

Gin Asp His 
25 

Leu 

Ala Pro 

Leu 

Trp 
30 

Gly 

Leu 

Thr 

Ala 

Gly 
35 

Ser 

Pro 

Pro 

Ala Pro Arg 
40 

Ser 

Ser Phe 

Leu 
45 

Leu 

Ser 

Ser 

Ser 

Leu 
50 

Glu 

Lys 

Asn 

His 

Arg Gin Thr 
55 

Ala 

Phe Pro 
60 

Ser 

Thr 

Ser 

Ser 

Pro 

Thr 

Met 

Asn 

Gly Cys 

Leu Tyr He 

Phe 

Arg Gly 

Cys 

Ser 

Pro 

Thr 

65 





70 



75 




80 

Pro 

Phe 

Pro 

Ser 

Pro 
85 

Val 

Asp Phe Tyr 

Phe 
90 

Tyr Phe 

Phe 

Gly 

He 
95 

Glu 

Ser 

Arg 

Ser 

val 
100 

Thr 

Glu 

Val Val Val 
105 

Ser 

Arg Asp 

Arg 





<210> 1763 

<211> 356 

<212> DNA 

<213> Homo sapiens 

<400> 1763 
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gcgcgccggg ggcgcgatgt ggagcgggca cttacccgtt tcatggccaa gacaggcgag 

actcagagtc ttttcaaaga tgacgtcagc acatttccat tgattgctgc cagacctttc 

accatcccct acctgacagc tcttcttccg tctgaactgg agatgcaaca aatggaagag 

acagattcct cggagcagga tgaacagaca gacacagaga accttgctct tcatatcagc 

atggaggatt ctggagccga gaaagagaac acctctgtcc tgcagcagaa cccctccttg 

Jcgggtagcc ggaatgggga ggagaacatc atcgataacc cttatctgcg accggt 
356 


<210> 1764 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 1764 


Ala Arg Arg Gly Arg Asp Val Glu Arg Ala Leu Thr Arg Phe Met Ala 
Lys Thr Gly Glu Thr Gin Ser Leu Phe Lys Asp Asp Val Ser Thr Phe 

Pro Leu lie Ala Ala Arg Pro Phe Thr He Pro Tyr Leu Thr Ala Leu 

35 40 45 

Leu Pro Ser Glu Leu Glu Met Gin Gin Met Glu Glu Thr Asp Ser Ser 


so ss 60 


Glu Gin Asp Glu Gin Thr Asp Thr Glu Asn Leu Ala Leu His lie Ser 


65 70 " 


Met Glu Asp Ser Gly Ala Glu Lys Glu Asn Thr Ser Val Leu Gin Gin 

8S 90 95 

Asn Pro Ser Leu Ser Gly Ser Arg Asn Gly Glu Glu Asn lie lie Asp 

100 105 H° 

Asn Pro Tyr Leu Arg Pro 
115 

<210> 1765 

<211> 357 

<212> DNA 

<213> Homo sapiens 

cggccgcatt cttcgtgact ggcgtcccgc cgccggtgca aaagtgtcag gaaataccag 
tcatgactat gtttagccgc acctctctgc agtatgcgat cgttctggca gcgctgggcg 
gtgccggtct ggcgctctgg gccatgtcga gtgcgacgga ggccaatcag gcggaaattg 

180 

cccaggccag gccaggcatt attgcggcgg cgcgcggtgt cgtggatgtc gagggcggcc 
240 

tgctgcggct ctccacccag cgcgacgggg tgattcagga tgtgccggtg aaggaaggac 

agcgggtcaa agccggcgat atcctcgccg cgctcgacaa tcgccgcgaa ctgatcg 
357 
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<210> 1766 
<211> 98 
<212> PRT 

<213> Homo sapiens 


<400> 1766 


Met 

Thr 

Met 

Phe Ser Arg 

c 

Thr 

Ser 

l 

Ala 

Leu 

Gly 

Gly Ala Gly Leu 

Ala 




20 



Glu 

Ala 

Asn 

Gin Ala Glu 

He 

Ala 



35 



40 

Ala 

Ala 

Arg 

Gly Val val 

Asp 

Val 


50 



55 


Thr 

Gin 

Arg 

Asp Gly Val 

He 

Gin 

65 



70 



Arg Val 

Lys 

Ala Gly Asp 

He 

Leu 




85 



Leu 

He 






Leu Gin Tyr Ala He Val Leu Ala 

10 15 

Leu Trp Ala Met Ser Ser Ala Thr 

25 30 

Gin Ala Arg Pro Gly He He Ala 
45 

Glu Gly Gly Leu Leu Arg Leu Ser 
60 

Asp Val Pro Val Lys Glu Gly Gin 

75 80 
Ala Ala Leu Asp Asn Arg Arg Glu 
90 95 


<210> 1767 
<211> 297 
<212> DNA 

<213> Homo sapiens 
<400> 1767 

nnncgccgac ggccgccatg acgcaccgca ttgacgtgaa ccagggcgac gatgccaacc 
60 

ccggccaaca cgccaggctg cttgacgccg ccagccaacc cgacgaacgc cccaccaaga 
120 

acgagcccga. gccatccccg gccaatcaac gccagacgta tggccacaac gagtgcgacg 
180 

agggacaaac ccacctggag tccgtcgttg tgcatgcccc ccaccacgct caacgtcgtc 
240 

aatggacagc acaccgccag ccagagggca tgatccggat cggttccggc gtagcgn 
297 

<210> 1768 
<211> 73 
<212> PRT 

<213> Homo sapiens 

<400> 1768 . , 

Met Pro Thr Pro Ala Asn Thr Pro Gly Cys Leu Thr Pro Pro Ala Asn 

1 5 10 15 , 

Pro Thr Asn Ala Pro Pro Arg Thr Ser Pro Ser His Pro Arg Pro lie 

20 25 30 

Asn Ala Arg Arg Met Ala Thr Thr Ser Ala Thr Arg Asp Lys Pro Thr 

35 .40 45 

Trp Ser Pro Ser Leu Cys Met Pro Pro Thr Thr Leu Asn Val Val Asn 

SO 55 . 60 

Gly Gin His Thr Ala Ser Gin Arg Ala 
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65 70 

<210> 1769 

<211> 474 

<212> DNA 

<213> Homo sapiens 

caccatgctg gctcggttcg acgcattcgg gtgggtgagt ctgttctcgt caccgacggg 

cagggtcatg ccgttcgtgg ccctgccatt gaggtgacga aagggtcagt tagcgtcgag 

accgttgaga tcctccatac tcccgcgacc acgcatcgat gggtcgccgt ccaggcattg 

ccgaagtccg atagagctga gctggcggtg gcgaccctca ccgagatggg agttcacgaa 
240 

atcctcgcct ggcaggctga tcggagcatc gtgcgatgga agggcgacaa gcaagccaag 

ggcgtcgcga ggtggcaagc ggctgcccgt gaggccacca aacagtctcg acgttttctt 

gtgccacagg tagaactagc gcaaacccgt gaagttgtta agcggatttg caatgcccag 
420 

gccgcctacg ttttgcacga gtcggccagt gaaccgctgg tgcatcagga gctc 

474 

<210> 1770 

<211> 158 

<212> PRT 

<213> Homo sapiens 


H 4 is^isTla Gly ser Val Arg Arg lie Arg Val Gly Glu Ser Val Leu 

i 5 10 15 

Val Thr Asp Gly Gin Gly His Ala Val Arg Gly Pro Ala lie Glu Val 

20 25 30 

Thr Lys Gly Ser Val Ser Val Glu Thr Val Glu lie Leu His Thr Pro 

Ala Thr Thr His Arg Trp Val Ala Val Gin Ala Leu Pro Lys Ser Asp 

50 55 60 

Arg Ala Glu Leu Ala Val Ala Thr Leu Thr Glu Met Gly Val His Glu 

"70 - 7 5 

lie Leu Ala Trp Gin Ala Asp Arg Ser lie Val Arg Trp Lys Gly Asp 

85 90 
Lys Gin Ala Lys Gly Val Ala Arg Trp Gin Ala Ala Ala Arg Glu Ala 

ioo 105 110 

Thr Lys Gin Ser Arg Arg Phe Leu Val Pro Gin Val Glu Leu Ala Gin 

115 • 120 125 , 

Thr Arg Glu Val Val Lys Arg lie Cys Asn Ala Gin Ala Ala Tyr Val 

130 I 35 140 

Leu His Glu Ser Ala Ser Glu Pro Leu Val His Gin Glu Leu 

145 150 155 

<210> 1771 
<211> 287 
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<212> DNA 

<213> Homo sapiens 

<400> 1771 

acgcgtgatg ggtaattcta atacatgcaa agaattatct ctgcaagtat actcagatat 
60 

taataacagc gggtgtcgca gaggaagaag cctgggagaa tggaagtcag ggaaggagag 
120 

caacaggctt ctcactctgt gccatgagca tgtgctagcc atggagacac tctgcatgtt 
180 

acctagaact gctgattcat tgctctggaa ttattcagct attcaagacc cagtgaaata 
240 

cagcaagcag ctttcattca tacacacaca tgtgcatcca tgtgcac 
287 

<210> 1772 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 1772 

Met Gly Asn Ser Asn Thr Cys Lys Glu Leu Ser Leu Gin Val Tyr Ser 

15 10 15 

Asp He Asn Asn Ser Gly Cys Arg Arg Gly Arg Ser Leu Gly Glu Trp 

20 25 30 

Lys Ser Gly Lys Glu Ser Asn Arg Leu Leu Thr Leu Cys His Glu His 

35 40 . 45 

Val Leu Ala Met Glu Thr Leu Cys Met Leu Pro Arg. Thr Ala Asp Ser 

50 55 60 

Leu Leu Trp Asn Tyr Ser Ala He Gin Asp Pro Val Lys Tyr Ser Lys 
65 70 • 75 80 

Gin Leu Ser Phe He His Thr His Val His Pro Cys Ala 
85 90 


<210> 1773 
<211> 393 
<212> DNA 

<213> Homo sapiens 
<400> 1773 

accggtgagt tctacgtccc 
60 

ttcgattctc cgcttaacga 
120 

cgtccggatt ctctggtatt, 
180 

acgatcatcg atgagttcat 
240 

gtgctgctgc tgccgcacgg 
300 

gagcgcttcc tcaatctatg 
360 

gcaagctaca gccatttatt 
393 


ggttaaccac ctcggaggtg 
gtacgcagcg atgggatttg 
gtgggaagcc caattcggcg 
cgcctcggct ggctccaagt 
ttacgaaggt caggggcctg 
cagtgaagac gctttggccg 
gcgtcagcac gcg . . 


aacaggcgca cctcgacgtc 
agtacggcta ctctgttgcc 
atttcaccaa cggtgcccag 
ggggtcagaa gtcgggagtc 
atcactcgtc ggcccgtctg 
tctgccagcc ctcgaccccg 
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<210> 1774 
<211> 131 
<212> PRT 

<213> Homo sapiens 
<400> 1774 

Thr Gly Glu Phe Tyr Val Pro Val Asn His Leu Gly Gly Glu Gin Ala 

1 5 10 15 

His Leu Asp Val Phe Asp Ser Pro Leu Asn Glu Tyr Ala Ala Met Gly 

20 25 30 

Phe Glu Tyr Gly Tyr Ser Val Ala Arg Pro Asp Ser Leu Val Leu Trp 

35 40 45 

Glu Ala Gin Phe Gly Asp Phe Thr Asn Gly Ala Gin Thr He He Asp 

50 55 60 

Glu Phe He Ala Ser Ala Gly Ser Lys Trp Gly Gin Lys Ser Gly Val 
65 70 75 80 

Val Leu Leu Leu Pro His Gly Tyr Glu Gly Gin Gly Pro Asp His Ser 

85 90 95 

Ser Ala Arg Leu Glu Arg Phe Leu Asn Leu Cys Ser Glu Asp Ala Leu 

100 105 HO 

Ala Val Cys Gin Pro Ser Thr Pro Ala Ser Tyr Ser His Leu Leu Arg 

115 120 125 

Gin His Ala 

130 .... 


<210> 1775 
<211> 369 
<212> DNA 

<213> Homo sapiens 
<400> 1775 

nncctccgag cagctctccg gggcagaccc cagctgcaag ccacagcccg gccctggtaa 
60 

cgggagggca tcgctaggga ggggtggggc ggcccggctt cgatgcagcc atgtgggagg 
120 

gccactctca gagacccccc gccttccttg ccacccccac cccagagggg aagctggagc 
180 

tgggaggctg cagacccagg ccaaggtgtg gccagggctg gctttcttgg gaggctttga 
240 

gcatcctgct tcctggccac ccagctctgg ggctgctgtc aactcttgat ttgtagacat 
300 

cactccagcc tctggcctgt caccctgaac ctcccccatg tctgtgtctt ttctcactgg 
360 

aacaccggt 
369 

<210> 1776 
<211> 59 
<212> PRT 

<213> Homo sapiens 
<400> 1776 

Arg Glu Gly lie Ala Arg Glu Gly Trp Gly Gly Pro Ala Ser Met Gin 
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15 10 15 

Pro Cys Gly Arg Ala Thr Leu Arg Asp Pro Pro Pro Ser Leu Pro Pro 

20 25 30 

Pro Pro Gin Arg Gly Ser Trp Ser Trp Glu Ala Ala Asp Pro Gly Gin 

35 40 45 

Gly Val Ala Arg Ala Gly Phe Leu Gly Arg Leu 
50 55 

<210> 1777 
<211> 370 
<212> DNA 

<213> Homo sapiens 

f 

<400> 1777 

agcttcttat cactatcctt tagtgctttt tggtctacct tagcggtaat gctccatcaa 
60 

gaatatggtt ttggtagtgc aactgcggga ttttttggcc tcgctggtgc cgccggagct 
120 

ttagcagcac cactgtccgg taaactaaca gataaacaag gaccgacacg ggtcacgcag 
180 

ctgggtgctg ccttagttgt cgtctctttc gcatctatgt tgttattgcc ttacttcagt 
240 

atcagtaccc aagttataat gattattgtt gctaccatag tgtttgactt tggtgttcag 
300 

gcggcactta ttgctcatca aaccttagtg tataacattg actctaccgc tcgtggacgc 
360 

cttaacgcgt 
370 

<210> 1778 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 1778 

Ser Phe Leu Ser Leu Ser Phe Ser Ala Phe Trp Ser Thr Leu Ala Val 

1 5 10 15 

Met Leu His Gin Glu Tyr Gly Phe Gly Ser Ala Thr Ala Gly Phe Phe 

20 25 30 

Gly Leu Ala Gly Ala Ala Gly Ala Leu Ala Ala Pro Leu Ser Gly Lys 

35 40 45 

Leu Thr Asp Lys Gin Gly Pro Thr Arg Val Thr Gin Leu Gly Ala Ala 

50 55 60 

Leu Val Val Val Ser Phe Ala Ser Met Leu Leu Leu Pro Tyr Phe Ser 
65 70 75 80 

lie Ser Thr Gin Val He Met He He Val Ala Thr He Val Phe Asp 

85 90 95 

Phe Gly Val Gin Ala Ala Leu He Ala His Gin Thr Leu Val Tyr Asn 

100 105 HO 

lie Asp Ser Thr Ala Arg Gly Arg Leu Asn Ala 
115 120 

<210> 1779 
<211> 345 


1391 


WO 00/58473 PCT/US00/08621 


<2X2> DNA 

<213> Homo sapiens 

<400> 1779 

ccatgtgtgt gtatatgctc gtgtgtgatg gtatgtatat gtgtatatgt gnntatatgt 

Itacacgtgt gttatggtgt gtatatatgt atatacgtgt gtgtatatat atgtatatgg 

gtatgtgtgt gcatgtgcgt atgggtgtgt atatgtgtat atatgtaggt gtgtatatct 
180 

gggaatatat gggtgtgtat atgtgtgtat aggtttttat atgtggggaa atatttaaac 
240 

ctgtgtatat tggaatgtgt gtgtatatgt gtgtatatat ggnggtgtgt atgtacatgt 
300 

atgtgtgtat atatgtgtgt atatacgtag gtgtgcatat gtgtg 
345 

<210> 1780 

<211> 55 

<212> PRT 

<213> Homo sapiens 

Pro°Cyi 7 Val Cys lie Cys Ser Cys Val Met Val Cys lie Cys Val Tyr 

! 5 10 15 

Val Xaa lie Cys lie His Val Cys Tyr Gly Val Tyr lie Cys lie Tyr 

20 25 30 

Val Cys val Tyr He Cys He Trp Val Cys Val Cys Met Cys Val Trp 

35 40 45 

Val Cys He Cys Val Tyr Met 
50 55 

<210> 1781 

<211> 349 

<212> DNA 

<213> Homo sapiens 

<400> 1781 

nacgcgtcat gctaaatttt gccctttatg gcaacatttt cgtcagaaca agcggaagag 

aagctactat ccaagtttca tacgccggtt aaaagaaaac atgatgatac gagatcatct 
120 

gatgtgaaca caacgcaaac tggttcaagc gccacgccca ttacacctgt acccttactg 
180 

cccagtgcac aagagcccag ttatctttgc cagtggtgcg ctccccagac acgaaagcac 

240 

aagacatggg agggtgatgc tattcttata ttgcatggaa ataaaactac ttgttcgcta 
300 

cgatccgcac atgatggcag catgctagtg acgaatgctg ccttccgga 
349 

<210> 1782 
<211> 107 
<212> PRT 
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<213> Homo sapiens 
<400> 1782 

Met Ala Thr Phe Ser Ser Glu Gin Ala Glu Glu Lys Leu Leu Ser Lys 

1 5 10 15 . 

Phe His Thr Pro Val Lys Arg Lys His Asp Asp Thr Arg Ser Ser Asp 

20 2S 30 

val Asn Thr Thr Gin Thr Gly Ser Ser Ala Thr Pro lie Thr Pro Val 

35 40 45 

Pro Leu Leu Pro Ser Ala Gin Glu Pro Ser Tyr Leu Cys Gin Trp Cys 

50 55 60 

Ala Pro Gin Thr Arg Lys His Lys Thr Trp Glu Gly Asp Ala lie Leu 
65 ™ 75 80 

lie Leu His Gly Asn Lys Thr Thr Cys Ser Leu Arg Ser Ala His Asp 

85 9° 95 

Gly Ser Met Leu Val Thr Asn Ala Ala Phe Arg 
100 105 

<210> 1783 

<211> 1829 

<212> DNA 

<213> Homo sapiens 

p 

<400> 1783 

gtgcacgact tcgacgccag cctctcgggc atcgggcagg aactgggcgc cggcgcttac 

agcatgagtg atgtcttggc attgcccatt ttcaagcagg aagattccag ccttccattg 
120 

gatggtgaaa cagagcaccc accctttcag tatgtgatgt gtgctgcaac gtcaccagca 
180 

gtaaaactgc atgatgaaac gcttacttat ttgaaccaag gtcagtcata tgaaattcgg 
240 

atgctggata atcggaaaat gggtgatatg cctgagatca atggaaaatt agtaaagagc 

atcataaggg ttgtattcca tgacagacgg ctacaataca cagagcatca gcaacttgaa 

ggatggaagt ggaatcgccc aggagacaga cttcttgatt tagatattcc aatgtctgtg 
420 

ggaataattg acacaaggac gaatccaggc cagttaaatg cggttgaatt tctgtgggac 
480 

ccagcaaaac gcacctctgc tttcattcag gtacactgca tcagcacaga atttactcca 

cggaagcacg gaggtgaaaa gggagtgccc tttaggatcc aggttgacac ctttaagcag 

aatgaaaatg gagaatacac agatcatcta cactcagcta gctgccaaat caaagttttt 
660 

aagcctaaag gtgcagacag gaaacaaaaa actgaccgag agaagatgga gaagagaaca 

gctcatgaaa aagaaaagta tcagccgtcc tatgatacca caatcctcac agagatgagg 
780 

cttgagccta taattgaaga tgcagttgaa catgagcaga aanaagtcca gcaagcggac 

tctgccgcag actacggtga ttctctggca aagcgaggca gttgttctcc gtggcccgat 
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gcccccacag cctatgtgaa taacagccct tccccagcgc ccactttcac ctccccacag 

cagagcactt gcagtgtccc agacagcaat tcttcttccc caaatcatca gggagatgga 

gcttcacaga cctctggtga acaaattcag ccttcagcta cgatccagga aacacagcaa 

tggctgctca aaaacagatt ctcttcctac acaagactgt tctctaattt ttcaggtgcc 

gacctattaa aactgacaaa ggaggattta gttcaaattt gtggtgcagc cgatggaatt 

cggctctata attcactgaa gtcaaggtcg gttagacccc gtttaaccat ctatgtctgc 

cgggagcagc caagcagcac agtgctgcaa gggcagcagc aagctgcaag cagtgcaagc 

glgaatggca gtggggcacc ctatgtttat catgcaatct acttggaaga aatgattgcc 

Jcagaagttg ctcgaaaact tgcgctggtg tttaatatcc ctctccacca aattaatcag 

g^tacagac agggtctcac cggtattcac attcttgtta gtgatcaggt aaatcaaatc 

at^gttttt ccttttcaga ctggtattta cttttataca tgtaattgta gaactgtaga 

aaaattctgt gacctctttt gaaaatactt atgagaatca ttttcagaga gttgggaatc 

actttggaag aacttataac caagagtttc aggcatccta gtgataatat ggaatacaag 

ccaaggaaaa ctggcttagc ctccccccag ccctttagga tgcagccaat cactggggca 

ctccagggat agtggcaggc tttggccctt tttatgaggt gagtcactgg atgtgttttc 
1800 

cttttgtcta ttatttgatg actaattta 
1829 

<210> 1784 
<211> 514 
<212> PRT 

<213> Homo sapiens 

ZTnisTsp Phe Asp Ala Ser Leu Ser Gly He Gly Gin Glu Leu Gly 

aL Gly Ala Tyr Ser Met Ser Asp Val Leu Ala Leu Pro lie Phe Lys 

20 25 
Gin Glu Asp Ser Ser Leu Pro Leu Asp Gly Glu Thr Glu His Pro Pro 

Phe Gin Tyr Val Met Cys Ala aL Thr Ser Pro Ala val Lys Leu His 

Asp gL Thr Leu Thr Tyr Leu Asn Gin Gly Gin Ser Tyr Glu lie Arg 
cc 70 ^ 

Met Leu Asp Asn Arg Lys Met Gly Asp Met Pro Glu lie Asn Gly Lys 

85 90 
Leu Val Lys Ser He He Arg Val Val Phe His Asp Arg Arg Leu Gin 

100 105 
Tyr Thr Glu His Gin Gin Leu Glu Gly Trp Lys Trp Asn Arg Pro Gly 
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115 120 125 

Asp Arg Leu Leu Asp Leu Asp He Pro Met Ser Val Gly He He Asp 

130 135 140 

Thr Arg Thr Asn Pro Gly Gin Leu Asn Ala Val Glu Phe Leu Trp Asp 
145 150 155 160 

Pro Ala Lys Arg Thr Ser Ala Phe lie Gin Val His Cys He Ser Thr 

165 170 175 

Glu Phe Thr Pro Arg Lys His Gly Gly Glu Lys Gly Val Pro Phe Arg 

180 IBS 19° 

lie Gin Val Asp Thr Phe Lys Gin Asn Glu Asn Gly Glu Tyr Thr Asp 

195 200 205 

His Leu His Ser Ala Ser Cys Gin He Lys Val Phe Lys Pro Lys Gly 

210 215 220 

Ala Asp Arg Lys Gin Lys Thr Asp Arg Glu Lys Met Glu Lys Arg Thr 
225 " * 230 235 240 

Ala His Glu Lys Glu Lys Tyr Gin Pro Ser Tyr Asp Thr Thr He Leu 

245 250 255 

Thr Glu Met Arg Leu Glu Pro lie lie Glu Asp Ala Val Glu His Glu 

260 265 270 

Gin Lys Xaa Val Gin Gin Ala Asp Phe Ala Ala Asp Tyr Gly Asp Ser 

275 280 285 

Leu Ala Lys Arg Gly Ser Cys Ser Pro Trp Pro Asp Ala Pro Thr Ala 

290 295 300 

Tyr Val Asn Asn Ser Pro Ser Pro Ala Pro Thr Phe Thr Ser Pro Gin 
305 310 315 320 

Gin Ser Thr Cys Ser Val Pro Asp Ser Asn Ser Ser Ser Pro Asn His 

325 330 335 

Gin Gly Asp Gly Ala Ser Gin Thr Ser Gly Glu Gin lie Gin Pro Ser 

340 ' 345 350 

Ala Thr lie Gin Glu Thr Gin Gin Trp Leu Leu Lys Asn Arg Phe Ser 

355 360 365 

Ser Tyr Thr Arg Leu Phe Ser Asn Phe Ser Gly Ala Asp Leu Leu Lys 

370 375 380 

Leu Thr Lys Glu Asp Leu Val Gin lie Cys Gly Ala Ala Asp Gly lie 
385 390 395 400 

Arg Leu Tyr Asn Ser Leu Lys Ser Arg Ser Val Arg Pro Arg Leu Thr 

405 410 415 

lie Tyr Val Cys Arg Glu Gin Pro Ser Ser Thr Val Leu Gin Gly Gin 

420 425 430 

Gin Gin Ala Ala Ser Ser Ala Ser Glu Asn Gly Ser Gly Ala Pro Tyr 

435 440 445 

Val Tyr His Ala lie Tyr Leu Glu Glu Met lie Ala Ser Glu Val Ala 

450 455 460 

Arq Lys Leu Ala Leu Val Phe Asn lie Pro Leu His Gin lie Asn Gin 
465 470 475- 480 

Val Tyr Arg Gin Gly Pro Thr Gly He His lie Leu Val Ser Asp Gin 

485 490 495 

Val Asn Gin lie lie Cys Phe Ser Phe Ser Asp Trp Tyr Leu Leu Leu 
500 505 510 

Tyr Met 


<210> 1785 
<211> 381 
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<212> DNA 

<213> Homo sapiens 

<400> 1785 

atcacggacg cagaggagaa agggctgatt actccaggcg tgagtgttct gattgaacca 
60 

actagcggca acacaggcat tggactggcc tttatggctg ctgccaaggg ctacaaactt 
120 

acactcacaa tgcctgcctc catgagcatg gagaggagga tcatattgaa ggcttttggt 
180 

gctgaacttg tccttactga cccactcttg ggaatgaaag gagctgtcaa gaaagcggaa 
240 

gagatacaag caaagacacc caactcgtac atccttcaac aatttgaaaa tccagctaac 
300 

ccaaagattc actatgagac tactgggcct gaaatctgga aagctacagc aggaaaaatt 
360 

gatggccttg tatctggtat c 
381 

<210> 1786 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 1786 

lie Thr Asp Ala Glu Glu Lys Gly Leu He Thr Pro Gly Val Ser Val 

1 5 10 15 

Leu He Glu Pro Thr Ser Gly Asn Thr Gly He Gly Leu Ala Phe Met 

20 25 30 

Ala Ala Ala Lys Gly Tyr Lys Leu Thr Leu Thr Met Pro Ala Ser Met 

35 40 45 

Ser Met Glu Arg Arg He He Leu Lys Ala Phe Gly Ala Glu Leu Val 

50 55 60 

Leu Thr Asp Pro Leu Leu Gly Met Lys Gly Ala Val Lys Lys Ala Glu 
65 70 75 80 

Glu He Gin Ala Lys Thr Pro Asn Ser Tyr He Leu Gin Gin Phe Glu 

85 90 95 

Asn Pro Ala Asn Pro Lys He His Tyr Glu Thr Thr Gly Pro Glu He 

100 105 HO 

Trp Lys Ala Thr Ala Gly Lys He Asp Gly Leu Val Ser Gly He 
115 120 125 

<210> 1787 
<211> 294 
<212> DNA 

<213> Homo sapiens 
<400> 1787 

gtgcacacag caattcaata tgccaagaca ccaggttgca gcagagaaag atttaattgt 
60 

agggtcacct aacaaggaga tgagaacaaa ctttaaatct atctctctaa ggaatttgga 
120 

cttcgggttt ttaaggttta gaatgggcca aaacatggac attattgatt ggtcaaagag 
180 
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tacagggtca tggaacctgg agatgaaaaa gccatattct catgctgatc ctgctcctct 
240 

gtggaaggtc ttcaaattgg ttgccggaat aaaagatctg tcaaacatct tagg 
294 


<210> 1788 
<211> 91 
<212> PRT 

<213> Homo sapiens 


<400> 1788 

Met Pro Arg His Gin Val Ala Ala Glu Lys Asp Leu He Val Gly Ser 

1 5 10 15 

Pro Asn Lys Glu Met Arg Thr Asn Phe Lys Ser He Ser Leu Arg Asn 

20 25 30 

Leu Asp Phe Gly Phe Leu Arg Phe Arg Met Gly Gin Asn Met Asp He 

35 40 45 

lie Asp Trp Ser Lys Ser Thr Gly Ser Trp Asn Leu Glu Met Lys Lys 

50 55 60 

Pro Tyr Ser His Ala Asp Pro Val Pro Leu Trp Lys Val Phe Lys Leu 
65 70 75 80 

Val Ala Gly He Lys Asp Leu Ser Asn He Leu 
85 . .I:" 90 

<210> 1789 

<211> 353 

<212> DNA 

<213> Homo sapiens 

<400> 1789 

ttcccacata cacccacgcg gcatgtcctg acagagatgc acacccctag cacatattca 
60 

cacacacaga catgccacac cccgccatcc ccccacactc gtacacgccc accacccctc 
120 

gcaggcacac atgcacacac gcgcgcgcac acgcacacac acccccagcc cggaccggcc 
180 

gacctgctcc ccggggtctc tcccgcaggc aggtctcctc gccgagtctc cgaaaagggg 
240 

cggtcgtggc ggccctggcg cccagctggg caacgcttcg tggtatctca ccgcttctct 
300 

ctgttgtgcc cagcgccccg actgaagatc cggatcttca gtccctggcg cgc 
353 

<210> 1790 
<211> 105 
<212> PRT 

<213> Homo sapiens 


<400> 1790 

Met His Thr Pro Ser Thr Tyr Ser 

1 5 
Pro Ser Pro His Thr Arg Thr Arg 
20 

Ala His Thr Arg Ala His Thr His 


His Thr Gin Thr Cys His Thr Pro 

10 15 

Pro Pro Pro Leu Ala Gly Thr His 

25 30 

Thr His Pro Gin Pro Gly Pro Ala 
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35 40 45 

Asp Leu Leu Pro Gly Val Ser Pro Ala Gly Arg Ser Pro Arg Arg Val 

50 55 60 

Ser Glu Lys Gly Arg Ser Trp Arg Pro Trp Arg Pro Ala Gly Gin Arg 
65 70 75 80 

Phe Val Val Ser His Arg Phe Ser Leu Leu Cys Pro Ala Pro Arg Leu 

85 90 95 

Lys He Arg He Phe Ser Pro Trp Arg 
100 105 

<210> 1791 
<211> 355 
<212> DNA 

<213> Homo sapiens 
<400> 1791 

aaatttcagt tagagattag ggaaaataaa gatgttattt tttcccatcc tagtttacag 
60 

accccccaga aacccactca tggattctcc cgagtctttg gacctggctc agacaccctt 
120 

gctttggatc aagccaatgc atgtatcccc taacacaccc atgctttatg tggtccctgc 
180 

ccctccctgc tcaggggact gcttgttaac ttcattgggt tggggacata tatattatag 
240 

gagagagaca gagaaaaaga aagagaggaa atgttattct ccttgtctgt atctgtatct 
300 

ccactccgat tcccattccc tctgctgctc tcctctctct cctcccttca cgcgt 
355 

<210> 1792 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 1792 


Met Leu 

Phe 

Phe 

Pro 

He Leu Val Tyr Arg 

Pro 

Pro 

Arg 

Asn 

Pro 

Leu 

1 



5 


10 





15 


Met Asp 

Ser 

Pro 

Glu 

Ser Leu Asp Leu 

Ala 

Gin 

Thr 

Pro 

Leu 

Leu 

Trp 


20 


25 





30 



lie Lys' 

Pro 

Met 

His 

Val Ser Pro Asn 

Thr 

Pro 

Met 

Leu 

Tyr 

Val 

Val 


35 



40 




45 




Pro Ala 

Pro 

Pro 

Cys 

Ser Gly Asp Cys 

Leu 

Leu 

Thr 

Ser 

Leu 

Gly Trp 

50 




55 



60 





Gly His 

He 

Tyr 

Tyr 

Arg Arg Glu Thr 

Glu 

Lys 

Lys 

Lys 

Glu 

Arg 

Lys 

65 




70 


75 





80 

Cys Tyr 

Ser 

Pro 

Cys 

Leu Tyr Leu Tyr 

Leu 

His 

Ser 

Asp 

Ser 

His 

Ser 



85 


90 





95 


Leu Cys 

Cys 

Ser 

Pro 

Leu Ser Pro Pro 

Phe 

Thr 

Arg 






100 105 


<210> 1793 
<211> 510 
<212> DNA 

<213> Homo sapiens 
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<400> 1793 

tgggttccag cccgtagatg accttggcct gggaggcctt ccgaaggcca cacccatatc 
60 

caccccctcg gagctcctcg cttaccagtc gcccaaagag cttgtccccc cagcagccag 
120 

agtcagccag acccttagca aacaccatag gggtcatctc aatctcttct ccaacttcac 
180 

cttcttctct ggagatgaat cctgacaaca cctcagggct gaggcagaag tcggtggagg 
240 

ccgagccgtg ctcattgtgg atggtgcacc gatacacacc gcagtctacg ggggaggcct 
300 

gcacgatggc caaggccgcc ggcccctcat cccctgcgct cctgcccacc tcgcccactg 
360 

ggcgctgatc cttggcccat gtcaagactg agtcactaag aatgttgaaa aactggcacc 

420 

acagcttcag'gctaccggag gcatcaggaa actgctccac ccgaatcttc cggatcacct 
480 

gtggggcttt cagcaggtct ttggctttcc 
510 

<210> 1794 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 1794 


Met 

Thr 

Leu 

Ala 

Trp 

Glu 

Ala 

Phe Arg 

Arg 

Pro 

His 

Pro 

Tyr 

Pro 

Pro 

1 




5 




10 





15 


Pro Arg 

Ser 

Ser 

Ser 

Leu 

Thr 

Ser Arg 

Pro 

Lys 

Ser 

Leu 

Ser 

Pro 

Gin 




20 




25 





30 



Gin 

Pro 

Glu 

Ser 

Ala 

Arg 

Pro 

Leu Ala 

Asn 

Thr 

He 

Gly 

Val 

He 

Ser 



35 





40 




45 




lie 

Ser 

Ser 

Pro 

Thr 

Ser 

Pro 

Ser Ser 

Leu 

Glu 

Met 

Asn 

Pro 

Asp 

Asn 


50 





55 




60 





Thr 

Ser 

Gly 

Leu 

Arg 

Gin 

Lys 

Ser Val 

Glu 

Ala 

Glu 

Pro 

Cys 

Ser 

Leu 

65 





70 




75 





80 

Trp 

Met 

Val 

His 

Arg 

Tyr 

Thr 

Pro Gin 

Ser 

Thr Gly 

Glu 

Ala 

Cys 

Thr 




85 




90 





95 


Met 

Ala 

Lys 

Ala 

Ala Gly Pro 

Ser Ser 

Pro 

Ala 

Leu 

Leu 

Pro 

Thr 

Ser 


100 105 HO 


Pro Thr Gly Arg 
115 

<210> 1795 
<211> 386 
<212> DNA 

<213> Homo sapiens 
<400> 1795 

ctatgctctg agtcacttct ccaagcattc ctttctgttc ttccttccct gggctgatca 
60 

tttcaagaag tcctacattc cagaaaactt gagaggtgct tcttctctgg aagccccttt 
120 
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tcttttctgt gagctcaggg agcattctac atacctcagc tgtgtctgct atcttttgct 
180 

taattatcaa tctttccata taaacagtaa aggaccacag tttattcatc agattcccca 
240 

tccaaacctg cacctgcata cataaacgca ctggataaat gtaccgcagt agacagaggc 
300 

tctccaggtt gagagctcca tgagggcacc aatttttgtc tgtttagctg tgtcctcaaa 
360 

gcaaggaagg gttgatccgg tctaga 
386 

<210> 1796 

<211> 86 

<212> PRT 

<213> Homo sapiens 

<400> 1796 

Met Gin Val Gin Val Trp Met Gly Asn Leu Met Asn Lys Leu Trp Ser 

1 5 ' 10 IS 

Phe Thr Val Tyr Met Glu Arg Leu He He Lys Gin Lys He Ala Asp 

20 25 30 

Thr Ala Glu val Cys Arg Met Leu Pro Glu Leu Thr Glu Lys Lys Arg 

35 40 45 

Gly Phe Gin Arg Arg Ser Thr Ser Gin Val Phe Trp Asn Val Gly Leu 

50 55 60 

Leu Glu Met He Ser Pro Gly Lys Glu Glu Gin Lys Gly Met Leu Gly 
65 70 75 80 

Glu Val Thr Gin Ser He 
85 

<210> 1797 

<211> 348 

<212> DNA 

<213> Homo sapiens 

<400> 1797 

aagcttcact atgttgccca ttccatgggc ggcgtgctgg tgcgtgacct gctggcggac 
60 

cggaatttgc cgatgtcatt gatcaggtca tctgtctggg ctcgccgcag cagggctcgc 
120 

gtgccgctaa tttgttggcg ccatttgctg gcggcgcatc cgtcaaatgg tgtatcacag 
180 

cgactatgtg atgccgcttg cgcccacgcc cggcagcgcg cgttggagcg ccatcaactc 
240 

acagatggac aacctggtgt tgccggtgac ctcggcaatt ttaccgggaa tgacccatgt 
300 

ggcggtggat tacctggggc attgttcgtt attgtacagc ccacgcgt 
348 

<210> 1798 

<211> 108 

<212> PRT 

<213> Homo sapiens 
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<400> 1798 


Met 

Gly Gly 

val 

Leu vai Arg Asp lieu 

Leu 

Hid 

A cn 

A yrj 

A en 

Leu 

Pro 

i 



5 

10 





15 


Met 

Ser Leu 

He 

Arg Ser Ser Val Trp 

Ala 

Arg 

Arg 

Ser 

Arg 

Ala 

Arg 



20 

25 





30 



Val 

Pro Leu 

He 

Cys Trp Arg His Leu 

Leu 

Ala 

Ala 

His 

Pro 

Ser 

Asn 


35 


40 




45 




Gly 

Val Ser 

Gin 

Arg Leu Cys Asp Ala 

Ala 

Cys 

Ala 

His 

Ala 

Arg 

Gin 


50 


55 



60 





Arg 

Ala Leu 

Glu 

Arg His Gin Leu Thr 

Asp 

Gly 

Gin 

Pro 

Gly 

Val 

Ala 

65 



70 


75 





80 

Gly 

Asp Leu 

Gly 

Asn Phe Thr Gly Asn 

Asp 

Pro 

Cys 

Gly 

Gly 

Gly 

Leu 




85 

90 





95 


Pro 

Gly Ala 

Leu 

Phe val He Val Gin 

Pro 

Thr 

Arg 






100 105 


<210> 1799 
<211> 366 
<212> DNA 

<213> Homo sapiens 
<400> 1799 

acgcgtcgcc tcctgctggt cgggattttc cttgctgtag ttaaccaaac caccggcgtc 
60 

aataccgtca tgtattacgc gcccaaggtg ttggagttcg caggaatgag cacccaggcg 
120 

tcgattattt cagaggtggc taatggagtc atgtctgtta ttggtgccgc tgcaggcttg 
180 

tggctcatcg aacggtttga tcgtcgtcac ctgcttatct tcgatgtcac ggcggtcggt 
240 

gtgtgtctcc ttggtattgc ggctactttc gggctggcaa ttgctcctca tgtgggtcaa 
300 

ggggtaccga agtgggcgcc tattctcgtg ctcgtcctga tgagtatctt catgcttatc 
360 

gtgcac 
366 


<210> 1800 

<211> 122 

<212> PRT 

<213> Homo sapiens 


<400> 1800 

Thr Arg Arg Leu Leu Leu Val Gly 

1 5 
Thr Thr Gly Val Asn Thr Val Met 
20 

Phe Ala Gly Met Ser Thr Gin Ala 

35 40 
Gly Val Met Ser Val He Gly Ala 

50 55 
Arg Phe Asp Arg Arg His Leu Leu 
65 70 
Val Cys Leu Leu Gly He Ala Ala 


He Phe Leu Ala Val Val Asn Gin 

10 15 
Tyr Tyr Ala Pro Lys Val Leu Glu 
25 30 
Ser He He Ser Glu Val Ala Asn 
45 

Ala Ala Gly Leu Trp Leu He Glu 
60 

He Phe Asp Val Thr Ala Val Gly 

75 80 
Thr Phe Gly Leu Ala He Ala Pro 
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85 

His val Gly Gin Gly Val Pro Lys 
100 

Leu Met Ser He Phe Met Leu lie 
115 120 


90 95 
Trp Ala Pro He Leu Val Leu Val 
105 HO 
Val His 


<210> 1801 

<211> 597 

<212> DNA 

<213> Homo sapiens 


<400> 1801 

aatttctcct tcggtgacta 
60 

actaagccgg cagaacaggg 
120 

cttggacctg ggtttcaccc 
180 

cgtgctgcgg gtatccctga 
240 

catatggggg ttcccggccc 
300 

gcctatggtc ccgacggtgg 
360 

ctcgtattcg agaccgagga 
420 

ggcccattgc gcagccttaa 
480 

ctccagggcg tcgacaatat 
540 

tccgagatgt cgggcaagcg 
597 

<210> 1802 
<211> 199 
<212> PRT 

<213> Homo sapiens 


cttcaagaac gaggccattc 
cggattgggt ttcgatcctg 
tgactatccg gagggcgaca 
cgagcagatt cagggtcgct 
cggcggcccg tgctcggaaa 
tccagaagca gatgaggacc 
tctctcagcg gtgcgcgcta 
catcgacact ggtgccggtc 
gtacgagact gaccaggtat 
gtacggcgtt cgccacgacg 


agtacgcatg ggagctcgtc 
ccagcatctg ggtgacggtc 
ttgaggcgcg cgaggcgtgg 
cccttaagga caactactgg 
tctacatcga tcgtggccca 
gttaccttga gatctggaac 
aagatgactt cgacatcgca 
tcgaacgtat tgcctaccta 
tccctgtcat tgagaaagcg 
acgacgtccg actacgc 


<400> 1802 


Asn Phe 

Ser 

Phe 

Gly 

Asp 

Tyr 

Phe 

Lys 

Asn 

Glu 

Ala 

He 

Gin 

Tyr 

Ala 

1 



5 





10 





15 


Trp Glu 

Leu 

Val 

Thr 

Lys 

Pro 

Ala 

Glu 

Gin 

Gly 

Gly 

Leu 

Gly 

Phe 

Asp 


20 





25 





30 



Pro Ala 

Ser 
35 

He 

Trp 

Val 

Thr 

Val 
40 

Leu 

Gly 

Pro 

Gly 

Phe 
45 

His 

Pro 

Asp 

Tyr Pro 

Glu 

Gly 

Asp 

He 

Glu 

Ala 

Arg 

Glu 

Ala 

Trp 

Arg 

Ala 

Ala 

Gly 

50 





55 





60 





He Pro 

Asp 

Glu 

Gin 

He 

Gin 

Gly 

Arg 

Ser 

Leu 

Lys 

Asp 

Asn 

Tyr 

Trp 

65 




70 





75 





80 

His Met 

Gly 

Val 

Pro 
85 

Gly 

Pro 

Gly 

Gly 

Pro 
90 

Cys 

Ser 

Glu 

He 

Tyr 
95 

He 

Asp Arg 

Gly 

Pro 
100 

Ala 

Tyr 

Gly 

Pro 

Asp 
105 

Gly 

Gly 

Pro 

Glu 

Ala 
110 

Asp 

Glu 

Asp Arg 

Tyr 

Leu 

Glu 

He 

Trp 

Asn 

Leu 

Val 

Phe 

Glu 

Thr 

Glu 

Asp 

Leu 
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115 120 125 

Ser Ala Val Arg Ala Lys Asp Asp Phe Asp lie Ala Gly Pro Leu Arg 

130 13S 140 

Ser Leu Asn lie Asp Thr Gly Ala Gly Leu Glu Arg lie Ala Tyr Leu 
145 150 155 160 

Leu Gin Gly Val Asp Asn Met Tyr Glu Thr Asp Gin Val Phe Pro Val 

165 170 175 

lie Glu Lys Ala Ser Glu Met Ser Gly Lys Arg Tyr Gly Val Arg His 

180 185 190 

Asp Asp Asp Val Arg Leu Arg 
195 

<210> 1803 
<211> 708 
<212> DNA 

<213> Homo sapiens 
<400> 1803 

cccacaacga tggccgtcat ggtggatggg gaagtgcctg aggaggtcac acctaaggac 
60 

ctcatcctgg ccctcatctc cgagatcggc accggtgggg gacaaggtca tatggtcgag 
120 

tatcgcggcg aggccatcga gaagatgtcg atggagggtc gcatgacgat ctgcaatatg 
180 

tcgattgagt ggggagctcg cgtcggcatg gttgcttctg atgagaccac cttcacctac 
240 

ctcaaggatc gtccgcacgc tccgcgtggt gcacagtggg acaaggctgt cgcgtactgg 
300 

cgcactctgc gtactgacga cgatgcgacc tttgacgctg agatccatgt ggacgcctcg 
360 

aatctcgccc ccttcgttac ctggggtacc aacccggggc agggatcccc cctaggcggt 
420 

gtggtgccgg ccgtcgaaga ctttgaggac gaggtagctc gcagcgcagc gtttggagta 
480 

catggatttg accccgacga gatcggttcc cggtttgctg acatctttcg caataactct 

540 

gcgaacaacg gcttgttact ggctcaggtt gatcccaagg tcgtcggaga gttgtgggac 
600 

tttgccgagc agcatcctgg tgagcagctc accctctccc tcgagaatcg gacgattaac 
660 

cttccgggtc gcacgaccta cccgttccat attgatgacg tcacgcgt 
708 

<210> 1804 
<2ll> 236 
<212> PRT 

c213> Homo sapiens 
<400> 1804 

Pro Thr Thr Met Ala Val Met Val Asp Gly Glu Val Pro Glu Glu Val 

15 10 15 

Thr Pro Lys Asp Leu He Leu Ala Leu He Ser Glu He Gly Thr Gly 

20 25 30 

Gly Gly Gin Gly His Met Val Glu Tyr Arg Gly Glu Ala He Glu Lys 
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35 


Aft 

45 

He Glu Trp 

Met 

Ser 

Met 

Glu 

Gly Arg Met Thr 

Tl a Pire Aen M» t~ C or* 

i±e v_ys Msn net oci 


50 



c c 
55 

60 


Gly 

Ala 

Arg Val 

Gly Met val Aia 

Oct /ibp uiu nix in*. 

Phe Thr Tyr 

65 




70 


80 

Leu 

Lys 

Asp Arg 

Pro His Ala Pro 

Arg oiy AJ.a oin a^f 

nen Lvs Ala 




85 

on 

-7 V 

95 

val 

Ala 

Tyr 

Trp 

Arg Thr Leu Arg 

Tnr ASp ASp Asp /i-Lc* 

Thr Phe Asn 



100 



110 

Ala 

Glu 

He 

His 

Val Asp Ala Ser 

Asn L*eu a±« fxto 

Val Thr Tro 



115 


120 

125 


Gly 

Thr 

Asn 

Pro 

Gly Gin Gly ser 

D ■»-/—» Ton f3l v f^l \/ VaI 
f jTO LcU uiy uiy vao. 

Val Pro Ala 

130 



135 


Phe Gly Val 

Val 

Glu 

Asp 

Phe 

Glu Asp Giu vai 

A "1 a a-rrr Cor Ala Ala 
nld niy 3CL nia 

145 



150 

155 

160 

His 

Gly 

Phe 

Asp 

Pro Asp Glu He 

Gly Ser Arg Phe Ala 

Asp He Phe 




165 

170 

175 

Arg 

Asn 

Asn 

Ser 

Ala Asn Asn Gly 

Leu Leu Leu Ala Gin 

Val Asp Pro 



180 


185 

190 

Lys 

val 

val Gly 

Glu Leu Trp Asp 

Phe Ala Glu Gin His 

Pro Gly Glu 


195 


200 

205 


Gin 

Leu 

Thr 

Leu 

Ser Leu Glu Asn 

Arg Thr He Asn Leu 

Pro Gly Arg 


210 



215 

220 


Thr 

Thr 

Tyr 

Pro 

Phe His He Asp 

Asp Val Thr Arg 


225 



230 

235 



<210> 1805 

<211> 833 

<212> DNA 

<213> Homo sapiens 

<400> 1805 

nccgcagtgg tgtgggacaa gaacaccggt gagccggttt ataacgecat cgtgtggcag 
60 

gacacgcgca ctcaaaagat ctgtaacgaa ctagctggtg acaagggege cgaccgctac 
120 

aaggagatct gtggtctggg cctgtcgacc tatttctctg geccgaaggt caaatggatt 
180 

ctcgacaacg ttgagggagc ccgtgcgagg gccgaggccg gegatctget etteggtaac 
240 

atggacactt gggtgctgtg gaacctgact ggeggtacta acggtggcgt gcacatcacc 
300 

gatccgacca acgcgtcccg aaccatgctc atggacgtcc gaaagctgea gtgggacgac 
360 

tcgatgtgcg aggtcatggg aattccaaag tccatgcttc ctgagatcaa gtcctcctcc 
420 

gagatctacg gcta.tggtcg caagaaegge ctgetgateg ataccccgat ctccggcatt 
480 

ettggegate agcaggccgc cacctttggc caggcttget tccaaaaggg catggcgaag 
540 

aacaegtacg gcaccggctg cttcatgctc atgaacacag gtgaggaggc catcttctcc 
600 

gagaaeggtc tgctgaccac cgtctgctac aagattggtg accagcccac cgtctatgcc 
660 
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ctggaaggtt cgatcgccgt cgctggatcg ctggtacagt ggctgcgcga caacctcaag 
720 

atgttcgaga ccgccccgca aatcgaagcc ctcgccaaca ccgtcgagga caatggtggc 
780 

gcctactttg tgccggcctt ctctggcctg ttcgcgccgt actggcgtcc gga 
833 

<210> 1806 
<211> 277 
<212> PRT 

<213> Homo sapiens 


<400> 1806 


Xaa Ala 

Val 

Val 

Trp 

Asp Lys Asn Thr Gly 

Glu 

Pro 

val 

Tyr 

Asn 

Ala 

1 



5 

10 







lie Val 

Trp 

Gin 

Asp 

Tnr Arg Tnr vj±n Liys 

He 

Cys 

Asn 

Glu 

Leu 

Ala 



20 


25 




30 



Gly Asp 

Lys 

Gly 

Ala 

Asp Arg Tyr Lys Glu 

He 

Cys 

Gly Leu 

vixy 



35 



40 



45 




Ser Thr 

Tyr 

Phe 

Ser 

Gly Pro Lys Val Lys 

Trp 

He 

Leu Asp 

Asn 

VAX 

50 




55 


60 





Glu Gly 

Ala 

Arg 

TV 1 -» 

Ala 

Arg Ala Csiu Aia vjxy 

Asp 

Leu 

Leu 

Phe 

Glv 
vjxy 

Asn 

65 





75 





60 

Mat" hen 

rieu Asp 

Thy 

1 J IX 

Trn 

Val 

Leu Trp Asn Leu Thr 

Gly Gly 

Thr 

Asn 

Gly 

Gly 



85 

90 





95 


Val His 

He 

Thr 

Asp 

Pro Thr Asn Ala Ser 

Arg 

Thr 

Met 

Leu 

Met 

Asp 



100 


105 




110 



Val Arg 

Lys 

Leu 

Gin 

Trp Asp Asp Ser Met 

Cys 

Glu 

Val 

Met 

Gly 

He 


115 



120 



125 




Pro Lys 

Ser 

Met 

Leu 

Pro Glu He Lys Ser 

Ser 

Ser 

Glu 

He 

Tyr 

Gly 

130 




135 


140 





Tyr Gly 

Arg 

Lys 

Asn 

Gly Leu Leu lie Asp 

Thr 

Pro 

He 

Ser 

Gly 

He 

145 




150 

155 





160 

Leu Gly 

Asp 

Gin 

Gin 

Ala Ala Thr Phe Gly 

Gin 

Ala 

Cys 

Phe 

Gin 

Lys 


165 

170 





175 


Gly Met 

Ala 

Lys 

Asn 

Thr Tyr Gly Thr Gly 

Cys 

Phe 

Met 

Leu 

Met 

Asn 


180 


185 




190 



Thr Gly 

Glu 

Glu 

Ala 

He Phe Ser Glu Asn 

Gly Leu 

Leu 

Thr 

Thr 

Val 


195 



200 



205 




Cys Tyr 

Lys 

He 

Gly 

Asp Gin Pro Thr Val 

Tyr 

Ala 

Leu 

Glu 

Gly 

Ser 

210 




215 


220 





He Ala 

Val 

Ala 

Gly 

Ser Leu Val Gin Trp 

Leu Arg 

Asp 

Asn 

Leu 

Lys 

225 




230 

235 





240 

Met Phe 

Glu 

Thr 

Ala 

Pro Gin He Glu Ala 

Leu 

Ala 

Asn 

Thr 

Val 

Glu 




245 

- 250 





255 


Asp Asn 

Gly 

Gly 

Ala 

Tyr Phe Val Pro Ala 

Phe 

Ser 

Gly Leu 

Phe 

Ala 



260 


265 




270 



Pro Tyr 

Trp 

Arg 

Pro 









275 


<210> 1807 

<211> 420 

<212> DNA 

<213> Homo sapiens 


1405 


WO 00/58473 PCT/US00/08621 


<400> 1807 

nnntatcggc aaggtggtcg aaatggctct tgactatgtc aacggtgaca cgtgcgccgc 
60 

gaccgcccca ttcatttgtc gtttgacgtc gacgcgatgg accctagcgt ggccccgagc 
120 

acaggcacac cggtgcgtgg tggtctcaca ttccgagaag gccactacat atgcgaggcg 
180 

gtagctgaga ccggctcgtt ggtggctatg gatatggtag aagtcaaccc ccatcttgaa 
240 

aagcatgcgg ctgagcagac gatcgccgtg ggttgttccc tcattcgttc ggcgctgggg 
300 

gagacgcttc tgtaatgggt gcatgatggg ccggtggtcc atagccatgc atagacactc 
360 

cgggcgctga tatgatgagt gacatagcac gtacgataaa tctcggtttt gagcacgcgt 
420 

<210> 1808 
<211> 88 
<212> PRT 

<213> Homo sapiens 
<400> 1808 

His Val Arg Arg Asp Arg Pro He His Leu Ser Phe Asp Val Asp Ala 

15 10 15 

Met Asp Pro Ser val Ala Pro Ser Thr Gly Thr Pro Val Arg Gly Gly 

20 25 30 

Leu Thr Phe Arg Glu Gly His Tyr He Cys Glu Ala Val Ala Glu Thr 

35 40 45 

Gly Ser Leu Val Ala Met Asp Met Val Glu Val Asn Pro His Leu Glu 

50 55 60 

Lys His Ala Ala Glu Gin Thr He Ala Val Gly Cys Ser Leu He Arg 
65 70 75 80 

Ser Ala Leu Gly Glu Thr Leu Leu 
85 

<210> 1809 
<211> 340 
<212> DNA 

<213> Homo sapiens 
<400> 1809 

nnaccggtga tcgcatcggt gagcctcggc gcgatgcgcg tgttcgacct tcgccatcgc 
60 

cagaccggtg tcacgcatgc gtatcgcctc gggcatggca gcctcctcgt gatgcggggc 
120 

cccacccagg ccgaatggca gcatcgcgtg ccgaaagcgc cgggtgtgca gggcgagcgc 
180 

gtgaacctga cgtttcggcg cgtgatgccg gtcggtatgg gccggtaaca accggcgtcg 
240 

ccgaggtgcc cggatcgccg ggcgattcgc gccccgtttt cgcgattcat gcgcgatcga 
300 

tacgggcagg cggtcgcatg tgcggcacgt tgccgcacgn 
340 
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<210> 1810 
<211> 75 
<212> PRT 

<213> Homo sapiens 
<400> 1810 

Xaa Pro Val He Ala Ser Val Ser Leu Gly Ala Met Arg Val Phe Asp 

15 10 15 

Leu Arg His Arg Gin Thr Gly Val Thr His Ala Tyr Arg Leu Gly His 

20 25 30 

Gly Ser Leu Leu Val Met Arg Gly Pro Thr Gin Ala Glu Trp Gin His 

35 40 45 

Arg Val Pro Lys Ala Pro Gly Val Gin Gly Glu Arg Val Asn Leu Thr 

50 55 60 

Phe Arg Arg Val Met Pro Val Gly Met Gly Arg 
65 70 75 


<210> 1811 

<211> 500 . 

<212> DNA 

<213> Homo sapiens 
<400> 1811 

nnacgcgtgc taggaatagc catggactca tcatcagata catgctggat ttatacttca 
60 

ctgggtggat tgtatgagct gctcgtaaaa gatgaggctc gcgatatgtg gcatttgttg 
120 

ctgaaacggt gcgactttga gaaggcacta acattttgtc gtgatgagac gtgtcggaag 
180 

caggtactgg aaaagaaggg cgatgcactg ctacacgcag gtcagctcat ggaggccgtc 
24 0 

gagtgctatg ctcaggccca gacaccggcc tttgaacagg ttgtgctttc tttgatggac 
300 

gtctgtgccg acaaggcatt gcgtcgatat gtcagactgc gtctcgacaa gatgccgaaa 
360 

caagctcgcg tgcctcgtct catgctggct acttggctca ttgaattgta tgtggccgcc 
420 

attcaagcgc atgaacccac ctccgaacat tatcagacac ttttgctgga agcccaggag 
480 

acacttgagc ggcatcatga 
500 


<210> 1812 

<211> 166 

<212> PRT 

<213> Homo sapiens 


<400> 1812 

Xaa Arg Val Leu Gly lie Ala Met 

1 5 

He Tyr Thr Ser Leu Gly Gly Leu 
20 

Ala Arg Asp Met Trp His Leu Leu 


Asp Ser Ser Ser Asp Thr Cys Trp 

10 15 
Tyr Glu Leu Leu val Lys Asp Glu 
25 30 
Leu Lys Arg Cys Asp Phe Glu Lys 
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35 

40 

45 




Ala Leu 

Thr Phe 

Cys Arg Asp Glu Thr Cys Arg Lys 

Gin 

Val 

Leu 

Glu 

50 


55 60 





Lys Lys 

Gly Asp 

Ala Leu Leu His Ala Gly Gin Leu Met 

Glu Ala 

Val 

65 


70 75 




80 

Glu Cys 

Tyr Ala 

Gin Ala Gin Thr Pro Ala Phe Glu 

Gin 

Val 

Val 

Leu 



85 90 



95 


Ser Leu 

Met Asp 

Val Cys Ala Asp Lys Ala Leu Arg 

Arg 

Tyr 

Val 

Arg 


100 

105 


110 



Leu Arg 

Leu Asp 

Lys Met Pro Lys Gin Ala Arg Val 

Pro 

Arg 

Leu 

Met 


115 

120 

125 




Leu Ala 

Thr Trp 

Leu He Glu Leu Tyr Val Ala Ala 

He 

Gin Ala 

His 

130 


135 140 





Glu Pro 

Thr Ser 

Glu His Tyr Gin Thr Leu Leu Leu 

Glu 

Ala 

Gin 

Glu 

145 


150 155 




160 

Thr Leu 

Glu Arg 

His His 






165 


<210> 1813 

<211> 426 

<212> DNA 

<213> Homo sapiens 


<400> 1813 

tctagagccg ttgtgatcgg tatccatggt tggatggggt tcatctcgat ggaggagtgt 
60 

gtcctgaggg gtggcagtga cctggtaggg gtgcctgcgg cgtcgcggct tgcgatcgct 
120 

ggttctcggg gatgactctc ggatgaatat agatctgcta agacgtcatt agattcgctt 
180 ; ' 

ggcgcttggt tgggaacggg tgtgaagcag ccttctgatg gatgtatttt tgcgttgttg 
1 240 

aataaggttt caatattaat tgaatatggc gctagatgct ggtttaggat cagttgacgt 
300 

ccgctgtaga tcctccctat ggtcattctg gggccaggcg cttcgccagc tggccatcgc 
360 

aacaatggtg tggcgaaggg ttatgaggtg agtatggctg agcaagtcgt tggacaggcg 
420 

tctaca 
426 


<210> 1814 

<211> 108 

<212> PRT 

<213> Homo sapiens 


<400> 1814 

Met Thr He Gly Arg He Tyr Ser 

1 5 
His Leu Ala Pro Tyr Ser He Asn 
20 

Lys He His Pro Ser Glu Gly Cys 

35 40 
Pro Ser Glu Ser Asn Asp Val Leu 


Gly Arg Gin Leu He Leu Asn Gin 

10 15 
He Glu Thr Leu Phe Asn Asn Ala 
25 30 
Phe Thr Pro Val Pro Asn Gin Ala 
45 

Ala Asp Leu Tyr Ser Ser Glu Ser 
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50 55 60 

His Pro Arg Glu Pro Ala lie Ala Ser Arg Asp Ala Ala Gly Thr Pro 
65 ~ 70 75 80 

Thr Arg Ser Leu Pro Pro Leu Arg Thr His Ser Ser He Glu Met Asn 

85 90 95 

Pro He Gin Pro Trp He Pro He Thr Thr Ala Leu 
100 105 

<210> 1615 

<211> 303 

c212> DNA 

<213> Homo sapiens 

<400> 1815 

ggcgcccaca tggctacgct cgcaccgcgg cacaaggtaa gccgtagcgg cgggatcgag 
60 

cgccaggccg cgcatctcgg catggagcgc gatcagttcg gccatcatcg' cgtcgtcggg 
120 

cgtgccgatc tcgaggggca acgccgcgcc gagccgcgaa gccagatcgg gcagcgcgat 
180 

ccgccagcca tcggcaaatt cgcgagtgat gacgagcaag ggccgcctgg tctcctgcgc 
240 

ccggttccag cagtggaaca cgttcgcctc gggcagacgg gcggcatcgg cgatcacggt 

300 

acc 

303 

<210> 1816 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 1816 

Met Ala Thr Leu Ala Pro Arg His Lys Val Ser Arg Ser Gly Gly He 

1 5 10 15 

Glu Arg Gin Ala Ala His Leu Gly Met Glu Arg Asp Gin Phe Gly His 

20 25 30 

His Arg Val Val Gly Arg Ala Asp Leu Glu Gly Gin Arg Arg Ala Glu 

35 40 45 

Pro Arg Ser Gin He Gly Gin Arg Asp Pro Pro Ala He Gly Lys Phe 

SO 55 60 

Ala Ser Asp Asp Glu Gin Gly Pro Pro Gly Leu Leu Arg Pro Val Pro 
65 70 75 80 

Ala Val Glu His Val Arg Leu Gly Gin Thr Gly Gly He Gly Asp His 
85 90 95 

Gly Thr 


<210> 1817 

<211> 413 

<212> DNA 

<213> Homo sapiens 

<400> 1817 
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nncagcttgc aagaccgcgg ccacacagtg tacatcttaa catcacattt cgatgcgtcg 
60 

catgcgtttg agcccacacg cgatggcaca cttcaggtca ttcacgcaaa gacatggatc 
120 

ccgcgctcct tatttcacat gctgcatctg cgatggccat tcgcagcagt tttttctctt 
180 

gtgatgcagg tcgtggtagc agcgtatgga tcgtcactcg cacgccactt gccgcatgtg 
240 

tacagggcgt gacgcatgtc ccgtcaaact cgctcccaga cgtgtttgtt attgaccaac 
300 

ttccagcagc gataccccta atcaaactcc tgtgtgggcg gcgtgtcatg tactactgtc 
360 

acttccctga caaagaaatc agcgctgctc tggctcgaca gcgaggcacg cgt 
413 

<210> 1818 
<211> 83 
<212> PRT 

<213> Homo sapiens 
<400> 1818 

xaa Ser Leu Gin Asp Arg Gly His Thr Val Tyr He Leu Thr Ser His 

1 5 10 15 

Phe Asp Ala Ser His Ala Phe Glu Pro Thr Arg .Asp Gly Thr Leu Gin 

20 25 30 

Val He His Ala Lys Thr Trp He Pro Arg Ser Leu Phe His Met Leu 

35 40 45 

His Leu Arg Trp Pro Phe Ala Ala Val Phe Ser Leu Val Met Gin Val 

50 55 60 

Val Val Ala Ala Tyr Gly Ser Ser Leu Ala Arg His Leu Pro His Val 
65 70 75 80 

Tyr Arg Ala 


<210> 1819 

<211> 343 

<212> DNA 

<213> Homo sapiens 

<400> 1819 

ggatccaaga gtggggcatc aggaacatgc catggttgtc gtggtgctgg aatgagaaca 
60 

atcacaagac agataggcct tggcatgatc caacagatga acactgtttg ccctgaatgc 
120 

aaaggatcag gtgagatcat aagtgacaag gacaaatgcc caagctgtaa aggaaacaaa 
180 

gtagtccagg agaagaaggt gttagaggtt catgtggaga aaggaatgca acataaccaa 
240 

aagattgtat tccagggtca ggctgatgaa gctcctgata cgggtacagg agacattgtt 
300 

tttgtcttgc aacttaaaga ccatccaaaa tttaagagga tgt 
343 

<210> 1820 
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<211> 114 
<212> PRT 
<213> Homo sapiens 


<400> 1820 


Gly Ser 

Lys 

Ser 

Gly Ala Ser Gly Thr Cys His 

Gly Cys Arg Gly Ala 

1 



5 10 

15 

Gly Met 

Arg 

Thr 

He Thr Arg Gin He Gly Leu 

Gly Met He Gin Gin 


20 

25 

30 

Met Asn 

Thr 

Val 

Cys Pro Glu Cys Lys Gly Ser 

Gly Glu He He Ser 


35 


40 

45 

Asp Lys 

Asp 

Lys 

Cys Pro Ser Cys Lys Gly Asn 

Lys Val Val Gin Glu 

50 



55 

60 

Lys Lys 

Val 

Leu 

Glu Val His Val Glu Lys Gly 

Met Gin His Asn Gin 

65 



70 75 

80 

Lys He 

Val 

Phe 

Gin Gly Gin Ala Asp Glu Ala 

Pro Asp Thr Gly Thr 



85 * 90 

95 

Gly Asp 

He 

Val 

Phe Val Leu Gin Leu Lys Asp 

His Pro Lys Phe Lys 


100 

105 

110 


Arg Met 


<210> 1821 

<211> 285 

<212> DNA 

<213> Homo sapiens 

<400> 1821 

aagcttgagt tcagcaagat 
60 

gaggtcggga agaagtgggg 
120 

gcccgggaaa agttgctcgc 
180 

tgtgtctgcc ctgtagtttg 

240 

tctagtttca tatgtttctg 
285 


cttggaggct attaaggcaa 
aggtggcatc atgggatcca 
caaggaggcc gcccagcgga 
acggggaaga actgatgaac 
tccaccagac catgtttaga 


acttcaacga caagttcgat 
agtcgcaggc caagaccaag 
tgacctagat tgtctactgc 
tcgtattgtg gttttccgaa 
agctt 


<210> 1822 

<211> 55- 

<212> PRT 

<213> Homo sapiens 


<400> 1822 

Lys Leu Glu Phe Ser Lys He Leu Glu Ala He Lys Ala Asn Phe Asn 

1 5 10 .15 

Asp Lys Phe Asp Glu Val Gly Lys Lys Trp Gly Gly Gly He Met Gly 

20 2S 30 

Ser Lys Ser Gin Ala Lys Thr Lys Ala Arg Glu Lys Leu Leu Ala Lys 

35 40 45 

Glu Ala Ala Gin Arg Met Thr 
50 55 
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<210> 1823 

<211> 387 

<212> DNA 

<213> Homo sapiens 

<400> 1823 

ngttggctgc tgttgctggg cgttctgtcc ctgacgggct gcgcccgttc cgatgcgctg 
60 

tggggcgtgg tcgataagct ctgcatggcc aactatcagc aaaagcgcga tccggccccg 
120 

tgtgagcaga tttatatgcc gcagggtaaa gcgcagggct ttagcgtgct gcaaaacccg 
180 

cgttatccct atcatttcat tctggtgccg acggcgccgc tttccggcat tgaaagcccg 
240 

ctgctgctgg ccggagagcg aacggactat tttggctatg catggctgat gcgttaccgg 
300 

ctggccgccg agtatggcgg gccggtgccg gacgacaggc tgggcatggc gatcaactcc 
360 

gcttacggcc gcagccagaa ccaattg 
387 

<210> 1824 

<211> 129 

<212> PRT 

<213> Homo sapiens 


<400> 1824 













Xaa 

Trp 

Leu 

Leu 

Leu 

Leu Gly 

Val 

Leu 

Ser 

Leu 

Thr 

Gly 

Cys 

Ala 

Arg 

1 




5 




10 





15 


Ser 

Asp 

Ala 

Leu 
20 

Trp 

Gly Val 

Val 

Asp 
25 

Lys 

Leu 

Cys 

Met 

Ala 
30 

Asn 

Tyr 

Gin 

Gin 

Lys 
35 

Arg 

Asp 

Pro Ala 

Pro 
40 

Cys 

Glu 

Gin 

He 

Tyr 
45 

Met 

Pro 

Gin 

Gly 

Lys 
50 

Ala 

Gin 

Gly 

Phe Ser 
55 

Val 

Leu 

Gin 

Asn 

Pro 
60 

Arg 

Tyr 

Pro 

Tyr 

His 

Phe 

He 

Leu 

Val 

Pro Thr 

Ala 

Pro 

Leu 

Ser 

Gly 

He 

Glu 

Ser 

Pro 

65 





70 




75 





80 

Leu 

Leu 

Leu 

Ala 

Gly 
85 

Glu Arg 

Thr 

Asp 

Tyr 
90 

Phe 

Gly 

Tyr 

Ala 

Trp 
95 

Leu 

Met 

Arg 

Tyr 

Arg 
100 

Leu 

Ala Ala 

Glu 

Tyr 
105 

Gly 

Gly 

Pro 

Val 

Pro 
110 

Asp. 

Asp 

Arg 

Leu 

Gly 
115 

Met 

Ala 

He Asn 

Ser 
120 

Ala 

Tyr 

Gly 

Arg 

Ser 
125 

Gin 

Asn 

Gin 


Leu 


<210> 1825 

<211> 413 

<212> DNA 

<213> Homo sapiens 

<400> 1825 

gtgcacggac gaccgcgcac agggactcgt gtgccgcgca tgggacgacg gcgatgcgtg 
60 
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tgcgtgcata ccgctgctct ggcaggtcgt gcgtgcgatt gtcgccgaca catcggcggc 
120 

ttggcacgtc gtgattgggc gcctaggcac catgtcgcag gccgacatgg acatgtgggc 
180 

gtcgtgcctc gatacgcgcg acccttcctg ctctcggtgg gccttgtgtg cctggagcgc 
240 

gatgcctggc ctacgggcac gcgatgcatc ggtggtctac ctgtcggaca tgccgctggg 
300 

tctggcctca ggtgcgtggc cgatccgcgt gcctcgctcg gcgttatgtg tctgccggcg 
360 

cctatgccat tcatctcgtg cagctacgtc acctggctga tctcgacgcg get 
413 

<210> 1826 
<211> 124 
<212> PRT 

<213> Homo sapiens 


<400> 1826 










Met Gly 

Arg 

Arg 

Arg Cys Val Cys 

Val 

His 

Thr Ala 

Ala 

Leu 

Ala 

Gly 

1 



5 


10 




15 


Arg Ala 

Cys 

Asp 

Cys Arg Arg His 

He 

Gly 

Gly Leu 

Ala 

Arg 

Arg 

Asp 



20 


25 




30 



Trp Ala 

Pro 

Arg 

His His Val Ala 

Gly 

Arg 

His Gly 

His 

Val 

Gly 

Val 


35 


40 




45 




Val Pro 

Arg 


Ala Arg Pro Phe 

Leu 

Leu 

Ser Val 

Gly 

Leu 

Val 

Cys 

50 



55 



60 





Leu Glu 

Arg 

Asp 

Ala Trp Pro Thr 

Gly 

Thr 

Arg Cys 

lie 

Gly 

Gly 

Leu 

65 



70 



75 




80 

Pro Val 

Gly 

His 

Ala Ala Gly Ser 

Gly 

Leu 

Arg Cys 

Val 

Ala 

Asp 

Pro 




85 


90 




95 


-Arg Ala 

Ser 

Leu 

Gly Val Met Cys 

Leu 

Pro 

Ala Pro 

Met 

Pro 

Phe 

He 



100 


105 




110 



Ser Cys 

Ser 

Tyr 

Val Thr Trp Leu 

He 

Ser 

Thr Arg 






115 120 


<210> 1827 
<211> 345 
<212> DNA 

<213> Homo sapiens 
<400> 1827 

ctggccaact gggtgccgga cctgttcatg aagegegteg aagccgacca ggaatggtcg 
60 

ctgttcgatc cgcgcgtggt geeggagtte accgacctgt teggegaage cttcgaagcc 
120 

gcctacctgc aggecgaage gcagggcaag gccaaccgca cgatctctgc ccgcaagctg 
180 

tacgcccgca tgatgegtae getggecgag accggcaacg gctggatgac cttcaaggac 
240 

aagtgcaacc gcgccagcaa ccagaccctg cgtccgggca aegtgatcca cctgtccaac 
300 

ctgtgcaccg aaatcctgga agtcacttcc aacgatgaaa ccgcg 
345 
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<210> 1828 
<211> US 
<212> PRT 

<213> Homo sapiens 
<400> 1828 

Leu Ala Asn Trp Val Pro Asp Leu Phe Met Lys Arg Val Glu Ala Asp 

1 5 10 15 

Gin Glu Trp Ser Leu Phe Asp Pro Arg Val Val Pro Glu Phe Thr Asp 

20 25 30 

Leu Phe Gly Glu Ala Phe Glu Ala Ala Tyr Leu Gin Ala Glu Ala Gin 

35 40 45 

Gly Lys Ala Asn Arg Thr He Ser Ala Arg Lys Leu Tyr Ala Arg Met 

50 55 60 

Met Arg Thr Leu Ala Glu Thr Gly Asn Gly Trp Met Thr Phe Lys Asp 
65 70 75 80 

Lys Cys Asn Arg Ala Ser Asn Gin Thr Leu Arg Pro Gly Asn Val He 

85 90 95 

His Leu Ser Asn Leu Cys Thr Glu lie Leu Glu Val Thr Ser Asn Asp 
100 105 11° 

Glu Thr Ala 
115 

<210> 1829 

<211> 4457 

<212> DNA 

<213> Homo sapiens 

<400> 1829 

attccaatgg ttgtgtctga ttttgatctt ccagaccaac agatagaaat acttcagagt 
60 

tctgactcgg gatgttcaca gtcctctgct ggggacaact tgagttacga agttgatcct 
120 

gaaaccgtga atgcccaaga ggattctcaa atgcccaagg aaagctcccc agatgatgat 
180 

gttcaacagg tagtatttga cctgatatgt aaagttgtaa gtggcctcga agtggaatct 
240 

gcatcagtta catctcaatt agaaattgaa gctatgcccc caaagtgcag tgatatagat 
300 

ccagatgaag agacgattaa aattgaagat gactccattc gacagagtca gaatgctttg 
360 

ctgagtaatg aaagttctca gtttctgtct gtgtctgcag agggaggcca tgagtgtgtg 

gcaaatggaa tctccaggaa tagctcctca ccttgtattt caggaaccac acacactctt 
480 

catgactctt ctgttgcttc catagaaacc aaatctagac aaaggagtca cagtagtatt 
540 

caattcagct tcaaagaaaa attatcagaa aaagtttcgg agaaggaaac aatagttaag 
600 

gagtcaggta aacaaccagg agcaaaacct aaagtaaaac ttgccagaaa aaaggatgat 
660 

gacaagaaaa aatcttcaaa tgaaaaactc aaacaaacca gtgtattctt cagtgatggt 
720 
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ctggatttag 

agaactggta 

780 


atgggttctc 

caggatctcg 

840 


gtgctcctgt 

atctccagtt 

900 


aaagccatct 

tgaaaactaa 

960 


aataatgcat 

atactcctca 

1020 


tctgttatgg 

gcaaagattt 

1080 


agttctatgt 

acatagaaat 

1140 


ccaactcatg 

tcaaggttac 

1200 


agcatagaaa 

ttctgacact 

1260 


aagggtttcc 

ctagttttat 

1320 


cttcattgtt 

tgctgtcatc 

1380 


ggtaagaacc 

tggttgctgt 

1440 


gaggatgaat 

ttgacaatgg 

1500 


ctgattgttc 

tagaacacag 

1560 


tttgttgtat 

ctgacttaga 

1620 


ttgcatgctc 

agccaatcac 

1680 


catcagcact 

gtgcatgtaa 

1740 


ccttacatgg 

gaaaagttct 

1800 


aatttagata 

atctaattca 

1860 


ctgtggatgg 

catcaattat 

1920 


gccattatcc 

attactgttt 

1980 


gtagaccaga 

aacacttgtt 

2040 


atgtcctctg 

tgacactgct 

2100 


actattgccg 

catccgcatc 

2160 


caacagattc 

ttgaattgtt 

2220 


gccattgcat 

ttgtgtggaa 

2280 


attcctgcag 

ccagtgaaga 

2340 



tagctgtgga 

gagggagaca 

aaaatctccc 

aatttcaaca 

gtatgattca 

tccaggactt 

ccctatagct 

tttgtaaatg 

gttgtctctc 

cttcagaatc 

ttatagtcac 

attccagtgg 

tcttatttct 

ctctgcttat 

tgcacaagat 

ttaataggca 

actcttcact 

gagctggcaa 

ttctgatatg 

ttatctaagt 

tatctttagt 

gctcagaaat 

ggaagaaggt 

ttctcagagg 

cagcacgttg 

cagtcacaac 

agtaatgact 

attcctgaag 

acacatcagt 

ccccatcaac 

atgtcaaggc 

atgttcctct 

gatgcaccca 

caatggattg 

gcagagagtg 

gttgtttctg 

gcagtacaaa 

tacgaaacag 

tccaccagat 

atgattctta 

gttggatcca 

actacacagt 

tgaagcacgc 

agtggaatcc 

ttggagcata 

ctgcatcaag 

tcttaccact 

attaatcttg 

gggccccatt 

tcaatgaatc 

tgaaagaaga 

cagaataaaa 

acagctttta 

ttagtggaat 


tttctgaaat tgagagtgac 
ttcatcctct ctatcaacat 
tgtatgcttt ctctgccatc 
ccatttcaac tactagtgta 
tattggccag acaccggatt 
actcaaatca taacttccgg. 
attacatgcg tagccattac 
atcgaaacat gcaaatgatg 
aagtaataga aagctcagcg 
gcaaagttca gaaagtgatt 
ggcatagtga aaaaatggca 
acagccttat taatttctca 
ttcttaaggt gcttcagagg 
agaatgaaac aggttttgat 
ccatgacttc tcttcagtat 
gtgcagtgat acgagctttg 
gtttaatcac atctactctg 
tgacactaca actgtgcaga 
gattatctga tagtaggcct 
ctcttttgga agggattaca 
atcaccaact tttggtcagt 
tctcaatcct tcatatgatc 
ctgattcttc agaaaagatg 
gagctacaaa gaacttgaga 
atggtgttca ctttatggct 
caaccaccag gaccaaggtc 
tggttcgttc aatcagtgtc 
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atgagagcag 

aaactgttat 

2400 


gccaaggaca 

agaaacatct 

2460 


attcaaagaa 

ttccagtgcc 

2520 


aaagactcta 

tacaactgag 

2580 


aatgagttta 

ttatgaaaaa 

2640 


gatgtaactc 

acaaaatagt 

2700 


acaacatggc 

tgcgacgaaa 

2760 


accaatttgg 

aatctgatgt 

2820 


actccttctg 

tatatagtgt 

2880 


ttggatatgg 

ttttctatag 

2940 


atgcattatg 

ttgtgcccta 

3000 


gcttgtgtcc 

agctgctcag 

3060 


aaagaagctt 

ttgacctctt 

3120 


aatcattgga 

gagcaattat 

3180 


ttgatgactc 

gtgtagcagt 

3240 


gtggagctag 

aacagagagc 

3300 


gaaattgacc 

agtaccagaa 

3360 


cgtttgccac 

aggtgccaac 

3420 


ttaagaatgt 

ctccccaaca 

3480 


caagtatttt 

tactgatgga 

3540 


gggccctctg 

tggctggtct 

3600 


tataacagcc 

agcggtggtt 

3660 


ctcgcattgc 

cctctgaaaa 

3720 


gaagcctcag 

atgattcagg 

3780 


aaaccttacg 

tggtacgact 

3840 


gaagacaact 

cagggagaac 

3900 


accgtgcgca 

gtatggagca 

3960 



ccagactgta aaagaagttt 
ttctttggaa gtctgcatgc 
caatttagtg gatagctggg 
tcttccagct ccagggcagt 
ccctagtttg gaaaataaaa 
ggatgcaatt ggtgcaattg 
tcttgaagtt aagccttctc 
tgaagatatg ttatcacctg 
ccatgcattg acattactct 
tgatgaaaag gagcgggtta 
cctcagaaat cacagtgcac 
cagtcttagt gggtatcagt 
tatggatccc agtttctttc 
ggacaatctg atgacacatg 
ggctcaaagc agttcactta 
tatgcttctt aaaagattag 
atatcttcca gatatacaag 
tctccattct caagtgttcc 
tcttacctca ctctggccta 
gcaggaactc actgctgatg 
ggagacaacg tacacaggag 
aaacctctat ctctctgctt 
ccttcctcag tttcagatgt 
tttggaagtc agaaggcagg 
agcaaaactt cttcggaaaa 
attgggttgg gagccagggc 
gctcctgccg ttcttcaatg 


taaagcagcc accagccata 
ttcagttttt ctatgcttat 
cgtcactgtt gatacttctg 
ttcttatact tggggttctg 
aagaccaaag agaccttcag 
ctggttcttc tctggaacag 
ccaaaataat ggtagatgga 
caatggaaac cgcaaacata 
ctgaggtttt ggctcatctt 
ttcctttact tgtaaatatt 
ataatgcccc tagttatcga 
acacacggag agcttggaaa 
agatggatgc ctcttgtgtt 
ataaaacaac atttagagat 
atctctttgc aaaccgtgat 
catttgctat ttttagcagt 
agagattggt tgagagtctc 
tgtttttcag agtgttactt 
ccatgattac agaacttgta 
aagatatttc acggacttca 
gtaatggctt ctctacttca 
gcaaattttt ggatttggct 
accgatgggc ctttattcca 
gtatacatca acgagaattt 
gagcaaagaa aaatccagag 
acttgctgct caccatctgc 
tgctcagtca agtcttcaac 
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agcaaagtca caagccgatg tggaggacac tcagggagtc ctatcctcta ctcaaatgcc 


4020 


ttccctaata aggacatgaa actggagaac cacaaaccat gttccagcaa agccaggcaa 


4080 


aaaatagaag agatggtaga aaaagatttt ctggaaggga tgataaaaac ttgagcacca 


4140 


ttgctggttc catttagctt acatgtaaat gtaattattt aaaacacaca cactgctctg 


4200 


cgttgtatag tttttccttt tttgtatgta acagaacaca tttcagattg tatttaattt 


4260 

aaatatttgt atataagagc aaatgtctga atgtggcctg aatcaagttt aaatattgtt 
4320 

ggctcatact gattatggtg cctaagagag ctatatatat acacatgtaa agtccattgt 
4380 

ttttattgtc ctgagttgtc ttaaacctgc aaaatataca ctacccattt tttttttcaa 
4440 

aaaaaaaaaa aaaaaaa 
4457 

<210> 1830 
<211> 1377 
<212> PRT 

<213> Homo sapiens 
<400> 1830 

He Pro Met Val Val Ser Asp Phe Asp Leu Pro Asp Gin Gin lie Glu 

x 5 10 15 

He Leu Gin Ser Ser Asp Ser Gly Cys Ser Gin Ser Ser Ala Gly Asp 

20 25 30 

Asn Leu Ser Tyr Glu Val Asp Pro Glu Thr Val Asn Ala Gin Glu Asp 

35 40 45 

Ser Gin Met Pro Lys Glu Ser Ser Pro Asp Asp Asp Val Gin Gin Val 

50 55 60 

Val Phe Asp Leu He Cys Lys Val Val Ser Gly Leu Glu Val Glu Ser 
65 70 75 60 

Ala Ser Val Thr Ser Gin Leu Glu He Glu Ala Met Pro Pro Lys Cys 

85 90 95 

Ser Asp He Asp Pro Asp Glu Glu Thr He Lys He Glu Asp Asp Ser 

100 105 HO 

He Arg Gin Ser Gin Asn Ala Leu Leu Ser Asn Glu Ser Ser Gin Phe 

115 120 125 

Leu Ser Val Ser Ala Glu Gly Gly His Glu Cys Val Ala Asn Gly He 

130 135 140 

Ser Arg Asn Ser Ser Ser Pro Cys He Ser Gly Thr Thr His Thr Leu 
145 150 155 160 

His Asp Ser Ser Val Ala Ser He Glu Thr Lys Ser Arg Gin Arg Ser 

165 170 175 

His Ser Ser He Gin Phe Ser Phe Lys Glu Lys Leu Ser Glu Lys Val 

180 185 190 

Ser Glu Lys Glu Thr He Val Lys Glu Ser Gly Lys Gin Pro Gly Ala 

195 200 205 

Lys Pro Lys Val Lys Leu Ala Arg Lys Lys Asp Asp Asp Lys Lys Lys 

210 215 220 

Ser Ser Asn Glu Lys Leu Lys Gin Thr Ser Val Phe Phe Ser Asp Gly 
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225 230 235 240 

Leu Asp Leu Glu Asn Trp Tyr Ser Cys Gly Glu Gly Asp He Ser Glu 

245 250 255 

He Glu Ser Asp Met Gly Ser Pro Gly Ser Arg Lys Ser Pro Asn Phe 

260 265 270 

Asn He His Pro Leu Tyr Gin His Val Leu Leu Tyr Leu Gin Leu Tyr 

275 280 285 

Asp Ser Ser Arg Thr Leu Tyr' Ala Phe Ser Ala He Lys Ala He Leu 

290 295 300 

Lys Thr Asn Pro He Ala Phe Val Asn Ala He Ser Thr Thr Ser Val 
305 310 315 320 

Asn Asn Ala Tyr Thr Pro Gin Leu Ser Leu Leu Gin Asn Leu Leu Ala 

325 330 335 

Arg His Arg He Ser Val Met Gly Lys Asp Phe Tyr Ser His He Pro 

340 345 350 

Val Asp Ser Asn His Asn Phe Arg Ser Ser Met Tyr ' He Glu He Leu 

355 360 365 

He ser Leu Cys Leu Tyr Tyr Met Arg Ser His Tyr Pro Thr His Val 

370 375 380 

Lys Val Thr Ala Gin Asp Leu lie Gly Asn Arg Asn Met Gin Met Met 
385 390 395 400 

Ser He Glu He Leu Thr Leu Leu Phe Thr Glu Leu Ala Lys Val He 

405 410 415 

Glu Ser Ser Ala Lys Gly Phe Pro Ser Phe lie Ser Asp Met Leu Ser 

420 425 .. 430 

Lys Cys Lys Val Gin Lys Val He Leu His Cys Leu Leu Ser Ser lie 

. 435 440 445 

Phe Ser Ala Gin Lys Trp His Ser Glu Lys Met Ala Gly Lys Asn Leu 

450 455 460 

Val Ala Val Glu Glu Gly Phe Ser Glu Asp Ser Leu lie Asn Phe Ser 
465 470 475 480 

Glu Asp Glu Phe Asp Asn Gly Ser Thr Leu Gin Ser Gin Leu Leu Lys 

485 490 495 

Val Leu Gin Arg Leu lie Val Leu Glu His Arg Val Met Thr lie Pro 

500 505 510 

Glu Glu Asn Glu Thr Gly Phe Asp Phe Val Val Ser Asp Leu Glu His 

515 520 525 

lie Ser Pro His Gin Pro Met Thr Ser Leu Gin Tyr Leu His Ala Gin 

530 535 540 

Pro lie Thr Cys Gin Gly Met Phe Leu Cys Ala Val lie Arg Ala Leu 
545 550 555 560 

His Gin His Cys Ala Cys Lys Met His Pro Gin Trp lie Gly Leu He 

565 570 575 

Thr Ser Thr Leu Pro Tyr Met Gly Lys Val Leu Gin Arg Val Val Val 

580 585 590 

Ser Val Thr Leu Gin Leu Cys Arg Asn Leu Asp Asn Leu He Gin Gin 

595 600 60S 

Tyr Lys Tyr Glu Thr Gly Leu Ser Asp Ser Arg Pro Leu Trp Met Ala 

610 615 620 

Ser lie lie Pro Pro Asp Met lie Leu Thr Leu Leu Glu Gly lie Thr 
625 630 635 640 

Ala He lie His Tyr Cys Leu Leu. Asp Pro Thr Thr Gin Tyr His Gin 

645 650 655 

Leu Leu Val Ser Val Asp Gin Lys His Leu Phe Glu Ala Arg Ser Gly 
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660 665 670 

He Leu Ser He Leu His Met He Met Ser Ser Val Thr Leu Leu Trp 

675 680 685 

Ser He Leu His Gin Ala Asp Ser Ser Glu Lys Met Thr He Ala Ala 

690 695 700 

Ser Ala Ser Leu Thr Thr He Asn Leu Gly Ala Thr Lys Asn Leu Arg 
705 710 715 720 

Gin Gin He Leu Glu Leu Leu Gly Pro He Ser Met Asn His Gly Val 

725 730 735 

His Phe Met Ala Ala He Ala Phe Val Trp Asn Glu Arg Arg Gin Asn 

740 745 750 

Lys Thr Thr Thr Arg Thr Lys Val He Pro Ala Ala Ser Glu Glu Gin 

755 760 765 

Leu Leu Leu Val Glu Leu Val Arg Ser He Ser Val Met Arg Ala Glu 

770 775 780 

Thr Val He Gin Thr Val Lys Glu Val Leu Lys Gin Pro Pro Ala He 
785 790 795 800 

Ala Lys Asp Lys Lys His Leu Ser Leu Glu Val Cys Met Leu Gin Phe 

805 810 815 

Phe Tyr Ala Tyr He Gin Arg lie Pro Val Pro Asn Leu Val Asp Ser 

820 825 830 

Trp Ala Ser Leu Leu He Leu Leu Lys Asp Ser He Gin Leu Ser Leu 

835 840 845 

Pro Ala Pro Gly Gin Phe Leu He Leu Gly Val Leu Asn Glu Phe He 

850 855 860 

Met Lys Asn Pro Ser Leu Glu Asn Lys ,Lys Asp Gin Arg Asp Leu Gin 
865 870 875 880 

Asp Val Thr His Lys He Val Asp Ala He Gly Ala He Ala Gly Ser 

885 890 895 

Ser Leu Glu Gin Thr Thr Trp Leu Arg Arg Asn Leu Glu Val Lys Pro 

900 905 910 

Ser Pro Lys He Met Val Asp Gly Thr Asn Leu Glu Ser Asp Val Glu 

915 920 925 

Asp Met Leu Ser Pro Ala Met Glu Thr Ala Asn He Thr Pro Ser Val 

930 935 940 

Tyr Ser Val His Ala Leu Thr Leu Leu Ser Glu Val Leu Ala His Leu 
945 950 955 960 

Leu Asp Met Val Phe Tyr Ser Asp Glu Lys Glu Arg Val lie Pro Leu 

965 970 975 

Leu Val Asn He Met His Tyr Val Val Pro Tyr Leu Arg Asn His Ser 

980 985 990 

Ala His Asn Ala Pro Ser Tyr Arg Ala Cys Val Gin Leu Leu Ser Ser 

995 1000 1005 

Leu Ser Gly Tyr Gin Tyr Thr Arg Arg Ala Trp Lys Lys Glu Ala Phe 

1010 1015 1020 

Asp Leu Phe Met Asp Pro Ser Phe Phe Gin Met Asp Ala Ser Cys Val 
1025 1030 1035 1040 

Asn His Trp Arg Ala He Met Asp Asn Leu Met Thr His Asp Lys Thr 

1045 1050 1055 

Thr Phe Arg Asp Leu Met Thr Arg Val Ala Val Ala Gin Ser Ser Ser 

1060 1065 1070 

Leu Asn Leu Phe Ala Asn Arg Asp Val Glu Leu Glu Gin Arg Ala Met 

1075 1080 ^ 1085 

Leu Leu Lys Arg Leu Ala Phe Ala He Phe Ser Ser Glu He Asp Gin 
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1090 1095 1100 

Tvr Gin Lys Tyr Leu Pro Asp He Gin Glu Arg Leu Val Glu Ser Leu 
1105 H10 1H5 ^ 20 

Arg Leu Pro Gin Val Pro Thr Leu His Ser Gin Val Phe Leu Phe Phe 

1125 H30 H35 

Arg Val Leu Leu Leu Arg Met Ser Pro Gin His Leu Thr Ser Leu Trp 

1140 H45 H50 

Pro Thr Met lie Thr Glu Leu Val Gin Val Phe Leu Leu Met Glu Gin 

1155 1160 H65 

Glu Leu Thr Ala Asp Glu Asp lie Ser Arg Thr Ser Gly Pro Ser Val 

1170 H75 H80 

Ala Gly Leu Glu Thr Thr Tyr Thr Gly Gly Asn Gly Phe Ser Thr Ser 
1185 H90 H95 1200 

Tyr Asn Ser Gin Arg Trp Leu Asn Leu Tyr Leu Ser Ala Cys Lys Phe 

1205 1210 1215 

Leu Asp Leu Ala Leu Ala Leu Pro Ser Glu Asn Leu Pro Gin Phe Gin 

1220 1225 1230 

Met Tyr Arg Trp Ala Phe He Pro Glu Ala Ser Asp Asp Ser Gly Leu 

1235 1240 1245 

Glu Val Arg Arg Gin Gly He His Gin Arg Glu Phe Lys Pro Tyr Val 

1250 1255 - 1260 

Val Arg Leu Ala Lys Leu Leu Arg Lys Arg Ala Lys Lys Asn Pro Glu 
1265 1270 1275 1280 

Glu Asp Asn Ser Gly Arg Thr Leu Gly Trp Glu Pro Gly His Leu Leu 

1285 1290 1295 

Leu Thr He Cys Thr Val Arg Ser Met Glu Gin Leu Leu Pro Phe Phe 

1300 1305 1310 

Asn Val Leu Ser Gin Val Phe Asn Ser Lys Val Thr Ser Arg Cys Gly 

1315 1320 1325 

Gly His Ser Gly Ser Pro He Leu Tyr Ser Asn Ala Phe Pro Asn Lys 

1330 1335 1340 

Asp Met Lys Leu Glu Asn His Lys Pro Cys Ser Ser Lys Ala Arg Gin 
1345 * 1350 1355 1360 

Lys He Glu Glu Met Val Glu Lys Asp Phe Leu Glu Gly Met He Lys 
1365 1370 1375 

Thr 


<210> 1831 

<211> 508 

<212> DNA 

<213> Homo sapiens 

<400> 1831 

nntcatgaaa ggagaggccg tatgcccatt gtcaaactca gtgcgcagtt cgtgcgcgaa 
60 

gcggtttgcc cgcccggaaa atccaaggtg gactattacg acaacgcact caaagggttc 
120 

atcctggagg ctcgaccttc aggtggcaaa accttttacc tgcgctatca cgacagccac 
180 

ggcaagctgc gccaatgcaa gatcggtgat gctgctgcgg tcagctacga caaggcccgg 
240 

cagaaggcca tgcggttgcg ttggaaggtg gaatgggggg gcaatccatt ggaggagcgc 
300 
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caagccttgc gtgcggtacc gaccctggcc gagttcatcc gcgagaccta tgtgccgcac 
360 

atccacctgc accggaggaa ttttcagtcc acgctgagct tcctcaagtg ccatgtcctg 
420 

ccgcgctttg gagccaagca cctggacgaa atcacgacca acatgctggc cgaggctcac 
480 

caggatctgc gcacgaaggg ctacgcgt 
508 

<210> 1832 

<211> 169 

<212> PRT 

<213> Homo sapiens 


<400> 1832 


Xaa 

His 

Glu 

Arg 

Arg 

Gly Arg Met Pro He 

val 

Lys Leu Ser 

Ala 

Gin 

1 




5 

10 



15 


Phe 

Val 

Arg 

Glu 

Ala 

Val Cys Pro Pro Gly Lys 

Ser Lys Val 

Asp 

Tyr 




20 


25 


30 



Tyr 

Asp 

Asn 

Ala 

Leu 

Lys Gly Phe He Leu 

Glu 

Ala Arg Pro 

Ser 

Gly 



35 



40 


45 



Gly 

Lys 

Thr 

Phe 

Tyr 

Leu Arg Tyr His Asp Ser 

His Gly Lys 

Leu 

Arg 


50 




55 


60 



Gin 

Cys 

Lys 

He 

Gly 

Asp Ala Ala Ala Val 

Ser 

Tyr Asp Lys 

Ala 

Arg 

65 





70 

75 



80 

Gin 

Lys 

Ala 

Met 

Arg 

Leu Arg Trp Lys Val 

Glu 

Trp Gly Gly 

Asn 

Pro 





85 

90 



95 


Leu 

Glu 

Glu 

Arg 

Gin 

Ala Leu Arg Ala Val 

Pro 

Thr Leu Ala 

Glu 

Phe 




100 


105 


110 



He 

Arg 

Glu 

Thr 

Tyr 

Val Pro His He His 

Leu 

His Arg Arg 

Asn 

Phe 



115 



120 


125 



Gin 

Ser 

Thr 

Leu 

Ser 

Phe Leu Lys Cys His 

Val 

Leu Pro Arg 

Phe 

Gly 


130 




135 


140 



Ala 

Lys 

His 

Leu 

Asp' 

Glu He Thr Thr Asn 

Met 

Leu Ala Glu 

Ala 

His 

145 




150 

155 



160 

Gin 

Asp 

Leu 

Arg 

Thr 

Lys Gly Tyr Ala 






<210> 1833 

<211> 430 

<212> DNA 

<213> Homo sapiens 

<400> 1833 

acgcgtgcga tgttgaagga gcgcttcggc atcgggcatg cgacgctgca ggttgaactg 
60 

tccggtgccg aggcagacga tgccgaggcg ggcggctgct aagggtcgcc gtcgttcagt 
120 

ggcgcaaagc ggcgatgatc gcgtcgaaca gcgttactcc agccagcggg ccaaccaaca 
180 

gcatcaccag gttgaaaccg atgatccacg ccgcgatgct ttctcggcgc gggtttggca 
240 

gcggcttggg ctcggcttcc cagcgttccg gcggcggcca gccattttgg aaatcgacga 
300 
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acatctccgg cgctcctgct gtcaggcgct gaaggtatcg aaagtcatgc gccgtgacaa 
360 

aggaagatcg gcgacacagg agccgaagcg ccgccgcctg caataagcgc gcgcgatcgc 
420 

aattgtcggn 
430 

<210> 1834 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 1834 


Met Arg 

Arg 

Cys 

Arg 

Leu Asn Cys 

Pro 

Val 

Pro Arg 

Gin 

Thr 

Met 

Pro 

1 



5 



10 




15 


Arg Arg 

Ala 

Ala 
20 

Ala 

Lys Gly Arg 

Arg 
25 

Arg 

Ser Val 

Ala 

Gin 
30 

Ser 

Gly 

Asp Asp 

Arg 
35 

val 

Glu 

Gin Arg Tyr 

40 

Ser 

Ser 

Gin Arg 

Ala 
45 

Asn 

Gin 

Gin 

His His 

Gin 

Val 

Glu 

Thr Asp Asp 

Pro 

Arg 

Arg Asp 

Ala 

Phe 

Ser 

Ala 

50 




55 



60 





Arg Val 

Trp 

Gin 

Arg 

Leu Gly Leu 

Gly 

Phe 

Pro Ala 

Phe 

Arg 

Arg 

Arg 

65 




70 



75 




80 

Pro Ala 

He 

Leu 

Glu 
85 

He Asp Glu 

His 

Leu 
90 

Arg Arg 

Ser 

Cys 

Cys 
95 

Gin 

Ala Leu 

Lys 

Val 
100 

Ser 

Lys val Met 

Arg 
105 

Arg 

Asp Lys 

Gly 

Arg 
110 

Ser 

Ala 

Thr Gin 

Glu 
115 

Pro 

Lys 

Arg Arg Arg 
120 

Leu 

Gin 







<210> 1835 
<211> 677 
<212> DNA 

<213> Homo sapiens 
<400> 1835 

natactcaag gactttgacg gcacccgagc ccggttgctc cctgaggcca tcatgaaccc 
60 

cccagtggca ccctatgcta ctgtggcacc cagcacttta gcccaccccc aggcccaggc 
120 

tctggcccgc cagcaggccc tgcagcatgc acagaccctg gcccatgccc ctccccagac 
180 

gctgcagcac cctcagggta tcccgccacc ccaggcactg tcccaccctc agagcctcca 
240 

gcagcctcag ggcctgggcc accctcagcc catggcccaa acccagggct tggtccaccc 
300 

tcaggccctg gctcaccagg gtctccagca cccccacaat cccttgctgc atggaggccg 
360 

gaagatgcca gactcagatg cccccccgaa tgtgaccgtg tctacctcaa ctatccccct 
420 

ttcaatggcg gccactctgc agcacagcca gcctccggac ctgagtagca tcgtgcacca 
480 

gatcaaccag ttttgccaga cgagggcagg catcagcact acctcagtgt gtgagggcca 
540 
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gatcgccaac cccagcccca ttagtcgcag tctgctcatc aatgcaagca cccgggtgtc 
600 

gacccacagc gtccccacac caatgccttc atgtgtggtc aatcccatgg agcacaccca 
660 

cgcggccacc gccgcgg 
677 

<210> 1836 
<211> 140 
<212> PRT 

<213> Homo sapiens 
<400> 1836 


Gly 

His 

His 

Glu 

Pro Pro Ser 

Gly 

Thr 

Leu 

Cys Tyr 

Cys 

Gly 

Thr 

Gin 

1 




5 



10 




15 


His 

Phe 

Ser 

Pro 

Pro Pro Gly 

Pro 

Gly 

Ser 

Gly Pro 

Pro 

Ala 

Gly 

Pro 




20 



25 




30 



Ala 

Ala 

Cys 

Thr 

Asp Pro Gly 

Pro 

Cys 

Pro 

Ser Pro 

Asp 

Ala 

Ala 

Ala 



35 



40 




45 




Pro 

Ser 

Gly 

Tyr 

Pro Ala Thr 

Pro 

Gly 

Thr 

Val Pro 

Pro 

Ser 

Glu 

Pro 


50 



55 




60 





Pro 

Ala 

Ala 

Ser 

Gly Pro Gly 

Pro 

Pro 

Ser 

Ala His 

Gly 

Pro 

Asn 

Pro 

65 




70 




75 




80 

Gly 

Leu 

Gly 

Pro 

Pro Ser Gly 

Pro 

Gly 

Ser 

Pro Gly 

Ser 

Pro 

Ala 

Pro 




85 



90 




95 


Pro 

Gin 

Ser 

Leu 

Ala Ala Trp 

Arg 

Pro 

Glu 

Asp Ala 

Arg 

Leu 

Arg 

Cys 




100 



105 




110 



Pro 

Pro 

Glu 

Cys 

Asp Arg Val 

Tyr 

Leu 

Asn 

Tyr Pro 

Pro 

Phe 

Asn 

Gly 



115 



120 




125 




Gly 

His 

Ser 

Ala 

Ala Gin Pro 

Ala 

Ser 

Gly 

Pro Glu 





130 



135 




140 






<210> 1837 
<211> 564 
<212> DNA 

<213> Homo sapiens 
<400> 1837 

nntctagaac actctgcccc tgaatctgta ccgggattgt ttggcccgtc acgaactcgt 
$0 

acggtcgata tcaatatcac tgggttttct tcacagtatt tacccgcccc ctatggacca 
120 

attgctgcgg acgtcaaaca aacctgggcg tgggacccac aggatctgac gattgtctca 
180 

acttctgctg atcacgacca taacctccga tatgcagtac agcatttcgg cgcaagcccg 
240 

accccgatcc agtaaccttc gataacgcga aagccggcac cccacataac tcggntgtac 
300 

accgaagtcc ctgccaacgt tccatccgac ataggggagt taactaaccg aattatcaag 
360 

gggaaatcta cccccgtaac caaggccatc gcgattcaaa actggcttcg tgacagcgct 
420 

cgattccatt acgacatcaa cgcacccgaa ggtgacggct atcaggtact ggaaaacttc 
480 
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ctgctgcaca cccaccgcgg ttattgcatc catttcgcgg cgtcaatggc actcatggca 
540 

cgacttgaag gtattccgtc acgc 
564 


<210> 1838 

<211> 84 

<212> PRT 

<213> Homo sapiens 


<400> 1838 


Xaa Leu 

Glu 

His 

Ser 

Ala Pro 

Glu 

1 



5 



Ser Arg 

Thr 

Arg 

Thr 

Val Asp 

He 



20 




Tyr Leu 

Pro 

Ala 

Pro 

Tyr Gly 

Pro 


35 




40 

Trp Ala 

Trp 

Asp 

Pro 

Gin Asp 

Leu 

50 




55 


His Asp His 

Asn 

Leu 

Arg Tyr 

Ala 

65 




70 


Thr Pro 

He 

Gin 





Ser Val Pro Gly Leu Phe Gly Pro 

10 15 
Asn He Thr Gly Phe Ser Ser Gin 
25 30 
He Ala Ala Asp Val Lys Gin Thr 
45 

Thr He Val Ser Thr Ser Ala Asp 
60 

Val Gin His Phe Gly Ala Ser Pro 
75 80 


<210> 1839 

<211> 300 

<212> DNA 

<213> Homo sapiens 


<400> 1839 

ncaatacggc tgaacaccgc tgatatcacc cgtactttcc ccgtcaacgg aaaattttcc 
60 

gaagttcagg caaaggctta tcaggcggtg ctggacgctg cagatgcggc atttaaggca 
120 

gccgttcctg gcaataaatt ccgcgacgtc catgctgcag cgatgaatgt tctcgcctcc 
180 

cgccttgagg actgggggct tatgccggtc agcgcgaagg tcgctctttc ggacgagggc 
240 

gggcaacacc gtcgttggat gccgcacggc accagccacc atctagggct ggatgtgcac 
300 


<210> 1840 

<211> 100 

<212> PRT 

<213> Homo sapiens 


<400> 1840 

Xaa He Arg Leu Asn Thr Ala Asp 

1 5 
Gly Lys Phe Ser Glu Val Gin Ala 
20 

Ala Ala Asp Ala Ala Phe Lys Ala 

35 40 
Asp Val His Ala Ala Ala Met Asn 


He Thr Arg Thr Phe Pro Val Asn 

10 15 
Lys Ala Tyr Gin Ala Val Leu Asp 
25 30 
Ala Val Pro Gly Asn Lys Phe Arg 
45 

Val Leu Ala Ser Arg Leu Glu Asp 
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50 55 60 

Trp Gly Leu Met Pro Val Ser Ala Lys Val Ala Leu Ser Asp Glu Gly 
65 ' 70 75 80 

Gly Gin His Arg Arg Trp Met Pro His Gly Thr Ser His His Leu Gly 
85 90 95 

Leu Asp Val His 
100 

<210> 1841 
<211> 330 
<212> DNA 

<213> Homo sapiens 
<400> 1841 

nnctccaaga acgtcccgga gtggggcccc agggcgctcg aactccccgg cgggcccggt 
60 

gtcgatccgg tggtcgagat cggcggtccc ggtacgctag cccaatcgat ggtcgccccg 
120 

cgcgtcggcg cccatgtcgc cttgatcggc gtgcttnacg gggattgtcg ggcggtgagg 
180 

acggcgctgc tgatgagcaa gaatctgcgc gtgcaagggc tgccggtcgg cagccgcgcg 
240 

cagcaactcg cgatgatcgc gggggtcgag gcgaacggca tccgtccgat cctcgaccag 
300 

catttcccgc tcgaaaatct ccccgacgcg 
330 

<210> 1842 
<211> 110 
<212> PRT 

<213> Homo sapiens 


<400> 1842 









Xaa Ser 

Lys 

Asn 

Val Pro 

Glu 

Trp Gly 

Pro Arg 

Ala Leu Glu 

Leu 

Pro 

1 



5 



10 


15 


Gly Gly 

Pro 

Gly 

Val Asp 

Pro 

Val Val 

Glu He 

Gly Gly Pro 

Gly 

Thr 


20 



25 


30 



Leu Ala 

Gin 

Ser 

Met Val 

Ala 

Pro Arg 

Val Gly 

Ala His Val 

Ala 

Leu 


35 




40 


45 



He Gly 

Val 

Leu 

Xaa Gly Asp 

Cys Arg 

Ala Val 

Arg Thr Ala 

Leu 

Leu 

50 




55 



60 



Met Ser 

Lys 

Asn 

Leu Arg 

Val 

Gin Gly 

Leu Pro 

Val Gly Ser 

Arg 

Ala 

65 



70 



75 



80 

Gin Gin 

Leu 

Ala 

Met He 

Ala 

Gly Val 

Glu Ala 

Asn Gly He 

Arg 

Pro 




85 



90 


95 


He Leu 

Asp 

Gin 

His Phe 

Pro 

Leu Glu 

Asn Leu 

Pro Asp Ala 





100 



105 


110 




<210> 1843 

<211> 473 

<212> DNA 

<213> Homo sapiens 

<400> 1843 
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aagctttggc atctccagca aaagatgtgc tatttactga taccatcacc atgaaggcca 
60 

acagttttga gtccagatta acaccaagca ggttcatgaa agccttaagt tatgcatcat 
120 

tagataaaga agatttattg agtcctatta atcaaaatac cctgcaacga tcttcctcag 
180 

tgcggtccat ggtgtccagt gccacatatg ggggttcaga tgattacatt ggtcttgctc 
240 

tcccggtgga tataaatgat atattccagg taaaggatat tccctatttt cagacaaaaa 
300 

acataccacc acatgatgat cgaggtgcaa gagcatttgc ccatgatgca ggaggtcttc 
360 

catctggaac tggaggtctt gtaaaaaatt cttttcactt gctacgacag cagatgagtc 
420 

ttacggaaat aatgaattca atccattcag atgcctctcn crinccncncc ccc 
473 

<210> 1844 
<211> 141 
<212> PRT 

<213> Homo sapiens 
<400> 1844 


Met 

Lys 

Ala 

Asn 

Ser 

Phe Glu 

Ser 

Arg 

Leu 

Thr 

Pro 

Ser 

Arg 

Phe 

Met 

l 



5 




10 





15 


Lys 

Ala 

Leu 

Ser 

Tyr 

Ala Ser 

Leu 

Asp 

Lys 

Glu 

Asp 

Leu 

Leu 

Ser 

Pro 



20 




25 





30 



He 

Asn 

Gin 
35 

Asn 

Thr 

Leu Gin 

Arg 
40 

Ser 

Ser 

Ser 

Val 

Arg 
45 

Ser 

Met 

Val 

Ser Ser 

Ala 

Thr 

Tyr 

Gly Gly 

Ser 

Asp 

Asp 

Tyr 

He 

Gly 

Leu 

Ala 

Leu 


50 




55 





60 





Pro 

Val 

Asp 

He 

Asn 

Asp lie 

Phe 

Gin 

val 

Lys 

Asp 

He 

Pro 

Tyr 

Phe 

65 





70 




75 





80 

Gin Thr 

Lys 

Asn 

He 

Pro Pro 

His 

Asp 

Asp 

Arg 

Gly 

Ala 

Arg 

Ala 

Phe 




85 




90 





95 


Ala 

His 

Asp 

Ala 
100 

Gly 

Gly Leu 

Pro 

Ser 
105 

Gly 

Thr 

Gly 

Gly 

Leu 
110 

Val 

Lys 

Asn 

Ser 

Phe 
115 

His 

Leu 

Leu Arg 

Gin 
120 

Gin 

Met 

Ser 

Leu 

Thr 
125 

Glu 

He 

Met 

Asn 

Ser 
130 

He 

His 

Ser 

Asp Ala 
135 

Ser 

Xaa 

Xaa 

Xaa 

Xaa 
140 

Pro 





<210> 1845 
<211> 390 
<212> DNA 

<213> Homo sapiens 
<400> 1845 

aagcttacga cgcctagctt tggagacctg aaccacttga tcagtgcaac aatgagtgga 
60 

gtgacttgct gcctccgctt cccggggcag ctcaactcgg accttcggaa acttgcagtg 
120 

aacctgattc cattccctcg cctgcacttt tttatggtcg gctttgcgcc actcacctcg 
180 
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cgtggctccc agcagtaccg tgctctcact gtccctgagc tgacccagca gatgtgggac 
240 

tccaagaaca tgatgtgtgc tgctgacccg cgtcatggcc gctacctcac agtatctgcc 
300 

atgttccgtg gaaagatgag caccaaggag gtggacgagc agatgctgaa cgtgcagaac 
360 

aagaactctt cctacttcgt ggagtggatc 
390 

<210> 1846 

<211> 130 

<212> PRT 

<213> Homo sapiens 

<400> 1846 

Lys Leu Thr Thr Pro Ser Phe Gly Asp Leu Asn His Leu He Ser Ala 

1 5 10 15 

Thr Met Ser Gly .Val Thr Cys Cys Leu Arg Phe Pro Gly Gin Leu Asn 

20 25 30 

Ser Asp Leu Arg Lys Leu Ala Val Asn Leu He Pro Phe Pro Arg Leu 

35 40 45 

His Phe Phe Met Val Gly Phe Ala Pro Leu Thr Ser Arg Gly Ser Gin 

50 55 60 

Gin Tyr Arg Ala Leu Thr Val Pro Glu Leu Thr Gin Gin Met Trp Asp 
65 70 75 80 

Ser Lys Asn Met Met Cys Ala Ala Asp Pro Arg His Gly Arg Tyr Leu 

85 90 95 

Thr Val Ser Ala Met Phe Arg Gly Lys Met Ser Thr Lys Glu Val Asp 

100 105 HO 

Glu Gin Met Leu Asn Val Gin Asn Lys Asn Ser Ser Tyr Phe Val Glu 
115 120 125 

Trp He 
130 

<210> 1847 • 

<211> 343 

<212> DNA 

<213> Homo sapiens 

<400> 1847 

cagccgtgct ttcctgcgtc aactcgggaa cggctatatc gcgcagatcc aacagttcca 
60 

tggctcgaag agtagtaaaa atatcaataa ctggcagagc atcgcgtcaa gctggcgacc 
120 

ctggccgccg ccgcgttggc cgatcacgcc atgttggagc aggccttcca gctgttccag 
180 

caaaaaagtt gcggacaatc tcctgccgga tggctcggtg ttcgacttca gggagcgcga 
240 

tgcactgcac tacgtcgtct atgacctgga gccgctggtt caggcggccc tggcgggcaa 
300 

gccctaacgg tggcaactgg ctgacttaca ccgcccccac cgn 
343 

<210> 1848 
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<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 1848 

Met Ala Arg Arg Val Val Lys He Ser He Thr Gly Arg Ala Ser Arg 

15 10 15 

Gin Ala Gly Asp Pro Gly Arg Arg Arg Val Gly Arg Ser Arg His Val 

20 25 30 

Gly Ala Gly Leu Pro Ala Val Pro Ala Lys Lys Leu Arg Thr He Ser 

35 40 45 

Cys Arg Met Ala Arg Cys Ser Thr Ser Gly Ser Ala Met His Cys Thr 

50 55 60 

Thr Ser Ser Met Thr Trp Ser Arg Trp Phe Arg Arg Pro Trp Arg Ala 
65 70 75 80 

Ser Pro Asn Gly Gly Asn Trp Leu Thr Tyr Thr Ala Pro Thr 
85 90 

<210> 1849 
<211> 390 
<212> DNA 

<213> Homo sapiens 
<400> 1849 

cggaaagaac aggttcagca aagagcaata gaatgttccc gggctctcag tgcgattctt 
60 

gacattgaac atggagaccc aaaagagaat gtactaggtt cagcttttga catgaaacag 
120 

ctgaaggatg ctattgatga gactaaaata gctttgatgg gacattcttt tggaggagca 
180 

acagttcttc aagcccttag tgaggaccag agattcagat gtggagttgc tcttgatcca 
240 

tggatgtatc cggtgaacga agagctgtac tccagaaccc tccagcctct cctctttatc 
300 

aactctgcca aattccagac tccaaaggac atcgcaaaaa tgaaaaagtt ctaccagcct 
360 

gacaaggaaa ggaaanatga ttacaatcaa 
390 

<210> 1850 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 1850 

Arg Lys Glu Gin Val Gin Gin Arg Ala He Glu Cys Ser Arg Ala Leu 

15 10 15 

Ser Ala He Leu Asp He Glu His Gly Asp Pro Lys Glu Asn Val Leu 

20 25 30 

Gly Ser Ala Phe Asp Met Lys Gin Leu Lys Asp Ala He Asp Glu Thr 

35 40 45 

Lys He Ala Leu Met Gly His Ser Phe Gly Gly Ala Thr Val Leu Gin 

50 55 60 

Ala Leu Ser Glu Asp Gin Arg Phe Arg Cys Gly Val Ala Leu Asp Pro 


1428 


WO 00/58473 


PCT/USOO/08621 


65 70 
Tip Met Tyr Pro Val Asn Glu Glu 
85 

Leu Leu Phe He Asn Ser Ala Lys 
100 

Lys Met Lys Lys Phe Tyr Gin Pro 
115 120 

Asn Gin 
130 


75 80 
Leu Tyr Ser Arg Thr Leu Gin Pro 

90 95 
Phe Gin Thr Pro Lys Asp He Ala 
105 HO 
Asp Lys Glu Arg Lys Xaa Asp Tyr 
125 


<210> 1851 

<211> 574 

<212> DNA 

<213> Homo sapiens 

<400> 1851 

ncgatcggag aggctttccg cactggtgac ttggactcta agcccgaccc cagccggagc 
60 

ttcaggcctt accgagctga agacaatgat tcctatgcct ctgagatcaa ggagctgcag 
120 

ctggtgctgg ctgaggccca cgacagcctc cggggcttgc aagagcagct ctcccaggag 
180 

cggcagctac gaaaggagga ggccgacaat ttcaaccaga aaatggtcca gctgaaggag 
240 

gaccagcaga gggcgctcct gaggcgggag tttgagctgc agagtctgag cctccagcgg 
300 

aggctggagc agaaattctg gagccaggag aagaacatgc tggtgcagga gtcccagcaa 
360 

ttcaagcaca acttcctgct gctcttcatg aagctcaggt ggttcctcaa gcgctggcgg 
420 

cagggcaagg ttttgcccag cgaaggggat gacttcctcg aggtgaacag catgaaggac 
480 

ctgtacttgc tgatggagga agacgagata aacgctcagc attctgataa caaggcctgc 
540 

acgggggaca gctggaccca gaacacgccc aatg 
574 

<210> 1852 

<211> 191 

<212> PRT 

<213> Homo sapiens 

<400> 1852 

Xaa He Gly Glu Ala Phe Arg Thr Gly Asp Leu Asp Ser Lys Pro Asp 

1 5 10 15 - 

Pro Ser Arg Ser Phe Arg Pro Tyr Arg Ala Glu Asp Asn Asp Ser Tyr 

20 25 30 

Ala Ser Glu He Lys Glu Leu Gin Leu Val Leu Ala Glu Ala His Asp 

35 40 45 

Ser Leu Arg Gly Leu Gin Glu Gin Leu Ser Gin Glu Arg Gin Leu Arg 

50 55 60 

Lys Glu Glu Ala Asp Asn Phe Asn Gin Lys Met Val Gin Leu Lys Glu 
65 70 75 80 

Asp Gin Gin Arg Ala Leu Leu Arg Arg Glu Phe Glu Leu Gin Ser Leu 
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O 3 


90 




95 


Ser Leu 

Gin 

Arg 

Hiy ucu uxu 

Gin Lys 

Phe 

Trp Ser 

Gin 

Glu 

Lys 

Asn 



100 


105 




110 



Met Leu 

Val 

Gin 

Glu Ser Gin 

Gin Phe 

Lys 

His Asn 

Phe 

Leu 

Leu 

Leu 


115 



120 



125 




Phe Met 

Lys 

Leu 

Arg Trp Phe 

Leu Lys Arg 

Trp Arg Gin Gly Lys 

Val 

130 



13 5 



140 





Leu Pro 

Ser 

Glu 

Gly Asp Asp 

Phe Leu 

Glu 

Val Asn 

Ser 

Met 

Lys 

Asp 

145 



150 



155 




160 

Leu Tyr 

Leu 

Leu 

Met Glu Glu 

Asp Glu 

He 

Asn Ala 

Gin 

His 

Ser 

Asp 



165 


170 




175 


Asn Lys 

Ala 

Cys 

Thr Gly Asp 

Ser Trp 

Thr 

Gin Asn 

Thr 

Pro 

Asn 



180 


185 




190 




<210> 1853 

<211> 338 

<212> DNA 

<213> Homo sapiens 

<400> 1853 

gccggcgccg accaagccac ggcatgcccc acccaccttg gaagaggtgt cgttccgcca 
60 

cgtcattgag gagcgcgccg tcgaagctga cttgttcgtc cgctcgctca atacactcga 
120 

gcctgcgacg ggcatggcac ttctgcgcat ctcgcaccac atggatggca aggtcggcac 
180 

gacgttttac ctggatgacg atgtcatttt tgtcgcgcca cagaagcagc gctcagccga 
240 

gggccagcga ctcgaatacg agcccgtctc tttggccgag ttgctcgagc gcgctgctgc 
300 

- atagaataca tatacccaag ctatgatgat gccgtcgt 
338 

<210> 1854 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 1854 


Met 

Pro 

His 

Pro 

Pro Trp Lys 

Arg Cys 

Arg 

Ser Ala 

Thr 

Ser 

Leu 

Arg 

1 




5 


10 




15 


Ser 

Ala 

Pro 

Ser 

Lys Leu Thr 

Cys Ser 

Ser 

Ala Arg 

Ser 

He 

His 

Ser 




20 

25 




30 



Ser 

Leu 

Arg 

Arg 

Ala Trp His 

Phe Cys 

Ala 

Ser Arg 

Thr Thr Trp 

Met 



35 



40 



45 




Ala 

Arg 

Ser 

Ala 

Arg Arg Phe 

Thr Trp 

Met 

Thr Met 

Ser 

Phe 

Leu 

Ser 


50 



55 



60 





Arg 

His 

Arg 

Ser 

Ser Ala Gin 

Pro Arg 

Ala 

Ser Asp 

Ser 

Asn 

Thr 

Ser 

65 




70 



75 




80 

Pro 

Ser 

Leu 

Trp 

Pro Ser Cys 

Ser Ser 

Ala 

Leu Leu 

His 

Arg 

He 

His 





85 


90 




95 


He 

Pro 

Lys 

Leu 










100 
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<210> 1855 
<211> 429 
<212> DNA 

<213> Homo sapiens 
<400> 1855 

gcgtccttcg cgtacgtgga cgagggcggg caggtgttcg tccagtgcag cacccagcac 
60 

ccgagcgaaa cgcaggaaat cgtggcgcac gtcctggacc tggacaacca cgaggtcacg 
120 

gtgcagtgct tgcgcatggg cggtggcttt ggcggtaagg aaatgcagcc gcacgggttc 
180 

gccgcgatcg cagcactcgg cgcgaccctg accgggcgac cggttcgact gcgactgacc 

240 

cgaaaccagg acatcaccat ctccggaaag cgccacccat acctcgcgga gtgggacgtg 
300 

gccttcgacg acgacggccg cctccaggct ctgcgcgcca ccgtcaccag cgacggcggg 
360 

tggagcctgg acctctcgga gccggtgatg cagcggacgg tgtgtcacat cgataactcc 
420 

tattggatc 
429 

<210> 1856 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 1856 


Ala Ser 

Phe Ala Tyr 

Val Asp 

Glu 

Gly 

Gly 

Gin 

Val 

Phe 

Val 

Gin 

Cys 

l 

5 




10 





15 


Ser Thr 

Gin His Pro 

Ser Glu 

Thr 

Gin 

Glu 

He 

Val 

Ala 

His 

Val 

Leu 


20 



25 





30 



Asp Leu 

Asp Asn His 

Glu Val 

Thr 

Val 

Gin 

Cys 

Leu 

Arg 

Met 

Gly 

Gly 

35 


40 





45 




Gly Phe 

Gly Gly Lys 

Glu Met 

Gin 

Pro 

His 

Gly 

Phe 

Ala 

Ala 

He 

Ala 

50 


55 





60 





Ala Leu 

Gly Ala Thr 

Leu Thr 

Gly 

Arg 

Pro 

Val 

Arg 

Leu 

Arg 

Leu 

Thr 

65 

70 




75 





80 

Arg Asn 

Gin Asp lie 

Thr He 

Ser 

Gly 

Lys 

Arg 

His 

Pro 

Tyr 

Leu 

Ala 

85 




90 





95 


Glu Trp 

Asp Val Ala 

Phe Asp 

Asp 

Asp 

Gly 

Arg 

Leu 

Gin 

Ala 

Leu 

Arg 

100 



105 





110 



Ala Thr 

Val Thr Ser 

Asp Gly 

Gly 

Trp 

Ser 

Leu 

Asp 

Leu 

Ser 

Glu 

Pro 


115 


120 





125 




Val Met 

Gin Arg Thr 

Val Cys 

His 

He 

Asp 

Asn 

Ser 

Tyr 

Trp 

He 


130 


135 





140 






<210> 1857 

<211> 393 

<212> DNA 

<213> Homo sapiens 

<400> 1857 
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gtgcacgccg ctgccccagc cgtcgcctac cgatcaacag acgcagccgc cgtgcgttga 
60 

gataccagcc gagcacgatc atgctcagca tggtcagcag cagccagaac ggaaatcgca 
120 

gcaggcgctc gaacagctca ctgccaccca gcaccagcgg gattgccccg gccacgacca 
180 

gtgcgccgag gagcagccac catcgcccgc tcatgctgcg gcactcgata ccaatacgtt 
240 

gcgcttcaac caatcgatct tggtcgaggc atgccgccca tcttccaaca ggcgagtcac 
300 

cagactcagc cagtaacacc gcgaaaaatc gtggcgcatg tcgacagggt gcaaaccgag 
360 

acgcagcacg ggtgcctgtc ggtggcgggc gag 
393 

<210> 1858 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 1858 

Met Leu Ser Met Val Ser Ser Ser Gin Asn Gly Asn Arg Ser Arg Arg 

1-5 10 15 

Ser Asn Ser Ser Leu Pro Pro Ser Thr Ser Gly He Ala Pro Ala Thr 

20 25 30 

Thr Ser Ala Pro Arg Ser Ser His His Arg Pro Leu Met Leu Arg His 

35 40 45 

Ser He Pro He Arg Cys Ala Ser Thr Asn Arg Ser Trp Ser Arg His 

50 55 60 

Ala Ala His Leu Pro Thr, Gly Glu Ser Pro Asp Ser Ala Ser Asn Thr 
65 70 75 80 

Ala Lys Asn Arg Gly Ala Cys Arg Gin Gly Ala Asn . Arg Asp Ala Ala 

85 90 95 

Arg Val Pro Val Gly Gly Gly Arg 
100 

<210> 1859 

<211> 345 

<212> DNA 

<213> Homo sapiens 

<400> 1859 

nagatctggc gcctcgtcac caacttcctc tacttccgca agatggattt ggattttctg 
60 

ttccacatgt tttttctcgc acgatactgc aagcttctgg aggagaactc atttagagga 
120 

agaactgccg acttttttta catgctcttg tttggtgcta ctgtcctaac tagcattgtt 
180 

ctgatcggag ggatgatacc ttacatttcc gagacatttg ccagaattct gttcctgagc 
240 

aattcattga cgtttatgat ggtttatgtc tggagcaagc acaatcctat catccatatg 
300 

agcaatctgg gcctgttcac ctttacggct gcatacttac catgg 
345 
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<210> 1860 

<211> 115 

<212> PRT 

<213> Homo sapiens 

<400> 1860 


Xaa 

He 

Trp 

Arg 

Leu Val Thr Asn Phe Leu Tyr Phe Arg 

Lys Met Asp 

1 


5 10 

15 

Leu Asp 

Phe 

Leu 

Phe His Met Phe Phe Leu Ala Arg Tyr 

Cys Lys Leu 




20 

25 

30 

Leu 

Glu 

Glu 

Asn 

Ser Phe Arg Gly Arg Thr Ala Asp Phe 

Phe Tyr Met 



35 


40 45 


Leu 

Leu 

Phe 

Gly 

Ala Thr Val Leu Thr Ser He Val Leu 

He Gly Gly 


50 



55 60 


Met 

He 

Pro 

Tyr 

He Ser Glu Thr Phe Ala Arg lie Leu* 

Phe Leu Ser 

65 



70 75 

80 

Asn 

Ser 

Leu 

Thr 

Phe Met Met Val Tyr Val Trp Ser Lys 

His Asn Pro 





85 90 

95 

He 

He 

His 

Met 

Ser Asn Leu Gly Leu Phe Thr Phe Thr 

Ala Ala Tyr 




100 

105 

110 

Leu 

Pro 

Trp 





115 


<210> 1861 

<211> 435 

<212> DNA 

<213> Homo sapiens 

<400> 1861 

gcgttgactg tagtgagtga cgaagctgat atacaaaatg cgccgggcgt tagaaaagcc 
60 

aatagtgagc ttcattcagt cggcttaggt gttatgaact tacatggcta tcttgctaaa 
120 

aacaaaattg gctatgagtc ggaagaagct aaagattttg ctaatatatt ctttatgatg 
180 

atgaattact attcacttga aagatcaatg caaatagcaa aagaaagaca ggaaacgttt 

240 

aaagactttg ataagtcaga ttatgcaaat ggaaaatatt tcgaatttta tacttcgcaa 
300 , 

tcatttgaac cgaaatacga aaaagtacgt aaattatttg atggtttaga aatcccaacg 
360 

cctgaagatt ggaaagcatt gcaaaaagaa gttgaaactc acggtttatt ccatgcttat 
420 

cgtttagcga ttgca 
435 

<210> 1862 
<211> 145 
<212> PRT 

<213> Homo sapiens 
<400> 1862 

Ala Leu Thr Val Val Ser Asp Glu Ala Asp lie Gin Asn Ala Pro Gly 
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1 




5 

10 

15 


val 

Arg 

Lys 

Ala 

Asn Ser Glu Leu His 

Ser vai <j±y 

Lieu vaJ.y *di 

Met 


20 



30 


Asn 

Leu 

His 

Gly 

Tyr Leu Ala Lys Asn 

Lys lie <j±y 

iyt uiu sci. 

Glu 



35 

4 0 


t j 


Glu 

Ala 

Lys 

Asp 

Phe Ala Asn lie pne 

OVid Mot- Mot" 

Mat Asn Tvr 

Tvr 


50 


55 

60 



Ser 

Leu 

Glu 

Arg 

Ser Met Gin He Ala 

Lys Glu Arg 

Gin Glu Thr 

Phe 

65 



70 

75 


80 

Lys 

Asp 

Phe 

Asp 

Lys Ser Asp Tyr Ala 

Asn Gly Lys 

Tyr Phe Glu 

Phe 



85 

90 

95 


Tyr 

Thr 

Ser 

Gin 

Ser Phe Glu Pro Lys 

Tyr Glu Lys 

Val Arg Lys 

Leu 



100 

105 


110 


Phe 

Asp 

Gly 

Leu 

Glu He Pro Thr Pro 

Glu Asp Trp 

Lys Ala Leu 

Gin 


115 


120 


125 


Lys 

Glu 

Val 

Glu 

Thr His Gly Leu Phe 

His Ala Tyr 

Arg Leu Ala 

He 

130 



135 

140 




Ala 
145 

<210> 1863 
<211> 792 
_<212> DNA 
<213> Homo sapiens 


<400> 1863 



nggatcctca 

cgcccgccat 

catacgtggg 

60 



tctccgtcgt 

gctcactacc 

cacaacatgg 

120 



ggatcgtcga 

tcgcggcagg 

gtcgcaactc 

180 



cgagtttgga 

agatgtgttc 

ctcactcaca 

240 



atgacgacac 

tcgatctccg 

ccccgcacct 

300 



aaccacgctc 

tcaccgaggt 

gcgtctggtg 

360 



ctcgtcattc 

ccatcgggat 

catcgtcgcc 

420 



acgatggacg 

tcttagcacc 

ctcagtgctg 

480 



tcccaagcga 

tcatgaccgg 

ttttgaacgc 

540 



accccgttag 

gtcggtcggg 

tctgctagct 

600 



ctcgctcagg 

tgatactgct 

tgtcatcatc 

660 



tccggcctgg 

cctggctccc 

aaccctggtg 

720 



ctcgcagcac 

tggcaatggc 

cggcgctggc 

780 



ttggtataca 

tc 


792 




atatcgttga gcaaatgcgt catgacgggg 
atgaggctca acggctggct gatcacgtct 
atggaactgt gccagagctc accgctgagt 
ctagtgaccg cgcagcaggg aggaattgac 
caggccgcac cggctgctgc acgcgtgcgt 
atgcgcaacg gtgagcagct gctactagct 
gggcgcttcc tgggcggccg ggtcggactg 
gcgctcgcca tctggtcgac atgtttcact 
cgttacgggg tgctcgaacg attgtccgca 
ggcaaggcga tggcttattc cgttatcagt 
tctttagcgc tgggctggca cccccacggt 
agcgttgtgc tcgccatgat gacattcggg 
aaagctgaag tcactctcgg actggccaac 
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<210> 1864 
<211> 264 
<212> PRT 

<213> Homo sapiens 
<400> 1864 

Xaa He Leu Thr Pro Ala He lie Arg Gly He Ser Leu Ser Lys Cys 

15 10 15 

Val Met Thr Gly Ser Pro Ser Cys Ser Leu Pro Thr Thr Trp Met Arg 

20 25 30 

Leu Asn Gly Trp Leu He Thr Ser Gly Ser Ser He Ala Ala Gly Ser 

35 40 45 

Gin Leu Met Glu Leu Cys Gin Ser Ser Pro Leu Ser Arg Val Trp Lys 

50 55 60 

Met Cys Ser Ser Leu Thr Leu Val Thr Ala Gin Gin Gly Gly He Asp 
65 70 75 80 

Met Thr Thr Leu Asp Leu Arg Pro Ala Pro Gin Ala Ala Pro Ala Ala 

85 90 95 

Ala Arg Val Arg Asn His Ala Leu Thr Glu Val Arg Leu Val Met Arg 

100 105 HO 

Asn Gly Glu Gin Leu Leu Leu Ala Leu Val He Pro He Gly He He 

115 120 125 

Val Ala Gly Arg Phe Leu Gly Gly Arg Val Gly Leu Thr Met Asp Val 

130 135 140 

Leu Ala Pro Ser Val Leu Ala Leu Ala He Trp Ser Thr Cys Phe Thr 
145 150 155 160 

Ser Gin Ala He Met Thr Gly Phe Glu Arg Arg Tyr Gly Val Leu Glu 

165 170 175 

Arg Leu Ser Ala Thr Pro Leu Gly Arg Ser Gly Leu Leu Ala Gly Lys 

180 185 190 

Ala Met Ala Tyr Ser Val He Ser Leu Ala Gin Val He Leu Leu Val 

195 200 205 

He lie Ser Leu Ala Leu Gly Trp His Pro His Gly Ser Gly Leu Ala 

210 215 220 

Trp Leu Pro Thr Leu Val Ser Val Val Leu Ala Met Met Thr Phe Gly 
225 230 235 240 

Leu Ala Ala Leu Ala Met Ala Gly Ala Gly Lys Ala Glu Val Thr Leu 

245 250 255 

Gly Leu Ala Asn Leu Val Tyr He 
260 

<210> 1865 
<211> 717 
<212> DNA 

<213> Homo sapiens 
<400> 1865 

ngccggctga tcaaacaact cacagacatg ggcttcccga gagagccagc tgaggaggcc 
60 

ttgaagagta acaatatgaa tcttgatcag gccatgagcg ctctgctgga aaagaaggtg 
120 

gacgtggaca agcgtgggct gggagtgacc gaccataatg gaatggccgc caagcccctc 
180 
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ggctgccgcc cgccaatctc caaagagtct tccgtggacc gccccaccct tcttgacaag 
240 

gatggcggcc tcgtggaaga gcccacgcct tcaccgttct tgccttcccc aagcctgaag 
300 

ctcccccttt cacacagtgc actccccagt caggccctgg gtggggttgc ctccgggctg 
360 

ggcatgcaaa acttgaattc ttctagacag ataccgagtg gcaatctggg tatgtttggc 
420 

aatagtggag cagcacaagc caggaccatg cagcagccgc cacagccacc agtgcagcct 
480 

cttaactctt cccagcccag tctccgtgct caagtgcctc agtttctatc ccctcaggtt 
540 

caagcacagc ttttgcagtt tgcagcaaaa aacattggtc tcaaccctgc actattaacc 
600 

tcgccaatta atcctcaaca tatgacgatg ttgaaccagc tctatcagct gcagctggca 
660 

taccaacgtt tacaaatcca gcagcagatg ttacaggccc agcgtaatgt gtccgga 

717 

<210> 1866 
<211> 239 
<212> PRT 

<213> Homo sapiens 
<400> 1866 

Xaa Arg Leu He Lys Gin Leu Thr Asp Met Gly Phe Pro Arg Glu Pro 

15 10 15 

Ala Glu Glu Ala Leu Lys Ser Asn Asn Met Asn Leu Asp Gin Ala Met 

20 25 30 

Ser Ala Leu Leu Glu Lys Lys Val Asp Val Asp Lys Arg Gly Leu Gly 

35 40 45 

Val Thr Asp His Asn Gly Met Ala Ala Lys Pro Leu Gly Cys Arg Pro 

50 55 60 

Pro lie Ser Lys Glu Ser Ser Val Asp Arg Pro Thr Leu Leu Asp Lys 
65 70 75 80 

Asp Gly Gly Leu Val Glu Glu Pro Thr Pro Ser Pro Phe Leu Pro Ser 

85 90 95 

Pro Ser Leu Lys Leu Pro Leu Ser His Ser Ala Leu Pro Ser Gin Ala 

100 105 HO 

Leu Gly Gly Val Ala Ser Gly Leu Gly Met Gin Asn Leu Asn Ser Ser 

115 120 125 

Arg Gin He Pro Ser Gly Asn Leu Gly Met Phe Gly Asn Ser Gly Ala 

130 135 140 

Ala Gin Ala Arg Thr Met Gin Gin Pro Pro Gin Pro Pro Val Gin Pro 
145 ^ 150 155 160 

Leu Asn Ser Ser Gin Pro Ser Leu Arg Ala Gin Val Pro Gin Phe Leu 

165 170 175 

Ser Pro Gin Val Gin Ala Gin Leu Leu Gin Phe Ala Ala Lys Asn He 

180 185 190 

Gly Leu Asn Pro Ala Leu Leu Thr Ser Pro He Asn Pro Gin His Met 

195 200 205 

Thr Met Leu Asn Gin Leu Tyr Gin Leu Gin Leu Ala Tyr Gin Arg Leu 

210 215 220 

Gin He Gin Gin Gin Met Leu Gin Ala Gin Afg Asn Val Ser Gly 
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225 230 235 

<210> 1867 

<211> 518 

<212> DNA 

<213> Homo sapiens 

<400> 1867 

nnggggcacg gttagggcca gtgggcagag gggtgaggga tatgcaggac cttccactgt 
60 

tccatgcatg ggacggcact tgggtccgcg atcaggtagc caggcatgga aggaacatgg 
120 

gaggaaggga actgtctggt gcgccagtgt tgttcaagga ggatgtgaca agacaggcca 
180 

tctggttggc tggccctgtt acccaacaac gtggtggcca aggccttgtg cccggagagg 
240 

ttcttggggg ccagcagggg gctacatagg acatgggtgg ggaccccagc tccgagccca 
300 

cctctcctgc ctccacccct tccacccnng cagcccccgc ctctcccgca gaactctccc 
360 

caagccagac cgcctggacc ggctgcttaa gtcaggcttt gggacatacc ctgggaggaa 
420 

gcgaggtgct ttgcaccccc aagtgatcat gttcccgtgc ccagcctgcc aaggtgatgt 
480 

ggagcttggg gagcggggtc tggcagggct tttccgga 
518 

<210> 1868 
<211> 73 
<212> PRT 

<213> Homo sapiens 
<400> 1868 

Gin Asp Arg Pro Ser Gly Trp Leu Ala Leu Leu Pro Asn Asn Val Val 

! 5 10 15 

Ala Lys Ala Leu Cys Pro Glu Arg Phe Leu Gly Ala Ser Arg Gly Leu 

20 25 30 

His Arg Thr Trp Val Gly Thr Pro Ala Pro Ser Pro Pro Leu Leu Pro 

35 40 45 

Pro Pro Leu Pro Pro Xaa Gin Pro Pro Pro Leu Pro Gin Asn Ser Pro 

50 55 60 

Gin Ala Arg Pro Pro Gly Pro Ala Ala 
65 70 

<210> 1869 
<211> 436 
<212> DNA 

<213> Homo sapiens 
<400> 1869 

acgcgtcacc ttcctgctgg agctactggg agccctcgga cacctgcgtg cattgcccga 
60 

ccgtgacatg ccgagcaccg aaacccacct gtggattcgc gagctgagcc gcatcgaccg 
120 


1437 


WO 00/58473 PCT/US00/08621 


cgacgtgtcg actgccaccc actttcgttg gagcgacgac ggcaccgtgc taggtcagac 
180 

gaccgacgat ggcaccgagc ctgaggttgt tgccctgcca gcggtctact gccgtcgttg 
240 

cggccgcagc ggatggggag tccagctcgc cagcaccggc aataacctca gcgagaacaa 
300 

cgacagcatc cgacggaccc acgcggcaca cgacggtcgc ttccgagcct tgctttcggc 

ccctcgagag ggagccagcg cggtcgacac cggcgaggcg acactgtcct tacgctggtt 
420 

cgacaccgtc aacagg 
436 

<210> 1870 
<211> 123 
<212> PRT 

<213> Homo sapiens 

<400> 1870 n ^ T1 

Met Pro Ser Thr Glu Thr His Leu Trp He Arg Glu Leu Ser Arg He 

1 5 10 15 . 

Asp Arg Asp val Ser Thr Ala Thr His Phe Arg Trp Ser Asp Asp Gly 

20 25 30 

Thr Val Leu Gly Gin Thr Thr Asp Asp Gly Thr Glu Pro Glu Val Val 

35 40 45 

Ala Leu Pro Ala Val Tyr Cys Arg Arg Cys Gly Arg Ser Gly Trp Gly 

50 55 60 

Val Gin Leu Ala Ser Thr Gly Asn Asn Leu Ser Glu Asn Asn Asp Ser 
65 70 75 80 

lie Arg Arg Thr His Ala Ala His Asp Gly Arg Phe Arg Ala Leu Leu 

85 90 95 

Ser Ala Pro Arg Glu Gly Ala Ser Ala Val Asp Thr Gly Glu Ala Thr 

100 105 110 

Leu Ser Leu Arg Trp Phe Asp Thr Val Asn Arg 
115 120 

<210> 1871 
<211> 474 
<212> DNA 

<213> Homo sapiens 
<400> 1871 

nntgcagcgc cccgaggtcg atgtctccaa cgtctttgcc agccttgaca tggctagcga 
60 

gcccgacctc gtccgtaccc tgctgaggca agcccaacaa tgaccgggga acagctcgcg 
120 

cattggatcg aggagtcgac gtcgacggtg tttttcggcg gcgccggaat gtccaccgaa 
180 

tcaggtattc cggactttcg ctcggctggc gggctttaca ccactcagca tgacctgccc 
240 

ttccccgcgg agtacatgct cagtcacagc tgtttggttg agcatcccgc ggagttcttc 
300 

gacttctacc gcacctacct catccatcct caggccaggc ccaatgctgg tcatcgtgcg 
360 
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ttggttgcct tggagcaggc tggggaactt tcgacgatca ttacccagaa tattgacggc 
420 

ctgcaccaag aagctgggtc tcgtcaggtc attgagttgc atgggtcggt gcac 
474 


<210> 1872 
<211> 125 
<212> PRT 

<213> Homo sapiens 


Trp 

He Glu 

Glu 

Ser 

Thr 

Ser 

Thr 

10 




15 


Ser 

Thr Glu 

Ser 

Gly 

He 

Pro 

Asp 

25 




30 



Thr 

Thr Gin 

His 

Asp 
45 

Leu 

Pro 

Phe 

Ser 

Cys Leu 

Val 
60 

Glu 

His 

Pro 

Ala 

Tyr 

Leu He 

His 

Pro 

Gin 

Ala 

Arg 

75 





80 

Val 

Ala Leu 

Glu 

Gin 

Ala Gly 

Glu 


90 




95 


He 

Asp Gly Leu 

His 

Gin 

Glu 

Ala 

105 




110 



His 

Gly Ser 

Val 

His 





<400> 1872 

Met Thr Gly Glu Gin Leu Ala His 

1 5 
Val Phe Phe Gly Gly Ala Gly Met 
20 

Phe Arg Ser Ala Gly Gly Leu Tyi 
35 40 
Pro Ala Glu Tyr Met Leu Ser His 

50 55 
Glu Phe Phe Asp Phe Tyr Arg Thi 
65 70 
Pro Asn Ala Gly His Arg Ala Lei 

Leu Ser Thr He He Thr Gin Asi 
100 

Gly Ser Arg Gin Val He Glu Lei 

115 120 125 

<210> 1873 
<211> 338 
<212> DNA 

<213> Homo sapiens 

<400> 1873 _ 
nacgcgtaga aatgaagccc cagctggtca gagaccggaa atccggtagt gcacgggacg 

60 ^ 
ggttccctcg gggatctcgg aggggagacc cccacccggg aggactggag gcagcgcctc 

120 

tcccgccccg gcgcgcgcag cctatttccc tctttccaag gggccaatcc ccaccgcggc 
180 

ccgcaggggg cgcgctcaag gcaaggtccg cggcgagaac ggtgcccagt gggagcgaag 
240 

ggcgaggcca gcccttggtc cttggccggc agttcgggtc ccgcctccaa attttagtat 
300 

gcatatgagt caccaggaaa gttttttgaa acaaattt 
338 


<210> 1874 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 1874 

Ser Pro Ser Trp Ser Glu Thr Gly 


Asn Pro Val Val His Gly Thr Gly 
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1 5 10 15 

Ser Leu Gly Asp Leu Gly Gly Glu Thr Pro Thr Arg Glu Asp Trp Arg 

20 25 30 

Gin Arg Leu Ser Arg Pro Gly Ala Arg Ser Leu Phe Pro Ser Phe Gin 

35 40 45 

Gly Ala Asn Pro His Arg Gly Pro Gin Gly Ala Arg Ser Arg Gin Gly 

50 55 60 

Pro Arg Arg Glu Arg Cys Pro Val Gly Ala Lys Gly Glu Ala- Ser Pro 
65. ~ ~ 70 75 ' 80 

Trp Ser Leu Ala Gly Ser Ser Gly Pro Ala Ser Lys Phe 
85 90 

<210> 1875 
<211> 366 
<212> DNA 

<213> Homo sapiens 
<400> 1875 

aagcttggcg tacaagtggt tcgtcgtttc tcaggtggtg gagccgtgta tcacgatatg 
60 

ggcaatatct gcttctgctt cattacagaa gatgatggcg atagcttccg tgattttgga 
120 

aaattcacag aacccgtgat tgaagcactc cataaaatgg gagcaacagg ggcagagtta 
180 

caaggacgta acgaccttct catcgacgga aagaaattct ctggaaatgc gatgtactca 
240 

aacaatggcc gtttaacagc gcacggaaca ttaatgttgg atttagatgt gagcattttg 
300 

ccacaaattt tacgtccaaa acaagagaaa atcgagtcaa aaggaatcaa gtcggttcgt 
360 

tcacgc 
366 

<210> 1876 
<211> 122 
<212> PRT 

<213> Homo sapiens 


65 


Leu 

Gly 

val 

Gin 

Val 

Val 

Arg 

Arg 

Phe 

Ser Gly 

Gly Gly 

Ala 

Val 



5 





10 



15 , 


His 

Asp 

Met 

Gly 

Asn 

lie 

Cys 

Phe 

Cys 

Phe He 

Thr Glu 

Asp 

Asp 


20 





25 



30 



Asp 

Ser 

Phe 

Arg 

Asp 

Phe 

Gly 

Lys 

Phe 

Thr Glu 

Pro Val 

He 

Glu 


35 





40 




45 



Leu 

His 

Lys 

Met 

Gly 

Ala 

Thr 

Gly 

Ala 

Glu Leu 

Gin Gly 

Arg 

Asn 

50 





55 




60 




Leu 

Leu 

He 

Asp 

Gly 

Lys 

Lys 

Phe 

Ser 

Gly Asn 

Ala Met 

Tyr 

Ser 





70 





75 



80 

Asn 

Gly 

Arg 

Leu 

Thr 

Ala 

His 

Gly 

Thr 

Leu Met 

Leu Asp 

Leu 

Asp 


85 





90 



95 


Ser 

He 

Leu 

Pro 

Gin 

He 

Leu 

Arg 

Pro 

Lys Gin 

Glu Lys 

He 

Glu 



100 





105 



110 



Lys 

Gly 

He 

Lys 

Ser 

Val 

Arg 

Ser 

Arg 
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115 120 

<210> 1877 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<400> 1877 

acgcgtgagt ggtcgcaaat atgacgggca agaaacgctt agaaagaaac tacccattaa 
60 

cgaggttatg caaattgcag aaatctctct atcggattgt ggctatatta tttcatcttt 
120 

ccaagctgct ggaccaaggg ctgtagggtt gcaacgacct attatatctg aacatttttt 
180 

tcaatttgac ccatttgata aacgacattg ggttgtctca catcatttac cacacgctgc 
240 

gacagctgct ttcacttccg gatttgaaga ttgcgctgga ttagtttcag atactgccgg 
300 

atcgaacact cttgatggaa aggactatgt tgaaagctgc tgcaatgcta ttccacg 
357 

<210> 1878 

<211> 96 

<212> PRT . 

<213> Homo sapiens 

<400> 1878 

Met Gin He Ala Glu He Ser Leu Ser Asp Cys Gly Tyr lie He Ser 

1 5 10 15 

Ser Phe Gin Ala Ala Gly Pro Arg Ala Val Gly Leu Gin Arg Pro He 

20 25 30 

He Ser Glu His Phe Phe Gin Phe Asp Pro Phe Asp Lys Arg His Trp 

35 40 45 

Val Val Ser His His Leu Pro His Ala Ala Thr Ala Ala Phe Thr Ser 

50 55 60 

Gly Phe Glu Asp Cys Ala Gly Leu Val Ser Asp Thr Ala Gly Ser Asn 
65 70 75 80 

Thr Leu Asp Gly Lys Asp Tyr Val Glu Ser Cys Cys Asn Ala He Pro 
85 90 95 

<210> 1879 

<211> 1062 

<212> DNA 

<213> Homo sapiens 

<400> 1879 

nacgcgtgga tgctccttgg acggcttttt cgtggtagag ggttcccggt gcgcgccgca 
60 

tccctgggaa gtagctgaag agaaggcaca ggaagagtcg cctccactga tggtctccct 
120 

gtccctccca caggctctga cgcccgctct gcggcttcgg tgtttgaaca ggccacagtc 
180 

caggagcgct tacattcagg agctccgcgt agcacctgcc caaccaaact cagccctccg 
240 
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ttaagatcct ggttccatgc cgcagtagga cagcaggccc aagtctgcac atcccagtga 
300 

tgcaccatgc caatagtgga taagttgaag gaggccctga aacccggccg caaggactcg 
360 

gctgatgatg gagaactggg gaagcttctt gcctcctctg ccaagaaggt ccttttacag 
420 

aaaatcgagt tcgagccagc cagcaagagc ttctcctacc agctggaggc cttaaagagc 
480 

aaatatgtgt tgctcaaccc caaaacagag ggagctagtc gccacaagag tggagatgac 
540 

ccaccggcca ggagacaggg cagtgaacac acgtatgaga gctgtggtga cggagtccca 
600 

gccccgcaga aagtgctttt ccccacggag cgactgtctc tgaggtggga gcgggtcttc 
660 

cgcgtgggcg caggactcca caaccttggc aacacctgct ttctcaatgc caccatccag 
720 

tgcttgacct acacaccacc tctagccaac tacctgctct ccaaggagca tgctcgcagc 
780 

tgccaccagg gaagcttctg catgctgtgt gtcatgcaga accacattgt ccaggccttc 
840 

gccaacagcg gcaacgccat caagcccgtc tccttcatcc gagacctgaa aaagatcgcc 
900 

cgacacttcc gctttgggaa ccaggaggac gcgcatgagt tcctgcggta caccatcgac 
960 

gccatgcaga aagcctgcct gaatggctgt gccaagttgg atcgtcaaac gcaggctact 
1020 

accttggtcc atcaaatttt tggagggtat ctcagatcac gc 
1062 

<210> 1880 
<211> 252 
<212> PRT 

<213> Homo sapiens 


<400> 1880 


Met 

Pro 

lie 

Val 

Asp 

Lys 

Leu 

Lys 

Glu 

Ala 

Leu Lys 

Pro 

Gly 

Arg 

Lys 

1 




5 





10 




15 


Asp 

Ser 

Ala 

Asp 

Asp 

Gly 

Glu 

Leu 

Gly 

Lys 

Leu Leu 

Ala 

Ser 

Ser 

Ala 



20 





25 




30 



Lys 

Lys 

Val 

Leu 

Leu 

Gin 

Lys 

lie 

Glu 

Phe 

Glu Pro 

Ala 

Ser 

Lys 

Ser 

35 





40 




45 




Phe 

Ser 
50 

Tyr 

Gin 

Leu 

Glu 

Ala 
55 

Leu 

Lys 

Ser 

Lys Tyr 
60 

Val 

Leu 

Leu 

Asn 

Pro 

Lys 

Thr 

Glu 

Gly 

Ala 

Ser 

Arg 

His 

Lys 

Ser Gly 

Asp 

Asp 

Pro 

Pro 

65 




70 





75 




80 

Ala 

Arg 

Arg 

Gin 

Gly 

Ser 

Glu 

His 

Thr 

Tyr 

Glu Ser 

Cys 

Gly 

Asp 

Gly 



85 





90 




95 


Val 

Pro 

Ala 

Pro 
100 

Gin 

Lys 

Val 

Leu 

Phe 
105 

Pro 

Thr Glu 

Arg 

Leu 
110 

Ser 

Leu 

Arg 

Trp 

Glu 

Arg 

Val 

Phe 

Arg 

Val 

Gly 

Ala 

Gly Leu 

His 

Asn 

Leu 

Gly 

115 





120 




125 




Asn 

Thr 

Cys 

Phe 

Leu 

Asn 

Ala 

Thr 

He 

Gin 

Cys Leu 

Thr 

Tyr 

Thr 

Pro 


130 





135 




140 




His 

Pro 

Leu 

Ala 

Asn 

Tyr 

Leu 

Leu 

Ser 

Lys 

Glu 

His Ala 

Arg 

Ser 

Cys 


1442 


WO 00/58473 


PCT/US00/08621 


145 150 
Gin Gly Ser Phe Cys Met Leu Cys 
165 

Ala Phe Ala Asn Ser Gly Asn Ala 
180 

Asp Leu Lys Lys lie Ala Arg His 
195 200 
Ala His Glu Phe Leu Arg Tyr Thr 

210 215 
Leu Asn Gly Cys Ala Lys Leu Asp 
225 230 
Val His Gin He Phe Gly Gly Tyr 
245 


155 160 
Val Met Gin Asn His He Val Gin 

170 175 
He Lys Pro Val Ser Phe He Arg 
185 190 
Phe Arg Phe Gly Asn Gin Glu Asp 
205 

He Asp Ala Met Gin Lys Ala Cys 
220 

Arg Gin Thr Gin Ala Thr Thr Leu 
235 240 
Leu Arg Ser Arg 
250 


<210> 1881 

<211> 358 

<212> DNA 

<213> Homo sapiens 

<400> 1881 

natcaccatg gatggacgcc ggcaaagcaa catcaatcga tgtcaagcca cagacatctc 
60 

aaatccctgc agaaccgcaa agtttggcag agaagaagga tgaatgggag atcgcataca 
120 

tcaacacgaa gattaacgac gtctacaacc ctctcaacaa caatgtggac tggttaagca 
180 

cgagaattga tctgctacag caagatttgg acaccactcg caagaaggat ctaaaaccag 
240 

ccacatcgat cgatatctgc accatcacat cgatcgatag caagttcgta gccatggaag 
300 

ataggttaca atcttataag gatatgcacg accgtttcac ctcacctatc aggcgata 
358 

<210> 1882 

<211> 115 

<212> PRT 

<213> Homo sapiens 


<400> 1882 


Met Asp 

Ala 

Gly 

Lys 

Ala 

Thr 

Ser 

lie 

Asp 

Val Lys 

Pro 

Gin 

Thr 

Ser 

1 



5 





10 




15 


Gin He 

Pro 

Ala 
20 

Glu 

Pro 

Gin 

Ser 

Leu 
25 

Ala 

Glu Lys 

Lys 

Asp 
30 

Glu 

Trp 

Glu He 

Ala 

Tyr 

He 

Asn 

Thr 

Lys 

He 

Asn 

Asp Val Tyr Asn 

Pro 

Leu 


35 





40 




45 




Asn Asn 

Asn 

Val 

Asp 

Trp 

Leu 

Ser 

Thr 

Arg 

He Asp 

Leu 

Leu 

Gin 

Gin 

50 





55 




60 





Asp Leu 

Asp 

Thr 

Thr 

Arg 

Lys 

Lys 

Asp 

Leu 

Lys Pro 

Ala 

Thr 

Ser 

He 

65 




70 





75 




80 

Asp He 

Cys 

Thr 

He 
85 

Thr 

Ser 

He 

Asp 

Ser 
90 

Lys Phe 

Val 

Ala 

Met 
95 

Glu 

Asp Arg 

Leu 

Gin 
100 

Ser 

Tyr 

Lys 

Asp 

Met 
105 

His 

Asp Arg 

Phe 

Thr 
110 

Ser 

Pro 


lie Arg Arg 
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115 


<210> 1883 
<211> 367 
<212> DNA 

<213> Homo sapiens 


<400> 1883 

ggatcctatc atgaatctgc 
60 

gggctgggag aatgatacta 
120 

tgctgaaggc gatgagtctg 
180 

tgtcctggag aacaatgctg 
240 

gaggtttctt atggatggcg 
300 

atcacaggat cttggtagca 
360 

cgatttn 
367 


actctgacca gggaagtaac 
agacaccaga catcacatcc 
tatttgtcaa ctccaattca 
ctgatctcac tgatgggctg 
gngcaagtga ttcaattgat 
atatggacct ctggaccttc 


tcccttggct gctcagactt 
attgctccca ttcccactat 
aacagctcga tggtgcctcc 
acagatttgg aatcctatat 
agccttctga accttgatgg 
gatgacatgc ccatcgctgg 


<210> 1884 
<211> 119 
<212> PRT 

<213> Homo sapiens 


<400> 1884 


Met Asn Leu His 

Ser 

Asp 

Gin 

Gly 

1 

5 




Leu Gly Trp Glu 

Asn 

Asp 

Thr 

Lys 

20 





Pro lie Pro Thr 

He 

Ala 

Glu 

Gly 

35 




40 

Asn Ser Asn Ser 

Ser 

Met 

val 

Pro 

50 



55 


Asp Leu Thr Asp 

Gly 

Leu 

Thr 

Asp 

65 


70 



Met Asp Gly Gly 

Ala 

Ser 

Asp 

Ser 


85 




Gly Ser Gin Asp 

Leu 

Gly 

Ser 

Asn 

100 





Met Pro lie Ala 

Gly 

Asp 

Xaa 



115 


<210> 1885 

<211> 392 

<212> DNA 

<213> Homo sapiens 


Ser Asn Ser Leu Gly Cys Ser Asp 

10 15 
Thr Pro Asp He Thr Ser He Ala 
25 30 
Asp Glu Ser Val Phe Val Asn Ser 
45 

Pro Val Leu Glu Asn Asn Ala Val 
60 

Leu Glu Ser Tyr Met Arg Phe Leu 

75 80 
He Asp Ser Leu Leu Asn Leu Asp 

90 95 
Met Asp Leu Trp Thr Phe Asp Asp 
105 * HO 


<400> 1885 

nacgcgtatt cgcaaagaat gtctttgcgg cacagagaca gtcgtcgtcc tcgacaccat 
60 
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gttcgacgat ctcggcatgt tgggaacccg gtgatttctc gcctgcggcg cacctcgtgg 
120 

ctgcgtagta cagctgctgt tgccgccggg gccgcgaccg gtaccgggtt ccaaccactg 
180 

aactggtgga tcctcgtcat tcccggtctc gctgcgctca tcctgctggt gcgcaacgcc 
240 

actggtcggg ccgcggcagg actggggtat ctcttcggca tcggtctgtt taccaccacc 
300 

atttcctggg taggcgtcat cggcccgccg gtggcgatac ttctcatcgc tgtcatggcg 
360 

ttgtggtgtc tgctggccgg gtggacgatt eg 
392 

<210> 1886 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 1886 


Xaa Ala 

Tyr 

Ser 

Gin Arg Met Ser Leu Arg His Arg Asp 

Ser 

Arg 

Arg 

1 



5 10 


15 


Pro Arg 

His 

His 

Val Arg Arg Ser Arg His Val Gly Asn 

Pro 

Val 

He 



20 

25 

30 



Ser Arg 

Leu 

Arg 

Arg Thr Ser Trp Leu Arg Ser Thr Ala 

Ala 

Val 

Ala 


35 


40 45 




Ala Gly 

Ala 

Ala 

Thr Gly Thr Gly Phe Gin Pro Leu Asn 

Trp 

Trp 

He 

50 



55 60 




Leu Val 

He 

Pro 

Gly Leu Ala Ala Leu He Leu Leu Val 

Arg 

Asn 

Ala 

65 



70 75 



80 

Thr Gly 

Arg 

Ala 

Ala Ala Gly Leu Gly Tyr Leu Phe Gly 

He 

Gly 

Leu 




85 90 


95 


Phe Thr 

Thr 

Thr 

He Ser Trp Val Gly Val He Gly Pro 

Pro 

Val 

Ala 



100 

105 

110 



lie Leu 

Leu 

He 

Ala Val Met Ala Leu Trp Cys Leu Leu 

Ala 

Gly 

Trp 


115 


120 125 




Thr lie 







130 








<210> 1887 
<211> 363 
<212> DNA 

<213> Homo sapiens 
<400> 1887 

cgcgagttca tteggacett tgaggacgtt gccaagcgtc tcaatgggga ccagccgatc 
60 

gacttcttgg tgcagggaac tttatatccc gatgtegteg agtctggtgg eggtgaggge 
120 

getgecaata tcaagagtca ccataatgtt ggtgggctcc ctgacgacct ccagttcagt 
180 

ctegttgage cattgcgcac cctctttaag gacgaggtgc gagcegtegg actcgaactt 
240 

ggtctgcccg aggacatcgt ctggcgtcag cccttcccgg gcccggggct ggctatccgc 
300 
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Val 

Ala 

Lys Arg 

Leu Asn 

Gly 

10 



15 


Gly 

Thr 

Leu Tyr 

Pro Asp 

Val 




30 


Ala 

Asn 

lie Lys 

Ser His 

His 



45 



Gin 

Phe 

Ser Leu 

Val Glu 

Pro 



60 



Arg 

Ala 

Val Gly 

Leu Glu 

Leu 


75 



80 

Gin 

Pro 

Phe Pro 

Gly Pro 

Gly 

90 



95 


Thr 

Ala Glu Arg 

Leu Glu 

Val 




110 



attattggcg aagtcaccgc ggagcgtctg gaggtgctac gcactgccga tgccatcacg 

360 

cgt 

363 

<210> 1888 

<211> 121 

<212> PRT 

<213> Homo sapiens 

<400> 1888 

Arg Glu Phe, He Arg Thr Phe Glu Asp 

1 5 
Asp Gin Pro He Asp Phe Leu Val Gin 

20 25 
Val Glu Ser Gly Gly Gly Glu Gly Ala 

35 40 
Asn Val Gly Gly Leu Pro Asp Asp Leu 

50 55 
Leu Arg Thr Leu Phe Lys Asp Glu Val 
65 70 
Gly Leu Pro Glu Asp He Val Trp Arg 
85 

Leu Ala He Arg He He Gly Glu Val 
100 105 
Leu Arg Thr Ala Asp Ala He Thr Arg 
115 120 

<210> 1889 

<211> 530 

<212> DNA 

<213> Homo sapiens 

<400> 1889 

gcaccagatc tgctcatggc gcgcattgcg acggcaacgc agtcgatccg gcttgggtct 
60 

ggtggggtga tggccatgca ctacgggtcg ctgcaaatag cggaacggtt ttcgaccctc 

120 

acagcgctct tcggtgatcg tatcgacatg gggctgggcc gggctcccgg cggtgacatg 
180 

ctctccgccc atgcccccaa tcaggggcag gtcatccgcc ctgaggccat taattccctc 
240 

atcgccgaaa cggtagggtt cgtgcgcgaa atgctaccgt cgaagcatcc gtacgcaaag 
300 

gtcgtcgtga ccccggcagg tcagatccag ccacagacgt ggctgctggg atcgtcgggc 
360 

cagtcagcag cgtgggctgg tgagcagggt atggactacg cctacgccca gtttttcacc 
420 

gggcgccagg acaccgggat catggatcac taccgcgcgc acctgtccga cggcttcccc 
480 

ggcaggaccc tctcagcagt gtgtgtatcg gctgctccga cgcgtccgga 
530 

<210> 1890 
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<211> 176 

<212> PRT 

<213> Homo sapiens 

<400> 1890 


Ala pro Asp 

Leu 

Leu Met Ala Arg He Ala 

Thr 

Ala Thr Gin Ser 

He 

1 


5 10 


15 


Arg Leu Gly 

Ser 

Gly Gly Val Met Ala Met 

His 

Tyr Gly Ser Leu 

Gin 

20 

25 


30 


He Ala Glu 

Arg 

Phe Ser Thr Leu Thr Ala 

Leu 

Phe Gly Asp Arg 

He 

35 


40 


45 

His 

Asp Met Gly 

Leu 

Gly Arg Ala Pro Gly Gly Asp 

Met Leu Ser Ala 

. 50 


55 


60 


Ala Leu Asn 

Gin 

Gly Gin Val He Arg Pro 

Glu 

Ala He Asn Ser 

Leu 

65 


70 

75 


80 

lie Ala Glu 

Thr 

val Gly Phe Val Arg Glu 

Met 

Leu Pro Ser Lys 

His 



85 90 


95 


Pro Tyr Ala 

Lys 

Val Val Val Thr Pro Ala Gly 

Gin lie Gin Pro 

Gin 

100 

105 


110 


Thr Trp Leu 

Leu 

Gly Ser Ser Gly Gin Ser 

Ala 

Ala Trp Ala Gly Glu 

115 


120 


125 


Gin Gly Met 

Asp 

Tyr Ala Tyr Ala Gin Phe 

Phe 

Thr Gly Arg Gin Asp 

130 


135 


140 


Thr Gly He 

Met 

Asp His Tyr Arg Ala His 

Leu 

Ser Asp Gly Phe 

Pro 

145 


150 

155 


160 

Gly Arg Thr 

Leu 

Ser Ala Val Cys Val Ser 

Ala 

Ala Pro Thr Arg 

Pro 


165 170 


175 



<210> 1891 
<211> 423 
<212> DNA 

<213> Homo sapiens 
<400> 1891 

agatctcagg gagacagagg ggcccgggat aggaagaata tgtgggcacc tctcccacag 
60 

tcctccatct gcacaaggct acccactctg cagatggccc ctgcttgcag agagatccag 
120 

cgtcaattta cagaggcagc ccagcttcct atcaactttc tggcctggct taacggtgta 
180 

atgggcaggg ggcaaggcct tgaccacact catgtttctc ccccggcctc ctccactctg 
240 

ggattttgta ccggtatggg gaggcactac ggttgcagat ttagcttttc agcgtggata 
300 

caagcaccca agtgtcccag accacagcag aaaccgtgtt gctgccgttt ccaacctgct 
360 

gatttggtct cttgctgccg ttctgaccaa cagaattgct actgactgac aaatcccttg 

420 

tgc 

423 

<210> 1892 
<211> 121 
<212> PRT 
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<213> Homo sapiens 
<400> 1892 


Met Trp 

Ala 

Pro 

Leu 

Pro Gin Ser 

Ser 

He 

Cys Thr 

Arg 

Leu Pro 

Thr 




5 



10 



15 


Leu Gin 

Met 

Ala 
20 

Pro 

Ala Cys Arg 

Glu 
25 

He 

Gin Arg 

Gin 

Phe Thr 
30 

Glu 

Ala Ala 

Gin 
35 

Leu 

Pro 

lie Asn Phe 
40 

Leu 

Ala 

Trp Leu 

Asn 
45 

Gly Val 

Met 

Gly Arg 

Gly 

Gin 

Gly 

Leu Asp His 

Thr 

His 

Val Ser 

Pro 

Pro Ala 

Ser 

50 




55 



60 




Ser Thr 

Leu 

Gly 

Phe 

Cys Thr Gly 

Met 

Gly 

Arg His 

Tyr 

Gly Cys 

Arg 

65 



70 



75 



80 

Phe Ser 

Phe 

Ser 

Ala 
85 

Trp He Gin 

Ala 

Pro 
90 

Lys Cys 

Pro 

Arg Pro 
95 

Gin 

Gin Lys 

Pro 

Cys 

Cys 

Cys Arg Phe 

Gin 

Pro 

Ala Asp 

Leu 

Val Ser 

Cys 


100 



105 




110 


Cys Arg 

Ser 
115 

Asp 

Gin 

Gin Asn Cys 
120 

Tyr 







<210> 1893 

<211> 886 

<212> DNA 

<213> Homo sapiens 

<400> 1893 

accggtggtg ctgaaccggc ccgagttgcc cttcctagcc ggatatacgt cgagggacgt 
60 

catgacgctg aactcgtcga aaagatatgg ggcgacgacc tgcgccacgt cggggtcgtt 
120 

'gtggaataca tgggtggcat ggacgacctc gtcgggatcg tcgccgagtt taagcctggt 
180 

ccggggcatc gccttggcgt gttggttgac cacctcgttg ccgacaccaa agagtcacgg 
240 

gtagcggacg aagtacgtcg tggtgggtat agcgagtatg tcatgattac cggtcatcgc 
300 

tttattgaca tctggcaggc catcaaacct caacgaattg gccgtcaaga atggcctgag 
360 

gtcccgatgg acgaagactt caaactcggc accctgaagc gtctgggcct gcctcactcg 
420 

acccaagctg acgtcggtaa ggcctggcag gccatgctgg cacgagtgcg cgactggcac 
480 

gatttagacc cccgctttaa cacggagatg gagaaactta tcgatttcgt cacgcgtgac 
540 

catgtcgacg agctggacaa tggggagatg gcatgagtat tgacgtcgac acggtgtctg 
600 

acctcatccg ggatgtgagt gccagggtta tcgatccccg gttccggacc ctccacgatc 
660 

atcaaatcca ccagaaaaag cccggggact tcgttactga tgccgatcgt caggccgagt 
720 

gcgagctggg tgccgctgtg accaagtatg ccggcggtat tgtcgtgggg gaggaatcag 

780 

ccttcgccga cccaaccatc £ttgatgccg tttccgatgc tgacctggcc tgggtcatcg 
840 • 
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accccattga tggcactaag aacttcgtgc acgggtctgt tgatca 
886 

<210> 1894 
<211> 191 
<212> PRT 

<213> Homo sapiens 
<400> 1894 


Thr Gly 

Gly 

Ala 

Glu 

Pro Ala Arg Val 

Ala 

Leu 

Pro 

Ser 

Arg 

He Tyr 

1 



5 


10 





15 

Val Glu 

Gly 

Arg 

His 

Asp Ala Glu Leu 

Val 

Glu 

Lys 

He 

Trp 

Gly Asp 



20 


25 





30 


Asp Leu 

Arg 

His 

val 

Gly val val Val 

Glu 

Tyr 

Met 

Gly 

Gly 

Met Asp 


35 



40 




45 



Asp Leu 

Val 

Gly 

He 

Val Ala Glu Phe 

Lys 

Pro 

Gly 

Pro 

Gly 

His Arg 

50 




55 



60 




Leu Gly 

Val 

Leu 

Val 

Asp His Leu Val 

Ala 

Asp 

thr 

Lys 

Glu 

Ser Arg 





70 


75 




80 

Val Ala 

Asp 

Glu 

Val 

Arg Arg Gly Gly 

Tyr 

Ser 

Glu 

Tyr 

Val 

Met He 




85 


90 





95 

Thr Gly 

His 

Arg 

Phe 

He Asp lie Trp 

Gin 

Ala 

He 

Lys 

Pro 

Gin Arg 



100 


105 





110 


He Gly 

Arg 

Gin 

Glu 

Trp Pro Glu Val 

Pro 

Met 

Asp 

Glu 

Asp 

Phe Lys 


115 



120 




125 



Leu Gly 

Thr 

Leu 

Lys 

Arg Leu Gly Leu 

Pro 

His 

Ser 

Thr 

Gin 

Ala Asp 

130 




135 



140 




Val Gly 

Lys 

Ala 

Trp 

Gin Ala Met Leu 

Ala 

Arg 

val 

Arg 

Asp 

Trp His 

145 




150 


155 




160 

Asp Leu 

Asp 

Pro 

Arg 

Phe Asn Thr Glu 

Met 

Glu 

Lys 

Leu 

He 

Asp Phe 




165 


170 





175 

Val Thr 

Arg 

Asp 

His 

Val Asp Glu Leu 

Asp 

Asn 

Gly 

Glu 

Met 

Ala 



180 


185 





190 



<210> 1895 
<211> 2555 
<212> DNA 

<213> Homo sapiens 
<400> 1895 

nntcatgatt tttggaggtg ggttgtacct cctgaacttc tagctttcaa gttgtggctg 
60 

ttttttgttt ttgtttttgt ttttgttttc tttagaattt ttccctgttt cccaccttct 
120 

cttcccctgt tgccaaggtc taactcactg tagtctggat gtgggtgtat gttcatgtac 
180 

acaactttag aaagttgctt gcagaacaaa aaggctacac aaaagcccac tggctctcaa 
240 

taccctcaag tggatggcag aggctcttgt tgaaagtggg caatttgcaa tctttgcatt 
300 

aggatttcag atgcatgcca ggtttccact gattgccaga actcgagatc actacacatg 
360 „ 

gatccccaaa atcaacatgg cagtggcagt tcgttagttg tgatccagca gccttctttg 
420 
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gatagccgtc agagattaga ctatgagaga gagattcagc ctactgctat tttgtcctta 


480 

gaccagatca aggccataag aggcagcaat gaatacacag aagggccttc ggtggtgaaa 
540 

agacctgctc ctcggacagc accaagacaa gaaaagcatg aaaggactca tgaaatcata 
600 

ccaattaatg tgaataataa ctacgagcac agacacacaa gccacctggg acatgcagta 
660 

ctcccaagta atgccagggg ccccattttg agcagatcaa ccagcactgg aagtgcagcc 
720 

agctctggga gcaacagcag tgcctcttct gaacagggac tgttaggaag gtcaccacca 
780 

accagaccag tccctggtca taggtctgaa agggcaatcc ggacccagcc caagcaactg 
840 

attgtggatg acttgaaggg ttccttgaaa gaggacctga cacagcacaa gttcatttgt 
900 

gaacagtgtg ggaagtgcaa gtgtggagaa tgcactgctc ccaggaccct accatcctgt 
960 

ttggcctgta accggcagtg cctttgctct gctgagagca tggtggaata tggaacctgc 
1020 

atgtgcttag tcaagggcat cttctaccac tgctccaatg acgacgaagg ggattcctat 
1080 

tcagataatc cttgctcctg ttcacaatca cactgctgct ctagatacct gtgtatggga 
1140 

gccatgtctt tatttttacc ttgcttactc tgttatcctc ctgctaaagg atgcctgaag 
1200 

ctgtgcagga ggtgttatga ctggatccat cgcccagggt gcagatgtaa gaactccaac 
1260 

actgtctatt gtaagctgga gagctgcccc tcccggggtc agggtaaacc atcatgattt 
1320 

ttggaggtgg gttgtacctc ctgaacttct agctttcaag ttgtggctgt tttttgtttt 
1380 

tgtttttgtt tttgttttct ttagaatttt tccctgtttc ccaccttctc ttcccctgtt 
1440 

gccaaggtct aactcatgga tttttctctt tcctcatgga tgatcttcag caagagtgga 
1500 

ctgggaagct gcacctggct cccactttca acaagagcct ctgccatcca cttgagggta 
1560 

ttgagagcca gtgggctttt gtgtagcctt tttgttctgc aagcaacttt ctaaagttgt 
1620 

gtacatgaac atacacccac atccagacta cagtgattta gagttgtttt gattgggtac 
1680 

cgtgggagca gggaaattgg tcttttaaaa agcaactgtt taattgctta aataagctat 
1740 

gtattaaatc tgtctccagt tagggctatc ttcctagcat aggcccctta agtagcatgg 
1800 

gggatatatt ttttgctata acgtaaaaat tttcctttaa ccactgccct ctcctttctc 
1860 

cttcaaggtt ctttccccct cagttttgtt gttgtcttac tctggagatg ccaagtgtat 
1920 

tttttctttc tatgtaattt tagattcgcc ttacaatgta aatcttcaca ttggagataa 
1980 

tattggttgg accttgccca tcttcactct agccttcgta tttgtgaagg actcagccac 
2040 
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cttccttctt caccccatgc ttctcaccaa atttttgttg tcattgaggg cacttggata 
2100 

actcaagttg atatttatag ctgatcaatc tatatgtgtc acagaactat gctgcctaaa 
2160 

gtgatcttgg ctccttaatg gtccttttgg ccccttggat agttaacagc tgagtaattc 
2220 

taatctcttc tgtgttttcc ttgccttaac cacaaattgt ggtgcttttt gtatatttta 
2280 

tgtataaatc acaaagttga attctgacta tttttaagac aaaagtctgt taaacttttt 
2340 

tattgtaaag aatatttatt atgcgaatct ctattatttt atggtattta ttgcaaaaga 
2400 

ctgttgaaat gtactcatgt ttgaatataa caaaatatca atacttaacg gaaaataagg 
2460 

tgacacgaag aaagtacata tgttaactat aatgcagaaa atatattaat taatgaaaaa 
2520 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 

.2555 

<210> 1896 

<211> 139 

<212> PRT 

<213> Homo sapiens 


<400> 1896 









Ala 



Cys Glu Gin 

Cys 

Gly 

Lys Cys 

Lys 

Cys 

Gly 

Glu Cys 

Thr 

Pro 

Arg 

1 


5 




10 




15 


Thr Leu Pro 

Ser 

Cys 

Leu Ala 

Cys 

Asn 

Arg 

Gin Cys 

Leu 

Cys 

Ser 

Ala 


20 




25 




30 



Glu Ser Met 

Val 

Glu 

Tyr Gly 

Thr 

Cys 

Met 

Cys Leu 

Val 

Lys 

Gly 

He 

35 




40 




45 




Phe Tyr His 

Cys 

Ser 

Asn Asp 

Asp 

Glu 

Gly 

Asp Ser 

Tyr 

Ser 

Asp 

Asn 

50 



55 




60 





Pro Cys Ser 

Cys 

Ser 

Gin Ser 

His 

Cys 

Cys 

Ser Arg 

Tyr 

Leu 

Cys 

Met 

65 


70 




75 




80 

Gly Ala Met 

Ser 

Leu 

Phe Leu 

Pro 

Cys 

Leu 

Leu Cys 

Tyr 

Pro 

Pro 

Ala 


85 




90 




95 


Lys Gly Cys 

Leu 

Lys 

Leu Cys 

Arg 

Arg 

Cys 

Tyr Asp 

Trp 

He 

His 

Arg 

100 




105 




110 



Pro Gly Cys 

Arg 

Cys 

Lys Asn 

Ser 

Asn 

Thr 

Val Tyr 

Cys 

Lys 

Leu 

Glu 

115 




120 




125 




Ser Cys Pro 

Ser 

Arg 

Gly Gin 

Gly 

Lys 

Pro 

Ser 





130 



135 










<210> 1897 

<211> 938 

<212> DNA 

<213> Homo sapiens 

<400> 1897 

cgtcatggct gctacgtgtg cggnaagagc tttgcctggc gctccacact ggtggagcac 
60 

gtctacagtc acactggcga gaagcccttc cactgcactg actgcggcaa gggcttcggc 
120 
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cacgcttcct ccctgagcaa acaccgggcc atccatcgtg gggagcggcc ccaccgctgt 
180 

ctggagtgtg gccgggcctc cacgcagcgc tcggcgctga cttcgcacct gcgcgtccac 
240 

accggcgaga aaccctatgg ctgcgccgac tgtggccgcc gcttcagcca gagctctgcc 
300 

ctctaccagc accggcgcgt gcacagcggc gagaccccct tcccctgccc ggactgtggc 
360 

cgcgccttcg cctacccctc ggacctgcgg cgccacgtgc gcatccacac gggcgagaag 
420 

ccctaccctt gcccagactg tgggcgccgc ttttcctcct cctccctgct ggtcagtcac 
480 

cggcgggcac accccggcga gtgcccctat gtttgtgacc agtgtggcaa acgtttctcc 
540 

cagcgcaaga acctctccca gcaccaggtc atccatacag gggagaagcc ctatcactgc 
600 

cctgactgtg gtcgctgctt ccggaggagc cggtccttgg ccaatcaccg gaccacacac 
660 

acaggtgaaa aaccccacca gtgccctagc tgtggacgtc gcttcgccta cccctccctg 
720 

ctggccagcc accggcgcgt gcactcgggc gagcggcccc atgcctgcga cctttgctcc 
780 

aagcgttttg ctcagtggag ccacctggcc cagcaccagc tgctgcacac gggggagaag 
840 

cctttcccct gcctcgagtg tggccgggct tccgccagag gtggtctctg gctgtccaca 
900 

agtgtagccc caaggcccca aactgtagcc ctagatct 
938 

<210> 1898 
<211> 312 
<212> PRT 

<213> Homo. sapiens 


<400> 1898 













Thr 

Arg His 

Gly 

Cys 

Tyr 

Val 

Cys 

Gly 

Lys 

Ser 

Phe 

Ala 

Trp 

Arg 

Ser 

1 



5 





10 





15 


Leu Val 

Glu 

His 

Val 

Tyr 

Ser 

His 

Thr 

Gly 

Glu 

Lys 

Pro 

Phe 

His 

Cys 



20 





25 





30 



Thr Asp 

Cys 

Gly 

Lys 

Gly 

Phe 

Gly 

His 

Ala 

Ser 

Ser 

Leu 

Ser 

Lys 

His 


35 





40 





45 




Arg Ala 

lie 

His 

Arg 

Gly 

Glu 

Arg 

Pro 

His 

Arg 

Cys 

Leu 

Glu 

Cys 

Gly 

50 





55 





60 





Arg Ala 

Phe 

Thr 

Gin 

Arg 

Ser 

Ala 

Leu 

Thr 

Ser 

His 

Leu 

Arg 

Val 

His 

65 




70 





75 





80 

Thr Gly 

Glu 

Lys 

Pro 

Tyr 

Gly 

Cys 

Ala 

Asp 

Cys 

Gly 

Arg 

Arg 

Phe 

Ser 



85 





90 





95 


Gin Ser 

Ser 

Ala 

Leu 

Tyr 

Gin 

His 

Arg 

Arg 

Val 

His 

Ser 

Gly 

Glu 

Thr 



100 





105 





110 



Pro Phe 

Pro 

Cys 

Pro 

Asp 

Cys 

Gly 

Arg 

Ala 

Phe 

Ala 

Tyr 

Pro 

Ser 

Asp 


115 





120 





125 




Leu Arg 

Arg 

His 

Val 

Arg 

He 

His 

Thr 

Gly 

Glu 

Lys 

Pro 

Tyr 

Pro 

Cys 

130 




135 





140 





Pro Asp 

Cys 

Gly 

Arg 

Arg 

Phe 

Ser 

Ser 

Ser 

Ser 

Leu 

Leu 

Val 

Ser 

His 
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150 155 


Arg 

Arg Ala His 

Car CZ 1 \r 

Glu 

Cvs 

Pro 

Tvr 

Val Cys Asp Gin 

Cys 

Gly 

165 




170 


175 


Lys 

Arg Phe Ser 

Gin Arg 

r.ve 
lj y o 

Asn 

Leu 

Ser 

Gin His Gin Val 

He 

His 

180 




185 

X O J 


190 



Thr Gly Glu Lys 


His 

Cvs 

Pro 

Asp 

Cys Gly Arg Cys 

Phe 

Arg 


195 



200 



205 



Arg 

Ser Arg Ser 

Leu Ala 

Asn 

His 

Arg 

Thr 

Thr His Thr Gly Glu 

Lys 

210 


215 




220 



Pro 

His Gin Cys 

Pro Ser 

Cys 

Gly 

Arg 

Arg . 

Phe Ala Tyr Pro 

Ser 

Leu 

225 

230 





235 

Ala 

240 

Leu 

Ala Ser His 

Arg Arg 

Val 

His 

Ser 

Gly 

Glu Arg Pro Tyr 

Cys 



245 




250 


255 


Asp 

Leu Cys Ser 

Lys Arg 

Phe 

Ala 

Gin 

Trp 

Ser His Leu Ala 

Gin 

His 

. 260 




265 


270 


Gly 

Gin 

Leu Leu His 

Thr Gly 

Glu 

Lys 

Pro 

Phe 

Pro Cys Leu Glu Cys 


275 



280 



285 



Arg 

Ala Ser Ala 

Arg Gly 

Gly 

Leu 

Trp 

Leu 

Ser Thr Ser Val 

Ala 

Pro 

290 


295 




300 



Arg 

Pro Gin Thr 

Val Ala 

Leu 

Asp 







305 310 

<210> 1899 

<211> 508 

<212> DNA 

<213> Homo sapiens 

<400> 1899 

aaatttgcct ccctaattgg caaggtgcaa gccctggaac agcgcgacca gctgctggag 
60 

acacgctgga gcttcctgca gggccaggac tcagccatct tcgacctcgg gcatctctat 
120 

gaggaaatat caggccggct gcggagggaa ctgggccaaa gggacaggaa ccgggggcag 
180 

ctggaggcca ccctgctgca ggtgttgaaa aaggtggagg agtttcgaat caggtattga 
240 

gatgagatct ccaagcgcac agacatggag ttcacctttg ttcagctgaa gaaggacctg 
300 

gatgcagagt gtcttcatcg gactgaactg gaaaccaagt taaaaagcct ggagagcttc 
360 

gtggagttga tgaaaaccat ctatgagcag gagctgaagg acctggcagc acaggtgaag 
420 

gatgtgtcgg tgaccgtcgg catggacagc cgctgccaca tcgacctgag cggcatcgtg 
480 

gaggaggtga aggcccagta tgacgccg 
508 

<210> 1900 
<211> 79 
<212> PRT 

<213> Homo sapiens 
<400> 1900 

Lys Phe Ala Ser Leu He Gly Lys Val Gin Ala Leu Glu Gin Arg Asp 


1453 


WO 00/58473 


PCT7US00/08621 


1 5 
Gin Leu Leu Glu Thr Arg Trp Ser 
20 

He Phe Asp Leu Gly His Leu Tyr 

35 40 
Arg Glu Leu Gly Gin Arg Asp Arg 

50 55 
Leu Leu Gin Val Leu Lys Lys Val 
65 70 


10 15 
Phe Leu Gin Gly Gin Asp Ser Ala 
25 30 
Glu Glu He Ser Gly Arg Leu Arg 
45 

Asn Arg Gly Gin Leu Glu Ala Thr 
60 

Glu Glu Phe Arg lie Arg Tyr 
75 


<210> 1901 

<211> 453 

<212> DNA 

<213> Homo sapiens 


<400> 1901 

acgcgtggac cacgatgcgc cggatcgggc tcggcgccat gcacacctcg gacctggcgg 
60 

cggtgttcgg cgatgcgaag gcaacccgcg cttccaagtt cgacccgttc cagccgcgcg 
120 

aggaattcga cgaggtcagc gccgccatgc agttccactg gggctccttc ttccacaacg 
180 

cgcatccggg cgagaagtgg ccggtctacg gtttccgcag cgacacggag cccggccgcg 
240 

cgaccgcgat cttcgcggcg aagtcctccg tggagtacga ccccaaggcg gcgcagcgcc 
300 

gcgcgtggga gggctttgac atgcgcgaat ggggcatgca caggcaggac ctggtggaaa 
360 

cgctcaccga ttccatcgcc gacgagggca acgcttagcg acgccagcgc caccgagttt 
420 

agagaaatga aagaaatttt aatagagggt gga 
453 

<210> 1902 
<211> 151 
<212> PRT 

<213> Homo sapiens 


<400> 1902 


Thr 

Arg 

Gly 

Pro 

Arg 

Cys 

Ala 

Gly 

Ser 

Gly 

Ser 

Ala 

Pro 

Cys 

Thr 

Pro 

l 



5 





10 





15 


Arg 

Thr 

Trp 

Arg 
20 

Arg 

Cys 

Ser 

Ala 

Met 
25 

Arg 

Arg 

Gin 

Pro 

Ala 
30 

Leu 

Pro 

Ser 

Ser 

Thr 
35 

Arg 

Ser 

Ser 

Arg 

Ala 
40 

Arg 

Asn 

Ser 

Thr 

Arg 
45 

Ser 

Ala 

Pro 

Pro 

Cys 
50 

Ser 

Ser 

Thr 

Gly 

Ala 
55 

Pro 

Ser 

Ser 

Thr 

Thr 
60 

Arg 

He 

Arg 

Ala 

Arg 

Ser 

Gly 

Arg 

Ser 

Thr 

Val 

Ser 

Ala 

Ala 

Thr Arg 

Ser 

Pro 

Ala 

Ala 

65 





70 





75 





80 

Arg 

Pro 

Arg 

Ser 

Ser 
85 

Arg 

Arg 

Ser 

Pro 

Pro 
90 

Trp 

Ser 

Thr 

Thr 

Pro 
95 

Arg 

Arg 

Arg 

Ser 

Ala 

Ala 

Arg 

Gly 

Arg 

Ala 

Leu 

Thr Cys 

Ala 

Asn 

Gly 

Ala 




100 




105 





110 



Cys 

Thr 

Gly 

Arg 

Thr 

Trp 

Trp 

Lys 

Arg 

Ser 

Pro 

He 

Pro 

Ser 

Pro Thr 
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115 120 125 

Arg Ala Thr Leu Ser Asp Ala Ser Ala Thr Glu Phe Arg Glu Met Lys 

130 135 140 

Glu He Leu He Glu Gly Gly 
145 150 

<210> 1903 

<211> 531 

<212> DNA 

<213> Homo sapiens 

<400> 1903 

ccggcgaggg agctgttccg ggacgccgcc ttccccgccg cggactcctc gctcttctgc 
60 

gacttgtcta cgccgctggc ccagttccgc gaggacatca cgtggaggcg gccccagaga 
120 

atttgtgcca acccccgctt gtttccaaat gaccaacggg aagggcaggt gaagcagggg 
180 

ctgctggggg attgctggtt cctgtgtgcc tgcgccgcgc tgcagaagag caggcacctc 
240 

ctggaccagg tcattcctgc gggacagccg agctgggccg accaggagta ccggggctcc 
300 

ttcacctgtc gcttttggca gtttggacgg tgggtggagg gtccatgggt cccttcgagc 
360 

ccctgtgggc ggggcaggtg gcggatgccc tggtggacct gaccggcggc ctggcagaaa 
420 

gatggaacct gaagggcgta gcaggaagcg gaggccagca ggacaggcca ggccgctggg 
480 

agcacaggac ttgtcggcag ctgctccacc tgaaggacca gtgtctgatc a 
53 1 

<210> 1904 
<211> 133 
<212> PRT 

<213> Homo sapiens 


<400> 1904 


Pro Ala 

Arg 

Glu 

Leu 

Phe 

Arg 

Asp 

Ala 

Ala 

Phe 

Pro Ala 

Ala 

Asp 

Ser 

1 



5 





10 




,15 


Ser Leu 

Phe 

Cys 

Asp 

Leu 

Ser 

Thr 

Pro 

Leu 

Ala 

Gin Phe 

Arg 

Glu 

Asp 



20 





25 




30 



He Thr 

Trp 

Arg 

Arg 

Pro 

Gin 

Arg 

He 

Cys 

Ala 

Asn Pro 

Arg 

Leu 

Phe 


35 





40 




45 




Pro Asn 

Asp 

Gin 

Arg 

Glu 

Gly 

Gin 

Val 

Lys 

Gin 

Gly Leu 

Leu 

Gly 

Asp 

50 





55 





60 




Cys Trp 

Phe 

Leu 

Cys 

Ala 

Cys 

Ala 

Ala 

Leu 

Gin 

Lys Ser 

Arg 

His 

Leu 

65 




70 





75 




80 

Leu Asp 

Gin 

Val 

He 

Pro 

Ala 

Gly 

Gin 

Pro 

Ser 

Trp Ala 

Asp 

Gin 

Glu 



85 





90 




95 


Tyr Arg 

Gly 

Ser 

Phe 

Thr 

Cys 

Arg 

Phe 

Trp 

Gin 

Phe Gly 

Arg 

Trp 

Val 



100 





105 




110 



Glu Gly 

Pro 

Trp 

Val 

Pro 

Ser 

Ser 

Pro 

Cys 

Gly 

Arg Gly 

Arg 

Trp 

Arg 


115 





120 




125 




Met Pro 

Trp 

Trp 

Thr 
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130 

<210> 1905 

<211> 387' 

<212> DNA 

<213> Homo sapiens 


<400> 1905 

acgcgtgggc tgatcggcat gctctgggca ctgggggtgg tggcggaagt gctgatgttc 
60 

ctggccatga gccggatcct cgcgcgcttt tcggtccgtc gggtgctgct ggccagtttc 
120 

ctcctggccg ccgtgcgctg gttgctgctg ggcgcgttgg ccgatcacct ggcggtgctg 
180 

ttgttcgccc aggtgctgca cgcggcgacc tttgccagct ttcacgcctc tgccattcat 
240 

ttcgtgcaac gtagcttcgg cgcgcgcnca gcaaggccag ggcaggcgtt atacgctgca 
300 

ctggccggta cgggcggggc tttgggcgcg ttgtacgccg gttatagctg gaacagcctg 
360 

gggccgacct ggactttcag catcgtt 
387 

<210> 1906 
<211> 129 
<212> PRT 


<213> Homo sapiens 






<400> 1906 






Val Ala 

Glu 

Thr Arg Gly 

Leu 

He Gly Met 

Leu Trp 

Ala Leu Gly 

Val 

1 


• 5\. ... 


10 


15 


Val Leu Met 

Phe 

Leu Ala Met 

Ser Arg 

He Leu Ala 

Arg 

Phe Ser 

Val 

20 


25 



30 ' 


Arg Arg Val 

Leu 

Leu Ala Ser 

Phe Leu 

Leu Ala Ala 

Val 

Arg Trp 

Leu 

35 



40 


45 



Leu Leu Gly 

Ala 

Leu Ala Asp 

His Leu 

Ala Val Leu 

Leu 

Phe Ala 

Gin 

50 


55 


60 


Ala He 

His 

Val Leu His 

Ala 

Ala Thr Phe 

Ala Ser 

Phe His Ala 

Ser 

65 


70 


75 



80 

Phe Val Gin 

Arg 

Ser Phe Gly 

Ala Arg 

Xaa Ala Arg 

Pro 

Gly Gin 

Ala 


85 


90 


95 


Leu Tyr Ala 

Ala 

Leu Ala Gly 

Thr Gly 

Gly Ala Leu 

Gly 

Ala Leu 

Tyr 

100 


105 



110 

He 

Ala Gly Tyr 

Ser 

Trp Asn Ser 

Leu Gly 

Pro Thr Trp 

Thr 

Phe Ser 

115 



120 


125 




val 


<210> 1907 

<211> 333 

<212> DNA 

<213> Homo sapiens 

<400> 1907 
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acgcgtttcg accagcgcat ccgtgtcggc ggcatggcgg aaatcgtcgg cttcgacaag 
60 

aagctgcgcg ccgcgcgccg cgaaacgctc gagatgtgcg tcaacgacct gttcccgggc 
120 

ggcggcgaca cgtcgaaggc cacgttctgg acgggcctgc gcccgatgac gccggacggc 
180 

acgccgatcg tcggccgcac gccggtgtcg aacctgttcc tgaacaccgg ccacggcacg 

240 

ctcggctgga caatggtgtg cggctcgggc caactgctcg ccgacctgat ctcgggcaag 
300 

atgcccgcga tccaggccga cgacctgtct nnc 
333 

<210> 1908 
<211> 111 
c2l2> PRT 

<213> Homo sapiens 
<400> 1908 

Thr Arg Phe Asp Gin Arg He Arg Val Gly Gly Met Ala Glu He Val 

1 5 10 15 

Gly Phe Asp Lys Lys Leu Arg Ala Ala Arg Arg Glu Thr Leu Glu Met 

20 25 30 

Cys Val Asn Asp Leu Phe Pro Gly Gly Gly Asp Thr Ser Lys Ala Thr 

35 40 45 

Phe Trp Thr Gly Leu Arg Pro Met Thr Pro Asp Gly Thr Pro He Val 

50 55 60 

Gly Arg Thr Pro Val Ser Asn Leu Phe Leu Asn Thr Gly His Gly Thr 
65 70 75 80 

Leu Gly Trp Thr Met Val Cys Gly Ser Gly Gin Leu Leu Ala Asp Leu 

85 90 95 

He Ser Gly. Lys Met Pro Ala He Gin Ala Asp Asp Leu Ser Xaa 
100 105 HO 

<210> 1909 

<211> 2767 

<212> DNA 

<213> Homo sapiens 

<400> 1909 

ngactgccgg tcgttcggac gtcttgcctg tcgcgtggag gagaggtccg ggctctccag 
60 

gaaggtggct gcggcgacaa aatgaagata ttcgtgggca acgtcgacgg ggcggatacg 
120 

actccggagg agctggcagc cctctttgcg ccctacggca cggtcatgag ctgcgccgtc 
180 

atgaaacagt tcgccttcgt gcacatgcgc gagaacgcgg gcgcgctgcg cgccatcgaa 
240 

gccctgcacg gccacgagct gcggccgggg cgcgcgctcg tggtggaaat gtcgcgccca 
300 

aggcctctta atacttggaa gattttcgtg ggcaatgtgt cggctgcatg cacgagccag 
360 

gaactgcgca gcctcttcga gcgccgcgga cgcgtcatcg agtgtgacgt ggtgaaagac 
420 
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tacgcgtttg 

ttcacatgga 

480 


ggcaaagaag 

tgaagggcaa 

540 


gggcctggcc 

tggctgtcca 

600 


gccttccctg 

gaactggtgg 

660 


agcactggtg 

gctttgatgg 

720 


cgcagccctc 

tgcgccgttc 

780 


ccagctacct 

accgggccca 

840 


tctgcctctt 

tgggtgttgg 

900 


cgcgctcagc 

cctctgtctc 

960 


tcccagtctg 

ctgcagcttc 

1020 


gccctttcct 

cctatggggg 

1080 


cagggttcct 

cccttgcctc 

1140 


tcttcctatg 

gggttcgtgc 

1200 


ttaggctcct 

acggggctca 

1260 


gcttatggag 

cccaggcagc 

1320 


tctgccccat 

atgctgcaca 

1380 


gcacagccag 

ccacagctgc 

1440 


actaccccaa 

tggctggctc 

1500 


tacggggccc 

aagcatcaat 

1560 


gccactggct 

cctatggtgc 

1620 


gctccttacc 

gcactcagtc 

1680 


ccccaggctg 

ctgcctccta 

1740 


ccgtctgcag 

cctacctgtc 

1800 


ccgccctatg 

agcgtacccg 

1860 


aaggctgtcg 

ccatgtcgaa 

1920 


taccgccgtt 

tatcagagtc 

1980 


gattaccgtc 

gcctgcccga 

2040 



gaaggaagca gatgccaaag 
gcgcatcaac gtggaactct 
gtctggggac aagaccaaga 
cttctctgcc accttcgact 
gcaagcccgt cagcccacac 
acctccccga gcctcttatg 
gccgtccgtg tcactgggag 
ctatcggact cagcccatga 
ccttggggca ccatacaggg 
ttcactcggc ccatatggtg 
tcaggcagct gcagcttctt 
ctatggtaac cagccatcct 
agctgcttct tcctacaaca 
ggcagcctcc tatggggccc 
ttcatataat gcccagccct 
gcaggctgct tcctactctt 
tgcctatgcc agccagccag 
ctatggggcc cagccggttg 
gggcctttca ggctcctatg 
cgcagcagcc tacggggccc 
atcagcctca ttggctgctt 
ccgcggccag ccaggcaatg 
catgtcccag ggggccgttg 
cctctcccca ccccgggcca 
aaggtatggt tccgaccggc 
gcagctttcg ttccgccgct 
tgcccattcc gattacgcac 


ccgcaatcgc gcagctcaac 
ccaccaaggg tcagaagaag 
aaccaggggc tggggatacg 
accagcaggc ttttggcaac 
cacccttctt tggtcgcgac 
tggctcctct gacggcccag 
ctgcctacag ggcccagcct 
cagcccaggc agcctcttac 
gccagctggc tagtcctagc 
gagcccagcc ctcagcctcg 
cgctcaactc ctatggggct 
cttacggcgc ccaggctgcc 
cccagggagc agcttcctcc 
agtctgcagc ctcctcacta 
cggcctctta caatgcccag 
cccaacctgc tgcctatgtg 
cagcctacgc cgcacaagcc 
tgcagaccca gctgaatagt 
gggctcagtc ggctgctgcg 
aaccttctgc cactctggca 
cctatgctgc ccagcagcat 
cctacgatgg ggcaggtcag 
ccaacgccaa cagcaccccg 
gctacgacga tccctacaaa 
gtttagccga gctctctgat 
cgccgacaaa gtcctcgctg 
gctattcggg ctcctataat 
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gattacctgc gggcggctca gatgcactct ggctaccagc gccgcatgta gggccatcct 
2100 

gggatggggc accacaggga gggagggaga aaagaggtgg gtagggttac agatccaggt 
2160 

tataactact ctggcccata cctttcctgg ttgtggtttt tcatgccctc taccatgtgg 
2220 ' 
gccttcccca ggagatgatc ctgttaagtg ttcggcagta acctactttg ttccttcgcc 
2280 

tcagcagcaa atcttgctac tggctctaga tctgcggttt cccctctacc ctgcctcctg 
2340 

tctccccaga atgggaattt cttttatgtt tttatttttt tcctggctcc cttttatttt 
2400 

tgtgcgcgat atttaaggtc gtctggatgg ggaagcaacc tgcagctgag gtcgccggcg 
2460 

cctttttctt tttagatggg aaggaggcca ggaaagggtc agcttaacca tttcctatgt 
2520 

gccaagctgt gccagcagtc cagggtaccc tgactgtccc tctgtagact gttgagactg 
2580 

agttcctgtt gggacagtca gttggtatgt atccaagtcc ctgctgacca ctaatgttct 
2640 

agctgatggt gagcggcaca gtcccacttc cccatctccc caagtaggtg gtgttagaaa 
2700 

accttaattt tttttccctt ttgtatggac tacaaataaa acttggggca atttgcagtt 

2760 

tggaaaa 

2767 

<210> 1910 
<211> 669 
<212> PRT 

<213> Homo sapiens 


<400> 1910 


Met 

Lys 

He 

Phe 

Val 

Gly 

Asn 

val 

Asp 

Gly 

Ala 

Asp 

Thr 

Thr 

Pro 

Glu 

l 




5 





10 





15 


Glu 

Leu 

Ala 

Ala 
20 

Leu 

Phe 

Ala 

Pro 

Tyr 
25 

Gly 

Thr 

Val 

Met 

Ser 
30 

Cys 

Ala 

Val 

Met 

Lys 
35 

Gin 

Phe 

Ala 

Phe 

Val 
40 

His 

Met 

Arg 

Glu 

Asn 
45 

Ala 

Gly 

Ala 

Leu 

Arg 
50 

Ala 

He 

Glu 

Ala 

Leu 
55 

His 

Gly 

His 

Glu 

Leu 
60 

Arg 

Pro 

Gly 

Arg 

Ala 

Leu 

Val 

Val 

Glu 

Met 

Ser 

Arg 

Pro 

Arg 

Pro 

Leu 

Asn 

Thr 

Trp 

Lys 

65 





70 





75 





80 

He 

Phe 

Val 

Gly 

Asn 
85 

Val 

Ser 

Ala 

Ala 

Cys 
90 

Thr 

Ser 

Gin 

Glu 

Leu 
95 

Arg 

Ser 

Leu 

Phe 

Glu 

Arg Arg 

Gly 

Arg 

Val 

He 

Glu 

Cys 

Asp 

Val 

Val 

Lys 




100 





105 





110' 



Asp 

Tyr 

Ala 
115 

Phe 

val 

His 

Met 

Glu 
120 

Lys 

Glu 

Ala 

Asp 

Ala 
125 

Lys 

Ala 

Ala 

He 

Ala 

Gin 

Leu 

Asn Gly 

Lys 

Glu 

Val 

Lys 

Gly 

Lys 

Arg 

He 

Asn 

Val 


130 





135 





14 0 





Glu 

Leu 

Ser 

Thr 

Lys Gly 

Gin 

Lys 

Lys 

Gly 

Pro 

Gly 

Leu 

Ala 

Val 

Gin 

145 





150 





155 





160 

Ser 

Gly 

Asp 

Lys 

Thr 

Lys 

Lys 

Pro 

Gly 

Ala 

Gly 

Asp 

Thr 

Ala 

Phe 

Pro 
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Gly Thr 

Asn Ser 

Phe Phe 
210 
Ser Tyr 
225 

Pro Ser 

Leu Gly 

Tyr Arg 

Leu Ala 
290 
Tyr Gly 
305 

Gin Ala 

Ser Leu 

Ala Ser 

Gly Ala 
370 
Gly Ala 
385 

Ser Tyr 

Tyr Ala 

Val Ala 

Tyr Ala 
450 
Pro Val 
465 

Gly Leu 

Ser Tyr 

Ala Ala 

Ala Ala 
530 
Gly Asn 
545 

Met Ser 
Glu Arg 
Lys Lys 


Gly Gly 
180 
Thr Gly 
195 

Gly Arg 

Val Ala 

Val Ser 

Val Gly 
260 
Ala Gin 
275 

Ser Pro 

Gly Ala 

Ala Ala 

Ala Ser 
340 
Ser Tyr 
355 

Ala Ser 

Gin Ser 

Asn Ala 

Ala Gin 
420 
Gin Pro 
435 

Ala Gin 

Val Gin 

Ser Gly 

Gly Ala 
500 
Pro Tyr 
515 

Gin Gin 

Ala Tyr 

Gin Gly 

Thr Arg 
580 
Ala Val 


165 

Phe Ser 

Gly Phe 

Asp Arg 

Pro Leu 
230 
Leu Gly 
245 

Tyr Arg 

Pro Ser 

Ser Ser 

Gin Pro 
310 
Ala Ser 
325 

Tyr Gly 

Gly Val 

Ser Leu 

Ala Ala 
390 
Gin Pro 
405 

Gin Ala 

Ala Thr 

Ala Thr 

Thr Gin 
470 
Ser Tyr 
485 

Ala Ala 

Arg Thr 

His Pro 

Asp Gly 
550 
Ala val 
565 

Leu Ser 


Ala Thr 

Asp Gly 
200 
Ser Pro 
215 

Thr Ala 

Ala Al>a 

Thr Gin 

Val Ser 
280 
Gin Ser 
295 

Ser Ala 

Ser Leu 

Asn Gin 

Arg Ala 
360 
Gly Ser 
375 

Ser Ser 

Ser Ala 

Ala Ser 

Ala Ala 
440 
Thr Pro 
455 

Leu Asn 

Gly Ala 

Ala Tyr 

Gin Ser 
520 
Gin Ala 
535 

Ala Gly 


Ala Asn 
Pro Pro 
Ala Met Ser Lys 


170 
Phe Asp 
185 

Gin Ala 

Leu Arg 

Gin Pro 

Tyr Arg 
250 
Pro Met 
265 

Leu Gly 

Ala Ala 

Ser Ala 

Asn Ser 
330 
Pro Ser 
345 

Ala Ala 

Tyr Gly 

Leu Ala 

Ser Tyr 
410 
Tyr Ser 
425 

Ala Tyr 

Met Ala 

Ser Tyr 

Gin Ser 
490 
Gly Ala 
505 

Ser Ala 

Ala Ala 

Gin Pro 

Ala Asn 
570 
Arg Ala 
585 

Arg Tyr 


Tyr Gin 

Arg Gin 

Arg Ser 
220 
Ala Thr 
235 

Ala Gin 

Thr Ala 

Ala Pro 

Ala Ser 
300 
Leu Ser 
315 

Tyr Gly 

Ser Tyr 

Ser Ser 

Ala Gin 
380 
Tyr Gly 
395 

Asn Ala 

Ser Gin 

Ala Ser 

Gly Ser 
460. 
Gly Ala 
475 

Ala Ala 

Gin Pro 

Ser Leu 

Ser Tyr 
540 
Ser Ala 
555 

Ser Thr 
Ser Tyr 
Gly Ser 


Gin Ala 
190 
Pro Thr 
205 

Pro Pro 

Tyr Arg 

Pro Ser 

Gin Ala 
270 
Tyr Arg 
285 

Ser Leu 

Ser Tyr 

Ala Gin 

Gly Ala 
350 
Tyr Asn 
365 

Ala Ala 

Ala Gin 

Gin Ser 

Pro Ala 
430 
Gin Pro 
445 

Tyr Gly 

Gin Ala 

Ala Ala 

Ser Ala 
510 
Ala Ala 
525 

Arg Gly 

Ala Tyr 

Pro Pro 

Asp Asp 
590 
Asp Arg 


175 

Phe Gly 

Pro Pro 

Arg Ala 

Ala Gin 
240 
Ala Ser 
255 

Ala Ser 

Gly Gin 

Gly Pro 

Gly Gly 
320 
Gly Ser 
335 

Gin Ala 

Thr Gin 

Ser Tyr 

Ala Ala 
400 
Ala Pro 
415 

Ala Tyr 

Ala Ala 

Ala Gin 

Ser Met 
480 
Thr Gly 
495 

Thr Leu 

Ser Tyr 

Gin Pro 

Leu Ser 
560 
Pro Tyr 
575 

Pro Tyr 
Arg Leu 
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595 600 605 

Ala Glu Leu Ser Asp Tyr Arg Arg Leu Ser Glu Ser Gin Leu Ser Phe 

610 615 620 

Arg Arg Ser Pro Thr Lys Ser Ser Leu Asp Tyr Arg Arg Leu Pro Asp 
625 630 635 640 

Ala His Ser Asp Tyr Ala Arg Tyr Ser Gly Ser Tyr Asn Asp Tyr Leu 

645 650 655 

Arg Ala Ala Gin Met His Ser Gly Tyr Gin Arg Arg Met 
660 665 

<210> 1911 

<211> 339 

<212> DNA 

<213> Homo sapiens 

<400> 1911 

ncggggtggc cggaatctac tcctagtgtc cagcttccct cctcttctgt ctttccctcg 
60 

ggtgcgcgga tgcgtttgcg ccccctgctg cgttccgacg gtcatgagtg gcggcgtcag 
120 

cgcatcgacg atgaaagctt cctccgccca gttgagccga cccaagccgc accgtgggcg 
180 

gcagcgcata gccagcaggc gtggtggaat cacctgaagt acctgcgcac cgccgcgcgt 
240 

gaagcactgg tggtcccgct cgtcattgag gtggagggga aattcgcagg gcaggtaacc 
300 

ctgggaaaca ttcagcatgg cagcattcgc gattgctgg 
339 

<210> 1912 
<211> 113 
<212> PRT 

<213> Homo sapiens 


<400> 1912 


Xaa Gly 

Trp 

Pro 

Glu 

Ser 

Thr 

Pro 

Ser 

Val Gin 

Leu Pro Ser 

Ser 

Ser 

1 



5 





10 


15 


Val Phe 

Pro 

Ser 

Gly 

Ala 

Arg 

Met 

Arg 

Leu Arg 

Pro Leu Leu 

Arg 

Ser 



20 





25 


30 



Asp Gly 

His 

Glu 

Trp 

Arg 

Arg 

Gin 

Arg 

He Asp 

Asp Glu Ser 

Phe 

Leu 


35 





40 



45 



Arg Pro 

Val 

Glu 

Pro 

Thr 

Gin 

Ala 

Ala 

Pro Trp 

Ala Ala Ala 

His 

Ser 

50 





55 




60 



Gin Gin 

Ala 

Trp 

Trp 

Asn 

His 

Leu 

Lys 

Tyr Leu 

Arg Thr Ala 

Ala 

Arg 

65 




70 




75 



60 

Glu Ala 

Leu 

Val 

Val 

Pro 

Leu 

Val 

He 

Glu Val 

Glu Gly Lys 

Phe 

Ala 




85 





90 


95 


Gly Gin 

Val 

Thr 

Leu 

Gly 

Asn 

He 

Gin 

His Gly 

Ser He Arg 

Asp 

Cys 



100 





105 


110 




Trp 


<210> 1913 
<211> 767 
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<212> DNA 

<213> Homo sapiens 
<400> 1913 

gtgcacaccg gttcacagcg atatttcagg caaattgaaa gcgtcagttc gataggctga 
60 

atgcgaaatg ggggatttgt caccctcagg gaccggaagg aagggagcag tccgatggca 
120 

gcgccagtac tcgatctcgt cctcccagcc ttgtccgaaa cctccgccaa tctcatcggc 
180 

cagaggttgc gccagggatg tcacacctcc atccccacat cgaatctacg gtgagcttcg 

tcccagctgt cgggcagtac aaggcacctc ggatcaagct ttcctggcgt gaactggtcc 
300 

tggtacccat caatgccacc cacctgcact ccaatccccc acaagttgtc caacacgccg 
360 

cagaattgcg tcgcagccac ccggaccttg ccatcaaggt ggcccgcccc accggaccag 

420 

caccggtcct cctcaacctc gtcgatacgc gattgcgtct ggcagctcat cgcgtccatg 
480 

cccaggagct ggactcactc gtattgtctt cccctgatgg cggcgattta cgtggctcgg 
540 

caatgctgtc caggctgacc cggctgtggt cccagcacca ccaccttccg gtccgcatcg 
600 

ccaccaatcg tggtggggct actgcggtcg aggaggtcgt cgcccgcctg cgacaggagg 
660 

ggcgccgtca tatcgcagtg ggaagcctgt ggatttgcga cgacgagaat ttccgcattc 
720 

atactcgcca ggctttgcat gccggtgccg aggttgtcgc cgcaccg 
767 


<210> 1914 
<211> 190 
<212> PRT 

<213> Homo sapiens 


<400> 1914 






Phe 

Val 

Pro 

Met 

Ser 

His 

Leu 

His 

Pro His 

He Glu Ser Thr Val 

Ser 

1 




5 


10 



15 

Glu 

Ala 

Val 

Gly 

Gin 

Tyr Lys Ala 

Pro Arg He Lys Leu 

Ser 

Trp 

Arg 



20 



25 


30 



Leu 

Val 

Leu 

Val 

Pro 

He Asn 

Ala Thr His Leu His 

Ser 

Asn 

Pro 

Pro 

35 




40 

45 




Gin 

Val 

Val 

Gin 

His 

Ala Ala Glu Leu Arg Arg Ser 

His 

Pro 

Asp 

Leu 


50 




55 

60 




Asn 

Ala 

He 

Lys 

Val 

Ala Arg Pro 

Thr Gly Pro Ala Pro 

Val 

Leu 

Leu 

65 




70 

75 




80 

Leu 

Val 

Asp 

Thr 

Arg 

Leu Arg 

Leu Ala Ala His Arg 

Val 

His 

Ala 

Gin 




85 


90 



95 


Glu 

Leu 

Asp 

Ser 

Leu 

Val Leu 

Ser Ser Pro Asp Gly 

Gly 

Asp 

Leu 

Arg 


100 



105 


110 

His 

His 

Gly 

Ser 

Ala 

Met 

Leu 

Ser Arg 

Leu Thr Arg Leu Trp 

Ser 

Gin 


115 




120 

125 



Val 

His 

Leu 

Pro 

Val 

Arg 

He Ala Thr Asn Arg Gly Gly 

Ala 

Thr 

Ala 
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X30 135 140 

Glu Glu Val Val Ala Arg Leu Arg Gin Glu Gly Arg Arg His lie Ala 
145 150 155 160 

Val Gly Ser Leu Trp He Cys Asp Asp Glu Asn Phe Arg He His Thr 

165 170 175 

Arg Gin Ala Leu His Ala Gly Ala Glu Val Val Ala Ala Pro 
180 185 190 

<210> 1915 
<211> 571 
<212> DNA 

<213> Homo sapiens 
<400> 1915 

acgcgtccca ggccccacag gccccctctg gctctcaggc cccccgccca gtggccagga 
60 

aggtgtgagc gcacgatggg cagtcacgcc gcacacacgc tctgctcatg tccctcccca 
120 

ggaccctctg accgggcaca agggcagctg tgaggacaag gccacagcca caaaccaacc 
180 

tggcacacac ggctcagggc gaggcactgc cccatggggc tgcatgatcc acgctcacag 
240 

gtgtcattgt ctatgctcag gggggcttgg caccatggga aacccaccca gaacacatgg 
300 

agaagccaca gcacaacctc agcgcccgcc atgcaggacc ctgggtctca cccattgcac 
360 

ccaccgtgcg ggacccctgc gcctcacccg gaacatccac agtgtgggac tgctgcgtct 
420 

cacccactgc acctgccgtg caggatccct gagtctcacc cgccgcaccc gccgtgcggg 
480 

atccctgagt ctcacccgcc gcacccgccg tacctgccgc atccgccatg cgggacccct 
540 

gcgtctcacc caccgcaccc gccgtgcggg a 
571 

<210> 1916 
<211> 119 
<212> PRT 

<213> Homo sapiens 


<400> 1916 














Met Gly 

Leu 

His 

Asp 

Pro 

Arg 

Ser 

Gin 

Val 

Ser 

Leu 

Ser 

Met 

Leu 

Arg 

1 



5 





10 





15 


Gly Ala 

Trp 

His 

His 

Gly 

Lys 

Pro 

Thr 

Gin 

Asn 

Thr 

Trp 

Arg 

Ser 

His 



20 





25 





30 



Ser Thr 

Thr 

Ser 

Ala 

Pro 

Ala 

Met 

Gin 

Asp 

Pro 

Gly 

Ser 

His 

Pro 

Leu 


35 





40 





45 




His Pro 

Pro 

Cys 

Gly 

Thr 

Pro 

Ala 

Pro 

His 

Pro 

Glu 

His 

Pro 

Gin 

Cys 

50 





55 





60 





Gly Thr 

Ala 

Ala 

Ser 

His 

Pro 

Leu 

His 

Leu 

Pro 

Cys 

Arg 

He 

Pro 

Glu 

65 




70 





75 





80 

Ser His 

Pro 

Pro 

His 

Pro 

Pro 

Cys 

Gly 

He 

Pro 

Glu 

Ser 

His 

Pro 

Pro 




85 





90 





95 


His Pro 

Pro 

Tyr 

Leu 

Pro 

His 

Pro 

Pro 

Cys 

Gly 

Thr 

Pro 

Ala 

Ser 

His 
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100 105 HO 

Pro Pro His Pro Pro Cys Gly 
115 

<210> 1917 
<211> 360 
<212> DNA 

<213> Homo sapiens 
<400> 1917 

nnacgcgtga ccggcgaaga tctccgcacc ctatctgccg ggtacacgcc gggtgattcc 
60 

gatatgtctt gggctgccat caccttgtgg cgcggtgtcg ttgcctccgc cttggaccgt 
120 

catccctatg gcccggtgaa gtcggtaaag gtagcaggtc cggccggcca cccagccccg 
180 

gatttcgccg ccggatggtt gctcgaccgc ttggcagttc ccgtacatcg cacagtggcc 
24 0 

gactccccaa ggagacactt cccggtgact catttgcagt tcaatcggga gacaacccac 
300 

gtagacgtcg atgtcattga cgagcgcacg gttcgtgtat gtgttccggg ttcgccggaa 
360 

<210> 1918 
<211> 120 
<212> PRT 

<213> Homo sapiens 


Xaa Arg 

Val 

Thr 

Gly Glu Asp Leu 

Arg 

Thr 

Leu 

Ser 

Ala 

Gly 

Tyr 

Thr 

l 



5 


10 





15 


Pro Gly 

Asp 

Ser 

Asp Met Ser Trp 

Ala 

Ala 

lie 

Thr 

Leu 

Trp 

Arg 

Gly 

20 


25 





30 



val val 

Ala 

Ser 

Ala Leu Asp Arg 

His 

Pro 

Tyr Gly 

Pro 

Val 

Lys 

Ser 


35 


40 





45 




val Lys 

Val 

Ala 

Gly Pro Ala Gly 

His 

Pro 

Ala 

Pro 

Asp 

Phe 

Ala 

Ala 

50 



55 




60 





Gly Trp 

Leu 

Leu 

Asp Arg Leu Ala 

Val 

Pro 

Val 

His 

Arg 

Thr 

Val 

Ala 

65 



70 



75 





80 

Asp Ser 

Pro 

Arg 

Arg His Phe Pro 

Val 

Thr 

His 

Leu 

Gin 

Phe 

Asn 

Arg 



85 


90 





95 


Glu Thr 

Thr 

His 
100 

Val Asp Val Asp 

Val 
105 

lie 

Asp 

Glu 

Arg 

Thr 
110 

Val 

Arg 

Val Cys 

Val 
115 

Pro 

Gly Ser Pro Glu 
120 










<210> 1919 

<211> 354 

<212> DNA 

<213> Homo sapiens 

<400> 1919 

nncggccgca gctgtgtcca ctgcgctgtc cctgccacct cggccatctg cctctctctt 
60 


1464 


WO 00/58473 


PCT/US00/08621 


ccaggctgca gccatccctc ctgcactgct gaggcctggc cacgcgcatc ncggccacgc 
120 

ccacctccat cctctttgcc ccttactaaa cactgggagc ccgcccgccc gcgacaggcc 
180 

aggccagcgg gaaggtgtag acgaacagcc caaaggattc agcagtgtaa gtaccccacc 
240 

tacgcactta caaagtgcag gccaccgccc agccccacct ccagacacag gcggaggcca 
300 

agctcgcggg caccgtatca tcccgtgccg tctccaccct acccctgcca attg 
354 

<210> 1920 
<211> 118 
<212> PRT 

<213> Homo sapiens 


<400> 1920 











Ala 

lie 

Xaa Gly 

Arg 

Ser 

Cys 

Val 

His 

Cys 

Ala 

Val 

Pro Ala 

Thr 

Ser 

1 ■ 


5 





10 




15 


Cys Leu 

Ser 

Leu 

Pro 

Gly 

Cys 

Ser 

His 

Pro 

Ser Cys 

Thr 

Ala 

Glu 

Ala 


20 





25 




30 



Trp Pro 

Arg 

Ala 

Ser 

Arg 

Pro 

Arg 

Pro 

Pro 

Pro Ser 

Ser 

Leu 

Pro 

Leu 

35 





40 




45 


Ala 

Gly 

Thr Lys 

His 

Trp 

Glu 

Pro 

Ala 

Arg 

Pro 

Arg 

Gin Ala 

Arg 

Pro 

50 





55 




60 




Thr 

Arg Cys 

Arg 

Arg 

Thr 

Ala 

Gin 

Arg' He 

Gin 

Gin Cys 

Lys 

Tyr 

Pro 

65 



70 





75 




80 

Tyr Ala 

Leu 

Thr 

Lys 

Cys 

Arg 

Pro 

Pro 

Pro 

Ser Pro 

Thr 

Ser 

Arg 

His 



85 





90 




95 


Arg Arg 

Arg 

Pro 

Ser 

Ser 

Arg 

Ala 

Pro 

Tyr 

His Pro 

Val 

Pro 

Ser 

Pro 


100 





105 




110 



Pro Tyr 

Pro 
115 

Cys 

Gin 

Leu 











<210> 1921 
<211> 357 
<212> DNA 

<213> Homo sapiens 
<400> 1921 

gaattcatct ggaggcagag agatggggaa gcgggtggga gaagagcaag aacggaaact 
60 

atttttaata caaatccagt catggtattg tatacacagc agcctctgtc ttccagaaac 
120 

ctacacggcc gccacaccaa agttaatgcc accaggcgtc atcacacaga tgtgaggtgc 
180 

aggtgccact ccacagccgt gggcagacct gggagcccag ctcctcctgg tttcaccctc 
240 

cacactgccc accccatcct tctctcccag tctccactcc atcgaagcct cccagatgac 
300 

ttcatgtggg gacaggagaa ctacagatca tggctgagaa gggcgcngtg tngtcca 
357 

<210> 1922 
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<211> 92 

<2X2> PRT 

<213> Homo sapiens 


<400> 1922 

Met Val Leu Tyr Thr Gin Gin Pro Leu Ser Ser Arg Asn Leu His Gly 

1 5 10 15 

Arg His Thr Lys Val Asn Ala Thr Arg Arg His His Thr Asp Val Arg 

20 25 30 

Cys Arg Cys His Ser Thr Ala Val Gly Arg Pro Gly Ser Pro Ala Pro 

35 40 45 

Pro Gly Phe Thr Leu His Thr Ala His Pro He Leu Leu Ser Gin Ser 

50 55 60 

Pro Leu His Arg Ser Leu Pro Asp Asp Phe Met Trp Gly Gin Glu Asn 
65 70 75 80 

Tyr Arg Ser Trp Leu Arg Arg Ala Xaa Cys Xaa Pro 
85 90 

<210> 1923 

<211> 368 

<212> DNA 

<213> Homo sapiens 

<400> 1923 

nattnaatta tggtgagaaa aggcttatgc gttgcattgc tcgtgcttgt cacactgtca 
60 

ggtagtgcac agaagaaaga atggttcagc aacattaaac tctcaggcta tggaatgacc 
120 

cagtatcaat atactgatca agagggaagc aaaggccatt catttaatct gcgattgttc 
180 

ccgttgcctt taaacggacg tatcttaaat gacttttatt ggaaggcaca ggcccaattc 
240 

aatggaaaca catcgacatt gggaagcagt ccacgtcttg tagacctatt tgtagagtgg 
300 

cagaaatatg attatttcaa ggtgaagtta ggccagttta agcgaccatt cacgtttgaa 
360 

aatcccag 
368 

<210> 1924 

<211> 119 

<212> PRT 

<213> Homo sapiens 


<400> 1924 

Met Val Arg Lys Gly Leu Cys Val 

1 5 
Ser Gly Ser Ala Gin Lys Lys Glu 
20 

Gly Tyr Gly Met Thr Gin Tyr Gin 

35 40 
Gly His Ser Phe Asn Leu Arg Leu 

50 55 
He Leu Asn Asp Phe Tyr Trp Lys 


Ala Leu Leu Val Leu Val Thr Leu 

10 15 
Trp Phe Ser Asn He Lys Leu Ser 
25 30 
Tyr Thr Asp Gin Glu Gly Ser Lys 
45 

Phe Pro Leu Pro Leu Asn Gly Arg 
60 

Ala Gin Ala Gin Phe Asn Gly Asn 
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65 70 
Thr Ser Thr Leu Gly Ser Ser Pro 
85 

Trp Gin Lys Tyr Asp Tyr Phe Lys 
100 

Pro Phe Thr Phe Glii Asn Pro 
115 


75 80 
Arg Leu Val Asp Leu Phe Val Glu 

90 95 
Val Lys Leu Gly Gin Phe Lys Arg 
105 110 


<210> 1925 
<211> 427 
<212> DNA 

<213> Homo sapiens 
<400> 1925 

actagtgttt ccagcaggca gcgatttaat tgttcttgca ttgaaaccca gtgtggcaag 
60 

cccccctgtg atttgaggct aatccctccc caccctgttc tggcacatgt gcggtgccca 
120 

gggctccccc caggctgtga gcagataaag ccctgcgtgg cttcacaaca gtgactggtt 
180 

ctgagaaaca ggtccttgta caagcgacag ggagtgctca caccagatgt ggcagcccct 
240 

ccacgccagg ctgtgtggtg cagccgcctg gtatatgtgt ccatcgctga tgaaaacagc 
300 

gttgtgtggt gcatgactgt tgtctgtttt cttcatggaa acaaggaaac ctaagcatta 
360 

aaacaacacc atccacgtct ggttccttag agcaaatgga agcaccaggc tctggtgcac 
420 

ggcgcgc 
427 

<210> 1926 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 1926 


Met His 

His 

Thr 

Thr 

Leu 

Phe 

Ser 

Ser 

Ala 

Met Asp Thr Tyr Thr 

Arg 

1 



5 





10 

15 


Arg Leu 

His 

His 

Thr 

Ala 

Trp 

Arg 

Gly 

Gly 

Ala Ala Thr Ser Gly 

Val 



20 





25 


30 


Ser Thr 

Pro 

Cys 

Arg 

Leu 

Tyr 

Lys 

Asp 

Leu 

Phe Leu Arg Thr Ser 

His 


35 





40 



45 


Cys Cys 

Glu 

Ala 

Thr 

Gin 

Gly 

Phe 

He 

Cys 

Ser Gin Pro Gly Gly 

Ser 

50 





55 




60 


Pro Gly 

His 

Arg 

Thr 

Cys 

Ala 

Arg 

Thr 

Gly 

Trp Gly Gly He Ser 

Leu 

65 




70 





75 

80 

Lys Ser 

Gin 

Gly 

Gly 

Leu 

Pro 

His 

Trp 

Val 

Ser Met Gin Glu Gin 

Leu 




85 





90 

95 


Asn Arg 

Cys 

Leu 

Leu 

Glu 

Thr 

Leu 






100 


<210> 1927 
<211> 516 
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<212> DNA 

<213> Homo sapiens 

<400> 1927 

nntctagaag actccaccta cttttcccca gactttcagc tctattctgg gaggcatgaa 

acatctgctt tgacggtgga ggcaaccagt agcatcaggg aaaaagttgt tgaagatcct 
120 

ctttgtaact tccactcccc aaacttcctg aggatctcag aggtggaaat gagaggttcc 

glggatgcgg cagctggaac agtattgcag cggctgatcc aggaacaact gcggtatggc 
240 

accccaaccg agaacatgaa cttgctggcc attcagcacc aggccacagg gagtgcagga 
300 

ccagcccatc ctacaaacaa cttttcttcc acggaaaacc tcactcaaga agacccacaa 

360 . 
atggtctacc agtcagcacg ccaagaaccg cagggtcaag aacaccagng tgganncaat 

acggtgatgg agaaacaggt ccggtccacg cagcctcagc agaacaacga ggaactgccc 
480 

acttacgagg aggccaaagc acagcccttc acgcgt 
516 

<210> 1928 
<211> 172 
<212> PRT 

<213> Homo sapiens 

<400> 1928 
Xaa Leu Glu Asp 
1 

Gly Arg His Glv 
20 

Arg Glu Lys Va] 
35 

Phe Leu Arg He 
50 

Ala Gly Thr va] 
65 


100 

Asn Leu Thr Gin 
115 

Glu Pro Gin Gly 
130 

Lys Gin Val Arg 
145 


Ser 

Thr 

Tyr 

Phe 

Ser 

Pro Asp 

Phe 

Gin 

Leu 

Tyr 

Ser 

5 




10 





15 

He 

Thr 

Ser 

Ala 

Leu 

Thr 
25 

Val 

Glu 

Ala 

Thr 

Ser 
30 

Ser 

Val 

Glu 

Asp 

Pro 

Leu Cys 

Asn 

Phe 

His 

Ser 

Pro 

Asn 



40 





45 




Ser 

Glu 

Val 

Glu 

Met 

Arg Gly 

Ser 

Glu 

Asp 

Ala 

Ala 



55 





60 




Gly 

Leu 

Gin 

Arg 

Leu 

He 

Gin 

Glu 

Gin 

Leu 

Arg 

Tyr 


70 




75 





80 

Asn 

Met 

Asn 

Leu 

Leu 

Ala 

He 

Gin 

His 

Gin 

Ala 

Thr 

85 





90 





95 

Glu 

Pro 

Ala 

His 

Pro 

Thr 
105 

Asn 

Asn 

Phe 

Ser 

Ser 
110 

Thr 

Glu 

Asp 

Pro 

Gin 

Met 

Val 

Tyr 

Gin 

Ser 

Ala 

Arg 

Gin 



120 





125 



Glu 

Gin 

Glu 

His 
135 

Gin 

Xaa 

Gly 

Xaa 

Asn 
140 

Thr 

Val 

Met 

Ser 

Thr 

Gin 

Pro 

Gin 

Gin 

Asn 

Asn 

Glu 

Glu 

Leu 

Pro 

150 





155 





160 

Ala 

Lys 

Ala 

Gin 

Pro 

Phe 

Thr Arg 





165 





170 








<210> 1929 
<211> 843 
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<212> DNA 

<213> Homo sapiens 

<400> 1929 

nnccgcggac actcagggtc tggggtccct cttccccaag aggcctgact gcctgggtgt 
60 

tctccaggta catgtccttc aaggagaaat acacttcctg gcctgggcct gggccagggg 
120 

ccttctgggc cttgtctgga gtgcccacag cagaggctgg cttcctggta ctatctgtgc 
180 

cagaggaccc aggcccccgt gcagccctgc ctctgggctg ggtctgaacc tgctccacgc 
240 

ccacgggccc ctgagtccca caggagtcag gctcgtctga gctggggatg cagttttctg 
300 

aagaacggcg gctttgggct gccttctcta actctggctt ccgcaccttg cttggattcc 
360 

tcatctttct ttttcttctt ggccccactc tcctctttga gggctctctg aggccccagc 
420 

tccatggcgt cacagatgta tgtcagcaag ccatgctctc cgtcctctcc attctcgggg 
480 

gcagcctccc cgttggtggt cacttctcca gaagcaaact gttgatcagg cccaaacctg 
540 

agtgctgagc agtctcagtc tctccctcct gccaagccgc cagggtccca ccctcaggct 
600 

ccctggtagg gaccgagggg cccggcgctt gagccccgct caatcgccgc tttcgctgga 
660 

agcggtcggg gctgagcttg cgcagagtgt cgacctcccc aggcaccgcc ttctcgtgct 
720 

tccagctctg ctcgatctcg cgcagctttg ccgcagcctt gcgcttcaac ttggcgaacc 
780 

agcgctggtg gatcttgtac tcagtcatgg tgcccacctc ccaggaccct gagcaggaca 

840 

caa 

843 

<210> 1930 
<211> 120 
<212> PRT 

<213> Homo sapiens 


<400> 1930 


Leu 

Pro 

Gly 

Cys 

Ser 

Pro 

Gly 

Thr 

Cys 

Pro 

Ser Arg 

Arg 

Asn 

Thr 

Leu 

l 




5 





10 




15 


Pro 

Gly 

Leu 

Gly 

Leu 

Gly 

Gin 

Gly 

Pro 

Ser 

Gly Pro 

Cys 

Leu 

Glu 

Cys 



20 





25 




30 



Pro 

Gin 

Gin 

Arg 

Leu 

Ala 

Ser 

Trp 

Tyf 

Tyr 

Leu Cys 

Gin 

Arg 

Thr 

Gin 



35 





40 




45 




Ala 

Pro 

Val 

Gin 

Pro 

Cys 

Leu 

Trp 

Ala 

Gly 

Ser Glu 

Pro 

Ala 

Pro 

Arg 


50 





55 




60 





Pro 

Arg 

Ala 

Pro 

Glu 

Ser 

His 

Arg 

Ser 

Gin 

Ala Arg 

Leu 

Ser 

Trp 

Gly 

65 




70 





75 




80 

Cys 

Ser 

Phe 

Leu 

Lys 

Asn 

Gly 

Gly 

Phe 

Gly 

Leu Pro 

Ser 

Leu 

Thr 

Leu 




85 





90 




95 


Ala 

Ser 

Ala 

Pro 

Cys 

Leu 

Asp 

Ser 

Ser 

Ser 

Phe Phe 

Phe 

Phe 

Leu 

Ala 
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100 105 HO 

Pro Leu Ser Ser Leu Arg Ala Leu 
115 120 

<210> 1931 

<211> 719 

<212> DNA 

<213> Homo sapiens 

<400> 1931 „■ .^i-W^wa 

acgcgtaggc ctgagccgct ccacagccct ggggagggca gaaaaggagg aaagtaggca 

gtgcaagaaa caggaggaaa ccccccagag cgcagcctcc tggaagcgga agggagcact 
120 

gaagaggagg tggttagtgg tgtcagaagc tgctgagaag ccagttagat aaagcggaga 
180 

agcttcctac taggacagct tcctcccagc ccagtgtggc cacgctggtg tcctcggtga 

240 

ccagacacgt ggccatgaat ttctcagtgt gctttattgt cgattaaatg cagtcggctc 

acgaggctga ctttggaaac aggaggtccg tgggtcgtgg aataagaaag ggcatcatgg 

ttgcagagga agggaaggaa gcccacggct gccttgggga gctttctgaa aggcaggtct 
420 

gatcatgcct ctctgggcta cggtctcctc acggtggctc ctggttggaa ctgaagtggt 
480 

ccccttggtc cctctctccc atctcagcat tagccaggac ttttggcttg gcggccccag 
540 

cagggctgcc cccttgcaac acttcttttc ccacatgatc gtgccttcca aacctacttc 

cagcgtcgcc ctcttcaggg agcctttcat aaccacctct cccttccact ggctaaagat 

gaggttgagc aactgcagga cttgggacct tgttcctgcc cctgtggctg cctggatcc 
719 

<210> 1932 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 1932 , 

Met Pro Leu Trp Ala Thr Val Ser Ser Arg Trp Leu Leu Val Gly Thr 

1 5 10 IS 

Glu Val val Pro Leu Val Pro Leu Ser His Leu Ser He Ser Gin Asp 

20 25 3° 

Phe Trp Leu Gly Gly Pro Ser Arg Ala Ala Pro Leu Gin His Phe Phe 

35 40 45 

Ser His Met lie Val Pro Ser Lys Pro Thr Ser Ser Val Ala Leu Phe 

50 55 60 

Arg Glu Pro Phe lie Thr Thr Ser Pro Phe His Trp Leu Lys Met Arg 
65 70 75 80 

Leu Ser Asn Cys Arg Thr Trp Asp Leu Val Pro Ala Pro Val Ala Ala 
85 90 95 

Trp He 
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<210> 1933 
<211> 295 
<212> DNA 

<213> Homo sapiens . 
<400> 1933 

ggcgccgagc tgtgggcggc catggagcgc atgcctgccg acctgattat cctcgacctg 
60 

atgctgccgg gggataacgg cctcttgctg tgccagcgcc tgcgccagca atacgcaaca 
120 

ccagtgatca tgctgaccgc catgggcgaa ctgagtgatc gcgtgggggg cctggaaatg 
180 

ggcgccgatg actacctgaa caaacctttc gatgcccgtg aattacttgc ccgggtgcgc 
240 

gctgtactgc gtccggcgtg tgaaaaccga ccgacgttgg gcgacgtgtc gcgcc 
295 

<210> 1934 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 1934 

Gly Ala Glu Leu Trp Ala Ala Met Glu Arg Met Pro Ala Asp Leu lie 

1 5 10 15 

He Leu Asp Leu Met Leu Pro Gly Asp Asn Gly Leu Leu Leu Cys Gin 

20 25 30 

Arg Leu Arg Gin Gin Tyr Ala Thr Pro Val He Met Leu Thr Ala Met 

35 40 45 

Gly Glu Leu Ser Asp Arg Val Gly Gly Leu Glu Met Gly Ala Asp Asp 

50 55 60 

Tyr Leu Asn Lys Pro Phe Asp Ala Arg Glu Leu Leu Ala Arg Val Arg 
65 70 75 80 

Ala Val Leu Arg Pro Ala Cys Glu Asn Arg Pro Thr Leu Gly Asp Val 
85 90 95 

Ser Arg 


<210> 1935 
<211> 298 
<212> DNA 

<213> Homo sapiens 
<400> 1935 

accggtgtgg cgggcgcggc cttcaccacc atcggctcca ccgggccgac ggcgggttcg 
60 

caatacatcg tcgatacctt cctggtagtg gtgttcgggg gggcccaaag cctgttcggc 
120 

cccatcgcct cggcgttcgt gattgcccag acccaatcgc tgtcggagtt tttcctcagt 
180 

ggctcgatgg ccaaggtgct gaccttgtcg tcggtgattc tgatcctgat gctgcgcccg 
240 
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caagggttgt tctccatcaa agtgcgcaag taaaggcgag cagataaggg tttaagca 
298 

<210> 1936 
<211> 90 
<212> PRT 

<213> Homo sapiens 


<400> 1936 









Thr Gly Val 

Ala 

Gly 

Ala 

Ala 

Phe 

Thr 

Thr 

He Gly Ser Thr Gly Pro 

1 


5 





10 

15 

Thr Ala Gly 

Ser 
20 

Gin 

Tyr 

He 

Val 

Asp 
25 

Thr 

Phe Leu Val Val Val Phe 
30 

Gly Gly Ala 

Gin 

Ser 

Leu Phe Gly Pro He 

Ala Ser Ala Phe Val He 

35 





40 


1 

45 

Ala Gin Thr 

Gin 

Ser 

Leu 

Ser 

Glu 

Phe 

Phe 

Leu Ser Gly Ser Met Ala 

50 




55 




60 

Lys Val Leu 

Thr 

Leu 

Ser 

Ser 

Val 

He 

Leu 

He Leu Met Leu Arg Pro 

65 



70 





75 80 

Gin Gly Leu 

Phe 

Ser 
85 

He 

Lys 

Val 

Arg 

Lys 
90 



<210> 1937 
<211> 513 
<212> DNA 

<213> Homo sapiens 
<400> 1937 

gcacggcgca cagtaacacc aactcgaaag agaccttatg aatgcaaggt gtgcgggaaa 
60 

gcctttaatt ctcccaattt atttcaaatc catcaaagaa ctcacactgg aaagaggtcc 
120 

tataaatgta gggaaatagt gagagccttc acagtttcca gtttctttcg aaaacatgga 
180 

aaaatgcata ctggagaaaa acgctatgaa tgtaaatact gtggaaaacc tatcgattat 
240 

cccagtttat ttcaaattca tgttagaact cactctggag aaaaacccta caaatgtaaa 
300 

caatgtggta aagccttcat ttccgcaggt tacgttcgga cacatgaaat cagatctcac 
360 

gcgctggaga aatcccacca atgtcaggaa tgtgggaaga aactcagttg ttccagttcc 
420 

cttcacagac atgaaagaac tcatagtgga ggaaaactct acgaatgtca aaaatgtgac 
480 

caagtcttta gatgtcccac gtcccttcac gcg 
513 

<210> 1938 
<211> 171 
<212> PRT 

<213> Homo sapiens 
<400> 1938 

Ala Arg Arg Thr Val Thr Pro Thr Arg Lys Arg Pro Tyr Glu Cys Lys 
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1 



5 

10 

15 


Val Cys 

Gly 

Lys 

Ala 

Phe Asn Ser Pro Asn Leu 

Phe Gin lie His 

Gin 



20 


25 

30 


Arg Thr 

His 

Thr 

Gly 

Lys Arg Ser Tyr Lys Cys 

Arg Glu He Val 

Arg 


35 



40 

45 


Ala Phe 

Thr 

val 

Ser 

Ser Phe Phe Arg Lys His 

Gly Lys Met His 

Thr 

50 




55 

60 


Gly Glu 

Lys 

Arg 

Tyr 

Glu Cys Lys Tyr Cys Gly 

Lys Pro He Asp 

Tyr 

65 




70 75 


SO 

Pro Ser 

Leu 

Phe 

Gin 

lie His Val Arg Thr His 

Ser Gly Glu Lys 

Pro 




85 

90 

95 


Tyr Lys 

Cys 

Lys 

Gin 

Cys Gly Lys Ala Phe lie 

Ser Ala Gly Tyr 

Val 


100 


105 

110 


Arg Thr 

His 

Glu 

lie 

Arg Ser His Ala Leu Glu 

Lys Ser His Gin 

Cys 


115 



120 

125 


Gin Glu 

Cys 

Gly 

Lys 

Lys Leu Ser Cys Ser Ser 

Ser Leu His Arg 

His 

130 




135 

140 


Glu Arg 

Thr 

His 

Ser 

Gly Gly Lys Leu Tyr Glu 

Cys Gin Lys Cys 

Asp 

145 




150 155 


160 

Gin Val 

Phe 

Arg 

Cys 

Pro Thr Ser Leu His Ala 






165 

170 




<210> 1939 

<211> 1233 

<212> DNA 

<213> Homo sapiens 

<400> 1939 

gccggcagcg ccgctcccca gggagggagt ccgcagcctg aggtcttctc caagaaaaaa 
60 

aaagaaaaaa aaacaacatg gctgcaaagg agaaactgga ggcagtgtta aatgtggccc 
120 

tgagggtgcc aagcatcatg ctgttggatg tcctgtacag atgggatgtc agctcctttt 
180 

tccagcagat ccaaagaagt agccttagta ataaccctct tttccagtat aagtatttgg 
240 

ctcttaatat gcattatgta ggttatatct taagtgtggt gctgctaaca ttgcccaggc 
300 

agcatctggt tcagctttat ctatattttt tgactgctct gctcctctat gctggacatc 
360 

aaatttccag ggactatgtt cggagtgaac tggggtttgc ctatgaggga ccaatgtatt 
420 

tagaacctct ctctatgaat cggtttacca cagccttaat aggtcagttg gtggtgtgta 
480 

ctttatgctc ctgtgtcatg aaaacaaagc agatttggct gttttcagct cacatgcttc 

540 

ctctgctagc acgactctgc cttgttcctt tggagacaat tgctatcatc aataaatttg 
600 

ctatgatttt tactggattg gaagttctct attttcttgg gtctaatctt ttggtacctt 
660 

ataaccttgc taaatctgca tacagagaat tggttcaggt agtggaggta tatggccttc 
720 

tcgccttggg aatgtccctg tggaatcaac tggtagtccc tgttcttttc atggttttct 
780 


1473 


WO 00/58473 PCT/US00/08621 


ggctcgtctt atttgctctt cagatttact cctatttcag tactcgagat cagcctgcat 

840 _ 
cacgtgagag gcttcttttc ctttttctga caaggtaatt aataagagcc tatgatacta 

900 

tatataacct tagaaagaga aaactttgat ctaggaatag taagttttgc agattacttt 
960 

tatcgttcat gttacacaac ttcgtatttt gttaagatag gattttcatt cactggatac 

ctaggtttgg caatgcagag aggtgctaac ataataatgt ggtttatttg gctgcactat 
1080 

ggaccagagt gtagcaaatg atttgtggaa aggtacatag cacatcgtaa aagtattttt 

1140 ^ 

tcaatttcaa gttaaaatta ttgggtcaat cagaaaaaag tatattataa aaataacatt 
1200 

tattgagtat tttaaatgta ccataccatt naa 
1233 

<210> 1940 

<211> 266 

<212> PRT 

<213> Homo sapiens 

<400> 1940 
Met Ala Ale 
1 


35 

Phe Gin Ty: 
50 

Leu Ser Val 
65 


115 

Gly Gin Leu 
130 

Gin He Trp 
145 


195 

Val Glu Val 

■ 210 
Leu Val Val 
225 


Lys 

Glu 

Lys 

Leu 

Glu Ala Val Leu 

Asn 

Val 

Ala 

Leu 

Arg 

5 


10 




15 


He 

Met 

Leu 

Leu 

Asp Val Leu Tyr Arg 

Trp 

Asp 

Val 

Ser 

20 




25 



30 



Gin 

Gin 

He 

Gin 

Arg Ser Ser Leu 

Ser 

Asn 

Asn 

Pro 

Leu 





40 


45 




Lys 

Tyr 

Leu 

Ala 

Leu Asn Met His 

Tyr 

Val 

Gly 

Tyr 

He 


55 


60 





Val 

Leu 

Leu 

Thr 

Leu Pro Arg Gin 

His 

Leu 

val 

Gin 

Leu. 



70 


75 





80 

Phe 

Leu 

Thr 

Ala 

Leu Leu Leu Tyr 

Ala 

Gly 

His 

Gin 

He 


85 



90 




95 


Tyr 

Val 

Arg 

Ser 

Glu Leu Gly Phe 

Ala 

Tyr 

Glu 

Gly 

Pro 

100 




105 



110 



Glu 

Pro 

Leu 

Ser 

Met Asn Arg Phe 

Thr 

Thr 

Ala 

Leu 

He 





120 


125 




Val 

Val 

Cys 

Thr 

Leu Cys Ser Cys 

val 

Met 

Lys 

Thr 

Lys 



135 


140 





Leu 

Phe 

Ser 

Ala 

His Met Leu Pro 

Leu 

Leu 

Ala 

Arg 

Leu 


150 


155 





160 

Pro 

Leu 

Glu 

thr 

He Ala He He 

Asn 

Lys 

Phe 

Ala 

Met 


165 



170 




175 


Gly 

Leu 

Glu 

Val 

Leu Tyr Phe Leu Gly 

Ser 

Asn 

Leu 

Leu 

180 




185 



190 


Val 

Asn 

Leu 

Ala 

Lys 

Ser Ala Tyr Arg Glu 

Leu 

Val 

Gin 





200 


205 




Tyr 

Gly 

Leu 

Leu 

Ala Leu Gly Met 

Ser 

Leu 

Trp 

Asn 

Gin 


215 


220 





Pro 

Val 

Leu 

Phe 

Met Val Phe Trp Leu 

Val 

Leu 

Phe 

Ala 


230 


235 





240 

Tyr 

Ser 

Tyr 

Phe 

Ser Thr Arg Asp Gin 

Pro 

Ala 

Ser 

Arg 
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245 250 255 

Glu Arg Leu Leu Phe Leu Phe Leu Thr Arg 
260 265 

<210> 1941 

<211> 411 

<212> DNA 

<213> Homo sapiens 

<400> 1941 

ctggggccct gccccacagc atcatgatgg ggaaactccc cctgggggtc gtctcccctt 
60 

atgtgaagat gagttcgggg ggctacacgg accccctgaa attctacgcc accagctact 
120 

gcacagccta cggtcgggag gatttcaagc cccgtgtggg cagtcacgta ggcaccggct 
180 

acaaatcaaa tttccagccc gtggtctcat gccaagccag tctggaggcc ttagacaacc 
240 

cggccagggg ggaacaagcc caggaccatt tccagtctgt ggccagccag agctaccgcc 
300 

ccctggaggt gcctgacggc aagcatcccc tgccctggag catgcgccag accagctcag 
360 

gctatgggcg ggagaagccc agtgcgggtc cccccaccaa ggaggtccgg a 
411 

<210> 19.42 
<211> 129 
<212> PRT 

<213> Homo sapiens 


<400> 1942 


Met 

Met 

Gly 

Lys 

Leu Pro Leu Gly Val 

Val Ser 

Pro Tyr 

Val 

Lys 

Met 

1 


5 




15 


Ser 

Ser 

Gly 

Gly 

Tyr Thr Asp Pro Leu 

Lys Phe 

Tyr Ala 

Thr 

Ser 

Tyr 




20 

25 



30 



Cys 

Thr 

Ala 

Tyr 

Gly Arg Glu Asp Phe 

Lys Pro 

Arg Val 

Gly 

Ser 

His 



35 


40 


45 




Val 

Gly 

Thr 

Gly 

Tyr Lys Ser Asn Phe 

Gin Pro 

Val Val 

Ser 

Cys 

Gin 


50 



55 


60 




Ala 

Ser 

Leu 

Glu 

Ala Leu Asp Asn Pro Ala Arg 

Gly Glu 

Gin 

Ala 

Gin 

65 




70 

75 




80 

Asp 

His 

Phe 

Gin 

Ser Val Ala Ser Gin 

Ser Tyr 

Arg Pro 

Leu 

Glu 

Val 




85 

90 



95 


Pro Asp 

Gly 

Lys 

His Pro Leu Pro Trp 

Ser Met 

Arg Gin 

Thr 

Ser 

Ser 




100 

105 



110 



Gly Tyr 

Gly 

Arg 

Glu Lys Pro Ser Ala Gly Pro 

Pro Thr 

Lys 

Glu 

Val 



115 


120 


125 





Arg 


<210> 1943 

<211> 386 

<212> DNA 

<213> Homo sapiens 
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<400> 1943 

nagaaacatt cagggctcca acagggtgga aaacatgagg ctgcaggatg tttaacagga 
60 

gtctttgctg cagctcctct tggagccttt aacgagatac tatcatgcct atgaactgcc 
120 

acacagatgt acatggcata gcactgccca aaagtatcag cccaaggaac cctactttcc 
180 

ccagcaacat ctaactcaga aatgctgatc tttggcctca atctggtccc aaaatacctc 
.240 

cagggtattt tgggcttcgg tgtgttcaca cacttggtca tgtaaatctg aacacagact 
300 

ctctctgcct tggcaagaac cccccacacc cccatagata attacaccct ttggttctcc 
360 

ctctgcaatc tcacctgcta gagacg 
386 

<210> 1944 

<211> 111 

<212> PRT 

<213> Homo sapiens 


<400> 1944 










Met Gly 

Val 

Trp 

Gly Val Leu Ala 

Lys 

Ala 

Glu Arg 

Val 

Cys 

Val 

Gin 

1 



5 


10 




15 


lie Tyr 

Met 

Thr 
20 

Lys Cys Val Asn 

Thr 
25 

Pro 

Lys Pro 

Lys 

He 
30 

Pro 

Trp 

Arg Tyr 

Phe 
35 

Gly 

Thr Arg Leu Arg 
40 

Pro 

Lys 

He Ser 

He 
45 

Ser 

Glu 

Leu 

Asp Val 

Ala 

Gly 

Glu Ser Arg Val 

Pro 

Trp 

Ala Asp 

Thr 

Phe 

Gly 

Gin 

50 



55 



60 





Cys Tyr 

Ala 

Met 

Tyr He Cys Val 

Ala 

Val 

His Arg 

His 

Asp 

Ser 

He 

65 



70 



75 




80 

Ser Leu 

Lys 

Ala 

Pro Arg Gly Ala Ala 

Ala 

Lys Thr 

Pro 

Val 

Lys 

His 




85 


90 




95 


Pro Ala 

Ala 

Ser 
100 

Cys Phe Pro Pro 

Cys 
105 

Trp 

Ser Pro 

Glu 

Cys 
110 

Phe 



<210> 1945 

<211> 443 

<212> DNA 

<213> Homo sapiens 

<400> 1945 

nacgcgtcac gaagcgcgct cggcccacgt ggctccaagg gcgtccacgc gcccctcctc 
60 

gaccgattgg tgtcgaacat ggcacggtgg catgcgacgc gcaccaagat ccagctcaag 
120 

ctcgcgatcc agcgantcgg catgctacag gagaaaaaag ccgcactgca taaaaaagtg 
180 

cgactggaaa ttgcggacnn tcgtagacgc caaaagcttg aatctgcgcg cgtcaaaacc 
240 

gaatcgctga tcatggacga tatacatttg gagttgcttg aactgcttga gctctactgt 
300 
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gagacactct atgccagatt cggattacta gaaggacgcg acaatgagcc tgatgatgcg 
360 

atccgcgagc cgatgatcgc cattattcat gcggctcatc gcacagaggt gaaggaacta 
420 

catgtgctcc aaaacatgct gaa 
443 

<210> 1946 

<211> 147 

<212> PRT 

<213> Homo sapiens 

<400> 1946 


Xaa 

Ala 

Ser 

Arg 

Ser Ala Leu Gly Pro Arg Gly Ser 

Lys 

Gly 

Val 

His 

1 




5 

10 





15 


Ala 

Pro 

Leu 

Leu 

Asp Arg Leu Val 

Ser Asn 

Met 

Ala 

Arg 

Trp 

His 

Ala 




20 


25 




30 



Thr 

Arg 

Thr 

Lys 

He Gin Leu Lys 

Leu Ala 

He 

Gin 

Arg 

Xaa 

Gly 

Met 


35 


40 




45 




Leu 

Gin 

Glu 

Lys 

Lys Ala Ala Leu 

His Lys 

Lys 

Val 

Arg 

Leu 

Glu 

He 


50 



55 



60 





Ala 

Asp 

Xaa 

Arg 

Arg Arg Gin Lys 

Leu Glu 

Ser 

Ala 

Arg 

Val 

Lys 

Thr 

65 




70 


75 





80 

Glu 

Ser 

Leu 

He 

Met Asp Asp He 

His Leu 

Glu 

Leu 

Leu 

Glu 

Leu 

Leu 





85 

90 





95 


Glu 

Leu 

Tyr 

Cys 

Glu Thr Leu Tyr Ala Arg Phe Gly 

Leu 

Leu 

Glu 

Gly 



100 


105 




110 



Arg 

Asp 

Asn 

Glu 

Pro Asp Asp Ala 

He Arg 

Glu 

Pro 

Met 

He 

Ala 

He 



115 


120 




125 




He 

His 

Ala 

Ala 

His Arg Thr Glu 

Val Lys 

Glu 

Leu 

His 

Val 

Leu 

Gin 


130 



135 



140 





Asn 

Met 

Leu 











145 

<210> 1947 

<211> 472 

<212> DNA 

<213> Homo sapiens 

<400> 1947 

cggccgtgta ggccgtgacg gtgaccaaca gagccacagc gggcccgctg taggcgggag 
60 

gactgtgccg caggtgcagg agggtcagat ggaaacaaaa ggcgcaggcg gcctccacaa 
120 

gcgccccgtg gggcacggat gtgcgcaggg ccgagctgca gctctgggcc atgaggctct 
180 

gcagcaggtg caggtcactg agctcccagg cccagcagag gcgcgtcagg gtgcaggcgg 
240 

cctgcatgcc cagcccctgt gccgccagct tcagcagcgt gccaggcaga gactcctcgg 
300 

ccatgaggaa ctcctgcagg gacacggtgg ggttggccga ggccccgtcc aaggtgaccc 
360 

cgtgcgccag gaagagcagg aagagcaggg tgagcagcag gtcaggccca aagtccccag 
420 
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cccagggccc gagctcgaac agcgtcctca tctccaggaa gcaggccccg ag 
472 

<210> 1948 
<211> 150 
<212> PRT 

<213> Homo sapiens 


<400> 1948 












Gly Pro 

Met Arg 

Thr 

Leu 

Phe 

Glu 

Leu 

Gly 

Pro 

Trp 

Ala Gly 

Asp 

Phe 

1 



5 





10 





15 

Asp Leu 

Leu 

Leu 

Thr 

Leu 

Leu 

Phe 

Leu 

Leu 

Phe 

Leu 

Ala 

His 

Gly Val 


20 





25 





30 


Thr Leu 

Asp 

Gly 

Ala 

Ser 

Ala 

Asn 

Pro 

Thr 

Val 

Ser 

Leu 

Gin 

Glu Phe 


35 





40 





45 


Ala Ala 

Leu Met 

Ala 

Glu 

Glu 

Ser 

Leu 

Pro 

Gly 

Thr 

Leu 

Leu 

Lys 

Leu 

50 





55 





60 




Gin Gly 

Leu 

Gly 

Met 

Gin 

Ala 

Ala 

Cys 

Thr 

Leu 

Thr 

Arg 

Leu 

Cys Trp 

65 




7.0 





75 




80 

Ala Trp 

Glu 

Leu 

Ser 

Asp 

Leu 

His 

Leu 

Leu 

Gin 

Ser 

Leu 

Met 

Ala Gin 



85 





90 





95 

Ser Cys 

Ser 

Ser 

Ala 

Leu 

Arg 

Thr 

Ser 

val 

Pro 

His 

Gly 

Ala 

Leu Val 


100 





105 





110 


Glu Ala 

Ala 

Cys 

Ala 

Phe 

Cys 

Phe 

His 

Leu 

Thr 

Leu 

Leu 

His 

Leu Arg 


115 




120 





125 


Val Thr 

His Ser 

Pro 

Pro 

Ala 

Tyr 

Ser 

Gly 

Pro 

Ala 

Val 

Ala 

Leu 

Leu 

130 





135 





140 




Val Thr 

Ala 

Tyr 

Thr 

Ala 











145 150 

<210> 1949 
<211> 395 
<212> DNA 

<213> Homo sapiens 
<400> 1949 

acgcgttgag ggaggcgaca tgcttcatga gcgcttggcg ccactgctca agcgacatct 
60 

gccccttgct gatgttgcaa ggcggacagg acggcatgta attcgactcg acgtcacgct 
120 

ccggatgcct cgacgggacg ctcacaagct tccattggcc attcgcgggt cgcttggtct 
180 

cgaccgcgcg tacaaccggg tctacatggt cgccatgcca ccgatcgggc aatggcattc 
240 

cacagtacgc gcagcggccg tcgtatttgc gccggagccg atcgcgctgt gctttcgtca 
300 

gccggctcac gctttatgct ccacggcagg tgtggcagca tcctggcagg cgactccaag 
360 

atccgcgcct gcgtccagct tgacggcgcc gggtt 
395 

<210> 1950 
<211> 125 
<212> PRT 
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<213> Homo sapiens 


<400> 1950 


Met 

Leu 

His 

Glu 

Arg Leu Aia fro 

Leu 

Leu 


His 

Leu 

Pro 

Leu 

1 




b 


J. u 




•15 


Ala 

Asp 

Val 

Ala 

Arg Arg Thr Gly 

Arg 

His 

Val He 

Arg 

Leu 

Asp 

Val 



20 


25 




30 



Thr 

Leu 

Arg 

Met 

Pro Arg Arg Asp 

Ala 

His 

Lys Leu 

Pro 

Leu 

Ala 

He 



35 


40 




45 




Arg 

Gly 

Ser 

Leu 

Gly Leu Asp Arg 

Aia 

Tyr 

Asn Arg 

Val 

Tyr 

Met 

Val 

50 



55 



60 





Ala 

Met 

Pro 

Pro 

He Gly Gin Trp 

His 

Ser 

Thr Val 

Arg 

Ala 

Ala 

Ala 

65 




70 



75 




80 

Val 

Val 

Phe 

Ala 

Pro Glu Pro He 

Ala 

Leu 

Cys Phe 

Arg 

Gin 

Pro 

Ala 





85 


90 




95 


His 

Ala 

Leu 

Cys 

Ser Thr Ala Gly 

Val 

Ala 

Ala Ser 

Trp 

Gin 

Ala 

Thr 




100 


105 




110 



Pro 

Arg 

Ser 

Ala 

Pro Ala Ser Ser 

Leu 

Thr 

Ala Pro 

Gly 





115 


120 




125 





<210> 1951 
<211> 363 
<212> DNA 

<213> Homo sapiens 
<400> 1951 

cggccgccgc ctctccgctc ccgggccccc 
60 

acagcggaac cggctcggtg ccctcggata 
120 

gctcttcgtg gccgacgctg cattcacaga 
180 

agacgacatc gaaatgccct gcgcgttccg 
240 

gattcagtgg- tggtacctca aggagccacc 
300 

cgtgccgggc gcccggagca aggtaacaaa 

360 

cgt 

363 


gccgccaccg cgccccccgc gggagatgga 
cctgccgcct ctgctgctgc atgccctgct 
agtccccaaa gatgtgacag tacgggaggg 
ggccagcgga gccacctcgt attcgctgga 
ccgggagctg ctgcacgagc tggcgctcag 
taaggatgca actaaaatca gcaccgtacg 


<210> 1952 

<211> 110 

<212> PRT 

<213> Homo sapiens 


<400> 1952 

Arg Pro Pro Pro Leu Arg Ser Arg 

1 5 
Ala Gly Asp Gly Thr Ala Glu Pro 
20 

Ala Ser Ala Ala Ala Cys Pro Ala 

35 40 
His Arg Ser Pro Gin Arg Cys Asp 


Ala Pro Ala Ala Thr Ala Pro Pro 

10 15 
Ala Arg Cys Pro Arg He Pro Ala 
25 30 
Ala Leu Arg Gly Arg Arg Cys lie 
45 

Ser Thr Gly Gly Arg Arg His Arg 
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SO 55 6° 

Asn Ala Leu Arg Val Pro Gly Gin Arg Ser His Leu Val Phe Ala Gly 

65 " 7 ° 75 

Asp Ser Val Val Val Pro Gin Gly Ala Thr Pro Gly Ala Ala Ala Arg 

P 85 90 95 

Ala Gly Ala Gin Arg Ala Gly Arg Pro Glu Gin Gly Asn Lys 
100 105 11° 

<210> 1953 

<211> 329 

<212> DNA 

<213> Homo sapiens 

<400> 1953 , 

acgcgtcagc ctgagcccaa taactataaa agagtcgcaa ccatgactgt gctattgagt 

gagcgcagcc agattttccg gggtgccgat gcctacgcgg tgtcggacta cgtcaaccag 

caJgtgggca gccactgcat tcgcctgcct cccaagggcc ggccacgggc gagtatcagc 
180 

catcgcacct ttgccagcct ggacctgtgc cgcatcagct acggcgctcc ggtacgggtc 

acatcggtgg cgctggagac catctatcac ctgcagatcc tgttgagcgg gcattgccgc 
300 

tccagctccc gtggtgagga tgacgtggn 
329 

<210> 1954 
<211> 109 
<212> PRT 

<213> Homo sapiens 


Thr Arg Gin Pro Glu Pro Asn Asn Tyr Lys Arg Val Ala Thr Met Thr 

5 10 15 

Val Leu Leu Ser Glu Arg Ser Gin lie Phe Arg Gly Ala Asp Ala Tyr 

20 25 30 

Ala Val Ser Asp Tyr Val Asn Gin His Val Gly Ser His Cys lie Arg 

Leu Pro Pro Lys Gly Arg Pro Arg Ala Ser He Ser His Arg Thr Phe 

50 55 60 

Ala Ser Leu Asp Leu Cys Arg lie Ser Tyr Gly Ala Pro Val Arg Val 
65 70 7 5 80 

Thr Ser Val Ala Leu Glu Thr He Tyr His Leu Gin lie Leu Leu Ser 

85 90 95 

Gly His Cys Arg Ser Ser Ser Arg Gly Glu Asp Asp Val 
100 105 

<210> 1955 
<211> 415 
<212> DNA 

<213> Homo sapiens 
<400> 1955 
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acgcgtggct cgacgaaaac caagtacgag 
60 

tggaatactg ctgggggcgc ttcacagaca 
120 

ggaaagggcc acacaagccc gatagtgacc 
180 

ccgccaaaca agccatgaac gcagcaaaac 
240 

aatggaaaac atggatactc ccagtccaca 
300 

aaaaaacttt gctagacgag caagacgata 
360 

acgtcatgtg cggcaaaaca ctccaccacc 
415 

<210> 1956 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 1956 


Met Pro 

Asp 

Lys 

Val 

Leu 

Ser 

His 

Met 

Val 

Glu Tyr 

Cys 

Trp 

Gly 

Arg 

l 


5 





10 





15 


Phe Thr 

Asp 

Asn 

He 

Lys 

Tyr 

Ala 

Val 

Ala 

Ala 

Gin 

Tyr 

Trp 

Lys 

Gly 



20 





25 





30 



Pro His 

Lys 

Pro 

Asp 

Ser 

Asp 

His 

Gin 

Arg 

He 

He 

Val 

Gly 

Tyr 

Phe 


35 





40 





45 




Lys Thr 

Ala 

Lys 

Gin 

Ala 

Met 

Asn 

Ala 

Ala 

Lys 

Gin 

Phe 

His 

Trp 

Asn 

50 





55 





60 





Thr Arg 

Leu 

Gin 

Gin 

Gin 

Trp 

Lys 

Thr 

Trp 

He 

Leu 

Pro 

val 

His 

Asn 

65 




70 





75 





80 

Gly Thr 

Val 

Ser 

Glu 

Phe 

Phe 

Thr 

Gin 

Gin 

Lys 

Thr 

Leu 

Leu 

Asp 

Glu 



85 





90 





95 


Gin Asp 

Asp 

Ser 

Asn 

Ser 

Glu 

Leu 

Pro 

Glu 

His 

Leu 

Gin 

Asn 

Val 

Met 


100 





105 





110 



Cys Gly 

Lys 

Thr 

Leu 

His 

His 

Gin 

Asp 

Asp 

Thr 

He 

Ser 

Trp 

Cys 


115 





120 





125 





<210> 1957 

<211> 526 

<212> DNA 

<213> Homo sapiens 

<400> 1957 

acgcgttccg gagagatttt cctaacctct ctccgagctg ctgagccgat cggtgaccac 
60 

caggagctcc tccctgtgag gacaaagttc cagagtcggg gtcacgggcc ttacttattg 
120 

gggaggaggc ccgccggggc cgcagtgggc gaggggccct tggcgcgctc ctgggaggtc 
180 

agacctggca cagtgtggcg aaggtttcca gtgcgatccc gagtcgaggg cgcatttcgc 
240 

ggtgactgcc agcatgaacc gcagccgacc gagttctgcg atcgggcttc tccgcagagt 
300 


acatgcccga 
acatcaaata 
atcaacggat 
aattccactg 
acggcaccgt 
gcaatagcga 
aagacgacac 


caaggtacta 
cgctgtagct 
cattgtaggc 
gaacacccgg 
gtccgagttt 
gctgccggag 
catatcgtgg 


tcacacatgg 
gcccaatatt 
tatttcaaaa 
ctacaacaac 
ttcacccaac 
catctacaaa 
tgcac 
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ggggaccctg gggaaggcgc caacttctct cctctgccca cctcactccc cgcgggcgtc 


360 


cctgggccgc ctgcccgggc cgcactgggc ggcctccatc gtcccttccc tctacctgca 


420 


ctgccccagg cgggagagag gccttggccc nncgagggac cagctgcagc gggcagcggg 
480 

gtcctgctcc cccaaccccc gccccatggc acggggctga accggt 
526 

<210> 1958 
<211> 175 
<212> PRT 

<213> Homo sapiens 
<400> 1958 

Thr Arg Ser Gly Glu He Phe Leu Thr Ser Leu Arg Ala Ala Glu Pro 

1 5 10 15 

He Gly Asp His Gin Glu Leu Leu Pro Val Arg Thr Lys Phe Gin Ser 

20 25 30 

Arg Gly His Gly Pro Tyr Leu Leu Gly Arg Arg Pro Ala Gly Ala Ala 

35 40 45 

Val Gly Glu Gly Pro Leu Ala Arg Ser Trp Glu Val Arg Pro Gly Thr 

50 55 60 

Val Trp Arg Arg Phe Pro Val Arg Ser Arg Val Glu Gly Ala Phe Arg 
65 70 75 80 

Gly Asp Cys Gin His Glu Pro Gin Pro Thr Glu Phe Cys Asp Arg Ala 

85 90 95 

Ser Pro Gin Ser Gly Asp Pro Gly Glu Gly Ala Asn Phe Ser Pro Leu 

100 105 11° 

Pro Thr Ser Leu Pro Ala Gly Val Pro Gly Pro Pro Ala Arg Ala Ala 

115 120 125 

Leu Gly Gly Leu His Arg Pro Phe Pro Leu Pro Ala Leu Pro Gin Ala 

130 135 140 

Gly Glu Arg Pro Trp Pro Xaa Glu Gly Pro Ala Ala Ala Gly Ser Gly 
145 " 150 155 160 

Val Leu Leu Pro Gin Pro Pro Pro His Gly Thr Gly Leu Asn Arg 
165 170 175 

<210> 1959 
<211> 378 
<212> DNA 

<213> Homo sapiens 
<400> 1959 

gtgcaccgga cggctcctec aacggatcat gcgacggccc agcggaaggc tcacccgagt 
60 

cgtcagaagg atcagggcgc ttgtcgtcgt cagacttcag gacatcccac gacatggtga 
120 

acggctggga ggagaccttg tccccgtcgg tcttggcgcc gacaacaaca ccgctcatgg 
180 

tgtattttcc ggcatgagtg aagaaccagt gggcatgctg atgacccttg atcggcagtg 
240 

aggctccttt gaccacctga tatgtgtcat cagcgaggaa ggtgccgagt ttggcgttct 
300 
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cgtctgcctc gggtgaattg ccgaggaggt acatcttgcc tggacccgta atcgcggtga 
360 

agtcgacgcg caacgcgt 
378 

<210> 1960 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 1960 


Met Tyr 

Leu 

Leu 

Gly Asn 

Ser Pro Glu 

Ala 

Asp Glu 

Asn 

Ala 

Lys 

Leu 

1 



5 


10 




15 


Gly Thr 

Phe 

Leu 

Ala Asp 

Asp Thr Tyr 

Gin 

Val Val 

Lys 

Gly 

Ala 

Ser 


20 


25 




30 



Leu Pro 

He 

Lys 

Gly His 

Gin His Ala 

His 

Trp Phe 

Phe 

Thr 

His 

Ala 


35 



40 



45 




Gly Lys 

Tyr 

Thr 

Met Ser 

Gly Val Val 

Val 

Gly Ala 

Lys 

Thr 

Asp 

Gly 

50 




55 


60 





Asp Lys 

Val 

Ser 

Ser Gin 

Pro Phe Thr 

Met 

Ser Trp 

Asp 

Val 

Leu 

Lys 

65 



70 



75 




80 

Ser Asp 

Asp 

Asp 

Lys Arg 

Pro Asp Pro 

Ser 

Asp Asp 

Ser 

Gly 

Glu 

Pro 


85 


90 




95 


Ser Ala 

Gly 

Pro 

Ser His 

Asp Pro Leu 

Glu 

Glu Pro 

Ser 

Gly 

Ala 



100 


105 




110 




<210> 1961 
<211> 384 
<212> DNA 

<213> Homo sapiens 
<400> 1961 

ggatccaccc cggaaaccgg caggatgaag ggggcaagtg aggagaagct ggcatctgtg 
60 

tccaacctgg tcactgtgtt tgagaatagc aggaccccag aagcagcacc cagaggccag 
120 

aggctagagg acgtgcatca ccgccctgag tgcaggcctc ccgagtcccc aggaccacgg 
180 

gagaagacga atgtcgggga ggccgtgggg tctgagccca ggacagtcag caggaggtac 
240 

ctgaactccc tgaagaacaa gctgtccagc gaagcctgga ggaaatcttg ccagcctgtg 
300 

accctctcag gatcggggac gcaggagcca gagaagaaga tcgtccagga gctgctggag 
360 

acagagcagg cctatgtggc gcgc 
384 

<210> 1962 
<211> 128 
<212> PRT 

<213> Homo sapiens 
<400> 1962 

Gly Ser Thr Pro Glu Thr Gly Arg Met Lys Gly Ala Ser Glu Glu Lys 
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1 




5 10 


15 


Leu 

Ala 

Ser 

Val 

Ser Asn Leu Val Thr Val Pne Glu Asn 

Ser 

Arg 

Thr 




20 


30 



Pro 

Glu 

Ala 

Ala 

Pj^o Arg Gly oin Arg beu uiu «ap vox 

His 

His 

Arq 



35 


40 45 




Pro 

Glu 

Cys 

Arg 

Pro Pro Glu Ser Pro Gly Pro Arg Glu 

Lys 

Thr 

Asn 


50 

55 60 




Val Gly 

Glu 

Ala 

Val Gly Ser Glu Pro Arg Thr Val Ser 

Arg Arg 

Tyr 

65 




70 75 



80 

Leu 

Asn 

Ser 

Leu 

Lys Asn Lys Leu Ser Ser Glu Ala Trp 

Arg 

Lys 

Ser 





85 * 90 


95 


Cys 

Gin 

Pro 

Val 

Thr Leu Ser Gly Ser Gly Thr Gin Glu 

Pro 

Glu 

Lys 



100 

105 

110 



Lys 

lie 

Val 

Gin 

Glu Leu Leu Glu Thr Glu Gin Ala Tyr 

Val 

Ala 

Arg 


115 


120 125 





<210> 1963 

<211> 323 

<212> DNA 

<213> Homo sapiens 

<400> 1963 

nnncccttcc taccctccca tactccccac ccctcttcct ccccctgtgc tgagcttgca 
60 

ggcatgaaac acccacctgg cctctctccc tctgttttgc cccttctgtc gtctctctcc 
120 

cacagctgcc tggctcttcg gcgtcagtcc accaccttct gcagctctcc ctcaccctgg 
180 

cgaccactca ggcatgcatc tcgcgggccc ccttcagacc tctcggggtc atcttcccct 
240 

tccctggcca ttatttttct tcatctgggc tgggcccgga ggggcgttcc cccccttcct 
300 

cttctttctt tttttttctc ttt 
323 

<210> 1964 

<211> 107 

<212> PRT 

<213> Homo sapiens 


<400> 1964 


Xaa 

Pro 

Phe 

Leu 

Pro 

Ser 

His 

Thr 

Pro 

His 

Pro Ser Ser 

Ser Pro Cys 

l 




5 





10 


15 

Ala 

Glu 

Leu 

Ala 

Gly 

Met 

Lys 

His 

Pro 

Pro 

Gly Leu Ser 

Pro Ser Val 




20 





25 



30 

Leu 

Pro 

Leu 

Leu 

Ser 

Ser 

Leu 

Ser 

His 

Ser 

Cys Leu Ala 

Leu Arg Arg 



35 





40 



45 


Gin 

Ser 

Thr 

Thr 

Phe 

Cys 

Ser 

Ser 

Pro 

Ser 

Pro Trp Arg 

Pro Leu Arg 


50 





55 




60 


His 

Ala 

Ser 

Arg 

Gly 

Pro 

Pro 

Ser Asp 

Leu 

Ser Gly Ser 

Ser Ser Pro 

65 





70 





75 

80 

Ser 

Leu 

Ala 

He 

He 

Phe 

Leu 

His 

Leu 

Gly 

Trp Ala Arg 

Arg Gly Val 





85 





90 


95 

Pro 

Pro 

Leu 

Pro 

Leu 

Leu 

Ser 

Phe 

Phe 

Phe 

Ser 
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-100 

<210> 1965 
<211> 1416 
<212> DNA 

<213> Homo sapiens 


<400> 1965 


cqgctggggc 

> "3w wwww l 

aggagctgga 

60 


agcaccctgg 

agaagaagca 

120 


qtacttcggg 

cagtggagga 

180 


ccrcjcrccctQt 

cactgacacg 

240 


cggcagaacc 

gggccctgcg 

300 


aocaacragcg 

tgcatgagct 

360 


ctgcgagcac 

aggtgacaga 

420 


CQtctcrgagQ 

3 ww,fc *33 33 

tgactgtgca 

480 


qatgaggctg 

3 3 w 

gtgaagagag 

540 


gagcgggatg 

aggagcggaa 

600 


ggagagctgg 

aggagctgaa 

660 


gtgaagcagc 

ttcgcaagat 

720 


acacgcacct 

cccgggagga 

780 


qcrcctcrgagg 

ctgaggtgct 

840 


cggcaggccc 

agcaggaccg 

900 


aaggcagcca 

ttctggagga 

960 


gagctggagg 

aggagcagac 

1020 


ctgcaggtag 

agtcactgac 

1080 


gagagcgggc 

ggcagcagct 

1140 


gaggatgctg 

gggcccgtgc 

1200 


gcccaggctg 

aggagcagct 

1260 


gtgcccaaaa 

gtaagaagcg 

1320 


gtggctgacc 

agctccggga 

1380 



105 


cgacgccacc atggacctgg 
gcgcaagttt gaccagcttc 
acgtgagcgg gccgaggcag 
ggcactggag gaggagcagg 
ggctgagctg gaggcactgc 
ggaacgagcc tgccgggtag 
actggaggat gagctgacag 
ggctctcaag actcagcatg 
gcggaggcag ctggccaagc 
gcagcgcact ctggccgtgg 
ggctcagatg gcctctgccg 
gcaggcccag atgaaggagc 
gatcttctcc cagaatcggg 
gcggctgcag gaggaactgg 
ggatgagatg gcagatgagg 
gaagcgtcag ctggaggggc 
anactcagag ctgctcaatg 
cacagagctg tcagctgagc 
ggaacggcag atccaggagc 
ccgccacaag atgaccattg 
agagcaagag accagagagc 
gtttaaagag gtggtgctcc 
ccagctggag aagggaaacc 


agcagcagcg gcagcttgtg 
tggcagagga gaaggcagct 
agggccggga gcgtgaggct 
aggcacgtga ggagctggag 
tgagcagcaa ggatgacgtc 
cagaacaggc agccaatgat 
cggccgagga tgccaagctg 
agcgtgacct gcagggccgt 
agctgagaga tgcagaggtg 
ctgcccgcaa gaagctggag 
gccagggcaa ggaggaggcg 
tatggcggga ggtggaggag 
aaagtgaaaa gcgcctcaag 
ccgcctcgga ccgtgctcgg 
tggccaatgg taaccttagc 
gcctggggca gttggaggaa 
accgctaccg caagctgctc 
gcagtttctc agccaaggca 
tacggggacg cctgggtgag 
ctgcccttga gtctaagttg 
gcatcctctc tggaaagctg 
aggtggagga ggagcggagg 
ttcgagtcaa gcagctgaag 
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cggcagctgg aggaggccga ggaggaggca tcccgg 
1416 

<210> 1966 
<211> 472 
<212> PRT 

<213> Homo sapiens 

<400> 1966 „, „, „, 

Arg Leu Gly Gin Glu Leu Asp Asp Ala Thr Met Asp Leu Glu Gin Gin 

1 5 10 15 , 

Arg Gin Leu Val Ser Thr Leu Glu Lys Lys Gin Arg Lys Phe Asp Gin 

20 25 30 

Leu Leu Ala Glu Glu Lys Ala Ala Val Leu Arg Ala Val Glu Glu Arg 

35 40 45 

Glu Arg Ala Glu Ala Glu Gly Arg Glu Arg Glu Ala Arg Ala Leu Ser 

50 55 60 

Leu Thr Arg Ala Leu Glu Glu Glu Gin Glu Ala Arg Glu Glu Leu Glu 
65 70 75 80 

Arg Gin Asn Arg Ala Leu Arg Ala Glu Leu Glu Ala Leu Leu Ser Ser 

85 90 95 

Lys Asp Asp Val Gly Lys Ser Val His Glu Leu Glu Arg Ala Cys Arg 

100 105 11°. 

Val Ala Glu Gin Ala Ala Asn Asp Leu Arg Ala Gin Val Thr Glu Leu 

115 120 125 

Glu Asp Glu Leu Thr Ala Ala Glu Asp Ala Lys Leu Arg Leu Glu Val 

130 135 140 

Thr Val Gin Ala Leu Lys Thr Gin His Glu Arg Asp Leu Gin Gly Arg 
145 150 155 I 60 

Asp Glu Ala Gly Glu Glu Arg Arg Arg Gin Leu Ala Lys Gin Leu Arg 

165 170 175 

Asp Ala Glu val Glu Arg Asp Glu Glu Arg Lys Gin Arg Thr Leu Ala 

180 185 190 

val Ala Ala Arg Lys Lys Leu Glu Gly Glu Leu Glu Glu Leu Lys Ala 

195 200 205 

Gin Met Ala Ser Ala Gly Gin Gly Lys Glu Glu Ala val Lys Gin Leu 

210 215 220 

Arg Lys Met Gin Ala Gin Met Lys Glu Leu Trp Arg Glu Val Glu Glu 
225 230 235 240 

Thr Arg Thr Ser Arg Glu Glu He Phe Ser Gin Asn Arg Glu Ser Glu 

245 250 255 

Lys Arg Leu Lys Gly Leu Glu Ala Glu Val Leu Arg Leu Gin Glu Glu 

260 265 270 

Leu Ala Ala Ser Asp Arg Ala Arg Arg Gin Ala Gin Gin Asp Arg Asp 

275 280 285 

Glu Met Ala Asp Glu Val Ala Asn Gly Asn Leu Ser Lys Ala Ala He 

290 295 300 

Leu Glu Glu Lys Arg Gin Leu Glu Gly Arg Leu Gly Gin Leu Glu Glu 
305 310 315 320 

Glu Leu Glu Glu Glu Gin Thr Xaa Ser Glu Leu Leu Asn Asp Arg Tyr 

325 330 335 

Arg Lys Leu Leu Leu Gin Val Glu Ser Leu Thr Thr Glu Leu Ser Ala 

340 345 350 

Glu Arg Ser Phe Ser Ala Lys Ala Glu Ser Gly Arg Gin Gin Leu Glu 
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355 



360 




365 




Arg Gin 

He 

Gin 

Glu 

Leu Arg Gly 

Arg 

Leu 

Gly Glu 

Glu 

ASp 

Ala 

Gly 

370 




375 



380 





Ala Arg 

Ala 

Arg 

His 

Lys Met Thr 

He 

Ala 

Ala Leu 

Glu 

Ser 

Lys 

Leu 

385 




390 



395 




400 

Ala Gin 

Ala 

Glu 

Glu 

.405 

Gin Leu Glu 

Gin 

Glu 
410 

Thr Arg 

Glu 

Arg 

He 
415 

Leu 

Ser Gly 

Lys 

Leu 

Val 

Pro Lys Ser 

Lys 

Lys 

Arg Phe 

Lys 

Glu 

Val 

Val 

420 



425 




430 



Leu Gin 

Val 

Glu 

Glu 

Glu Arg Arg 

Val 

Ala 

Asp Gin 

Leu 

Arg Asp 

Gin 


435 



440 




445 




Leu Glu 

Lys 

Gly Asn 

Leu Arg Val 

Lys 

Gin 

Leu Lys 

Arg 

Gin 

Leu 

Glu 

450 




455 



460 





Glu Ala 

Glu 

Glu 

Glu 

Ala Ser Arg 








465 




470 









<210> 1967 
<211> 401 
<212> DNA 

<213> Homo sapiens 
<400> 1967 

aaatttgaat cctggaaagc tgatctcgat aagtcgtttg tcgagctgtt tgcggcgttg 
60 

ccgacgcgcc taatttggat cgtgcagtaa gagcttctcc attcctcggc gccaaaggga 
120 

tgcatcacat ctcgcggcca gtcagctccc ctgggcttgc actcgtcgga gatgctggcc 
180 

ttgcaccaga tcctctgtgg ggcgtcgggt gtggctgggc attccagtcg gcagcttggt 
240 

tagtggactg taccggatct catttggctg accggaccgc cttagatagg gcgcttcgca 
300 

gttatcatcg ataccaccgg cattctcttg ggtggcatga acgcctcatc tctagatatg 
360 

caaacggccg gggttttcat gcgctcgaga agctgatgct g 
401 


<210> 1968 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 1968 

Met His His He Ser Arg Pro Val 

1 5 
Gly Asp Ala Gly Leu Ala Pro Asp 
20 

Trp Ala Phe Gin Ser Ala Ala Trp 

35 40 
Leu Ala Asp Arg Thr Ala Leu Asp 

50 55 
Tyr His Arg His Ser Leu Gly Trp 
65 70 
Ala Asn Gly Arg Gly Phe His Ala 


Ser Ser Pro Gly Leu Ala Leu Val 

10 15 
Pro Leu Trp Gly Val Gly Cys Gly 
25 30 
Leu Val Asp Cys Thr Gly Ser His 
45 

Arg Ala Leu Arg Ser Tyr His Arg 
60 

His Glu Arg Leu He Ser Arg Tyr 

75 80 
Leu Glu Lys Leu Met Leu 
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85 90 

<210> 1969 

<211> 464 

<212> DNA 

<213> Homo sapiens 

<400> 1969 

nncatcgacg cgcactggac tcatctgggt gacggcccac agatggacac tctgcgcgag 
60 

gaggtcgccg ttcaccgcgt cacggatgct gtcaccctgc tcggtcacgt cgccaacacc 
120 

caggtcatgg cgacccagcg tgatctcaaa ccgtcagtat tcgtcaacct ctcctcctcg 
180 

gaaggacttc ctgtatcaat gatggaggtt gcttccctcg gtatccccat tatcgcgact 
240 

ggcgtcggcg gagtaggaga aatcgtctcg tctgacaacg ggcatctatt gcctgccgag 
300 

ttcaccgaca cccaggcatc tgacgcgtta gtgcagctgg cacgtctgtc tgaggacgag 
360 

taccagcagg tgtgtcaggc ctcccgccag gtgtgggaag aaaagttccg cgcctctgtc 
420 

gtctaccccg aattctgtcg cgagtgctgg ggcgacgctg atca 
464 

<210> 1970 
<211> 154 
<212> PRT 

< 2 13 > Homo sapiens 
<400> 1970 

Xaa lie Asp Ala His Trp Thr His Leu Gly Asf 

1 5 10 

Thr Leu Arg Glu Glu Val Ala Val His Arg Val 

2 0 25 
Leu Leu Gly His Val Ala Asn Thr Gin Val Met 

35 40 
Leu Lys Pro Ser Val Phe Val Asn Leu Ser Sei 

50 55 
Val Ser Met Met Glu Val Ala Ser Leu Gly Il€ 
65 70 75 

Gly Val Gly Gly Val Gly Glu He Val Ser Sei 

85 90 
Leu Pro Ala Glu Phe Thr Asp Thr Gin Ala Sei 

100 105 
Leu Ala Arg Leu Ser Glu Asp Glu Tyr Gin Glr 

115 120 
Arg Gin Val Trp Glu Glu Lys Phe Arg Ala Sej 

130 135 
Phe Cys Arg Glu Cys Trp Gly Asp Ala Asp 
145 150 

<210> 1971 
<211> 520 


Gly 

Pro 

Gin 

Met 

Asp 




15 


Thr 

Asp 

Ala 

Val 

Thr 



30 



Ala 

Thr 

Gin 

Arg 

Asp 


45 




Ser 

Glu 

Gly 

Leu 

Pro 

60 





Pro 

He 

lie 

Ala 

Thr 





80 

Asp 

Asn 

Gly 

His 

Leu 




95 


Asp 

Ala 

Leu 

val 

Gin 



110 



Val 

Cys 

Gin 

Ala 

Ser 


125 




Val 

Val 

Tyr 

Pro 

Glu 

140 
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<212> DNA 

<213> Homo sapiens 
<400> 1971 

accggttgta ggtgtacaaa cactgctgac atcagccagc tcctgagtgt caggagagac 
60 

acagaagtac tcaggttgtt tgtgtgttga ccgagagaac agctcagatt gaggaacgag 
120 

acagacgacg acaaaaacaa ttagagcatc agttgataca atacaaatgg aatataatgc 
180 

atctaacatt tcaaattcaa gacatgattc tgatgaaatc agtggtaaaa tgaatacata 
240 . 

tatgaattct acgacttcta agaaggatac tggtgtgcaa acagatgact taaatatagg 
300 

aatattcacc aatgcagaat cacattgtgg atcattaatg gagagggaca tcacaaattg 
360 

ttcatctcct gagatttcgg cagaacttat tggacagttt agcaccaaga aaaacaagca 
420 

agaactaact caggataaag gagccagctt agaaaaagaa aacaatcggt gtaatgacca 
480 

gtgtaatcag ttcacaagaa ttgagaaaca aacaaaacag 
520 

<210> 1972 
<211> 118 . . 
<212> PRT 
'. <213> Homo sapiens 

<400> 1972 


Met 

Glu 

Tyr 

Asn 

Ala 

Ser 

Asn 

He 

Ser 

Asn 

Ser Arg 

His 

Asp 

Ser Asp 

1 




5 





10 




15 


Glu 

He 

Ser 

Gly 
20 

Lys 

Met 

Asn 

Thr 

Tyr 
25 

Met 

Asn Ser 

Thr 

Thr 
30 

Ser 

Lys 

Lys 

Asp 

Thr 
35 

Gly 

Val 

Gin 

Thr 

Asp 
40 

Asp 

Leu 

Asn He 

Gly 
45 

He 

Phe 

Thr 

Asn 

Ala 
50 

Glu 

Ser 

His 

Cys 

Gly 
55 

Ser 

Leu 

Met 

Glu Arg 
60 

Asp 

He 

Thr 

Asn 

Cys 

Ser 

Ser 

Pro 

Glu 

He 

Ser 

Ala 

Glu 

Leu 

He Gly 

Gin 

Phe 

Ser 

Thr 

65 





70 





75 




80 

Lys 

Lys 

Asn 

Lys 

Gin 

Glu 

Leu 

Thr 

Gin 

Asp 

Lys Gly 

Ala 

Ser 

Leu 

Glu 




85 





90 




95 


Lys 

Glu 

Asn 

Asn 

Arg Cys 

Asn 

Asp 

Gin 

Cys 

Asn Gin 

Phe 

Thr 

Arg 

He 



100 





105 




110 



Glu 

Lys 

Gin 
115 

Thr 

Lys 

Gin 











<210> 1973 

<211> 331 

<212> DNA 

<213> Homo sapiens 

<400> 1973 

acgcgtacct atgcccagcg catggcggat cagttgaccg cggcactagg cagctactta 
60 
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tccgcaggtc aaaagaaatc ggacggcctc ggatccttct tcgtggccac tacccttgaa 
120 

gagctacaag cgatgaacag cgatactcgc ttcaccacga gcgtgggaat cgacctatcc 
180 

cccgctcgat ctttctccgc ttgggcgctg cgcggaacga ctttttctgc gccgtcgatg 
240 

acaaaggctt cccgctcgag ctcggccgca ccaagcgcac cgcgtcgctg tggcaaaagc 
300 

tggcgctcgc cgccagtgaa atcgtgtgca c 
331 

<210> 1974 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 1974 


Met Ala 

Asp 

Gin 

Leu Thr Ala. Ala Leu Gly 

Ser Tyr 

Leu Ser Ala Gly 

1 


5 10 


15 

Gin Lys 

Lys 

Ser 

Asp Gly Leu Gly Ser Phe 

Phe Val 

Ala Thr Thr Leu 

20 

25 


30 

Glu Glu 

Leu 

Gin 

Ala Met Asn Ser Asp Thr 

Arg Phe 

Thr Thr Ser Val 


35 


40 


45 

Gly He 

Asp 

Leu 

Ser Pro Ala Arg Ser Phe 

Ser Ala Trp Ala Leu Arg 

50 



55 

60 


Gly Thr 

Thr 

Phe 

Ser Ala Pro Ser Met Thr 

Lys Ala 

Ser Arg Ser Ser 

65 



70 

75 

80 

Ser Ala 

Ala 

Pro 

Ser Ala Pro Arg Arg Cys 

Gly Lys 

Ser Trp Arg Ser 




85 90 


95 

Pro Pro 

Val 

Lys 

Ser Cys Ala 





100 





<210> 1975 
<211> 370 
<212> DNA 

<213> Homo sapiens 
<400> 1975 

acgcgtcggg ccaatcgctc gtggagctgc aaaccgcgct gcaagcccgc gacgagcaac 
60 

gtctgacggc ttggaccgat gcgctgggtg caatgggcgc caagctgagc caggcgtggg 
120 

agaaggcggg tgccgacacg gcgagccgtc agcaggagat ttgcgatgcg ctggcgcaga 
180 

ctgcgcgcga catctcttcg caaacacagg cccacgccaa caacacgatc gccgagattt 
240 

ctcgactggt gcaggccgcc tcggaggcgc caaaggctgc tgccgaagtg gttgccgagc 
300 

tgcgccagaa gctgtccgac agcatggtcc gcgacacggg cgatgctgga agaacgcacg 
360 

cgcatgctgg 
370 

<210> 1976 
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<211> 121 
<212> PRT 

<213> Homo sapiens 


<400> 1976 




Met Arg 

Val 

Arg 

Ser Ser Ser lie Ala Arg Val 

Ala Asp His Ala Val 

1 



5 10 

15 

Gly Gin 

Leu 

Leu 

Ala Gin Leu Gly Asn His Phe 

Gly Ser Ser Leu Trp 


20 

25 

30 

Arg Leu 

Arg 

Gly 

Gly Leu His Gin Ser Arg Asn 

Leu Gly Asp Arg Val 


35 


40 

45 

Val Gly 

val 

Gly 

Leu Cys Leu Arg Arg Asp Val 

Ala Arg Ser Leu Arg 

so 



55 

60 

Gin Arg 

lie 

Ala 

Asn Leu Leu Leu Thr Ala Arg 

Arg Val Gly Thr Arg 

65 



70 75 

80 

Leu Leu 

Pro 

Arg 

Leu Ala Gin Leu Gly Ala His 

Cys Thr Gin Arg lie 




85 90 

95 

Gly Pro 

Ser 

Arg 

Gin Thr Leu Leu Val Ala Gly 

Leu Gin Arg Gly Leu 


100 

105 

110 

Gin Leu 

His 

Glu 

Arg Leu Ala Arg Arg 



115 


120 



<210> 1977 

<211> 551 

<212> DNA 

<213> Homo sapiens 


c400> 1977 

ccgcgggcag gtggcatgtg ggctgagccc cgaagaaagt caaaagataa ggaagaggac 
60 

aggtttctag gaagaagttg gctgagcagg agttgggcag gttaagagct gggtgagggg 
120 

agagaggaga caggcagcca ggctgttaca cagggaggag cacaggaggt gcacgggagg 
180 

agccaagcgg gagggcaggc aatggccagg ttggaagatc tgcacctccc tggttactgg 
240 

aggaatgaaa ctggttggac tgactgcagg gagaggctcc agttgaaaca tgagagaagt 
300 

actggatgaa aaaggtgcca caactgagac cagaaggcag attcctgaac tggtggggtg 
360 

ccaaggatgc atatcaaaga ctgctggaac atgtgggtat caagattgaa gacagtgaag 
420 

gttaaaatgg cctgatccaa agctggaggg ggggtggagt gactggtgac tgctcttccc 
480 

acggacaggc attcaggcaa gctttcaaac tgagctctaa attctgctct gggttctaag 
540 

cagactcatg a " 
551 

<210> 1978 
<211> 101 
<212> PRT 

<213> Homo sapiens 
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<400> 1978 

Met His Pro Trp His Pro Thr Ser Ser Gly lie Cys Leu Leu Val Ser 

1.5 10 15 

Val Val Ala Pro Phe Ser Ser Ser Thr Ser Leu Met Phe Gin Leu Glu 

20 25 30 

Pro Leu Pro Ala Val Ser Pro Thr Ser Phe He Pro Pro Val Thr Arg 

35 40 45 

Glu Val Gin He Phe Gin Pro Gly His Cys Leu Pro Ser Arg Leu Ala 

50 55 60 

Pro Pro Val His Leu Leu Cys Ser Ser Leu Cys Asn Ser Leu Ala Ala 
65 70 75 80 

Cys Leu Leu Ser Pro Leu Thr Gin Leu Leu Thr Cys Pro Thr Pro Ala 

85 90 95 

Gin Pro Thr Ser Ser 
100 


<210> 1979 
<211> 5530 
<212> DNA 

<213> Homo sapiens 
<400> 1979 

ncttgactca atcctgcaag caagtgtgtg 
60 

atagcaaata acaaataccc ataaagtccc 
120 

actatgctgc tcgggtgggc gtccctgctg 
180 

gtcggccccg ccgcgacacc tgcccaggat 
240 • 

gccgcccagc cccgccggcg gcagggggag 
300 

cacccgcacc ccctggcgca gcggcgcagg 
360 

ctctactccg gcggcggcaa ggtgggctac 
420 

ttggacctgg agcgagatgg ttcggtgggc 
480 

acgagtgcgc cctggcgcca ccggagccac 
540 

ccccgctctc tggctgtctt tgacctctgt 
600 

cacgcgcgct acaccctaaa gccactgctg 
660 

cgcgtgtacg gggatgggtc cgcacggatc 
720 

tcgaggccct gccgccgcgc gccagctgcg 
780 

agcatgctcc ggcgcacagc aacccgagcg 
840 

cagtccgctc tctcgcccgc tgggggctca 
900 

cgctccatct cccgggcccg ccaggtggag 
960 


tgtgtcccca tcccccgccc cgttaacttc 
agtcgcgcag cccctccccg cgggcagcgc 
ctgtgcgcgt tccgcctgcc cctggccgcg 
aaagccgggc agcctccgac tgctgcagca 
gaggtgcagg agcgagccga gcctcccggc 
agcaaggggc tggtgcagaa catcgaccaa 
ctcgtctacg cgggcggccg gaggttcctc 
attgctggct tcgtgcccgc aggaggcggg 
tgcttctatc ggggcacagt ggacgctagt 
gggggtctcg acggcttctt cgcggtcaag 
cgcggaccct gggcggagga agaaaagggg 
ctgcacgtct acacccgcag ggcttcagct 
aaacccccgc gtccacaccg gaggcccacg 
gacgcgcagc acgcctcgca gctcttggac 
ggaccgcaga cgtggtggcg gcggcggcgc 
ctgcttctgg tggctgacgc gtccatggcg 
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cggttgtatg 

gccggggcct 

1020 


ctgtacagcc 

atgctagcat 

1080 


ctaggcgaca 

aggacaagag 

1140 


ttttgcaagt 

ggcagcacca 

1200 


gcagctatcc 

tgtttactcg 

1260 


atggcagacg 

ttgggaccat 

1320 


ggcctccacg 

cagccttcac 

1380 


gacgattcca 

aattctgtga 

1440 


tccatcctta 

ccagcattga 

1500 


acagaattcc 

tggatgatgg 

1560 


ctgggccccg 

aagaactccc 

1620 


ttcgggcctg 

agtactccgt 

1680 


gtggtacgcc 

agggccagat 

1740 


ccttgtggaa 

aggggagaat 

1800 


tattattcaa 

cgtcaagcca 

1860 


cgctcatgtg 

gaggaggagt 

1920 


aacaacggac 

gctactgcac 

1980 


tgcccaccca 

atggtaaatc 

2040 


tctgatgcaa 

aaggagtcaa 

2100 


ccagcggatg 

tgtgcaagct 

2160 


tctccaaagg 

tgaccgatgg 

2220 


gggaagtgtg 

tgagaactgg 

2280 


tgcggagtat 

gtggaggaga 

2340 


aaaagtaagg 

gttacactga 

2400 


cgacagttca 

aagccaaaga 

2460 


aacggtgagt 

accttatcaa 

2520 


atcaatggaa 

cagtcatgaa 

2580 



gcagcattac ctgctgaccc 
cgagaaccac atccgcctgg 
cctggaagtg agcaagaacg 
acacaaccag ctgggagatg 
ggaggattta tgtgggcatc 
atgttctcca gagcgcagct 
tgtggctcac gaaatcggac 
agagaccttt ggttccacag 
tgcatctaag ccctggtcca 
ccatggtaac tgtttgctgg 
aggacagacc tacgatgcca 
gtgtcccggc atggatgtct 
ggtctgtctg accaagaagc 
ctgcctgcag ggcaaatgtg 
tggcaactgg ggatcttggg 
gcagtttgcc tatcgtcact 
agggaagagg gccatctacc 
atttcgtcat gaacagtgtg 
aacttttgtg gaatgggttc 
gacctgcaga gccaagggca 
cactgaatgt aggccgtaca 
ctgtgacggc atcattggct 
caactccagc tgtacaaaga 
cgtggtgagg attcctgaag 
ccagactaga ttcactgcct 
tggaaagtac atgatctcca 
ctatagcggt tggagccaca 


tggcctccat 

cgccaatagg 

ccgtggtgaa 

ggtggtggtg 

ctgccaccac 

actcaagaac 

accatgagga 

gcactacgat 

attcatgtga 

caccctggga 

gtgctgtgat 

tgaagacgat 

atttacttgg 

cctctcccat 

aagataagcg 

cttaatgtct 

aatgcacttc 

agccaccatc 

acctaccacg 

aaagcagatc 

cccagcagtg 

caacctgaca 

gtgctcgcct 

gtggtgtgct 

tgcctgcggt 

ggaagggacg 

tggacaaaac 

caagaaaaaa 

gatcctgggg 

ccagtgttct 

gtaataaccc 

tgctcccaga 

actcctgcag 

tctcatgccc 

aggccaaaaa 

tggctatcag 

ccaaatatgc 

aggtgtcctg 

ctggctacta 

tgtggtattt 

gtaattccgt 

ctgcgtccgg 

caaagctgca 

gtatgacaag 

ttgttggaac 

ctttaataag 

gggcaaccca 

cataaaagtt. 

atttagccct 

gaaaaagaaa 

cttcagagac 

tatcattgac 

gggatgactt 

cctgcatggc 
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atgggctact ctgccacgaa 
2640 

aaaccattag atgtccgtta 
2700 

tctgtcacta gtcatggcag 
2760 

acgggcccat ggctcgcctg 
2820 

cagtgccagg atggaaaccg 
2880 

gcgtttaagc aatgcttgtt 
2940 

ataactggag gattcagcac 
3000 

gaaagtcatg cttcagtgac 
3060 

tgtgaccaaa agaggatgtg 
3120 

aacttgggag ttattgaaca 
3180 

ggggacattt gaagatggca 
3240 

tttaatggta tcataatcat 
3300 

aaatacattc tcccttggta 
3360 

atatttctat aaaaaaagtg 
3420 

gtttccagaa agagctgtgg 
3480 

agatgtagta tattttctga 
3540 

gcaagtatct tctgagaaat 
3600 

atacatacac gggttcattt 
3660 

gccaaattaa tgcataattt 
3720 

actcaagagt ctaaaaacta 
3780 

ttcactgtgt tttcaattta 
3840 

atatctcaca atgtatgata 
3900 

acattcaaca ctggtatacc 
3960 

tttgttttgt tcaagggttc 
4020 

ttagaaacat taaagatcac 
4080 

tgtggttaat gccaaaaagt 
4140 

atttcttaat ttaaaaaatc 
4200 


ggaaattcta atagtgcaga 
tagctttttt gttcccaaga 
caataaagtg ggatcacaca 
ctctaggacc tgtgacacag 
gaagttagca aaaggatgtc 
gaagaaatgt tagcctgtgg 
cgatgcagtc gtggtgaaca 
attgtcaaca ggagtccaat 
cactgcttca cgtgacagtg 
tcccctgggc ttacaagaaa 
gaactgtctc ccccttgtca 
tttcacccat aatacacagt 
tgtcacttta tatcccctgg 
tttgaccaaa gtaggtctgc 
atattttact ggaaattaag 
ctacaggaga taaaatttca 
tttgaaaagt aaatagatct 
acttaaacct ttgactgcct 
cagatgtaga agtagggttt 
gtttccttgt gttggaaatt 
tattttcaca actactttct 
tacgtacaaa acacacagca 
tcctaccagc aagcctttaa 
agtaagacct acaatgtttt 
ttggtagtta gccacattga 
ggttaatatt aataagactg 
taagtatatt cctattgtac 


ttcttgcaac agaccccact 
agtccactcc aaaagtaaac 
cttcgcagcc gcagtgggtc 
gttggcacac cagaacggtg 
ctctctccca aaggccttct 
ttatgatctt atgcacaaag 
ggaggtctac ctaacgcaca 
tatgggcaga atctgctctc 
gtgaccttgc aatatagaaa 
cactgatgaa tgtaaaatca 
cctacctctg atagaatgtc 
agcttcttct tactgtttgt 
ttctattaaa atatccatat 
agctatttca acttccttcc 
aacttgctgc tgttttaata 
gtcaaaaaac cattttgaca 
cagtgtatct agtcacttaa 
gtattttttt caggtagcta 
gcgtgtgtgt gtgtgatcat 
taaaaggaaa aaaatcgtat 
ctctccagag ctttcatctg 
agttttctat catgtccaac 
aatgcatttg tgtttgctta 
gtatttcttg acttatttta 
gaagtggtta tcattgttaa 
tttccacacc ataggcaata 
taaatatttt tcccaactgg 
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aaagcacttg attgtacccg taagtgtttg agtgatgaca tgtgatgatt ttcagaaagt 
4260 

tgttgttttt gtttccatag cctgtttaag taggttgtaa gtttgaatag ttagacatgg 

aaattatttt ataagcacac acctaaagat atctttttag atgataaaat gtacaccccc 

4380 . , . 

ccatcaccaa cctcacaact tagaaaatct aagttgtttg atttcattgg gatttctttt 

4440 

gttgtgaaac actgcaaagc caatttttct ttataaaaat tcatagtaat cctgccaaat 
4500 

gtgcctattg ttaaagattt gcatgtgaag atcttaggga accactgttt gagttctaca 
4560 

agctcatgag agtttatttt tattataaga tgtttttaat gtaaaagaat tatgtaactg 
4620 

atcactatat tacatcattt cagtgggcca ggaaaataga tgtcttgctg ttttcagtat 
4660 

tttcttaaga aattgctttt aaaacaaata attgttttac aaaaccaata attatccttt 
4740 

gaattttcat agactgactt tgctttcgac gtagaaattt ttttttctta ataaattatc 
4800 

actttgagaa atgaggcctg tacaaggctg ataacctata tgtgatggag atcacccaat 
4860 

gccaagggca gaaagcaaac ctagttaaat aggtgagaaa aaaaataata atcccagtgc 
4920 

catttgtctg tgcaaagaga attaggagag aggttaatgt tacttttttc cattttggaa 
4980 

ataattttaa tcaagtaact caaatgtgac aaaatttatt tttatttttt gtggttatat 
5040 

tcccaacaac attaaaaaat actcgaggca taaatgtagt tgtctcctac tctgcttctc 

5100 _ . 

ttactatact catacatttt taatatggtt tatcaatgat tcatgtttcc ctcaaatagt 

5160 ^ 
gatggtttac acctgtcatg gaaacaatcc tagagagctc agagcaatta aaccactatt 

5220 

ccatgctttt aagtagtttt ctccaccttt ttcttatgag tctcactaga ttgactgagg 

5280 . 
aatgtatgtc taaattcctg gagaagatga tatggattgg aaactgaaat tcagagaaat 

5340 ^ _ 

ggagtgttca atagatacca cgaattgtga acaaagggaa aattctatac aactcaatct 

5400 

aagtcagtcc actttgactt cgtactgtct ttcacctttc cattgttgca tcttgaattt 
5460 

tttaaaatgt ctagaattca ggatgctagg ggctacttct ccaaaaaaaa aaaaaaaaaa 
5520 

aaaaaaaaaa 
5530 

<210> 1980 
<211> 929 
<212> PRT 

<213> Homo sapiens 
<400> 1980 

Met Leu Leu Gly Trp Ala Ser Leu Leu Leu Cys Ala Phe Arg Leu Pro 
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1 




5 


Leu 

Ala 

Ala 

Val 

Gly 

Pro Ala Ala 




20 



Gin 

Pro 

Pro 

Thr 

Ala 

Ala Ala Ala 



35 



40 

Glu 

Glu 

Val 

Gin 

Glu 

Arg Ala Glu 


50 




55 

Ala 

Gin 

Arg 

Arg 

Arg 

Ser Lys Gly 

65 





70 

Tyr 

Ser 

Gly 

Gly 

Gly 

Lys Val Gly 





85 


Arg 

Phe 

Leu 

Leu 

Asp 

Leu Glu Arg 




100 



Phe 

Val 

Pro 

Ala 

Gly 

Gly Gly Thr 



115 



120 

His 

Cys 

Phe 

Tyr 

Arg 

Gly Thr Val 


130 




135 

Val 

Phe 

Asp 

Leu 

Cys 

Gly Gly Leu 

145 





150 

Ala 

Arg 

Tyr 

Thr 

Leu 

Lys Pro Leu 





165 


Glu 

Lys 

Gly 

Arg 

val 

Tyr Gly Asp 




180 



Tyr 

Thr 

Arg 

Arg 

Ala 

Ser Ala Ser 



195 



200 

Ala 

Lys 

Pro 

Pro 

Arg 

Pro His Arg 


210 




215 

Thr 

Ala 

Thr 

Arg 

Ala 

Asp Ala Gin 

225 





230 

Ser 

Ala 

Leu 

Ser 

Pro 

Ala Gly Gly 





245 


Arg 

Arg 

Arg 

Arg 

Ser 

He Ser Arg 




260 



Val 

Ala 

Asp 

Ala 

Ser 

Met Ala Arg 



275 



280 

Tyr 

Leu 

Leu 

Thr 

Leu 

Ala Ser He 


290 




295 

Ser 

He 

Glu 

Asn 

His 

He Arg Leu 

305 





310 

Gly 

Asp 

Lys 

Asp 

Lys 

Ser Leu Glu 





325 


Leu 

Lys 

Asn 

Phe 

Cys 

Lys Trp Gin 




340 



Asp 

His 

Glu 

Glu 

His 

Tyr Asp Ala 



355 



360 

Leu 

Cys 

Gly 

His 

His 

Ser Cys Asp 


370 




375 

Thr 

He 

Cys 

Ser 

Pro 

Glu Arg Ser 

385 





390 

Leu 

His 

Ala 

Ala 

Phe 

Thr Val Ala 





405 


Leu 

Ser 

His 

Asp 

Asp 

Ser Lys Phe 




420 



Glu 

Asp 

Lys 

Arg 

Leu 

Met Ser Ser 


10 

1 D 


Tnr Pro Aia bin Asp L»ys 

Hid 

Gly 

25 



Ala Gin Pro Arg Arg Arg 






Pro Pro Gly His pro nis 

Fro 

Leu 




Leu Val Gin Asn He Asp 

bin 

Leu 

/ b 



Tyr Leu Val Tyr Ala Gly 

vjiy 

Arg 

90 



Asp Gly Ser Val Gly lie 

Aia 

vjj.y 

105 



Ser Ala Pro Trp Arg His 

Arg 

Ser 

125 



Asp Ala Ser Pro Arg Ser 

Leu 

Ala 

140 



Asp Gly Phe Phe Ala Val 

Lys 

His 

155 


160 

Leu Arg Gly Pro Trp Ala 

Glu 

Glu 

170 

175 


Gly Ser Ala Arg He Leu 

His 

Val 

185 190 



Arg Pro Cys Arg Arg Ala 

Pro 

Ala 

205 



Arg Pro Thr Ser Met Leu 

Arg 

Arg 

220 



His Ala Ser Gin Leu Leu 

Asp 

Gin 

235 


240 

Ser Gly Pro Gin Thr Trp 

Trp 

Arg 

250 

255 


Ala Arg Gin Val Glu Leu 

Leu 

Leu 

265 270 



Leu Tyr Gly Arg Gly Leu 

Gin 

His 

*> o c 
2 8b 



Ala Asn Arg Leu Tyr Ser 

HIS 

Aia 

- «a r\ r\ 



Ala Val Val Lys val vai 

vai 

Leu 

TIC 

31b 



Val Ser Lys Asn Ala Ala 

TVs v 

1 nr 

330 

J J -5 


His Gin his Asn Cjin lieu 

ojiy 

Asp 

345 " u 



Ala He Leu Phe Thr Arg 

Glu 

ASp 

365 



Thr Leu Gly Met Ala Asp 

Val 

Gly 

380 



Cys Ala Val He Glu Asp 

Asp 

Gly 

395 


400 

His Glu He Gly His Leu 

Leu 

Gly 

410 

415 


Cys Glu Glu Thr Phe Gly 

Ser 

Thr 

425 430 



He Leu Thr Ser He Asp 

Ala 

Ser 


1496 


WO 00/58473 


PCT/US00/08621 




435 


440 





445 




Lys 

Pro 

Trp 

Ser 

Lys Cys Thr Ser 

Ala 

Thr 

He 

Thr 

Glu 

Pne 

Leu 

Asp 

450 



455 




460 





Asp Gly 

His 

Gly 

Asn Cys Leu Leu 

Asp 

Leu 

Pro 

Arg 

Lys 

Gin 

lie 

Leu 

465 




470 



475 





a on 

Gly Pro 

Glu 

Glu 

Leu Pro Gly Gin 

Thr 

Tyr 

Asp 

Ala 

Thr 

Gin 

Gin 

Cys 





485 


490 





49b 


Asn 

Leu 

Thr 

Phe 
500 

Gly Pro Glu Tyr 

Ser 
505 

Val 

Cys 

Pro 

Gly 

Met 
510 

Asp 

Val 

Cys 

Ala 

Arg 

Leu 

Trp Cys Ala Val 

Val 

Arg 

Gin 

Gly 

Gin 

Met 

Val 

Cys 


515 


520 





525 




Leu 

Thr 

Lys 

Lys 

Leu Pro Ala Val 

Glu 

Gly 

Thr 

Pro 

Cys 

Gly 

Lys 

Gly 


530 


535 




540 





Arg 

He 

Cys 

Leu 

Gin Gly Lys Cys 

Val 

Asp 

Lys 

Thr 

Lys 

Lys 

Lys 

Tyr 

545 



550 



555 





560 

Tyr 

Ser 

Thr 

Ser 

Ser His Gly Asn 

Trp 

Gly 

Ser 

Trp 

Gly 

Ser 

Trp 

Gly 




565 


570 





575 


Gin Cys 

Ser 

Arg 

Ser Cys Gly Gly 

Gly 

Val 

Gin 

Phe 

Ala 

Tyr 

Arg 

His 




580 


585 





590 



Cys Asn 

Asn 

Pro 

Ala Pro Arg Asn 

Asn 

Gly 

Arg 

Tyr 

Cys 

Thr 

Gly 

Lys 



595 


600 





605 




Arg 

Ala 

He 

Tyr 

His Ser Cys Ser 

Leu 

Met 

Pro 

Cys 

Pro 

Pro 

Asn 

Gly 

610 



615 




620 






,Ser 

Phe 

Arg 

His Glu Gin Cys 

Glu 

Ala 

Lys 

Asn 

Gly 

Tyr 

Gin 

Ser 

625 




630 



635 

Val 




640 

Asp 

Ala 

Lys 

Gly 

Val Lys Thr Phe 

Val 

Glu 

Trp 

Pro 

Lys 

Tyr 

Ala 




645 


650 





655 


Gly 

Val 

Leu 

Pro 

Ala Asp Val Cys 

Lys 

Leu 

Thr 

Cys 

Arg 

Ala 

Lys 

Gly 



660 


665 





670 



Thr 

Gly 

Tyr 

Tyr 

Val Val Phe Ser 

Pro 

Lys 

Val 

Thr 

Asp 

Gly 

Thr 

Glu 


675 


680 





685 




Cys 

Arg 

Pro 

Tyr 

Ser Asn Ser Val 

Cys 

Val 

Arg 

Gly 

Lys 

Cys 

Val 

Arg 

690 



695 




700 





Thr 

Gly 

Cys 

Asp 

Gly He He Gly 

Ser 

Lys 

Leu 

Gin 

Tyr 

Asp 

Lys 

Cys 

705 


710 



715 





720 

Gly 

Val 

Cys 

Gly 

Gly Asp Asn Ser 

Ser 

Cys 

Thr 

Lys 

He 

Val 

Gly 

Thr 




725 


730 





735 


Phe 

Asn 

Lys 

Lys 
740 

Ser Lys Gly Tyr 

Thr 
745 

Asp 

Val 

Val 

Arg 

He 
750 

Pro 

Glu 

Gly 

Ala 

Thr 

His 

He Lys Val Arg 

Gin 

Phe 

Lys 

Ala 

Lys 

ASp 

Gin 

Thr 


755 


760 





765 




Arg 

Phe 
770 

Thr 

Ala 

Tyr Leu Ala Leu 

/ / 3 

Lys 

Lys 

Lys 

Asn 
780 

Gly 

Glu 

Tyr 

Leu 

He 

Asn 

Gly 

Lys 

Tyr Met He Ser 

Thr 

Ser 

Glu 

Thr 

He 

He 

Asp 

He 

785 



790 



795 





800 

Asn 

Gly 

Thr 

Val 

Met Asn Tyr Ser 

Gly 

Trp 

Ser 

His 

Arg 

Asp 

Asp 

Phe 




805 


810 





815 


Leu 

His 

Gly 

Met 
820 

Gly Tyr Ser Ala 

Thr 
825 

Lys 

Glu 

He 

Leu 

lie 
830 

Val 

Gin 

lie 

Leu 

Ala 
835 

Thr 

Asp Pro Thr Lys 
840 

Pro 

Leu 

Asp 

Val 

Arg 
845 

Tyr 

Ser 

Phe 

Phe 

Val 
850 

Pro 

Lys 

Lys Ser Thr Pro 
855 

Lys 

Val 

Asn 

Ser 
860 

Val 

Thr 

Ser 

His 

Gly 

Ser 

Asn 

Lys 

Val Gly Ser His 

Thr 

Ser 

Gin 

Pro 

Gin 

Trp 

Val 

Thr 
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865 870 875 880 

Gly Pro Trp Leu Ala Cys Ser Arg Thr Cys Asp Thr Gly Trp His Thr 

885 890 895 

Arg Thr Val Gin Cys Gin Asp Gly Asn Arg Lys Leu Ala Lys Gly Cys 

900 905 910 

Pro Leu Ser Gin Arg Pro Ser Ala Phe Lys Gin Cys Leu Leu Lys Lys 
915 920 925 

Cys 


<210> 1981 

<211> 327 

<212> DNA 

<213> Homo sapiens 

<400> 1981 

tcatgaatgg tgtacaggcc ttttctggtg ccttcggcga tgggcgatcc gggatccgtt 
60 

ggcgccgcta ctttgaacga gtctatgtgc gcaagcaggc ttggcgttaa cccgcgtggg 
120 

gtcgataatc gcacgtcaat ggccgtgttt tcgccgccaa aagctgccgg aggcgggcgc 
180 

tgcccggggc cttgccgaat aatggcttgg ccggggcaac gggcctcatc gtcgggacgg 
240 

gggcgtggcc cggcgctgtc ggaatgggcg tcttgcttga atggttcaaa agtgcgcgcg 
300 

ggctcgccgg gctcggaggc ggacgcn 
327 

<210> 1982 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<400> 1982 


Met Val 

Tyr 

Arg 

Pro 

Phe Leu Val Pro 

Ser 

Ala Met Gly Asp 

Pro Gly 

1 

5 


10 


15 

Ser Val 

Gly 

Ala 

Ala 

Thr Leu Asn Glu 

Ser 

Met Cys Ala Ser 

Arg Leu 


20 


25 


30 


Gly Val 

Asn 

Pro 

Arg 

Gly Val Asp Asn 

Arg 

Thr Ser Met Ala 

Val Phe 

35 



40 


45 


Ser Pro 

Pro 

Lys 

Ala 

Ala Gly Gly Gly 

Arg 

Cys Pro Gly Pro 

Cys Arg 

50 




55 


60 


He Met 

Ala 

Trp 

Pro 

Gly Gin Arg Ala 

Ser 

Ser Ser Gly Arg 

Gly Arg 

65 




70 


75 

80 

Gly Pro 

Ala 

Leu 

Ser 

Glu Trp Ala Ser 

Cys 

Leu Asn Gly Ser 

Lys 1 Val 



85 


90 


95 

Arg Ala 

Gly 

Ser 

Pro 

Gly Ser Glu Ala 

Asp 

Ala 



100 


105 





<210> 1983 

<211> 383 

<212> DNA 

<213> Homo sapiens 
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<400> 1983 

ttcaacaaca tggtgcatga gctgcgcgaa caacagcata taaaagacct attccgccaa 
60 

cacgtggggt caaaaattgc tgatcaggcg ctctctgctc agcctgaaga acgaaacgtc 
120 

ccaaagcgag acgcttctgt cttctttatt gacattattg ggtctacaaa gctcagttta 
180 

gaatacgaca gttacaccgt tgttgacctg ctcaatcgct tctacacaat tgttgtagag 
240 

gaagttaatc gtgcaggtgg agtcgttaat aaattcgccg gcgatgcagt actagccatt 
300 

tttaatgtcc cgcacgatca cccggatcca gcaggcgcat cactctattg cgctcgggta 
360 

gttatgaacc gtttcgatca tga 
383 

<210> 1984 

<211> 127 

<212> PRT 

<213> Homo sapiens 


<400> 1984 










Phe Asn 

Asn 

Met 

Val His Glu 

Leu 

Arg 

Glu 

Gin Gin His 

He 

Lys 

Asp 

1 



5 



10 



15 


Leu Phe 

Arg 

Gin 

His Val Gly 

Ser 

Lys 

He 

Ala Asp Gin 

Ala 

Leu 

Ser 



20 



25 



30 



Ala Gin 

Pro 

Glu 

Glu Arg Asn 

Val 

Pro 

Lys 

Arg Asp Ala 

Ser 

Val 

Phe 


35 



40 



45 




Phe lie 

Asp 

He 

He Gly Ser 

Thr 

Lys 

Leu 

Ser Leu Glu 

Tyr 

Asp 

Ser 

50 



55 




60 




Tyr Thr 

Val 

Val 

Asp Leu Leu 

Asn 

Arg 

Phe 

Tyr Thr He 

Val 

Val 

Glu 

65 



70 




75 



80 

Glu Val 

Asn 

Arg 

Ala Gly Gly 

Val 

Val 

Asn 

Lys Phe Ala 

Gly 

Asp 

Ala 




85 



90 



95 


Val Leu 

Ala 

lie 

Phe Asn Val 

Pro 

His 

Asp 

His Pro Asp 

Pro 

Ala 

Gly 



100 



105 



110 



Ala Ser 

Leu 

Tyr 

Cys Ala Arg 

val 

val 

Met 

Asn Arg Phe 

Asp 

His 



115 



120 



125 





<210> 1985 

<211> 381 

<212> DNA 

<213> Homo sapiens 

<400> 1985 

actagtgatg ggtacttgtt gtggctttgc aatcccatcc ggcacttgat caaaacgctt 
60 

tagctgcagc ttgttagcac gtcggataag cgtttgctca tctgccgttt gggctgtttc 
120 

atccgattca aatactcgag tgtcagcgaa tggcctggcg aaggtggtgg gtctaccccc 
180 

tggaccccac attggttcgc aggccttata acccttgatg cgatccaggc ccatttgaac 
240 
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cagaaccgaa gaaatatttt gcatgcgaaa ctcaattgag ccttcagtac ggccaaccaa 
300 

tggtccctgg cgcagtaatc gattttcatg ggctttggta aaagacagtg ccctcttttc 
360 

ccacgccagc attttgaggt a 
381 

<210> 1986 
<211> 124 
<212> PRT 

<213> Homo sapiens 
<400> 1986 


Met 

Leu 

Ala 

Trp 

Glu Lys Arg Ala 

Leu 

Ser 

Phe 

Thr 

Lys 

Ala 

His 

Glu 

1 




5 


10 





15 


Asn 

Arg 

Leu 

Leu 

Arg Gin Gly Pro 

Leu 

Val 

Gly 

Arg 

Thr 

Glu 

Gly 

Ser 




20 


25 





30 



lie 

Glu 

Phe 

Arg 

Met Gin Asn lie 

Ser 

Ser 

Val 

Leu 

Val 

Gin 

Met 

Gly 



35 


40 





45 




Leu 

Asp 

Arg 

lie 

Lys Gly Tyr Lys 

Ala 

Cys 

Glu 

Pro 

Met 

Trp 

Gly 

Pro 


50 



55 




60 





Gly 

Gly 

Arg 

Pro 

Thr Thr Phe Ala 

Arg 

Pro 

Phe 

Ala 

Asp 

Thr 

Arg 

Val 

65 




70 



75 





80 

Phe 

Glu 

Ser 

Asp 

Glu Thr Ala Gin 

Thr 

Ala 

Asp 

Glu 

Gin 

Thr 

Leu 

He 





85 


90 





95 


Arg 

Arg 

Ala 

Asn 

Lys Leu Gin Leu 

Lys 

Arg 

Phe 

Asp 

Gin 

Val 

Pro 

Asp 




100 


105 





110 



Gly 

lie 

Ala 

Lys 

Pro Gin Gin Val 

Pro 

He 

Thr 

Ser 






115 120 


<210> 1987 
<211> 419 
<212> DNA 

<213> Homo sapiens 
<400> 1987 

aagcttgtcg ccgatggtca ccttgacgag cgtctgggac gagatttcga cctcgagacg 
60 

cttgcagctg ccctcgaccc cactcgtgac gacctcatcg ggttcatggg cgtgcgcacc 
120 

atgatcaacc gttatctctt gcgcactccc gataagcagg ctttggaggt accgcagtac 
180 

ttctggatgc gcgtcgcgat ggggctgagc ctcactgagg acgatcccac ttcctcggcc 
240 

ncctgccttt acgactccat gagcaacctg cgccacctgg ccgctggatc cacccttgtc 
300 

aatgcgggga cccatncggc tcagctatct aactgcttcg tcatgcgcac tgaggacaat 
360 

ctggagcaca tcgcccagac gatccgcgac gtcatgtgga tcaccaaggg caccgtcgn 
419 

<210> 1988 
<211> 139 
<212> PRT 
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<213> Homo sapiens 


<400> 1968 










Phe 

Lys Leu 

Val Ala 

Asp 

Gly His 

Leu 

Asp 

Glu 

Arg Leu 

Gly 

Arg Asp 

1 


5 




10 




15 


Asp Leu 


Leu 

Ala Ala 

Ala 

Leu 

Asp 

Pro Thr 

Arg 

Asp Asp 

Leu 

20 




25 




30 



He Gly 

Phe Met 

Gly 

Val Arg 

Thr 

Met 

He 

Asn Arg 

Tyr 

Leu 

Leu 

Arg 

35 



40 




45 




Thr Pro 

Asp Lys 

Gin 

Ala Leu 

Glu 

Val 

Pro 

Gin Tyr 

Phe 

Trp 

Met 

Arg 

50 


55 




60 




Ala 

Val Ala 

Met Gly 

Leu 

Ser Leu 

Thr 

Glu 

Asp 

Asp Pro 

Thr 

Ser 

Ser 

65 


70 




75 



Ala 

80 

Xaa Cys 

Leu Tyr 

Asp 

Ser Met* 

Ser 

Asn 

Leu 

Arg His 

Leu 

Ala 

Gly 


85 




90 




95 


Ser Thr 

Leu Val 

Asn 

Ala Gly 

Thr 

His 

Xaa 

Ala Gin 

Leu 

Ser 

Asn 

Cys 

100 




105 




110 



Phe Val 

Met Arg 
115 

Thr 

Glu Asp 

Asn 
120 

Leu 

Glu 

His He 

Ala 
125 

Gin 

Thr 

He 

Arg Asp 

Val Met 

Trp 

He Thr 

Lys 

Gly 

Thr 

Val 






130 ' 135 


<210> 1989 
<211> 10795 
<212> DNA 

<213> Homo sapiens 
<400> 1989 

ccagagcccc ctcgccccaa aggtcactgg gactatttgt gcgaagagat gcagtggctc 
60 

tctgctgact ttgctcagga gcgccgttgg aaacggggtg tggcccggaa ggtggtgcgc 
120 

atggtgatcc ggcaccacga ggagcagcgg cagaaagagg aacgggcccg gagggaggag 
180 

caggccaagc tgcgtcgaat tgcttccacc atggccaagg atgtcaggca gttctggagc 
240 

aatgtggaga aggtggtgca attcaagcaa cagtcccggc ttgaggaaaa gcgcaaaaaa 
300 

gccctggacc tgcatttgga cttcattgtg gggcaaactg aaaagtactc ggaccttctg 
360 

tctcagagcc tcaaccagcc attaacctcc agcaaagcag gctcttcccc ttgcctcggc 
420 

tcttcctcag ctgcctccag tcctccaccc cctgcttctc gcctggatga tgaagatggg 
480 

gactttcaac cccaagagga tgaggaagag gatgatgagg aaacgattga agttgaagaa 
540 

caacaggaag gcaatgatgc agaggcccag aggcgtgaga ttgagctgct tcgccgtgag 
600 

ggagaattgc cactggaaga gctgctccgt tcccttcccc ctcagctgtt ggaagggcct 
660 

tccagcccct ctcaaacccc ctcatctcat gatagtgaca cccgagatgg gcctgaagaa 
720 

ggtgctgaag aagagccccc tcaggtgttg gagataaagc ccccaccctc tgctgtcaca 
780 
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cagcgcaaca 

aacagccttg 

840 


gaggaagcgg 

aggatgaaga 

900 


gatcatgcca 

tggagctgag 

960 


ttgcagcagt 

atgcaggagc 

1020 


gatgaggttg 

atgctaatag 

1080 


cctcctcagg 

aggatagtag 

1140 


gaagatgaac 

attcagagga 

1200 


tctgaagagt 

ctgaggatgc 

1260 


gattttgggg 

tggagtactt 

1320 


agtgggcctc 

ctactccagg 

1380 


gctgcagcag 

ctgaaagtct 

1440 


acgcccattc 

ccctgcttct 

1500 


tggctggtta 

ccatgtatga 

1560 


gggaagacca 

tccagaccat 

1620 


ggtccccatt 

taatcattgt 

1680 


cgttggtgcc 

ccagctttaa 

1740 


aagcggcagg 

gctggaccaa 

1800 


gtgctgcagg 

accaccaggc 

1860 


gcgcagaaca 

tcaagaactt 

1920 


cagagacgcc 

tgctcctgac 

1980 


ttgatgcact 

ttttgatgcc 

2040 


tctaatcccc 

taactggcat 

2100 


cgcctccaca 

aggttttgag 

2160 


cagatgccca 

aaaagtacga 

2220 


ctctatgatg 

acttcatggc 

2280 


atgagcgtca 

tcaacatttt 

2340 


gaccctcgac 

cggttacctc 

2400 



gcatccagat 

gaagatgatg 

ggatactata 

gcagctgagg 

cgagttggct 

cgagaaggtg 

ctatgcccca 

ggctctggga 

ctctgactgt 

gaaccagagg 

cagtcagtca 

gactctgtgg 

ggaagaaaca 

agtggaagtt 

ccaatcacag 

agccaagcag 

gcttgccagg 

gatgaagagc 

gcccactact 

ctaggtccaa 

ccagcccaag 

ggttacacgc 

gcggggccag 

ctccgggagt 

gaagaagctt 

aatggcattc 

ctctctgctt 

gcccacttgg 

tcccaccagc 

gtgatgttga 

aatcctcact 

tactatggag 

gcccaatgcc 

tttcatgtgt 

cttccgtcgc 

aagaactggc 

caagtcacag 

cgctggcagt 

aggaactccc 

ttgcagaaca 

ccatgtcttc 

cagtctcatc 

gattgagggc 

agccaagagt 

gcctttttta 

ctgcgccgag 

gcatgttatc 

cgctgcaggc 

acagaccaca 

actaaggaga 

gatgcagctg 

agaaaagttt 

ccctttcatc 

accccaggca 


1502 


aagagtttac 

tgccaacgaa 

aacagttgga 

aggggaggtg 

agctttccat 

ggaggagcta 

gcagtgaaga 

tgaggatgaa 

ggcccgtgga 

agcggaagag 

aggaccggag 

tgaggatgag 

cagcatcaga 

ggaatctgag 

atgaagagga 

ggaagatgat 

agagtgaggc 

agatgcaggc 

agaaagaaat 

tactgacatt 

tggccacgac 

ccaggtaaag 

accagcacat 

tgggctagac 

ttgctgatga 

gatggggctt 

cttgtgagaa 

aggtaactgg 

actgggagat 

ggagttgaaa 

cccagaaaga 

gaggaagctc 

gtatcacatc 

ttacaagctg 

gctatctcat 

tctggatgag 

cactcctcaa 

cttcaacagc 

gcctcatgga 

gctgtggtcc 

gcgagttcaa 

ggagtggttc 

ataatgaagg 

tctagtcaaa 

ttaaggtgga 

tgttgagaag 

tctccaagcg 

tcaacgctgt 

cactagccac 

aggccatttc 

gcaatcatcc 

aaatctgttc 

tctgcttcag 

caccgcctct 
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ctggtgctaa gggccacgga tgtccatccc ctccagcgga tagacatggg tcgatttgac 
2460 

cttattggcc tggaaggtcg tgtctctcga tatgaggcag acacatttct gccccggcac 
2520 

cgcctctctc gccgggtact gttagaagtg gctactgctc ctgacccccc accccggccc 
2580 

aagccagtca agatgaaggt caacaggatg ctgcagccag tacctaagca agaaggccgg 
2640 

acagtggtgg tggtgaacaa cccacgggcg cccctgggcc ctgtcccagt tcgacctcct 
2700 

ccaggtcctg agctctcagc ccagcccacc cctggcccag tcccccaagt gctgccagca 
2760 

tcactgatgg tttcagcctc acctgccggg cccccgctta ttcctgcatc tcggcctcct 
2820 

ggccctgtcc tcttgcctcc actgcagccc aacagtggtt ctctccccca ggtgttgcca 
2880 

tcccccctgg gggtcctgag tgggacctca cggcctccca cgccaacctt gtccctaaag 
2940 

ccaacaccac ctgccccagt tcgcctgagc ccagccccac ctccaggccc ctctagcctg 
3000 

ttgaagcccc tgacagtgcc accaggctac accttccctc ctgctgctgc caccaccact 
3060 

tctaccacca cggcaactgc taccaccaca gcagtgccag ctccgactcc tgcaccacag 
3120 

cgcctcattc tatctcccga tatgcaggct cgcctgccct caggcgaagt ggtcagcatc 
3180 

gggcagttag cctcactggc acaacgtcca gtggctaatg cagggggaag caaacctctc 
3240 

accttccaaa tccagggcaa caagctgact ttgactggtg cccaggtgcg ccagcttgct 
3300 

gtggggcagc cccgcccgct gcaaatgcca ccaaccatgg tgaataatac aggcgtggtg 
3360 

aagattgtag tgagacaagc ccctcgggat ggactgactc ctgttcctcc attggcccca 
3420 

gcaccccggc ctccgagctc tgggcttcca gctgtgttga atccacgccc cacgttaacc 
3480 

cctggccggc tacccacacc tactctgggt actgctcgag cccccatgcc cacacccact 
3540 

ctggtgaggc ctcttctcaa gctggtccac agtccttcac ctgaagtcag tgcttcagcc 
3600 

cccggagctg cccccttgac catctcttct cctctccacg tgccatcctc actccctggg 
3660 

ccagcctctt ctccaatgcc aattcccaac tcctctcccc ttgctagtcc tgtgtcctct 
3720 

acagtctcag ttccattgtc atcttcactc cccatctctg tccccaccac acttcctgcc 
3780 

ccagcctcgg ctccactcac catccccatc tcagccccct tgactgtttc tgcttcgggc 
3840 

ccagctctgt tgaccagtgt gactccacca ttggcacctg ttgtcccagc ggctcctgga 
3900 

cctccctcct tggcaccatc tggtgcttcc ccgtcagcat cagccttgac tctaggtttg 
3960 

gccacagctc catccctgtc ttcatctcag acacctggtc accctctgtt gttggctccc 
4020 
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acctcttcac 

atgttccagg 

4080 


gtgccagctt 

cggctctggc 

4140 


gcttcccttc 

tggctccagc 

4200 


atggcggctc 

cacagacagc 

4260 


ccggtcctgg 

caccatcgcc 

4320 


ccagttatgg 

ctccatcgtc 

4380 


gctccaaccc 

ctgtgttggc 

4440 


tcacctctcc 

cgagcccggc 

4500 


actcttggag 

gctcatctcc 

4560 


ccctttccaa 

ctcagacatt 

4620 


cagacactgt 

ctttggcacc 

4680 


ccagcacccc 

ctctggctcc 

4740 


ttggctccag 

catcgtcatc 

4800 


ttgagccctg 

ccccagttcc 

4860 


ccagcctcca 

eacagtcccc 

4920 


gccgctccct 

tgcctgtcac 

4980 


acactgacat 

tgcgctctgg 

5040 


ccccggcctc 

gacgccagcc 

5100 


gaggaaaagc 

ggaagcggca 

5160 


gctcatgggg 

ccctggcacc 

5220 


caacctgttg 

ccagccccat 

5280 


acttataccg 

aggctgccca 

5340 


tcagaaatca 

ttgagaggtt 

5400 


ctgcatgcct 

gccacccacc 

5460 


ttggcctctg 

agctctggcc 

5520 


acccagttcc 

ctgacttaag 

5580 


gtgctgttgc 

ggcagctcaa 

5640 



gttgaactca accgtggccc 
cagtcctttt ccgtcagcac 
atcttctgca tctcaggctc 
aattctggct ccttctccag 
aggtgctgct cctgtcctgg 
tactccagga acctctttag 
tccatcatca actcaaacta 
ttctacgcag acactggccc 
atctcagaca ctctctttgg 
gtcattaact ccagcatcat 
aggaccacca ctgggtccaa 
agcttctcca gtgggcccag 
tgcttcactc ctggccccag 
taccctgggc ccggccgcag 
agcttcccag gcatcttccc 
catggtatcc cggctgcctg 
tccccccagc cctccctcca 
ccccccacca cctcgttccc 
gcggtctgaa cgcctggaac 
tgtgtatggg actgaagtcc 
cggccctcgt tctcctggcc 
ccgggctgta ctgtttcccc 
catctttgtc atgcctcctg 
tccttggctg gccccacgtc 
ccgggctcgt cctttgcacc 
actcatccag tatgattgcg 
ggcagagggc caccgagtgc 


cagcatgctc acctgtcctg 
caaatccagc tccagctcag 
tagccacccc tctggctcct 
ctcctcctct ggctcctctt 
cttcatcaca gactccggtt 
cctcagcttc accggtacca 
tgctaccagc cccggttccg 
tagccccagc tttagcaccc 
gaacggggaa cccccaggga 
ccctggtacc aactccagcc 
ctcagacgct gtctctggct 
ccccagctca cacgctgact 
cttcagtgca gacactgacc 
ctcagacctt ggcgctggcc 
ttgtggtttc ggcatctggt 
tttccaagga tgagcctgac 
ctgctacctc gtttggtggc 
ctttttatct ggactccctg 
ggattttcca acttagtgag 
tggatttctg taccctgccc 
ccagccaccc caccttttgg 
agcagcgact agaccagctg 
tggaggcacc tcccccttcc 
aggcagcctt ccaggagcaa 
gtattgtgtg taacatgcgc 
gaaagttgca gacgttggca 
tcatcttcac ccagatgacc 
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cgaatgctgg 

atgtatcgga 

5700 


gatggatcta 

ctagagtuga 

5760 


cgcatattct 

gcuCcacccc 

5620 


gcagacactg 

ttgttcccca 

5860 


gaccgctgtc 

accgaattgg 

5940 


cggacagtgg 

aggagaacat 

6000 


gccattgagg 

gaggcaactt 

6060 


tttgatatgc 

ccctggagga 

6120 


gaagagactg 

tggccagcaa 

6180 


gatgaagagg 

atatccgtgc 

6240 


gaatttaatg 

agaacgatgg 

6300 


gctgaggatg 

aggagatgtc 

6360 


acccccattg 

agcgctatgc 

6420 


gaggagctca 

aacaggcaga 

6480 


aaggaggagg 

tgttccgcct 

6540 


agttcctgtg 

ggactggtgg 

6600 


aggccgggga 

ctcgtgtcag 

6660 


aaccacactc 

ctgtcatatc 

6720 


agtcctgcca 

gggagcgagt 

6780 


gctccggctg 

caattcctgc 

6840 


gccccaaatc 

caataaccat 

6900 


cagattcctc 

cttgttcttc 

6960 


gctcatacac 

cgcctccagc 

7020 


ggtccacctt 

ctgtgcccat 

7080 


gaggcagagc 

tgtgtgccca 

7140 


gccagttcag 

aaacctcctc 

7200 


gtggagatcc 

tgcctgtgtc 

7260 



gcagtttctc acctaccatg 
acagagacag gccttgatgg 
ttcaactcgg agtgggggtg 
tgacagcgac tggaatccca 
ccagacccgg gatgtccaca 
cctaaaaaag gcaaatcaga 
caccacagcc tatttcaaac 
accttctagc tcatccgtgc 
gcagactcat attctggagc 
agccacccag gccaaggctg 
gtttcctgct ggtgagggag 
ccgggctgag caggaaattg 
catgaaattc ctggaggcct 
agagcaagtg gaagctgccc 
accccaagag gaggaggagg 
aggcacccac cggcgcagta 
tgagcgtctt cgtggagccc 
cgcccatcaa actcgcagca 
tcccaggcca gcacctaggc 
ccttgttcct gtcccagttt 
tctccctgtc catatcttgc 
tcctgcctgc acccctcctc 
ccaaacctgt cttgtaactc 
ctctgcctca gtcactaatc 
ggcattggca tctccagagt 
actttctctt gtgcccccta 
agagaagaac ctttctctca 


gccatctcta cctgcgcctg 
aacggttcaa tgcagacaaa 
tgggcgtgaa cctgacagga 
ccatggatgc tcaggcccag 
tatataggct tatcagtgaa 
agagaatgtt gggggacatg 
agcagaccat ccgagagctg 
cctctgcccc tgaagaggag 
aggcattgtg tcgggcagaa 
aacaggtggc tgagcttgca 
aggaagctgg ccggcctggg 
ctgccctcgt agaacagctg 
cactggagga ggtgagccga 
gcaaagacct ggaccaagcc 
ggccgggggc tggggatgag 
aaaaggccaa agcccctgag 
gggctgagac tcaaggggca 
ccaccacacc accccgctgc 
ctcgacccac tccagcttca 
ctgccccagt acccatttca 
cttctcctcc ccctccttca 
ctgcctgtac ccctccacca 
cttcctctcc tctcttgctt 
tccccttggg cttgaggcct 
ccctggagct ggcttctgtg 
aagatctgtt gccagttgct 
ccccttctgc acccagcctg 
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accttggagg ctggcagcat 
7320 

gggaccaccc ttacagtgct 
7380 

aatggcctgg agctcccacc 
7440 

gctgacagga cctcggaaga 
7500 

ccacaggaac tcgttacagc 
7560 

tcgcctgagg gtccttcacc 
7620 

attaggggtc aagggactgg 
7680 

ctgccaggac ggctggtaac 
7740 

cagcggggag ctgccagcac 
7800 

agcccgtctg tccgcagcat 
7860 

gaagctgctc cttcatcctc 
7920 

cacattgagc tgggggtgac 
7980 

gccatcaccc cacctgctgt 
8040 

ccagcagatg ctgggagagg 
8100 

aatggggctg acccagtccc 
8160 

ccacagctta ttcctgggcc 
8220 

ctcctgtcac ctgtggagaa 
8280 

atccctggga ccatttcctc 
8340 

ccacacccat cacccctaac 
8400 

gccaacactg tcaccactgt 
8460 

cctcccaaga atcctccatc 
8520 

acttctgttc tcgagagctg 
8580 

agtgagggta gttcctctga 
8640 

cggcttgaag cagaaggaat 
8700 

attcaggatg acctggactt 
8760 

gtggtctcac taaccccaaa 
8820 

ccactagaga ctgagaagtt 
8880 


ccccaatggt caagagcagg 
gcctgaaggt gaggagttgc 
ctcagcagca tctgatgagc 
gctgacagag gccaagaccc 
tgaggttgca gctccatcca 
tgcccgacct cctcggcgtc 
tcggccagga caaccaccag 
tgtggtagag gaaaaggaac 
cctagtgcct ggggtctctg 
gtcagggcca gaatcctccc 
actgcccact ccaccccagc 
tggtggtggc agccccgaga 
gaaacgtcgg agggggaggc 
tgtggatgag gcaccctcat 
tgggcctgag accctaattg 
ccagcctctt ggaccccagc 
aagaaggcga ggacgacccc 
tgcaggggat ggcaactccg 
cccactccca ccactgctag 
caccatttca acgtccccac 
acctcggccc agccagctcc 
tggattgggg aggcgacggc 
tgaggatgga agccgccccc 
gcgaggacgg aagagtggag 
agcagatagc gggccaggcg 
actgcgctcg acccggctgc 
gcctcgcaaa cgagcagggg 


aggcaccaga ttctgctgag 
ccctgtgtgt gagtgagagc 
cacttcagga gccactggag 
caacctccag cccagagaag 
cctcatcttc agccacttcc 
gcaccagtgc tgatgtggaa 
gccccaaagt gcttcgaaag 
tggtgcggcg gcggcggcag 
agactagtgc cagcccggga 
ctcccattgg tgggccctgt 
agcccttcat tgctcgccgt 
atggagacgg agcactgctc 
cccccaagaa gaacaggtct 
ccaccttgaa gggaaaaacc 
ttgcagatcc tgtcctggaa 
cagttcacag acccaatccc 
ctaaagcacg agatttgccc 
aaagtcggac acagccaccc 
tttgtcccac tgctactgtt 
ccaaacggaa gaggggccga 
ccgtcttgga ccgtgacagc 
aaccccaggg ccaaggggag 
tcacccgcct ggcccgcctt 
ggtccatggt ggtggctgta 
ggttggaatt gacaccacct 
gtccagggtc tctagtcccc 
ccccagttgg tgggagtcct 
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gggctggcaa agcggggccg cctacagccc 
8940 

gaggagtctg aggctgaagc ctcaggtgag 
9000 

cgtcctggcc cccgccggct tgttgggacc 
9060 

agcagcgccc ctccctccct ggctggccct 
9120 

acgtgagtgg gctgcccctc cacctaggct 
9180 

gcctgactct gttaaccact acttgaagtc 
9240 

gggccttctc ccttcttccc accaaagtag 
9300 

ggatcatcac agtccccttc cccttcaccc 
9360 

gatagtctct gtccccaccc ccttgtactt 
9420 

cacccttagg ggaaggggga ggggcttctc 
9480 

ttttaagaag aaaaaataat aaacttagtt 
9540 

tgattttctg gtctggtgga gggttgggtg 
9600 

ttgttcttgc aaagatccta gcacctgatc 
9660 

aatctaccca agaagaggga agattggtga 
9720 

cagtttgaag tcacagatat ccttttcctc 
9780 

cctcggagct ctttgatgcc tcagaccttt 
9840 

tttcacaact ttttccagag ggcaggcgtc 
9900 

tcccctggct cttcatctag ccaaactggt 
9960 

tgggctcttc acgtggtggc tggccactca 
10020 

gagtcagctc catcaccacc caagccaaac 
10080 

tccttcaagg cctatagcca ggtgatggag 
10140 

aacacggaag ctgctcatcc tccatccccc 
10200 

ttggcagcta ctagcattat ctgtggctgc 
10260 

gccatcaagg cggaagagcg gcataaagca 
10320 

gcccgggccc ggaaactcat cctggccagc 
10380 

ggtcccctgc tgctgtggtt gctctcctac 
10440 

gcctctgctg agagccagcc gagacctcct 
10500 


ccaagtcccc 

tggggcctga 

gggttcagta 

gaggaggaag 

gggatgggac 

cccacgccga 

accaaccaag 

gggaccagcg 

catcctgcgc 

gctgttagtc 

acagaggccg 

caaggccaag 

ttccaccgtg 

gccactccct 

ccatgaccag 

ttgaggggga 

aagcctccag 

ggagacatag 

ggggtaggca 

actggttgtc 

atggaaatgg 

cacgtggctg 

ggcagtgtta 

agggtggcaa 

gattccccag 

ctgtctttca 

cacagccccc 

tacaatgagg 

tttttttctt 

tttttttttt 

tctgtatgag 

catccgcgta 

aggaggcttc 

ggaacttggg 

catcgttttt 

ctcctccctc 

tctagcccag 

gactatatgt 

tccaggcaga 

atttgatgtg 

gtagggtgcc 

tttccccagt 

tcatttcttt 

tccctcggtt 

cctagacgtt 

cccttttatc 

cctcttgctc 

aggtgcttcc 

ctagctccag 

ttgctccatc 

ccttgggccc 

ttgagtcagc 

cacacccctt 

cccagctccc 

accccacccc 

tgggcttggc 

ttggagccct 

caaagctgag 

gcaggagccg 

aaactcagag 

gacgaggaga 

aggcagtgga 

gatcttgggc 

atccgctgct 

gctggctccg 

cctccgctgc 

ccctgcctgg 

gagtcatggc 

tctggtgttc 

ggccggtccg 

aggaggcagt 

gcgctggggg 

tttgctgtct 

ggcttgctgt 

cctcattctg 

gccatcgctc 

aggctgagtg 

accctggatg 

ggatcctgca 

atgcggcatt 

gctaaggtcc 
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tgtgacagca gtggttggaa ggatcctggt tggaaggatg gggactctct caaggggctt 
10560 

tggaagagct cttctagccc tttataaaag gagggcagca gctgagactg atgagaggag 
10620 

ggcagcctgc tctgttcttt cagggccccc cacccccatc tcccctaccc tagcccaccc 
10680 

tagggcctct acccagcggg aggggttgaa gaccaggcct ggttttatta gaattcattt 
10740 

tgtaataaaa gcctttttta gtggtaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 
10795 

<210> 1990 
<211> 2971 
<212> PRT. 
<213> Homo sapiens 


<400> 1990 













Val 

Met 

Ala 

Lys 

Asp 

Val 

Arg 

Gin 

Phe 

Trp 

Ser 

Asn 

Val 

Glu 

Lys 

Val 

1 




5 





10 





15 


Gin 

Phe 

Lys 

Gin 

Gin 

Ser 

Arg 

Leu 

Glu 

Glu 

Lys 

Arg 

Lys 

Lys 

Ala 

Leu 



20 





25 





30 



Asp 

Leu 

His 

Leu 

Asp 

Phe 

He 

Val 

Gly 

Gin 

Thr 

Glu 

Lys 

Tyr 

Ser 

Asp 


35 





40 





45 




Leu 

Leu 

Ser 

Gin 

Ser 

Leu 

Asn 

Gin 

Pro 

Leu 

Thr 

Ser 

Ser 

Lys 

Ala 

Gly 


50 





55 





60 





Ser 

Ser 

Pro 

Cys 

Leu 

Gly 

Ser 

Ser 

Ser 

Ala 

Ala 

Ser 

Ser 

Pro 

Pro 

pro 

65 




70 





"7 C 





80 

Pro 

Ala 

Ser 

Arg 

Leu 

Asp 

Asp 

Glu 

Asp 

Gly 

Asp 

Phe 

Gin 

Pro 

Gin 

Glu 





85 





90 





95 


Asp Glu 

Glu 

Glu 

Asp 

Asp 

Glu 

Glu 

Thr 

He 

Glu 

Val 

Glu 

Glu 

Gin 

Gin 




100 





105 





110 



Glu Gly 

Asn 

Asp 

Ala 

Glu 

Ala 

Gin 

Arg 

Arg 

Glu 

He 

Glu 

Leu 

Leu 

Arg 



115 





120 





125 




Arg 

Glu 

Gly 

Glu 

Leu 

Pro 

Leu 

Glu 

Glu 

Leu 

Leu 

Arg 

Ser 

Leu 

Pro 

Pro 

130 





135 





140 





Gin 

Leu 

Leu 

Glu 

Gly 

Pro 

Ser 

Ser 

Pro 

Ser 

Gin 

Thr 

Pro 

Ser 

Ser 

His 

145 




150 





155 





160 

Asp 

Ser 

Asp 

Thr 

Arg 

Asp 

Gly 

Pro 

Glu 

Glu 

Gly 

Ala 

Glu 

Glu 

Glu 

Pro 




165 





170 





175 


Pro 

Gin 

Val 

Leu 

Glu 

He 

Lys 

Pro 

Pro 

Pro 

Ser 

Ala 

Val 

Thr 

Gin 

Arg 




180 





185 





190 



Asn 

Lys 

Gin 

Pro 

Trp 

His 

Pro 

Asp 

Glu 

Asp 

Asp 

Glu 

Glu 

Phe 

Thr 

Ala 



195 





200 





205 




Asn 

Glu 

Glu 

Glu 

Ala 

Glu 

Asp 

Glu 

Glu 

Asp 

Thr 

He 

Ala 

Ala 

Glu 

Glu 


210 





215 





220 





Gin 

Leu 

Glu 

Gly 

Glu 

Val 

Asp 

His 

Ala 

Met 

Glu 

Leu 

Ser 

Glu 

Leu 

Ala 

225 





230 





235 





240 

Arg 

Glu 

Gly 

Glu 

Leu 

Ser 

Met 

Glu 

Glu 

Leu 

Leu 

Gin 

Gin 

Tyr 

Ala 

Gly 




245 





250 





255 


Ala 

Tyr 

Ala 

Pro 

Gly 

Ser 

Gly 

Ser 

Ser 

Glu 

Asp 

Glu 

Asp 

Glu 

Asp 

Glu 




260 





265 





270 



Val 

Asp 

Ala 

Asn 

Ser 

Ser 

Asp 

Cys 

Glu 

Pro 

Glu 

Gly 

Pro 

Val 

Glu 

Ala 



275 





280 





285 




Glu 

Glu 

Pro 

Pro 

Gin 

Glu 

Asp 

Ser 

Ser 

Ser 

Gin 

Ser 

Asp 

Ser 

Val 

Glu 
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290 295 300 

Asp Arg Ser Glu Asp Glu Glu Asp Glu His Ser Glu Glu Glu Glu Thr 
305 310 315 320 

Ser Gly Ser Ser Ala Ser Glu Glu Ser Glu Ser Glu Glu Ser Glu Asp 

325 330 335 

Ala Gin Ser Gin Ser Gin Ala Asp Glu Glu Glu Glu Asp Asp Asp Phe 

340 345 350 

Gly Val Glu Tyr Leu Leu Ala Arg Asp Glu Glu Gin Ser Glu Ala Asp 

355 360 365 

Ala Gly Ser Gly Pro Pro Thr Pro Gly Pro Thr Thr Leu Gly Pro Lys 

370 375 380 

Lys Glu He Thr Asp He Ala Ala Ala Ala Glu Ser Leu Gin Pro Lys 
385 390 395 400 

Gly Tyr Thr Leu Ala Thr Thr Gin Val Lys Thr Pro He Pro Leu Leu 

405 410 415 

Leu Arg Gly Gin Leu Arg Glu Tyr Gin His He Gly Leu Asp Trp Leu 

420 425 430 

Val Thr Met Tyr Glu Lys Lys Leu Asn Gly He Leu Ala Asp Glu Met 

435 440 445 

Gly Leu Gly Lys Thr He Gin Thr He Ser Leu Leu Ala His Leu Ala 

450 455 460 

Cys Glu Lys Gly Asn Trp Gly Pro His Leu lie lie Val Pro Thr Ser 
465 " 470 .475 480 

Val Met Leu Asn Trp Glu Met Glu Leu Lys Arg Trp Cys Pro Ser Phe 

485 490 495 

Lys lie Leu Thr Tyr Tyr Gly Ala Gin Lys Glu Arg Lys Leu Lys Arg 

500 505 510 

Gin Gly Trp Thr Lys Pro Asn Ala Phe His Val Cys He Thr Ser Tyr 

515 520 525 

Lys Leu Val Leu Gin Asp His Gin Ala Phe Arg Arg Lys Asn Trp Arg 

530 535 540 

Tyr Leu He Leu Asp Glu Ala Gin Asn He Lys Asn Phe Lys Ser Gin 
545 550 555 560 

Arg Trp Gin Ser Leu Leu Asn Phe Asn Ser Gin Arg Arg Leu Leu Leu 

565 570 575 

Thr Gly Thr Pro Leu Gin Asn Ser Leu Met Glu Leu Trp Ser Leu Met 

580 585 590 

His Phe Leu Met Pro His Val Phe Gin Ser His Arg Glu Phe Lys Glu 

595 600 605 

Trp Phe Ser Asn Pro Leu Thr Gly Met He Glu Gly Ser Gin Glu Tyr 

610 615 620 

Asn Glu Gly Leu Val Lys Arg Leu His Lys Val Leu Arg Pro Phe Leu 
625 630 635 640 

Leu Arg Arg Val Lys Val Asp Val Glu Lys Gin Met Pro Lys Lys Tyr 

645 650 655 

Glu His Val He Arg Cys Arg Leu Ser Lys Arg Gin Arg Cys Leu Tyr 

660 665 670 

Asp Asp Phe Met Ala Gin Thr Thr Thr Lys Glu Thr Leu Ala Thr Gly 

675 680 685 

His Phe Met Ser Val lie Asn He Leu Met Gin Leu Arg Lys Val Cys 

690 695 700 

Asn His Pro Asn Leu Phe Asp Pro Arg Pro Val Thr Ser Pro Phe He 
705 710 715 720 

Thr Pro Gly He Cys Phe Ser Thr Ala Ser Leu Val Leu Arg Ala Thr 
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725 730 735 


Asp 

Val 

His 

Pro 

Leu 

Gin 

Arg 

lie 

Asp 

Met 

Gly 

Arg 

Phe 

Asp 

Leu 

He 



740 





745 





750 



Gly 

Leu 

Glu 

Gly 

Arg 

Val 

Ser 

Arg 

Tyr 

Glu 

Ala 

Asp 

Thr 

Phe 

Leu 

Pro 


1 c c 

755 





' DV 





765 




Arg 

HIS 
770 

Arg 

Leu 

Ser 

ft T~fT 

ft m 
77c 

Val 

Leu 

Leu 

Glu 

Val 
780 

Ala 

Thr 

Ala 

Pro 

Asp 

Pro 

Pro 

Pro 

Arg 

Pro 

Lys 

c L sj 

Val 

Lys 

Met 

Lys 

Val 

Asn 

Arci 

Met 

785 





/yu 





795 





800 

Leu 

Gin 

Pro 

vax 

Pro 
805 

Lys 


oXU 

\j j. y 

ft TTT 

o-i n 

D1U 

Thr 

Val 

Val 

Val 

Val 
815 

Asn 

Asn 

Pro 

Arg 

Ala 
820 

Pro 

Leu 

Gly 

Pro 

Val 

O Z D 

Pro 

Val 

Arg 

Pro 

Pro 
830 

Pro 

Gly 

Pro 

Glu 

Leu 
835 

Ser 

Ala 

Gin 

Pro 

Thr 
840 

Pro 

Gly 

Pro 

Val 

Pro 

p a t; 

0 4 J 

Gin 

Val 

Leu 

Pro 

Ala 
850 

Ser 

Leu 

Met 

Val 

Ser 
855 

Ala 

Ser 

pro 

ft! a 

Aia 

oxy 

SOU 

Pro 

Pro 

bcu 

X AC 

Pro 

Ala 

Ser 

Arg 

Pro 

Pro 

Gly 

Pro 

Val 

Leu 

Leu 

Pro 

Pro 

Leu 

Gin 

Pro 

865 





870 





875 

■ 




ODD 

Asn 

Ser 

Gly 

Ser 

Leu 

Pro 

Gin 

val 

Leu 

Pro 

Ser 

Pro 

Leu 


Val 

Leu 




885 





890 





QQC 


Ser 

Gly 

Thr 

Ser 

Arg 

Pro 

Pro 

Thr 

Pro 

Tnr 

Leu 

Ser 

Leu 

Lys 


Thr 



900 





905 





910 



Pro 

Pro 

Ala 
915 

Pro 

Val 

Arg 

Leu 

Ser 
920 

Pro 

Ala 

Aia 

Pro 

Pro 

Pro 
925 

Gly 

XT J. \J 

Ser 

Ser 

Leu 
930 

Leu 

Lys 

Pro 

Leu 

Thr 
935 

Val 

Pro 

Pro 

Gly 

Tyr 
940 

Thr 

Phe 

Pro 

Pro 

Ala 

Ala 

Ala 

Thr 

Thr 

Thr 

Ser 

Thr 

Thr 

Thr 

Ala 

Thr 

Ala 

Thr 

Thr 

Thr 

945 





950 





955 





960 

Ala 

val 

Pro 

Ala 

Pro 
965 

Thr 

Pro 

Ala 

Pro 

Gin 
970 

Arg 

Leu 

He 

Leu 

Ser 
975 

Pro 

Asp 

Met 

Gin 

Ala 

Arg 

Leu 

Pro 

Ser 

Gly 

Glu 

Val 

Val 

Ser 

He 

Gly 

Gin 



980 





985 





990 



Leu 

Ala 

Ser 

Leu 

Ala 

Gin 

Arg 

Pro 

Val 

Ala 

Asn 

Ala 

Gly 

Gly 

Ser 

Lys 



995 





1000 




1005 



Pro 

Leu 

Thr 

Phe 

Gin 

lie 

Gin 

Gly Asn 

Lys 

Leu 

Thr 

Leu 

Thr 

Gly 

Ala 


1010 




1015 




1020 




Gin 

val 

Arg 

Gin 

Leu 

Ala 

Val 

Gly Gin 

Pro 

Arg 

Pro 

Leu 

Gin 

Met 

Pro 


1025 1030 1035 1040 

Pro Thr Met Val Asn Asn Thr Gly Val Val Lys He Val Val Arg Gin 

1045 1050 1055 

Ala Pro Arg Asp Gly Leu Thr Pro Val Pro Pro Leu Ala Pro Ala Pro 

1060 1065 1070 

Arg Pro Pro Ser Ser Gly Leu Pro Ala Val Leu Asn Pro Arg Pro Thr 

1075 1080 1085 

Leu Thr Pro Gly Arg Leu Pro Thr Pro Thr Leu Gly Thr Ala Arg Ala 

1090 1095 1100 

Pro Met Pro Thr Pro Thr Leu Val Arg Pro Leu Leu Lys Leu Val His 
1105 1110 1115 H20 

Ser Pro Ser Pro Glu Val Ser Ala Ser Ala Pro Gly Ala Ala Pro Leu 

1125 H30 H35 

Thr He Ser Ser Pro Leu His Val Pro Ser Ser Leu Pro Gly Pro Ala 

1140 1145 H50 

Ser Ser Pro Met Pro He Pro Asn Ser Ser Pro Leu Ala Ser Pro Val 
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1155 1160 1165 

Ser Ser Thr Val Ser Val Pro Leu Ser Ser Ser Leu Pro lie Ser Val 

1170 1175 H80 

Pro Thr Thr Leu Pro Ala Pro Ala Ser Ala Pro Leu Thr lie Pro lie 
1185 H90 H95 1200 

Ser Ala Pro Leu Thr Val Ser Ala Ser Gly Pro Ala Leu Leu Thr Ser 

1205 1210 1215 

Val Thr Pro Pro Leu Ala Pro Val Val Pro Ala Ala Pro Gly Pro Pro 

1220 1225 1230 

Ser Leu Ala Pro Ser Gly Ala Ser Pro Ser Ala Ser Ala Leu Thr Leu 

1235 1240 1245 

Gly Leu Ala Thr Ala Pro Ser Leu Ser Ser Ser Gin Thr Pro Gly His 

1250 1255 1260 

Pro Leu Leu Leu Ala Pro Thr Ser Ser His Val Pro Gly Leu Asn Ser 
1265 1270 1275 1280 

Thr Val Ala Pro Ala Cys Ser Pro Val Leu Val Pro Ala Ser Ala Leu 

1285 1290 1295 

Ala Ser Pro Phe Pro Ser Ala Pro Asn Pro Ala Pro Ala Gin Ala Ser 

1300 1305 1310 

Leu Leu Ala Pro Ala Ser Ser Ala Ser Gin Ala Leu Ala Thr Pro Leu 

1315 1320 1325 

Ala Pro Met Ala Ala Pro Gin Thr Ala lie Leu Ala Pro Ser Pro Ala 

1330 1335 1340 

Pro Pro Leu Ala Pro Leu Pro val Leu Ala Pro Ser Pro Gly Ala Ala 
1345 1350 1355 1360 

Pro Val Leu Ala Ser Ser Gin Thr Pro Val Pro Val Met Ala Pro Ser 

1365 1370 1375 

Ser Thr Pro Gly Thr Ser Leu Ala Ser Ala Ser Pro Val Pro Ala Pro 

1380 1385 1390 

Thr Pro Val Leu Ala Pro Ser Ser Thr Gin Thr Met Leu Pro Ala Pro 

1395 1400 1405 

Val Pro Ser Pro Leu Pro Ser Pro Ala Ser Thr Gin Thr Leu Ala Leu 

1410 1415 1420 

Ala Pro Ala Leu Ala Pro Thr Leu Gly Gly Ser Ser Pro Ser Gin Thr 
1425 1430 1435 1440 

Leu Ser Leu Gly Thr Gly Asn Pro Gin Gly Pro Phe Pro Thr Gin Thr 

1445 1450 1455 

Leu Ser Leu Thr Pro Ala Ser Ser Leu Val Pro Thr Pro Ala Gin Thr 

1460 1465 1470 

Leu Ser Leu Ala Pro Gly Pro Pro Leu Gly Pro Thr Gin Thr Leu Ser 

1475 1480 1485 

Leu Ala Pro Ala Pro Pro Leu Ala Pro Ala Ser Pro Val Gly Pro Ala 

1490 ' 1495 1500 

Pro Ala His Thr Leu Thr Leu Ala Pro Ala Ser Ser Ser Ala Ser Leu 
1505 1510 1515 1520 

Leu Ala Pro Ala Ser Val Gin Thr Leu Thr Leu Ser Pro Ala Pro Val 

1525 1530 1535 

Pro Thr Leu Gly Pro Ala Ala Ala Gin Thr Leu Ala Leu Ala Pro Ala 

1540 1545 1550 

Ser Thr Gin Ser Pro Ala Ser Gin Ala Ser Ser Leu Val Val Ser Ala 

1555 1560 1565 

Ser Gly Ala Ala Pro Leu Pro Val Thr Met Val Ser Arg Leu Pro Val 

1570 1575 1580 

Ser Lys Asp Glu Pro Asp Thr Leu Thr Leu Arg Ser Gly Pro Pro Ser 
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1585 1590 1595 1600 

Pro Pro Ser Thr Ala Thr Ser Phe Gly Gly Pro Arg Pro Arg Arg Gin 

1605 1610 1615 

Pro Pro Pro Pro Pro Arg Ser Pro Phe Tyr Leu Asp Ser Leu Glu Glu 

1620 1625 1630 

Lys Arg Lys Arg Gin Arg Ser Glu Arg Leu Glu Arg He Phe Gin Leu 

1635 1640 1645 

Ser Glu Ala His Gly Ala Leu Ala Pro Val Tyr Gly Thr Glu Val Leu 

1650 1655 1660 

Asp Phe Cys Thr Leu Pro Gin Pro Val Ala Ser Pro He Gly Pro Arg 
1665 1670 1675 1680 

Ser Pro Gly Pro Ser His Pro Thr Phe Trp Thr Tyr Thr Glu Ala Ala 

1685 1690 1695 

His Arg Ala Val Leu Phe Pro Gin Gin Arg Leu Asp Gin Leu Ser Glu 

1700 1705 1710 

He He Glu Arg Phe He Phe Val Met Pro Pro Val Glu Ala Pro Pro 

1715 1720 1725 

Pro Ser Leu His Ala Cys His Pro Pro Pro Trp Leu Ala Pro Arg Gin 

1730 1735 1740 

Ala Ala Phe Gin Glu Gin Leu Ala Ser Glu Leu Trp Pro Arg Ala Arg 
1745 1750 1755 1760 

Pro Leu His Arg He Val Cys Asn Met Arg Thr Gin Phe Pro Asp Leu 

1765 1770 1775 

Arg Leu He Gin Tyr Asp Cys Gly Lys Leu Gin Thr Leu Ala Val Leu 

1780 1785 1790 

Leu Arg Gin Leu Lys Ala Glu Gly His Arg Val Leu He Phe Thr Gin 

1795 1800 1805 

Met Thr Arg Met Leu Asp val Leu Glu Gin Phe Leu Thr Tyr His Gly 

1810 1815 1820 

His Leu Tyr Leu Arg Leu Asp Gly Ser Thr Arg Val Glu Gin Arg Gin 
1825 1830 1835 1840 

Ala Leu Met Glu Arg Phe Asn Ala Asp Lys Arg He Phe Cys Phe He 

1845 1850 1855 

Leu Ser Thr Arg Ser Gly Gly Val Gly Val Asn Leu Thr Gly Ala Asp 

I860 1865 1870 

Thr Val Val Phe Tyr Asp Ser Asp Trp Asn Pro Thr Met Asp Ala Gin 

1875 1880 1885 

Ala Gin Asp Arg Cys His Arg He Gly Gin Thr Arg Asp Val His He 

1890 1895 1900 

Tyr Arg Leu He Ser Glu Arg Thr Val Glu Glu Asn He Leu Lys Lys 
1905 1910 1915 1920 

Ala Asn Gin Lys Arg Met Leu Gly Asp Met Ala He Glu Gly Gly Asn 

1925 1930 1935 

Phe Thr Thr Ala Tyr Phe Lys Gin Gin Thr He Arg Glu Leu Phe Asp 

1940 1945 1950 

Met Pro Leu Glu Glu Pro Ser Ser Ser Ser Val Pro Ser Ala Pro Glu 

1955 I960 1965 

Glu Glu Glu Glu Thr Val Ala Ser Lys Gin Thr His He Leu Glu Gin 

1970 1975 1980 

Ala Leu Cys Arg Ala Glu Asp Glu Glu Asp He Arg Ala Ala Thr Gin 
1985 1990 1995 2000 

Ala Lys Ala Glu Gin Val Ala Glu Leu Ala Glu Phe Asn Glu Asn Asp 

2005 2010 2015 

Gly Phe Pro Ala Gly Glu Gly Glu Glu Ala Gly Arg Pro Gly Ala Glu 


1512 


WO 00/58473 


PC17USO0/O8621 


2020 2025 2030 

Asp Glu Glu Met Ser Arg Ala Glu Gin Glu He Ala Ala Leu Val Glu 

2035 2040 2045 

Gin Leu Thr Pro He Glu Arg Tyr Ala Met Lys Phe Leu Glu Ala Ser 

2050 2055 2060 

Leu Glu Glu Val Ser Arg Glu Glu Leu Lys Gin Ala Glu Glu Gin Val 
2065 2070 2075 2080 

Glu Ala Ala Arg Lys Asp Leu Asp Gin Ala Lys Glu Glu Val Phe Arg 

2085 2090 2095 

Leu Pro Gin Glu Glu Glu Glu Gly Pro Gly Ala Gly Asp Glu Ser Ser 

2100 2105 2110 

Cys Gly Thr Gly Gly Gly Thr His Arg Arg Ser Lys Lys Ala Lys Ala 

2115 2120 2125 

Pro Glu Arg Pro Gly Thr Arg Val Ser Glu Arg Leu Arg Gly Ala Arg 

2130 2135 2140 

Ala Glu Thr Gin Gly Ala Asn His Thr Pro Val lie Ser Ala His Gin 
2145 2150 2155 2160 

Thr Arg Ser Thr Thr Thr Pro Pro Arg Cys Ser Pro Ala Arg Glu Arg 

2165 ' 2170 2175 

val Pro Arg Pro Ala Pro Arg Pro Arg Pro Thr Pro Ala Ser Ala Pro 

2180 2185 2190 

Ala Ala He Pro Ala Leu Val Pro Val Pro Val Ser Ala Pro Val Pro 

2195 2200 2205 

He Ser Ala Pro Asn Pro He Thr He Leu Pro Val His He Leu Pro 

2210 2215 2220 

Ser Pro Pro Pro Pro Ser Gin He Pro Pro Cys Ser Ser Pro Ala Cys 
2225 2230 2235 2240 

Thr Pro Pro Pro Ala Cys Thr Pro Pro Pro Ala His Thr Pro Pro Pro 

2245 2250 2255 

Ala Gin Thr Cys Leu Val Thr Pro Ser Ser Pro Leu Leu Leu Gly Pro 

2260 2265 2270 

Pro Ser Val Pro He Ser Ala Ser Val Thr Asn Leu Pro Leu Gly Leu 

2275 2280 2285 

Arg Pro Glu Ala Glu Leu Cys Ala Gin Ala Leu Ala Ser Pro Glu Ser 

2290 2295 2300 

Leu Glu Leu Ala Ser Val Ala Ser Ser Glu Thr Ser Ser Leu Ser Leu 
2305 2310 2315 2320 

Val Pro Pro Lys Asp Leu Leu Pro Val Ala Val Glu He Leu Pro Val 

2325 2330 2335 

Ser Glu Lys Asn Leu Ser Leu Thr Pro Ser Ala Pro Ser Leu Thr Leu 

2340 2345 2350 

Glu Ala Gly Ser He Pro Asn Gly Gin Glu Gin Glu Ala Pro Asp Ser 

2355 .2360 2365 

Ala Glu Gly Thr Thr Leu Thr Val Leu Pro Glu Gly Glu Glu Leu Pro 

2370 2375 2380 

Leu Cys Val Ser Glu Ser Asn Gly Leu Glu Leu Pro Pro Ser Ala Ala 
2385 2390 .2395 2400 

Ser Asp Glu Pro Leu Gin Glu Pro Leu Glu Ala Asp Arg Thr Ser Glu 

2405 2410 2415 

Glu Leu Thr Glu Ala Lys Thr Pro Thr Ser Ser Pro Glu Lys Pro Gin 

2420 2425 2430 

Glu Leu Val Thr Ala Glu Val Ala Ala Pro Ser Thr Ser Ser Ser Ala 

2435 2440 2445 

Thr Ser Ser Pro Glu Gly Pro Ser Pro Ala Arg Pro Pro Arg Arg Arg 
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2450 2455 2460 

Thr Ser Ala Asp Val Glu He Arg Gly Gin Gly Thr Gly Arg Pro Gly 
2465 2470 2475 2480 

Gin Pro Pro Gly Pro Lys Val Leu Arg Lys Leu Pro Gly Arg Leu Val 

2485 2490 2495 

Thr Val Val Glu Glu Lys Glu Leu Val Arg Arg Arg Arg Gin Gin Arg 

2500 2505 2510 

Gly Ala Ala Ser Thr Leu Val Pro Gly Val Ser Glu Thr Ser Ala Ser 

2515 2520 2525 

Pro Gly Ser Pro Ser Val Arg Ser Met Ser Gly Pro Glu Ser Ser Pro 

2530 2535 2540 

Pro He Gly Gly Pro Cys Glu Ala Ala Pro Ser Ser Ser Leu Pro Thr 
2545 * 2550 2555 2560 

Pro Pro Gin Gin Pro Phe He Ala Arg Arg His He Glu Leu Gly Val 

2565 2570 2575 

Thr Gly Gly Gly Ser Pro Glu Asn Gly Asp Gly Ala Leu Leu Ala lie 

2580 2585 2590 

Thr Pro Pro Ala Val Lys Arg Arg Arg Gly Arg Pro Pro Lys Lys Asn 

2595 2600 2605 

Arg Ser Pro Ala Asp Ala Gly Arg Gly Val Asp Glu Ala Pro Ser Ser 

2610 2615 2620 

Thr Leu Lys Gly Lys Thr Asn Gly Ala Asp Pro Val Pro Gly Pro Glu 
2625 2630 2635 2640 

Thr Leu He Val Ala Asp Pro Val Leu Glu Pro Gin Leu lie Pro Gly 

2645 2650 2655 

Pro Gin Pro Leu Gly Pro Gin Pro Val His Arg Pro Asn Pro Leu Leu 

2660 2665 2670 

Ser Pro Val Glu Lys Arg Arg Arg Gly Arg Pro Pro Lys Ala Arg Asp 

2675 2680 2685 

Leu Pro He Pro Gly Thr He Ser Ser Ala Gly Asp Gly Asn Ser Glu 

2690 2695 2700 

Ser Arg Thr Gin Pro Pro Pro His Pro Ser Pro Leu Thr Pro Leu Pro 
2705 2710 2715 2720 

Pro Leu Leu Val Cys Pro Thr Ala Thr Val Ala Asn Thr Val Thr Thr 

'2725 2730 2735 

Val Thr He Ser Thr Ser Pro Pro Lys Arg Lys Arg Gly Arg Pro Pro 

2740 2745 2750 

Lys Asn Pro Pro Ser Pro Arg Pro Ser Gin Leu Pro Val Leu Asp Arg 

2755 2760 2765 

Asp Ser Thr Ser Val Leu Glu Ser Cys Gly Leu Gly Arg Arg Arg Gin 

2770 2775 2780 

Pro Gin Gly Gin Gly Glu Ser Glu. Gly Ser Ser Ser Asp Glu Asp Gly 
2785 ~ 2790 2795 2800 

Ser Arg Pro Leu Thr Arg Leu Ala Arg Leu Arg Leu Glu Ala Glu Gly 

2805 2810 2815 

Met Arg Gly Arg Lys Ser Gly Gly Ser Met Val Val Ala Val lie Gin 

2820 2825 2830 

Asp Asp Leu Asp Leu Ala Asp Ser Gly Pro Gly Gly Leu Glu Leu Thr 

2835 2840 2845 

Pro Pro Val Val Ser Leu Thr Pro Lys Leu Arg Ser Thr Arg Leu Arg 

2850 2855 2860 

Pro Gly Ser Leu Val Pro Pro Leu Glu Thr Glu Lys Leu Pro Arg Lys 
2865 2870 2875 2880 

Arg Ala Gly Ala Pro Val Gly Gly Ser Pro Gly Leu Ala Lys Arg Gly 
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2885 2890 2895 

Arg Leu Gin Pro Pro Ser Pro Leu Gly Pro Glu Gly Ser Val Glu Glu 

2900 2905 2910 

Ser Glu Ala Glu Ala Ser Gly Glu Glu Glu Glu Gly Asp Gly Thr Pro 

2915 2920 2925 

Arg Arg Arg Pro Gly Pro Arg Arg Leu Val Gly Thr Thr Asn Gin Gly 

2930 2935 2940 

Asp Gin Arg He Leu Arg Ser Ser Ala Pro Pro Ser Leu Ala Gly Pro 
2945 2950 2955 2960 

Ala Val Ser His Arg Gly Arg Lys Ala Lys Thr 
2965 2970 

<210> 1991 

<211> 3102 

<212> DNA 

<213> Homo sapiens 

<400> 1991 

nntcctttgc aggctttttt cccccttccc ccctcccccg acctcctttg cgtacaagaa 
60 

gtgaagagtt tgggggaaaa gggacacatg ctctgcttct gcagagaaat gcttctcagg 
120 

gggttggact gttctgtaaa cccccactcc ccgccagcgc aggtgttttg aactccagct 
180 

gagggcctgc tggctgctgg gaaactccta ggcagcagag gcccacgact acttcctcct 
240 

gagtgccgtt cagtggcctg tgtccaggct ctgaagggct ccaagaagct ggtgctgtct 
300 

gtgtactcag cagggcgcat ccctgggggc tacgtcacca accacatcta cacctgggtg 
360 

gacccgcagg gccgcagcat ctccccaccc tcgggcctgc cccagcccca cggtggtgcc 
420 

ctgaggcagc aggagggtga ccggaggagc accctgcacc tcctgcaagg aggggatgag 
480 

aaaaaggtga acctggtgct gggggacggc cggtccctgg gcctcacgat ccgtggggga 
540 

gctgagtacg gccttggcat ttacatcact ggcgtggacc caggctctga agcagaaggc 
600 

agcgggctca aggttgggga ccagattcta gaagtgaatg ggcggagctt tctcaacatc 
660 

ctacacgacg aggctgtcag gctgcttaag tcatctcggc acctcatcct gacagtgaag 
720 

gacgtcggga ggctgcccca tgcccgcacc actgtggacg agaccaagtg gatcgccagt 
780 

tcccggatca gggagaccat ggcgaactcg gcagggtttc ttggcgatct cacaacagaa 
840 

ggaataaaca agccaggatt ttacaagggc ccagccggct cccaggtgac cctgagcagc 
900 

ctggggaacc agacacgagt gctgctggag gagcaggctc ggcacctgct gaacgagcag 
960 

gaacacacca ccatggccta ctacctggat gagtaccgtg gcggcagcgt ctctgtggag 
1020 

gccctcgtca tggccctgtt caagctgctc aacacccacg ccaagttctc actcctctct 
1080 
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gaggtgagag gcaccatttc cccgcaagac 
1140 

cgtgagattg agtccatgaa ggcgcggcag 
1200 

tccatggtct cctacagtga cacgggttca 
1260 

gtcagctcgg ccaggaacac tctggacctg 
1320 

atcaacgccc tcccagatgt gtccgtggat 
1380 

agcttcaagc cactgcctcg cccaccacct 
1440 

cagccaagga agctggggag agaggacctc 
1500 

ggcactgtct tctcggctcc acagaaccgc 
1560 

gggacctcct ctgcacagga cttgccctct 
1620 

aaccccagct ccaagaggcc gctggacgcc 
1680 

ggccccttcc cacgggtcca gtcacccccg 
1740 

gtggctgggg gctgccttct gcccccatca 
1800 

aaccagcact ttgtcatggt ggaggtccac 
1860 

gtgagggcgc tgccccagac gcgcacagcc 
1920 

cagactctaa gcgaggacag tggtgtggat 
1980 

cgaggaaggc agtcggtgtc caccaagagc 
2040 

aggcccacag atggggccaa caaaccgcct 
2100 

cgtgtgaaga aaagtgcggc caccctgggc 
2160 

cagcccctgc ctaggattgt cactattcag 
2220 

ctcaaggtgg gccacgtgat tctggaagtg 
2280 

cgggaggccg cccgcattat cgccgaggcc 
2340 

tttctggtca ctgagttcaa tgtgatgctc 
2400 

ctgcccagcc cctggtccca gtccctttcc 
2460 

ttggggctgc atggccaggg tggcaggaag 
2520 

cagaactggg agaggaagag agcaggacaa 
2580 

gctgtactgg gtacacagta ggcgcccagg 
2640 

aaaggaaggg cagagtgctg gtttctccag 
2700 


ctagaacgct tcgaccacct ggtgctgagg 
cccccaggcc ccggggctgg ggacacctac 
tccacaggca gccacggcac ctccaccacc 
gaggaaactg gcgaggctgt ccagggcaat 
gatgtcagat ccacctccca ggggctgtca 
ctggcccaag gcaacgacct cccactaggc 
cagccacctt cctccatgcc ttcctgctcg 
agcccgccag cgggcaccgc acccacccca 
tcccccatct atgcctccgt ctcccctgcc 
catctggccc tggtcaacca acaccccatc 
cacctgaaaa gcccctctgc agaggccaca 
ccctctggcc acccagacca gacaggcaca 
cgccccgaca gcgagccaga cgtcaatgaa 
tctacgctct cccagctctc ggacagcggg 
gctggcgagg cagaggccag cgccccaggc 
aggagtagca aggagctgcc tcggaacgag 
ggacttctgg agcccacgtc cactctggtc 
atcgccatcg agggtggcgc caacacccgc 
agaggcggct cagctcacaa ctgtgggcag 
aatgggctga cgcttcgggg caaggagcac 
ttcaagacta aggaccgtga ctacattgac 
tagaggccaa ggcctgaggg cctcccacca 
accgttggct tcatcaagct ccttgcgggg 
acatcccccc tccatcccag cccactggac 
ggcagacaga aggtcaggtc aggaactggt 
acaagtgggt tgcaagacag gaagaaagga 
gttgggttgg gggcactgct gtcccccctc 
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cagctaggac ccagcccatc cccagatgcc tgagcctttg tccaaagtga ggtcactcga 
2760 

gaattcatgg acacggcccc cagtcagggg gcatcttgca agacctttag tgccacaaat 
2820 

aagcatcgag cacctcccca ttcacacccc cattcctcct ggctccttat cccccatggt 
2880 

gtttattatt tatttccctc cccatgcccc tggggacccc aaggccccag cttccctctg 
2940 

cacccccagc ctatcccaga ggccttgcag gtgaccagca gtgtcattgt atttatatac 
3000 

agagcttatg actttaattt ttcaataaag aaatctgaac aaggttaaaa aaaaaaaaaa 
3060 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 
3102 

<210> 1992 
<211> 733 
<212> PRT 

<213> Homo sapiens 
<400> 1992 

Thr Pro Ala Glu Gly Leu Leu Ala Ala Gly Lys Leu Leu Gly Ser Arg 

15 10 15 

Gly Pro Arg Leu Leu Pro Pro Glu Cys Arg Ser Val Ala Cys Val Gin 

20 25 30 

Ala Leu Lys Gly Ser Lys Lys Leu Val Leu Ser Val Tyr Ser Ala Gly 

35 ~ 40 45 

Arg He Pro Gly Gly Tyr Val Thr Asn His He Tyr Thr Trp Val Asp 

50 55 60 

Pro Gin Gly Arg Ser He Ser Pro Pro Ser Gly Leu Pro Gin Pro His 
65 * * 70 75 80 

Gly Gly Ala Leu Arg Gin Gin Glu Gly Asp Arg Arg Ser Thr Leu His 

85 90 95 

Leu Leu Gin Gly Gly Asp Glu Lys Lys Val Asn Leu Val Leu Gly Asp 

100 105 . HO 

Gly Arg Ser Leu Gly Leu Thr He Arg Gly Gly " Ala Glu Tyr Gly Leu 

115 120 125 

Gly He Tyr He Thr Gly Val Asp Pro Gly Ser Glu Ala Glu Gly Ser 

130 135 140 

Gly Leu Lys Val Gly Asp Gin He Leu Glu Val Asn Gly Arg Ser Phe 
145 A 150 155 160 

Leu Asn He Leu His Asp Glu Ala Val Arg Leu Leu Lys Ser Ser Arg 

165 170 175 

His Leu He Leu Thr val Lys Asp Val Gly Arg Leu Pro His Ala Arg 

180 185 190 

Thr Thr Val Asp Glu Thr Lys Trp He Ala Ser Ser Arg He Arg Glu 

195 200 205 

Thr Met Ala Asn Ser Ala Gly Phe Leu Gly Asp Leu Thr Thr Glu Gly 

210 215 220 

He Asn Lys Pro Gly Phe Tyr Lys Gly Pro Ala Gly Ser Gin Val Thr 
225 230 235 240 

Leu Ser Ser Leu Gly Asn Gin Thr Arg Val Leu Leu Glu Glu Gin Ala 

245 250 255 

Arg His Leu Leu . Asn Glu Gin Glu His Thr Thr Met Ala Tyr Tyr Leu 
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260 265 270 

Asp Glu Tyr Arg Gly Gly Ser Val Ser Val Glu Ala Leu Val Met Ala 

275 280 285 

Leu Phe Lys Leu Leu Asn Thr His Ala Lys Phe Ser Leu Leu Ser Glu 

290 295 300 

Val Arg Gly Thr He Ser Pro Gin Asp Leu Glu Arg Phe Asp His Leu 
305 " 310 315 320 

Val Leu Arg Arg Glu He Glu Ser Met Lys Ala Arg Gin Pro Pro Gly 

325 330 335 

Pro Gly Ala Gly Asp Thr Tyr Ser Met Val Ser Tyr Ser Asp Thr Gly 

340 345 350 

Ser Ser Thr Gly Ser His Gly Thr Ser Thr Thr Val Ser Ser Ala Arg 

355 360 365 

Asn Thr Leu Asp Leu Glu Glu Thr Gly Glu Ala Val Gin Gly Asn He 

370 375 380 

Asn Ala Leu Pro Asp Val Ser Val Asp Asp Val Arg Ser Thr Ser Gin 
385 390 395 400 

Gly Leu Ser Ser Phe Lys Pro Leu Pro Arg Pro Pro Pro Leu Ala Gin 

405 , 410 415 

Gly Asn Asp Leu Pro Leu Gly Gin Pro Arg Lys Leu Gly Arg Glu Asp 

420 425 430 

Leu Gin Pro Pro Ser Ser Met Pro Ser Cys Ser Gly Thr Val Phe Ser 

435 440 445 

Ala Pro Gin Asn Arg Ser Pro Pro Ala Gly Thr Ala Pro Thr Pro Gly 

450 455 460 

Thr Ser Ser Ala Gin Asp Leu Pro Ser Ser Pro He Tyr Ala Ser Val 
465 470 475 480 

Ser Pro Ala Asn Pro Ser Ser Lys Arg Pro Leu Asp Ala His Leu Ala 

485 490 495 

Leu Val Asn Gin His Pro He Gly Pro Phe Pro Arg Val Gin Ser Pro 

500 505 510 

Pro His Leu Lys Ser Pro Ser Ala Glu Ala Thr Val Ala Gly Gly Cys 

515 ~ 520 525 

Leu Leu Pro Pro Ser Pro Ser Gly His Pro Asp Gin Thr Gly Thr Asn 

530 535 540 

Gin His Phe Val Met Val Glu Val His Arg Pro Asp Ser Glu Pro Asp 
54 5 550 555 560 

Val Asn Glu Val Arg Ala Leu Pro Gin Thr Arg Thr Ala Ser Thr Leu 

565 570 575 

Ser Gin Leu Ser Asp Ser Gly Gin Thr Leu Ser Glu Asp Ser Gly Val 

580 585 590 

Asp Ala Gly Glu Ala Glu Ala Ser Ala Pro Gly Arg Gly Arg Gin Ser 

595 600 60S 

Val Ser Thr Lys Ser Arg Ser Ser Lys Glu Leu Pro Arg Asn Glu Arg 

610 615 620 

Pro Thr Asp Gly Ala Asn Lys Pro Pro Gly Leu Leu Glu Pro Thr Ser 
625 630 635 640 

Thr Leu Val Arg Val Lys Lys Ser Ala Ala Thr Leu Gly He Ala He 

645 650 655 

Glu Gly Gly Ala Asn Thr Arg Gin Pro Leu Pro Arg He Val Thr He 

660 665 670 

Gin Arg Gly Gly Ser Ala His Asn Cys Gly Gin Leu Lys Val Gly His 

675 680 685 

Val He Leu Glu Val Asn Gly Leu Thr Leu Arg Gly Lys Glu His Arg 
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690 695 700 

Glu Ala Ala Arg He He Ala Glu Ala Phe Lys Thr Lys Asp Arg Asp 
705 " 710 715 720 

Tyr He Asp Phe Leu Val Thr Glu Phe Asn Val Met Leu 
725 730 

<210> 1993 

<211> 957 

<212> DNA 

<213> Homo sapiens 

<400> 1993 

nngaaaacct acgggatgac acgtgccctc gatcacatcg acatcgccat cccagctggc 
60 

cagtcggtcg ccgtcatggg gccgtccggg tcaggcaaga ccaccctgct gcactgcttg 
120 

tcggggatcc tctcgcctga ctccggcagt atcgaactgg ctctgccgga ccgcaccgtc 
180 

aacgtcgaaa acctctctaa cgaaggccga gcaaagctac gccgtcaatc ccttggtttc 
240 

gtcttccaac aaggaatgct cgtacccgag ctcactgctg tcgagaacac cgccctaccc 
300 

ctcatgctta acggcgtatc ccaaaccgat gcggtcaggt atgccaccca atggcttgaa 
360 

tcgatggggt taggcggcat ggaggatcgt cggattggtc agctctccgg gggccaagct 
420 

caacgcgtca ctattgcccg gtcccaggta atcgatccgt cgattgtctt cgctgacgaa 
480 

cccaccggag ccctcgactc agccaccgcc gtcgaagtca tggccattct gctttcggcg 
540 

acgaccgggc ggggacgcac cctcgtcgtc gtcacccatg acgaggacgt tgcccgccgc 
600 

tgccagcgca tccttcatct gcacgacggt cggatcgtct ctgaccacgt acgtcattcc 
660 

gatgggaggt ggtgatcatg actataacgc cccctatcga accgggaacc gccgatcaaa 
720 

ggatcccgtc cctccccgtc cccgagcccc tgggagctac gcccggacgt cttaccactg 
780 

ctgcgatcct cagcatgacc ctccgtgcct cagccgctga ccactccacc tggcggttgc 
840 

cggtagttgc tttcgctgtc attgcaacca tcatcctcga cgtcactggc ggtgccgtca 
900 

tgatgtggca tctaccggga gacaactctg gcttctacaa gctgacctcg acaattg 
957 

<210> 1994 
<211> 224 
<212> PRT 

<213> Homo sapiens 
<400> 1994 

Xaa Lys Thr Tyr Gly Met Thr Arg Ala Leu Asp His He Asp He Ala 

1 5 10 15 

He Pro Ala Gly Gin Ser Val Ala Val Met Gly Pro Ser Gly Ser Gly 
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z u 

25 


30 


Lys 

Thr 

Thr 

Leu 

Leu His Cys. Leu Ser Gly 

He 

Leu Ser Pro Asp 

Ser 




40 


45 


Gly 

Ser 

lie 

ulU 

Leu Ala Leu Pro Asp Arg 

Thr 

Val Asn Val Glu 

Asn 

50 



55 


60 


Leu 

Ser 

Asn 

(jXU 

Gly Arg Ala Lys Leu Arg Arg 

Gin Ser Leu Gly 

Phe 

65 




70 

75 


80 

Val 

Phe 

Gin 

Gin 

Gly Met Leu Val Pro Glu 

Leu 

Thr Ala Val Glu 

Asn 





85 90 


95 


Thr 

Ala 

Leu 

pro 

Leu Met Leu Asn Gly Val 

Ser 

Gin Thr Asp Ala 

Val 




1UU 

105 


110 


Arg 

Tyr 

Ala 

Thr 

Gin Trp Leu Glu Ser Met Gly 

Leu Gly Gly Met 

Glu 

lib 


120 


125 


Asp 

Arg 

Arg 

lie 

Gly Gin Leu Ser Gly Gly Gin 

Ala Gin Arq Val 

Thr 


130 



135 


140 


He 

Ala 

Arg 

Ser 

Gin Val He Asp Pro Ser 

He 

Val Phe Ala Asp 

Glu 

145 



150 

155 


160 

Pro 

Thr 

Gly 

Ala 

Leu Asp Ser Ala Thr Ala 

Val 

Glu Val Met Ala 

He 




165 170 


175 


Leu 

Leu 

Ser 

Ala 

Thr Thr Gly Arg Gly Arg 

Thr 

Leu Val Val Val 

Thr 




180 

185 


190 


His 

Asp 

Glu 

Asp 

Val Ala Arg Arg Cys Gin 

Arg 

He Leu His Leu 

His 


195 


200 


205 


Asp 

Gly 

Arg 

He 

Val Ser Asp His Val Arg 

His 

Ser Asp Gly Arg 

Trp 

210 



215 


220 



<210> 1995 
<211> 285 
<212> DNA 

<213> Homo sapiens 
<400> 1995 

catcaccacc attatcaaca ccatcatcac caccattatc acctttatca ccaccatcat 
60 

caccatcacc accatcatca ctaccaccat cacgcccatc atcatgtgat gactctcaat 
120 

actgtcctca tcatgtgtga cttggactgt ggaccagccc ctcgggctct gctctgctga 
180 

cctatattct ttgtctcttg ttcctgagaa gctgggagtt gagacccagt aaggtgttgt 
240 

acagacactt gtgaccccaa attccatgag acagaggacc tcccn 
285 


<210> 1996 

<211> 59 

<212> PRT 

<213> Homo sapiens 


<400> 1996 

His His His His Tyr Gin His His 

1 5 

His His His His His His His His 
20 

His His His Val Met Thr Leu Asn 


His His His His Tyr His Leu Tyr 

10 15 
His His His Tyr His His His Ala 
25 30 
Thr Val Leu He Met Cys Asp Leu 
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35 40 45 

Asp Cys Gly Pro Ala Pro Arg Ala Leu Leu Cys 
50 55 

<210> 1997 

<211> 313 

<212> DNA 

<213> Homo sapiens 

<400> 1997 

ccgctggtgg tggtgctgct gattggcatg gccatctata ccttccgcaa gaaagacctg 
60 

ggcaagctgc acaagccggt cagcatcggc cggcgcgaga tgctggtggg gctggccatc 
120 

ggtggcggca tcggttttta cgacggcctg ttcgggccgg gtaccggcag tttcctgatg 
180 

ttcctgttcg tgcggttttt gcgttttgat ttcttgcatg cttctgccgc ggccaaggtt 
240 

gtcaacctgg ccaccaatgt ggcggcactg tgctttttca ttcccagcgg caatgtgctg 
300 

tatggctacg cgt 
313 

<210> 1998 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 1998 


Pro Leu Val 

Val 

val 

Leu 

Leu 

lie 

Gly 

Met Ala 

He 

Tyr 

Thr Phe 

Arg 

1 


5 





10 



15 


Lys Lys Asp 

Leu 

Gly 

Lys 

Leu 

His 

Lys 

Pro val 

Ser 

He 

Gly Arg 

Arg 

20 





25 




30 


Glu Met Leu 

Val 

Gly 

Leu 

Ala 

He 

Gly 

Gly Gly He Gly Phe Tyr 

Asp 

35 





40 




45 



Gly Leu Phe 

Gly 

Pro 

Gly 

Thr 

Gly 

Ser 

Phe Leu 

Met 

Phe 

Leu Phe 

Val 

50 




55 




60 




Arg Phe Leu 

Arg 

Phe 

Asp 

Phe 

Leu 

His 

Ala Ser 

Ala 

Ala 

Ala Lys 

Val 

65 



70 




75 




80 

Val Asn Leu 

Ala 

Thr 

Asn 

Val 

Ala 

Ala 

Leu Cys 

Phe 

Phe 

He Pro 

Ser 



85 





90 



95 


Gly Asn Val 

Leu 

Tyr 

Gly 

Tyr 

Ala 








100 


<210> 1999 

<211> 399 

<212> DNA 

<213> Homo sapiens 

<400> 1999 

ccgcggcgca agttggaatg gcaaaacatt ttcattcccg gcgagcaagg tagcttgagt 
60 

tccactgcgc agagggcaga tgtgaagtac tccggtactg ttcattttac cggtgttggc 
120 
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ggaagaatgg atcttactct cgctgaccct gagattgtcg ttaacaatgg cgatgatcat 
180 

gtgattatgt ctgtgaagtc caagactatg gtcgggcagt tggttgacta tggccgtata 
240 

actttcgttg atatgaccgg ctctattacg cagggtcaaa acgatgcagc tcaggttgtg 
300 

gggaccaatg tcaagctgaa tagccaagcc gtcgatgcat tcgctggctt ctatcaagct 
360 „ 

ggaaagccca tggatgacat cgattcgtcc ttaaagctt 
399 

<210> 2000 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<400> 2000 

Met Asp Leu Thr Leu Ala Asp Pro Glu He Val Val Asn Asn Gly Asp 

1 5 10 15 

Asp His Val He Met Ser Val Lys Ser Lys Thr Met Val Gly Gin Leu 

20 25 30 

Val Asp Tyr Gly Arg He Thr Phe Val Asp Met Thr Gly Ser He Thr 

35 40 45 

Gin Gly Gin Asn Asp Ala Ala Gin Val Val Gly Thr Asn Val Lys Leu 

50 55 60 

Asn Ser Gin Ala Val Asp Ala Phe Ala Gly Phe Tyr Gin Ala Gly Lys 
65 70 75 80 

Pro Met Asp Asp He Asp Ser Ser Leu Lys Leu 
85 90 

<210> 2001 

<211> 1434 

<212> DNA 

<213> Homo sapiens 

<400> 2001 

nngaatgaag gacgtcataa tttgctgatc agcagtgcag ctgactggag gagggacaaa 
60 

tttggcagga ccccactgca ctatgcagct gctaacggta gctaccagtg tgcagtaaca 
120 

ttggtgactg ctggggcagg tgtcaacgag gccgactgta aaggctgctc tcccctccac 
180 

tacgctgccg cttctgacac ttacaggnag agcggaaccc catacacctt ccagccatga 
240 

tgccgaagag ganncgagcc actgaaggag tcccgcagga aggaggcctt cttctgtctg 
300 

gagttcttac tggataacgg tgcagacccc tccctgcggg acaggcaggg ctacacagct 
360 

gtgcactatg cagccgccta tggcaacaga cagaacctcg aactgctctt agaaatgtcc 
420 

tttaactgcc tggaggatgt ggagagcacc attccagtca gccctttgca cttagctgcc 
480 

tacaacggtc actgtgaagc cttgaagacg ctggcggaga cgctggtgaa tctggacgta 
54 0 
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agggaccaca agggccggac cgcactcttc ctggccacgg agcgcggctc tactgagtgt 
600 

gtggaggtgc ttacagccca cggcgcctct gccctcatca aggagcgcaa gcgcaagtgg 
660 

acacccctgc acgccgctgc tgcctctggc cacactgact ccctgcactt gctgatcgac 
720 

agtggggaac gagctgacat cacagatgtc atggatgcct atggacagac cccactgatg 
780 . 

ctggccatca tgaatggcca tgtggactgt gtacatctgc tgctagagaa aggatccaca 
840 

gctgatgctg ctgacctccg gggccgcact gccctccacc gcggggcagt gactggctgt 
900 

gaggactgcc tggctgccct gctggaccac gacgcatttg tgctgtgccg agactttaag 
960 

ggccgcacgc ccattcacct ggcctcagcc tgtggccaca ctgcagtact gcggaccctg 
1020 

ctgcaggctg ccctttccac agatcccctg gatgccgggg tggattacag cggatactcg 
1080 

cccatgcact gggcctccta cactggacat gaagattgtc tggagttgtt acttgaacac 
1140 

agcccgtttt cgtacctgga aggaaacccc ttcactcctt tgcactgtgc agtgattaat 
1200 

aaccaagaca gcaccacaga gatgctactg ggagctctgg gtgccaagat tgtgaacagc 
1260 

cgagatgcca aaggacggac cccccttcac gccgctgcct tcgcggacaa tgtctctggg 
1320 

ctccggatgc tgctgcagca tcaagctgag gtgaacgcca ctgaccacac tggccgcact 
1380 

gcgctcatga cggcggctga gaacgggcag accgctgctg tggaatttct gctg 
1434 

<210> 2002 
<211> 79 
<212> PRT 

<213> Homo sapiens 
<400> 2002 

Xaa Asn Glu Gly Arg His Asn Leu Leu He Ser Ser Ala Ala Asp Trp 

15 10 15 

Arg Arg Asp Lys Phe Gly Arg Thr Pro Leu His Tyr Ala Ala Ala Asn 

20 25 30 

Gly Ser Tyr Gin Cys Ala Val Thr Leu Val Thr Ala Gly Ala Gly Val 

35 40 45 

Asn Glu Ala Asp Cys Lys Gly Cys Ser Pro Leu His Tyr Ala Ala Ala 

50 55 60 

Ser Asp Thr Tyr Arg Xaa Ser Gly Thr Pro Tyr Thr Phe Gin Pro 
65 70 75 


<210> 2003 

<211> 688 

<212> DNA 

<213> Homo sapiens 


<400> 2003 
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ntcatgacta cggagacact gaagaaaatt cagattgata ggcagttttt cagcgatgtg 
60 

attgcagata ccattaagga gttgcaagat tcggccactt acaacagtct cctgcaagct 
120 

ttgagcaaag agagggaaaa caaaatgcat ttctatgaca tcatttccag ggaggaaaaa 
180 

ggaagaaaac agataatatc acttcaaaaa cagctaatta atttcaaaaa ggaatggcaa 
240 

tttgaagtcc agagtcagaa tgagtatatt gctaacctca aggaccaact gcaagagatg 
300 

aaggcaaaat ccaacttgga gaatcgctac atgaaaacca ataccgagct gcagattgcc 
360 

cagacccaga aaaagtgtaa cagaacagag gaactcttgg tggaagagat tgagaaactc 
420 

aggatgaaaa ccgaagaaga ggcccggact catacagaga ttgaaatgtt ccttagaaag 
480 

gagcagcagg tgggtcccca cagcttttct atgctttgac tttttttttg tactctgctt 
540 

atactgagga aacaaaaaga atattttgaa ggaaaaccaa ccatcattct ttcagcctaa 
600 

tgaactttag ctcatgtttt ctttcagggt tatgcatctg aatagatatc ttatatagct 
660 

gtaatttgag agagtgcagg taaaattg 
688 

<210> 2004 
<211> 172 
<212> PRT 

<213> Homo sapiens 
<400> 2004 

Xaa Met Thr Thr Glu Thr Leu Lys Lys He Gin He Asp Arg Gin Phe 

15 10 15 

Phe Ser Asp Val He Ala Asp Thr He Lys Glu Leu Gin Asp Ser Ala 

20 25 30 

Thr Tyr Asn Ser Leu Leu Gin Ala Leu Ser Lys Glu Arg Glu Asn Lys 

35 40 45 

Met His Phe Tyr Asp He He Ser Arg Glu Glu Lys Gly Arg Lys Gin 

50 55 60 

He He Ser Leu Gin Lys Gin Leu He Asn Phe Lys Lys Glu Trp Gin 
65 70 75 80 

Phe Glu Val Gin Ser Gin Asn Glu Tyr He Ala Asn Leu Lys Asp Gin 

85 90 95 

Leu Gin Glu Met Lys Ala Lys Ser Asn Leu Glu Asn Arg Tyr Met Lys 

100 105 HO 

Thr Asn Thr Glu Leu Gin He Ala Gin Thr Gin Lys Lys Cys Asn Arg 

115 120 125 

Thr Glu Glu Leu Leu Val Glu Glu He Glu Lys Leu Arg Met Lys Thr 

130 135 140 

Glu Glu Glu Ala Arg Thr His Thr Glu He Glu Met Phe Leu Arg Lys 
145 150 155 160 

Glu Gin Gin Val Gly Pro His Ser Phe Ser Met Leu 
165 170 
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<210> 2005 

<211> 354 

<212> DNA 

<213> Homo sapiens 


<400> 2005 

gctagcacca agccaaggtt atgtttcctt gcttgcatgt ggggtttctg gccagtcagc 
60 

caagtgaact gattgacccc cagccctgtg gggaatttca ggggggtatt gtcttggtca 
120 

tcggagtcag gggtggcctt tnagccaagg ctgcattaac ttttgggaaa agaaatggga 
180 

agcccgccgt gtcacagggt ctcctgaccg gctgggtagg gtttggcctt atcttacagc 
240 

cagtgctgtg tttgctcaga tggacgcaca tggaaaccag gctaggatca tcttcccaat 
300 

gtctactccc tgctttggtc tgtcctgaaa acaattgcaa agacattgtg gctg 
354 


<210> 2006 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 2006 

Met Phe Pro Cys Leu His Val Gly Phe Leu Ala Ser Gin Pro Ser Glu 

15 10 15 

Leu He Asp Pro Gin Pro Cys Gly Glu Phe Gin Gly Gly He Val Leu 

20 25 30 

Val He Gly Val Arg Gly Gly Leu Xaa Ala Lys Ala Ala Leu Thr Phe 

35 40 45 

Gly Lys Arg Asn Gly Lys Pro Ala Val Ser Gin Gly Leu Leu Thr Gly 

50 ^ 55 60 

Trp Val Gly Phe Gly Leu He Leu Gin Pro Val Leu Cys Leu Leu Arg 
65 70 75 80 

Trp Thr His Met Glu Thr Arg Leu Gly Ser Ser Ser Gin Cys Leu Leu 

85 90 95 

Pro Ala Leu Val Cys Pro Glu Asn Asn Cys Lys Asp He Val Ala 
100 105 HO 

<210> 2007 

<211> 335 

<212> DNA 

<213> Homo sapiens 

<4O0> 2007 

nnacgcgtgc catgtgcatg tgtatatgca tgtatgtgcg tatgtgtgtg catgtgtgtg 
60 

tgtatatgca tgtgtgtatg tgcatgtacg tgtnngtgca tatgcgtgtg catgcatgcg 
120 

tgtgcgtatg tgtgcatann catgtgcaca catgtacaca cgtgtacatg ttcatgcatg 
180 

tgcacgtgca tatgtgtaca cgtgtatgcg tgtacatgta tgagcatatg tacacgtgtg 

240 
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gatgtgtgtg tatgcatgtg tgtgtgcaca gatatgcctt ttcctttcat acaggctggt 
300 

ttgagtattg ctggtaggca gggacaactt tccgt 
335 


<210> 2008 












<211> 111 












<212> PRT 












<213> Homo sapiens 










<400> 2008 












Xaa Arg Val 

Pro 

Cys 

Ala 

Cys 

Val Tyr 

Ala 

Cys Met 

Cys 

Val 

Cys 

Val 

1 


5 




10 




15 


Cys Met Cys 

Val 

Cys 

lie Cys Met Cys 

Val 

Cys Ala 

Cys 

Thr 

Cys 

Xaa 

20 




25 




30 



Cys lie Cys 

Val 

Cys 

Met 

His 

Ala Cys 

Ala 

Tyr Val 

Cys 

He 

Xaa 

Met 

35 





40 



45 




Cys Thr His 

Val 

His 

Thr 

Cys 

Thr Cys 

Ser 

Cys Met 

Cys 

Thr 

Cys 

He 

50 




55 



60 





Cys Val His 

Val 

Tyr Ala 

Cys 

Thr Cys 

Met 

Ser He 

Cys 

Thr 

Arg 

Val 

65 



70 




75 




80 

Asp Val Cys 

Val 

Cys 

Met 

Cys 

Val Cys 

Thr 

Asp Met 

Pro 

Phe 

Pro 

Phe 


85 




90 




95 


lie Gin Ala 

Gly 

Leu 

Ser 

He 

Ala Gly 

Arg 

Gin Gly 

Gin 

Leu 

Ser 



100 




105 




no 




<210> 2009 

<211> 288 

<212> DNA 

<213> Homo sapiens 

<400> 2009 

gacatcaccc cgctgctggc caaccccaac ggtttctccg cagcgatcga ggaactggtg 
60 

ctgcgttccc cacgcgacat cgacgtggtc gtcggcatgg aggctcgcgg cttcctcttc 
120 

gcagctccgg tcgccctggc catcggggca ggattcgtgc cggtgcgcaa gccggggaag 
180 

ctccccggcc aggtgtattc cgagaccttt gccatggagt acggggagga gaccctcacc 
240 

gtccaccagt acgccatcaa gccggggtcg cgcgtcatca tcgtcgac 
288 

<210> 2010 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 2010 

Asp lie Thr Pro Leu Leu Ala Asn Pro Asn Gly Phe Ser Ala Ala He 

15 10 15 

Glu Glu Leu Val Leu Arg Ser Pro Arg Asp He Asp Val Val Val Gly 

20 25 30 

Met Glu Ala Arg Gly Phe Leu Phe Ala Ala Pro Val Ala Leu Ala He 
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35 40 45 

Gly Ala Gly Phe Val Pro Val Arg Lys Pro Gly Lys Leu Pro Gly Gin 

50 55 60 

Val Tyr Ser Glu Thr Phe Ala Met Glu Tyr Gly Glu Glu Thr Leu Thr 
65 70 75 80 

Val His Gin Tyr Ala He Lys Pro Gly Ser Arg Val He He Val Asp 
85 90 95 

<210> 2011 
<2H> 384 
<212> DNA 

<213> Homo sapiens 
<400> 2011 

ctcgagcagt ctctgcatgt taacaccccc gtacggcccg taaagcataa ccgtctccga 
60 

cttgccgccg cctgcgtgct tcgctaggcg gccggtgaac ccacctgagg gccggatgta 
120 

gaagtcaacg gtggacgacg ggttggaggg tttgttgatt ggcgagtggg gaagcgagca 
180 

gattgtaaat tggtagaacg gggaacagag attagtcaca atgacgagaa cgacaacaga 
240 

atgttgattg ttatagccat ctctggagga gagggaaaaa gccaggtatc tagacagcga 
300 

aagcaaatgt gagccgaggg gacagtgccg tccttcgttc ctcggcaact cccacgaggc 
360 

accttccatt ctgtgggcag aatt 
384 

<210> 2012 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 2012 


Met 

Glu 

Gly 

Ala 

Ser 

Trp 

Glu 

Leu 

Pro 

Arg 

Asn 

Glu 

Gly Arg 

His 

Cys 

l 



5 





10 




15 


Pro 

Leu 

Gly 

Ser 

His 

Leu 

Leu 

Ser 

Leu 

Ser 

Arg 

Tyr 

Leu Ala 

Phe 

Ser 



20 





25 




30 



Leu 

Ser 

Ser 
35 

Arg 

Asp 

Gly 

Tyr 

Asn 
40 

Asn 

Gin 

His 

Ser 

Val Val 
45 

Val 

Leu 

Val 

He 
50 

Val 

Thr 

Asn 

Leu 

Cys 
55 

Ser 

Pro 

Phe 

Tyr 

Gin 
60 

Phe Thr 

He 

Cys 

Ser 

Leu 

Pro 

His 

Ser 

Pro 

He 

Asn 

Lys 

Pro 

Ser 

Asn 

Pro Ser 

Ser 

Thr 

65 





70 





75 




80 

Val 

Asp 

Phe 

Tyr 

He 

Arg 

Pro 

Ser 

Gly 

Gly 

Phe 

Thr 

Gly Arg 

Leu 

Ala 



85 





90 




95 


Lys 

His 

Ala 

Gly 

Gly 

Gly 

Lys 

Ser 

Glu 

Thr 

Val 

Met 

Leu Tyr 

Gly 

Pro 



100 





105 




110 



Tyr 

Gly 

Gly 
115 

Val 

Asn 

Met 

Gin 

Arg 
120 

Leu 

Leu 

Glu 






<210> 2013 
<211> 309 
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<212> DNA 

<213> Homo sapiens 
<400> 2013 

gcgtaccccc acggctacgg catgaccgcg cttatcggcc cggacctgtc caccgtcgaa 
60 

gccttgctcg cccaggtcca cagcacacaa accccggtgt acctggccaa tatcaatgcc 
120 

gataaccaga cggttatcgc gggcagcgac ggggcaatga aagcagtcgc caatctggtc 
180 

cgcggcaacg gcgtcgccaa acgcttggcc gtcagcgtgc cgtcccattg tgcgctgctg 
240 

gaaaaacctg ccgaaacact ggcccaagcc ttcgctgaag tgacgctgaa aacgccgncn 
300 

nnncccncn 
309 

<210> 2014 
<211> 103 
<212> PRT 

<213> Homo sapiens 


<400> 2014 


Ala Tyr Pro 

His 

Gly 

Tyr Gly Met 

Thr Ala Leu He Gly Pro Asp Leu 

1 


5 





10 

15 

Ser Thr Val 

Glu 
20 

Ala 

Leu 

Leu 

Ala 

Gin 
25 

Val 

His Ser Thr Gin Thr Pro 
30 

Val Tyr Leu 

Ala 

Asn 

lie 

Asn 

Ala 

Asp 

Asn 

Gin Thr Val He Ala Gly 

35 





40 



45 

Ser Asp Gly 

Ala 

Met 

Lys 

Ala 

Val 

Ala 

Asn 

Leu Val Arg Gly Asn Gly 

50 



iaa 

55 




60 

Val Ala Lys 

Arg 

Leu 

Val 

Ser 

Val 

Pro 

Ser His Cys Ala Leu Leu 

65 


70 





75 80 

Glu Lys Pro 

Ala 

Glu 

Thr 

Leu 

Ala 

Gin 

Ala 

Phe Ala Glu Val Thr Leu 


85 





90 

95 

Lys Thr Pro 

Xaa 
100 

Xaa 

Pro 

Xaa 






c210> 2015 
<211> 329 
<212> DNA 

<213> Homo sapiens 
<400> 2015 

acgcgtgcca tgctcggtat ccgccgccac caccccgtct ttgggaccgg cgagttcacc 
60 

gatctaggcg ggccggacat ggcagtgatg tccttcctac gtcacaacga gcacgaaacg 
120 

gtcctgtgcc tggctaatct ctccgatact gagcggacgg ttgcccttca ccttccacaa 
180 

ttcgcgggcg tggcgggctc ttctctcatc catggtcagg acgcgcaacc agtaaaagct 
240 

gacggaacac tgtccgtacc gttgtggcca tatggctatc gatggctgca gatgtccggt 
300 
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gaggagaggt catgaccgct tgggaagac 
329 

<210> 2016 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 2016 


Thr Arg 

Ala 

Met 

Leu 

Gly 

He 

Arg 

Arg 

His His Pro Val Phe Gly Thr 

1 



5 





10 15 

Gly Glu 

Phe 

Thr 

Asp 

Leu 

Gly 

Gly 

Pro 

Asp Met Ala Val Met Ser Phe 


20 





25 

30 

Leu Arg 

His 

Asn 

Glu 

His 

Glu 

Thr 

Val 

Leu Cys Leu Ala Asn Leu Ser 

35 





40 


45 

Asp Thr 

Glu 

Arg 

Thr 

Val 

Ala 

Leu 

His 

Leu Pro Gin Phe Ala Gly Val 

50 





55 



60 

Ala Gly 

Ser 

Ser 

Leu 

lie 

His 

Gly 

Gin 

Asp Ala Gin Pro Val Lys Ala 

65 




70 




75 80 

Asp Gly 

Thr 

Leu 

Ser 

Val 

Pro 

Leu 

Trp 

Pro Tyr Gly Tyr Arg Trp Leu 



85 





90 95 

Gin Met 

Ser 

Gly 

Glu 

Glu 

Arg 

Ser 





100 








<210> 2017 

<211> 457 

<212> DNA 

<213> Homo sapiens 

<400> 2017 

accaaggtca gattcatggc ctcttttcct ccagcggcca gcaggaaacg cggggagccc 
60 

ttgatcatct ccgacatcaa gaaaggcagc gtggcacaca ggacgggcac cctggagcca 
120 

ggcgacaagc tactggccat tgacaatatc cgcctggaca actgccccat ggaggacgcc 
180 

gtgcaaatcc tgcggcagtg cgaggacctg gtgaagctga agatccggaa ggacgaggac 
240 

aactctgatg agctggagac cacaggtgcc gtcagttaca cagtggagct gaagcgctac 
300 

gggggccccc tgggcatcac catttcgggc acggaggaac cttttgaccc cattttcatc 
360 

tcaggcctcc ccaaacgtgg cctggctgag aggactggtg ccatccagtg ggggaaccgc 
420 

ttcggaccat aacaacgtta ttctcaggga cggacca 
457 

<210> 2018 
<211> 143 
c2l2> PRT 

<213> Homo sapiens 
<400> 2018 

Thr Lys Val Arg Phe Met Ala Ser Phe Pro Pro Ala Ala Ser Arg Lys 
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1 



5 


1 A 1 C 

10 X3 


Arg Gly 

Glu 

Pro 

Leu lie 

He 

Ser Asp He Lys Lys Gly Ser Val 

ax a 


20 



2S 30 


His Arg 

Thr 

Gly 

Thr Leu 

Glu 

Pro Gly Asp Lys Leu Leu Ala He 

Asp 

35 




40 45 


Asn lie 

Arg 

Leu 

Asp Asn Cys 

Pro Met Glu Asp Ala vax Liin ±x& 

T oil 

50 




55 

60 


Arg Gin 

Cys 

Glu 

Asp Leu 

Val 

Lys Leu Lys He Arg Lys Asp Glu 

Asp 

65 



70 


75 

80 

Asn Ser 

Asp 

Glu 

Leu Glu 

Thr 

Thr Gly Ala Val Ser Tyr Thr Val 

Glu 



85 


90 95 


Leu Lys 

Arg 

Tyr 

Gly Gly Pro 

Leu Gly He Thr He Ser Gly Thr 

Glu 



100 



105 HO 


Glu Pro 

Phe 

Asp 

Pro He 

Phe 

He Ser Gly Leu Pro Lys Arg Gly 

Leu 


115 




120 125 


Ala Glu 

Arg 

Thr 

Gly Ala 

He 

Gin Trp Gly Asn Arg Phe Gly Pro 


130 




135 

140 



<210> 2019 

<211> 483 

<212> DNA 

<213> Homo sapiens 

<400> 2019 

cgcgtcggcg acgattttat cctcggggtt cgttataccg ccgatgaatg tctcgagaac 
60 

ggcaccggca aggcggaagg catcgaaatc tccagacggc tgaaggagag cggcctgatc 
120 

gactatctca acgtcatcag gggacatatc gacaccgatc ccggcctgac cgacgtcatc 
180 

cccattcagg gcatggcgag cgcgccgcat cttgatttcg caggcgaaat ccgcgcggcg 
240 

accagcttcc ccgtcttcca tgccgccaaa attcaggatg tcgccaccgc ccggcatgcg 
300 

attgccgccg gcaaggtcga catgatcggc atgacccgcg cccacatgac cgatccgcat 
360 

atcgtccgca agatcatgga aaaacaggag gaggacatcc gcccctgcgt cggcgccaat 
420 

tattgtcttg atcgcattta tcaaggcggc ctcgccttct gcattcacaa tgcggcaacc 
480 

ggc - 

483 

<210> 2020 
<211> 161 
<212> PRT 

<213> Homo sapiens 
<400> 2020 

Arg Val Gly Asp Asp Phe He Leu Gly Val Arg Tyr Thr Ala Asp Glu 

1 5 10 15 

Cys Leu Glu Asn Gly Thr Gly Lys Ala Glu Gly He Glu He Ser Arg 

20 25 30 

Arg Leu Lys Glu Ser Gly Leu He Asp Tyr Leu Asn Val He Arg Gly 
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35 

40 

His 

He 

Asp Thr Asp 

Pro Gly Leu 


50 


55 

Met 

Ala 

Ser Ala Pro 

His Leu Asp 

65 



70 

Thr 

Ser 

Phe Pro Val 

Phe His Ala 



85 


Ala Arg 

His Ala He 

Ala Ala Gly 



100 


Arg 

Ala 

His Met Thr 

Asp Pro His 


115 

120 

Gin Glu 

Glu Asp He 

Arg Pro Cys 


130 


135 

Arg 

He 

Tyr Gin Gly 

Gly Leu Ala 

145 



150 

Gly 





45 

Thr Asp Val He Pro lie Gin Gly 
60 

Phe Ala Gly Glu He Arg Ala Ala 

75 80 
Ala Lys He Gin Asp Val Ala Thr 

90 95 
Lys Val Asp Met He Gly Met Thr 
105 HO 
He Val Arg Lys He Met Glu Lys 
125 

Val Gly Ala Asn Tyr Cys Leu Asp 
140 

Phe Cys He His Asn Ala Ala Thr 
155 160 


<210> 2021 

<211> 797 

<212> DNA 

<213> Homo sapiens 

<400> 2021 

ngaattcggt cactggctta actcggagca cagcttcacc acgacccatg acaaggaagg 

gtttctcctg agaagggcca gcaagtgtgt ttaaggacat cctccctcct gtccctgcag 
120 

ccctcctccc tcagtactcg cgagactacg aaaacacgtg ctgaaatgga cacccgctcc 
180 

gggagccagt gttccgtcac cccagaagcc atactcaata atgaaaagct ggtcttgccg 
240 

ccccgcatct ccagagtgaa cggctggtcg ttacccctgc actacttcca ggtggtgacc 
300 

tgggctgtct tcgtgggcct ttcctcggcc accttcggga tcttcattcc cttcctgcct* 
360 

cacgcgtgga aatacatcgc ctatgtggta tccttttcat cgtggcatgg tctaagcggg 
420 

aggggttcct ggaggaccct gcgatggacc tggctgtggg gtctgggcca tggctgcccg 
480 

gtggcaccag tcacctgtcc tgggccagac tatgtccccc gagcctgcag gtgggcccag 
540 

tggcccctta tggttttggc cagccccggt taagggtcag gccaggccag cgttggctga 
600 

gggagttccg gagagggaat ctgtcaggag ggacagcagc cccctggcgt ggcgcaggac 
660 

ccgccctgct ggcagccttc cgctaaaatc cctgcgcagc attttgcaca tggccagccc 
720 

ctttctcctt gcccctggtg ccaaggagga acagcgccat gccccgcagg tcggcagcct 
780 

gcgtttccat gccaagc 
797 

<210> 2022 
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<211> 135 

<212> PRT 

<213> Homo sapiens 

<400> 2022 


Met Asp 

Thr 

Arg 

Ser Gly Ser Gin Cys Ser Val Thr 

Pro Glu 

Ala He 

1 



5 * 10 


15 

Leu Asn 

Asn 

Glu 

Lys Leu Val Leu Pro Pro Arg He Ser Arg Val Asn 



20 

25 

30 


Gly Trp 

Ser 

Leu 

Pro Leu His Tyr Phe Gin Val Val 

Thr Trp 

Ala val 

35 


40 

45 


Phe Val 

Gly 

Leu 

Ser Ser Ala Thr Phe Gly He Phe 

He Pro 

Phe Leu 

50 


55 60 



Pro His 

Ala 

Trp 

Lys Tyr He Ala Tyr Val Val Ser 

Phe Ser Ser Trp 

65 



70 75 


80 

His Gly 

Leu 

Ser 

Gly Arg Gly Ser Trp Arg Thr Leu Arg Trp 

Thr Trp 



85 90 


95 

Leu Trp 

Gly 

Leu 

Gly His Gly Cys Pro Val Ala Pro 

Val Thr 

Cys Pro 


100 

105 

110 


Gly Pro 

Asp 

Tyr 

Val Pro Arg Ala Cys Arg Trp Ala 

Gin Trp 

Pro Leu 

115 


120 

125 


Met Val 

Leu 

Ala 

Ser Pro Gly 



130 



135 




<210> 2023 
<211> 462 
<212> DNA 

<213> Homo sapiens 
<400> 2023 

naatctccga cgatccctgc cgacgtgctc gccggtgctc tcaagcaggc taaggaggct 
60 

cgcaccgcga tccttgaggt gatgaacgag gccatcgatt ctcccgatga aatggccccg 
120 

actgctccgc gcatcattac cgtccacatc ccagtggaca agatcggtga ggtcatcggc 
180 

cccaagggca agatgattaa ccagattcag gacgacactg gcgccaatat ctctattgag 
240 

gacgatggca cgattttcat cggggctgat aacggagatt cggccgagtc tgcccgttcg 
300 

atgatcaacg cgatcgctaa cccacagatg cccgaggtcg gtgagcgtta cctcggcacc 
360 

gtcgtcaaga cgacgagctt tggcgctttc gtctctctgc tgcccggcaa ggatggtctg 
420 

ttgcacatct ccaagatgcg tgaccttaac gacggtaaac gc 
462 

<210> 2024 
<211> 154 
<212> PRT 

<213> Homo sapiens 
<400> 2024 

Xaa Ser Pro Thr He Pro Ala Asp Val Leu Ala Gly Ala Leu Lys Gin 
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1 

5 

10 



15 


Ala 

Lys Glu Ala Arg Thr Ala 

He Leu Glu Val 

Met Asn 

Glu 

Ala 

lie 


20 

25 


30 



Asp 

Ser Pro Asp Glu Met Ala 

Pro Thr Ala Pro 

Arg He 

He 

Thr 

vax 

35 

40 

45 




His 

He Pro Val Asp Lys lie 

Gly Glu Val He 

Gly Pro Lys Gly 

Lys 


50 55 


60 




Met 

He Asn Gin He Gin Asp 

Asp Thr Gly Ala 

Asn He 

Ser 

He 

Glu 

65 

70 

75 




80 

Asp 

Asp Gly Thr He Phe lie 

Gly Ala Asp Asn 

Gly Asp 

Ser 

Ala 

Glu 

85 

90 



95 


Ser 

Ala Arg Ser Met He Asn 

Ala He Ala Asn 

Pro Gin 

Met 

Pro 

Glu 


100 

105 


110 



Val 

Gly Glu Arg Tyr Leu Gly 

Thr Val Val Lys 

Thr Thr 

Ser 

Phe 

Gly 


115 

120 

125 




Ala 

Phe Val Ser Leu Leu Pro 

Gly Lys Asp Gly 

Leu Leu 

His 

He 

Ser 


130 135 


140 




Lys 

Met Arg Asp Leu Asn Asp 

Gly Lys Arg 






145 \ 150 

<210> 2025 

<211> 872 

<212> DNA 

<213> Homo sapiens 

<400>' 2025 

cgtggtaacg atttacagga aagaacagct ggaactcgtg ctgggataac caggtacaag 
60 

tgctctctgc agagaataag tgcacacagg ttggtgtctt ctgaccgaga gccctcctga 
120 

agggaggtct gtacctcctc cctcatctca ttttacacaa ggcgacaggt cagaggccag 
180 

ggtgggacga gagcgaggga gcactgtctc tggcagcagc acttgccact ccacaatgtg 
240 

gagaccagaa cggcacccca gagagcacgg gggaaatggc tcatctttaa aacaatggca 
300 

gaagaaatcc agccaaggtc acttttcctg tgtgagcatg tttaaggcca gagagtggct 
360 

acttctctgc ctcctgcagc tccctcagtg tggcttggag gagttggcga agcttccaga 
420 

acacgctgga ggctgctctc cgggtgttcc cactggggac cccagggtct gcacattcct 
480 

gcaccgcctc ctgtaactgc agctgaagct ggaaagagac cgcagagctc ttgagaggcg 
540 

cggaaaacca atggcgaaat attttgtcac agatgacctg caggttgttg tttacgcgct 
600 

gcgctccgca tttgttgact cgtaaatcac atcttgaaaa acagtcaaag aaattgcagt 
660 

cttcatctcc tgtgcagttt tgctcaagga tttccctcat tttaggttca aaaaaggcca 
720 

tgtccacatc aatagccacc actgtgaagt cgctccggat ggcaaagttt tccggcttga 
780 

tgtcgcagag gtggaggcgg tgggtacagt ccctgtcgaa atggttcccc atgtccaaga 
840 
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agctgagtgc gaggcccctg atggccctgg cc 
872 

<210> 2026 
<211> 157 
<212> PRT 

<213> Homo sapiens 
<400> 2026 


Met Gly 

Asn 

His 

Phe 

Asp 

Arg 

Asp 

Cys 

Thr 

His 

Arg Leu His Leu Cys 

1 




5 





10 


15 

Asp 

lie 

Lys 

Pro 

Glu 

Asn 

Phe 

Ala 

He 

Arg 

Ser 

Asp Phe Thr Val Val 



20 





25 



30 

Ala 

He 

Asp 

Val 

Asp 

Met 

Ala 

Phe 

Phe 

Glu 

Pro 

Lys Met Arg Glu He 



35 





40 




45 

Leu 

Glu 

Gin 

Asn 

Cys 

Thr 

Gly 

Asp 

Glu 

Asp 

Cys 

Asn Phe Phe Asp Cys 


50 





55 





60 

Phe 

Ser 

Arg 

Cys 

Asp 

Leu 

Arg 

Val 

Asn 

Lys 

Cys 

Gly Ala Gin Arg Val 

65 





70 





75 

80 

Asn 

Asn 

Asn 

Leu 

Gin 

val 

He 

Cys 

Asp 

Lys 

He 

Phe Arg His Trp Phe 





85 





90 


95 

Ser 

Ala 

Pro 

Leu 

Lys 

Ser 

Ser 

Ala 

Val 

Ser 

Phe 

Gin Leu Gin Leu Gin 




100 





105 



110 

Leu 

Gin 

Glu 

Ala 

Val 

Gin 

Glu 

Cys 

Ala 

Asp 

Pro 

Gly Val Pro Ser Gly 



115 





120 




125 

Asn 

Thr 

Arg 

Arg 

Ala 

Ala 

Ser 

Ser 

Val 

Phe 

Trp 

Lys Leu Arg Gin Leu 


130 



135 





140 

Leu 

Gin 

Ala 

Thr 

Leu 

Arg 

Glu 

Leu 

Gin 

Glu 

Ala 

Glu Lys 

145 





150 





155 



<210> 2027 

<211> 721 

<212> DNA 

<213> Homo sapiens 


<400> 2027 

tgtacaatga cagaccaagt ataaggcttt ggttgagaga ccagctttta aatattgaaa 
60 

gacaaatata gtgtaaaagg cgcaatggaa tttgtatagt gaaggagatt ctctagtccc 
120 

agggttgtaa tgtcacttct gtctaattca ttacagaatt acagaatcaa atcatgttag 
180 

ccctagaaga aactgcagat cattttgttc aatcttctca ttatatagga aaggaaattt 
240 

gagggccagt gcaatggttt gccaaggtca cacaactagt tagtggaagg atccaggcat 
300 

tctaattcct ttctttcact aatacatttg gactgctcta cagaattact tctgtctgat 
360 

actatccact ttgaagagta gctagcatat agtagccatt tacttttggc tcaattaaaa 
420 

gcaaacattt ttgggacaaa atcaggcttt cctgattact tcttagataa cagagcccac 
480 . 

acagtattaa aacatgcagc ctttctttat gcaaaaagat tgaatatgga gccacttgaa 
540 


1534 


WO 00/58473 PCT/US00/08621 


tcttaaactt cagtctgcag ctataaccaa tatcatcaga agttatacac aattggcaaa 
600 

agaatagctt attctgccca aatacttgtc cagtcactag gatcatttca cttttttgaa 
660 

taccatttgc tttggggagg gaagtattgc cagaccgtga attcattatt acctctgatc 

720 

a 

721 


<210> 2028 
<211> 114 
<212> PRT 


<213> Homo sapiens 



<400> 2028 





Met 

Asn 

Ser 

Arg 

Ser Gly Asn Thr Ser Leu Pro Lys Ala Asn 

Gly 

He 

1 



5 10 

15 


Gin 

Lys 

Ser 

Glu 

Met He Leu Val Thr Gly Gin Val Phe Gly 

Gin 

Asn 



20 

25 30 



Lys 

Leu 

Phe 

Phe 

Cys Gin Leu Cys He Thr Ser Asp Asp He 

Gly 

Tyr 


35 


40 45 



Ser 

Cys 

Arg 

Leu 

Lys Phe Lys He Gin Val Ala Pro Tyr Ser 

He 

Phe 


50 



55 60 



Leu 

His 

Lys 

Glu 

Arg Leu His Val Leu He Leu Cys Gly Leu 

Cys 

Tyr 

65 



70 75 


80 

Leu 

Arg 

Ser 

Asn 

Gin Glu Ser Leu He Leu Ser Gin Lys Cys 

Leu 

Leu 




85 90 

95 


Leu 

He 

Glu 

Pro 

Lys Val Asn Gly Tyr Tyr Met Leu Ala Thr 

Leu 

Gin 




100 

105 HO 



Ser 

Gly 







<210> 2029 

<211> 8028 

<212> DNA 

<213> Homo sapiens 

<400> 2029 

ngggagtcca tggtgattgg accagaagcc cgcgacggcg ggcggggatt ggctgcgcgc 
60 

tgggtcaggg aagcctggga aggggcggag gaaggagact agagcaggaa gagcagcggc 
120 

gaggcggcgg tggtggctga gtccgtggtg gcagaggcga aggcgacagc tctaggggtt 
180 

ggcaccggcc ccgagaggag gatgcgggtc cggatagggc tgacgctgct gctgtgtgcg 
240 

gtgctgctga gcttggcctc ggcgtcctcg gatgaagaag gcagccagga tgaatcctta 
300 

gattccaaga ctactttgac atcagatgag tcagtaaagg accatactac tgcaggcaga 
360 

gtagttgctg gtcaaatatt tcttgattca gaagaatctg aattagaatc ctctattcaa 
420 

gaagaggaag acagcctcaa gagccaagag ggggaaagtg tcacagaaga tatcagcttt 
480 
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ctagagtctc 

caaatccaga 

540 


gctttgaccg 

ccattgaagg 

600 


ctagataagg 

agtatgatga 

660 


gctacaacct 

atgactacaa 

720 


gctgctaaga 

gacggcagat 

780 


cttaatggaa 

gcaataagaa 

840 


gcaagcatga 

accataccaa 

900 


tacttgccac 

agaatatcca 

960 


tctcccaagg 

gacagactgc 

1020 


agtcaggcaa 

aggctcttgt 

1080 


cacatggttt 

tgggttacag 

1140 


gccctgactc 

actatcgtct 

1200 


ggctcagtag 

tacagagaat 

1260 


ggaatgctag 

aagaagattt 

1320 


caagcacagg 

ttggtcttgg 

1380 


catcagagag 

catttgacta 

1440 


gcctttttgg 

gaaagatgta 

1500 


gctctccact 

actttaagaa 

1560 


ggaatggcct 

acctctatgg 

1620 


ttccagaaag 

ctgctgaaca 

1680 


tataatggca 

ttggagtcaa 

1740 


tctcagggag 

gccatatctt 

1800 


ggcgtgatgc 

gatcatgtca 

1860 


cgttggtctg 

aaaggcttat 

1920 


gcagtgatcc 

agtacctcct 

1980 


gcctttattc 

ttgatcagag 

2040 


gctttgctac 

attggaacag 

2100 



aaacaaggac 

tatgaagagc 

cacagcacat 

ggggagccct 

atgtacatca 

gatgggaggg 

agcagatgaa 

aagtggggct 

gcaggaagca 

gaaatgatgt 

aagccaaaaa 

agagaagcat 

agccctggag 

agagtgtcat 

ggcagcgaga 

gagatgtttg 

tcttggcttt 

ctgtatgcct 

atattataca 

tttggagctc 

atactgggct 

ggcatcggcg 

tgttgccaat 

catgttgcta 

acggctgcct 

gatgaagtgg 

gattcaatat 

taccagttcc 

acaactgcac 

ctgcacggag 

cttcaattta 

gcagcaaatg 

ttcggaagga 

agtgacattg 

agctgctgac 

atgggcaacc 

gagaggagtt 

caagttaatt 

aggctgggtg 

gatgggcagc 

gagagattat 

aaacaggcct 

ggctttctat 

aacctagctc 

cactgcagtg 

gagttgttta 

gactgcctat 

aacagctata 

cctggctgaa 

cagggctatg 

agaagcaagc 

attgtaggtg 

ggccgcctct 

caaggctata 


caaagaaagt acggaaacca 
gccacttccc ttttcttttc 
aagatggcag actgtggtgt 
tttgtgaaac tgaagaagag 
atcaaactgg aatgaaaatc 
atcggtatct ccaaaaggca 
atgctctttt atttggtgat 
agaagctgac tgaggaaggc 
ctggacttgg tgttaattca 
ttgggggcaa tctaatagcc 
tcctccagag ttgtgaatct 
gtgatatctc gctaacagga 
aaaatccagg aatgaacagt 
tagctgaaaa aggtgatgta 
ggcgtggagt agaacagaat 
ctggcaattc acatgccatg 
tacctcagag caatgagaca 
cagttggaca gagtgggctt 
atgatctagc ccttaagtat 
tacagcttgg ttccatgtac 
tgaagtattt taatttagct 
agatgcatgc cagtggcacc 
agaatgtatg tgaacgaggc 
aagatggcga ttacaatgct 
aagtggcaca aagcaatgca 
agaatgaaac ttatcccaga 
ctgtggctag aattaagctc 
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ggagactacc atttctatgg gtttggcacc gatgtagatt atgaaactgc atttattcat 
2160 

taccgtctgg cttctgagca gcaacacagt gcacaagcta tgtttaatct gggatatatg 
2220 

catgagaaag gactgggcat taaacaggat attcaccttg cgaaacgttt ttatgacatg 
2280 

gcagctgaag ccagcccaga tgcacaagtt ccagtcttcc tagccctctg caaattgggc 
2340 

gtcgtctatt tcttgcagta catacgggaa acaaacattc gagatatgtt cacccaactt 
2400 

gatatggacc agcttttggg acctgagtgg gacctttacc tcatgaccat cattgcgctg 
2460 

ctgttgggaa cagtcatagc ttacaggcaa aggcagcacc aagacatgcc tgcacccagg 
2520 

cctccagggc cacggccagc tccaccccag caggaggggc caccagagca gcagccacca 
2580 

cagtaatagg cactgggtcc agccttgatc agtgacagcg aaggaagtta tctgctggga 
2640 

acacttgcat ttgatttagg accttggatc agtggtcacc tcccagaaga ggcacggcac 
2700 

aaggaagcat tgaattccta aagctgctta gaatctgatg cctttatttt cagggataag 
2760 

taactcttac ctaaactgag ctgaatgttt gtttcagtgc catatggaat aacaactttc 

2820 - 
agtggctttt ttttttcttt tctggaaaca tatgtgagac actcagagta atgtctactg 

2880 

tatccagcta tctttcttgg atccttttgg tcattatttc agtgtgcata agttcttaat 
2940 

gtcaaccatc tttaaggtat tgtgcatcga cactaaaaac tgatcagtgt aaaaaggaaa 
3000 

acccagttgc aagtttaaac gtgttcgaaa gtctgaaaat agaacttgcc ttttaagtta 
3060 

aaaaaaaaaa aaaagctatc ttgaaaatgt tttggaactg cgataactga gaaacttctt 
3120 

accagtccac atgcaattaa acatattcag catatttgtt attttaaaag ggagggttgg 
3180" 

gaggtttctt attggtgatt gtcacacggt ataccatact cctctccttc aaagaatgaa 
3240 

aggccttgtt aaggagtttt ttgtgagctt tacttctttg gaatggaata tacttatgca 
3300 

aaaccttgtg aactgactcc ttgcactaac gcgagtttgc cccacctact ctgtaatttg 
3360 

cttgtttgtt ttgaatataa cagagccttg atccagaagc cagaggatgg actaagtggg 
3420 

agaaattaga aaacaaaacg aactctggtt ggggtactac gatcacagac acagacatac 
3480 

ttttcctaaa gttgaagcat ttgttcccag gatttatttt actttgcatt tttttttgca 
3540 

caaagaacac atcaccttcc tgaattcttt aaatatgaaa tatcattgcc agggtatggc 
3600 

ttacagtgac tactattata atactaaaac tcagagaatc aaagatggat caaactcagt 
3660 

ggttgatgaa agccaaaacc tgtttgtact gttctatact attcaggtat ctttttattt 
3720 
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ctgatagttt 

tatattataa 

tagaaagcca 

3780 



tctcactgtt 

aacattagga 

aaatcaaggc 

3840 



gtatgggaaa 

aaaactgaag 

agtttcaaca 

3900 



aactgaattt 

gtatttcatt 

ttattgtcag 

3960 



tgagactgca 

ttcgtatctg 

agcaggtttt 

4020 



taaccttcat 

gcttttttcc 

cagaatccct 

4080 



cttgtagagt 

tgtactgctt 

tgatttttga 

4140 



ctagtctata 

atgaacatga 

aggcttttat 

4200 



agaattatgg 

gaaacctggt 

aagcaaaact 

4260 



agagttagtc 

accaagagag 

ccatatgtat 

4320 



acccccccta 

agtgtaatgt 

tgctttaggc 

4380 



ctcttacatg 

tagagatttg 

agtgcagttg 

4440 



ccttctcccc 

gcttcaaaat 

aagtgtaatc 

4500 



aactgttata 

atttatttaa 

aagttgaaaa 

4560 



tttttcttct 

gccatccacc 

ctcatttttc 

4620 



ttccctccat 

tgagtacgtg 

ctttgagaaa 

4680 



ggctggatgg 

gaaagtgcag 

tcttgttgtt 

4740 



cccacttgcc 

tttttctatt 

gttaatgttc 

4600 



tcattttaac 

cctgggtcac 

ttgctgccag 

4860 



tagttcttat 

ggcttcactt 

aaagactgtc 

4920 



-tgttcatggg 

acatggtacc 

taagcaaata 

4980 



atgctcaata 

cttacctaat 

caaatggcat 

5040 



tagttaatgt 

cagtgacatt 

aaactaactc 

5100 



agatttaaca 

gatagagtgt 

ggcttcattt 

5160 



tttctagtcc 

gtcttcctgc 

cttcgaactt 

5220 



ttgtgcattt 

ggtttgttgg 

ttagccgact 

5280 



ttattttaca 

gaggtagcat 

tggtgggttt 

5340 




gccactgctt agctatcata gtcaccattt 
tactatgctt caggattgtc tggttaaata 
taattacaca cgtgaaataa ttacagctta 
atggtggtgt tcaccagcct gtatcttgtc 
ctatgcctac tgatgtcagt atgtttatac 
catctgccag aaaacttgaa aagtttattg 
agttggggta gtagttagaa ctagatttaa 
atatgaagtt gtataccttt ttgtgtttag 
ttcctcccag ataattgctt ccaaattcga 
gaaagcgtat ctgtgaaagg taggaaactt 
aactcttgta aatagtgaga cttgtttggt 
gtacagtact ttggtgtctc caccactgtc 
cacggtagca gccacacttc cttcagaagg 
accacccaag atgactacca actttcactt 
ctttagcaag atttttatat ctaactttcc 
acatttctta aaacagtgtg tgccacctaa 
catataaaaa acacacttct tattagttta 
tgaatttcct tttcttggct tgtttctact 
cagtttgtga atggtgtctt tcaaataact 
tcaaaaatac tttgctctct tcttcttttt 
ggagttgggt ttggtttttc tcctaaaata 
ccatttgaat aaaatgacaa taactaaagc 
caggattcag gagttttaat gttagaattt 
gtccatggta gcccatctct cctaagacct 
gatgacagta aaaccctgtt tagtattctc 
gtcttgaaac tattcatttt gcttctagtt 
tttttttttt ttctgtctct gtgtttgaag 
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tttcagtttc tgttttctag 

5400 

agtaaatcaa agatgacttc 
5460 

gatgaattta taaattatta 
5520 

ttaattttta ccttacatgt 
5580 

ggaagttttg gaaacccctg 
5640 

cgttgatgcc tccaggaaac 
5700 

ttttgctttg tctttctctc 
5760 

tggaagtatg catgcaggcc 
5820 

tattaatgtc taactacata 
5880 

catgcacatt tcaaaacaag 
5940 

agggctatat ttcagtgaca 
6000 

tgtattacac attattatga 
6060 

ctattttcat gcaaatattt 
6120 

actcctgaat gcctgaggca 
6180 

ctctccaccc acttggtatt 
6240 

atgttaaagt gactgcacaa 
6300 

ttatgtgcag ggaatcatct 
6360 

cactattctc tttgattaga 
6420 

tgtaaccact ataaatatgt 
6480 

aggaacacca tggtagactc 
6540 

aaggttggtg aagtgtaata 
6600 

aatcgttttg tactgtatct 
6660 

tatgctgtaa tataccacaa 
6720 

aatccaattt tttaatgttt 
6780 

aatttgaatt tatctttcat 
6840 

gccctaggga gaacatgaat 
6900 

tcttgaagca gccttgatat 
6960 


gtaaggctta 

tttttgatta 

ttttcaaaat 

gtatggccct 

atcttgatac 

taaggatttg 

gagagtctta 

ccactaagcc 

ccagtgatct 

ggtgatgatc 

ttaagtattt 

tattaatata 

ccttctttta 

tcctcatgtt 

tataaatgaa 

aaacacaatt 

cgcaaaaact 

tcctttacag 

atgtgtcatg 

aaaacagccc 

gctgatattt 

gttttgaaag 

ctagaagtat 

gtaagaaatg 

ttcatcagtc 

atcactctca 

cgatctggat 

tttaaatgtg 

tcaagaaaat 

ttaaaacgat 

gtaaaagtcc 

aatgttgtgt 

cacatgctgt 

ttttcctatt 

aaataaactc 

ataaaactca 

agaagaggaa 

gttttaaaag 

tttttgtaaa 

tgtattttgt 

taattgtgta 

aacaaatcct 

tgaaacttgt 

gaaataaaga 

ccaagcaccc 

tttccagaca 

tttggaaatt 

cagaagcttc 

tttaaactcc 

tgaaattcag 

ttgctaagaa 

atgttatctt 

gtagtaagcg 

tgattcactt 
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gcagtcaatg gcaaagaaaa 
tttattgcac ttttaactca 
ttactttttt gcatattagg 
attctgtctc tgtactgttg 
tgatgattta tttaaagagc 
tatataggaa ttttttttta 
cattcttcaa accagtgttt 
ctttatgtgt atagcatgtg 
aggttcggac taacatttca 
ctttacctgc caagacaagc 
tgaatctcat aatatatata 
atcagaacaa aagaaaattt 
aatataagtt aaaatataac 
tggtattcat tgaaaagaag 
cccaaggaaa gatgatttgt 
gcatgaaaag gattccttgg 
tggtttgaga aacaggctga 
taatgttgat ataatcaaga 
accttaagct ggcattgtga 
atttaatgaa atgcagtata 
gttaatagag agatgtacag 
ttccacctct ggttatcctg 
gacttttttt aagctgaatg 
tgaaaacatt cacttgtggc 
atttttacaa gtccaatatt 
ttaaatctct gatatctttg 
cagcctgatt ataatattat 
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ttatctaaag tttgtttatg cattgccttg tcccaggaat tttttaagag gacttgcaga 
7020 

gacacgtacc acacagtaac atttagacta aatatgctct gagtaaagga gaaatgaaaa 
7080 

aatattaaat caagagtgaa catgtacaca aagtgcaatt ggaagtgggc tacaaattta 
7140 

gcccccagct tcccagcagg caactcaaag aggtaactga ggtaaaatgt tccagctcag 
7200 

aagcattgga tcttggataa aaagcctaca tgatgcaaac tgtggcaact gagatgtcag 
7260 

atctcaagat ctcaaattgt acttgtggga gcacagtcag tgaccccaga tgaccttgac 
7320 

tgacctaaaa gttgtggggg aagtcggatg tcagagcctt aacaccagca ggtgaccatc 
7380 

caacctgggg caatgcctgc ctgttcacca cttagcctct ttctggcaag tcattagaat 
7440 

gtcctccatc ttcattggct gcaacttgat gagctacagc ctctttccta acttccttta 
7500 

tgatgctagt ttaggttggt tataccagct tggaagtatg cttagattaa gttacagcag 
7560 

atacacaaat tagatgcaag taaaaaaaat cagaatttct gtagtagaaa ctacgaaaaa 
7620 

taaaaaggaa agtttttact ttttgggtat ttttttacga ataagaaaaa gtgagcgtta 
7680 

atcagttcaa aaggaggtac tgctgtgtaa tgggctttgt acgttccttc tcatgtcact 
7740 

tacgtcacta cttcgccatc aaattgaaca agcttttaat tagatcctga aaattcacta 
7800 

tgctagtagt ttattggtag tattatattt tgagtagaac tctgattttc cctagaggcc 
7860 

aaattctttt tatctgggtt aatttctttt aaacataaca atgttaatgc tgaattgtat 
7920 

attaaatccc atttctaaaa accacacaat tttttctcat gtaagttgag tggaatgtgg 
7980 

ttagttaact gaatttggaa tgttcatata aataatttgt tgctgctc 
8028 


<210> 2030 

<211> 794 

<212> PRT 

<213> Homo sapiens 

<400> 2030 

Met Arg Val Arg lie Gly Leu Thr 

1 5 
Ser Leu Ala Ser Ala Ser Ser Asp 
20 

Leu Asp Ser Lys Thr Thr Leu Thr 

35 40 
Thr Thr Ala Gly Arg Val Val Ala 

50 55 
Glu Ser Glu Leu Glu Ser Ser lie 
65 70 
Ser Gin Glu Gly Glu Ser Val Thr 


Leu Leu Leu Cys Ala Val Leu Leu 

10 15 
Glu Glu Gly Ser Gin Asp Glu Ser 
25 30 
Ser Asp Glu Ser Val Lys Asp His 
45 

Gly Gin lie Phe Leu Asp Ser Glu 
60 

Gin Glu Glu Glu Asp Ser Leu Lys 

75 80 
Glu Asp lie Ser Phe Leu Glu Ser 
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85 


Pro 

Asn 

Pro 

Glu 

Asn Lys 

Asp Tyr Glu 




100 


105 

Pro 

Ala 

Leu. 

Thr 

Ala He 

Glu Gly Thr 



115 



120 

Phe 

Pro 

Phe 

Leu 

Phe Leu 

Asp Lys Glu 


130 




135 

Gly 

Arg 

Glu 

Asp 

Gly Arg 

Leu Trp Cys 

145 




150 


Ala 

Asp 

Glu 

Lys 

Trp Gly 

Phe Cys Glu 





165 


Arg 

Arg 

Gin 

Met 

Gin Glu 

Ala Glu Met 




180 


185 

He 

Leu 

Asn 

Gly 

Ser Asn 

Lys Lys Ser 



195 



200 

Tyr 

Leu 

Gin 

Lys 

Ala Ala 

Ser Met Asn 


210 




215 

Val 

Ser 

Tyr 

Ala 

Leu Leu 

Phe Gly Asp 

225 




230 


Ala 

Ala 

Arg 

Glu 

Met Phe 

Glu Lys Leu 





245 


Gly 

Gin 

Thr 

Ala 

Leu Gly 

Phe Leu Tyr 




260 


265 

Ser 

Ser 

Gin 

Ala 

Lys Ala 

Leu Val Tyr 



275 



280 

Gly 

Asn 

Leu 

He 

Ala His 

Met Val Leu 


290 




295 

He 

Gly 

Val 

Leu 

Gin Ser 

Cys Glu Ser 

305 




310 


Val 

Ala 

Asn 

His 

Val Ala 

Ser Asp He 





325 


Val 

Gin 

Arg 

lie 

Arg Leu 

Pro Asp Glu 




340 


345 

Ser 

Gly 

Met 

Leu 

Glu Glu 

Asp Leu He 



355 



360 

Glu 

Lys 

Gly 

Asp 

Val Gin 

Ala Gin Val 


370 




375 

His 

Gly 

Gly 

Arg 

Gly Val 

Glu Gin Asn 

385 




390 


Phe 

Asn 

Leu 

Ala 

Ala Asn 

Ala Gly Asn 





405 


Gly 

Lys 

Met 

Tyr 

Ser Glu 

Gly Ser Asp 




420 


425 

Thr 

Ala 

Leu 

His 

Tyr Phe 

Lys Lys Ala 



435 



440 

Gly 

Gin 

Ser 

Gly 

Leu Gly 

Met Ala Tyr 


450 




455 

Val 

Asn 

Tyr 

Asp 

Leu Ala 

Leu Lys Tyr 

465 




470 


Gly 

Trp 

Val 

Asp 

Gly Gin 

Leu Gin Leu 





485 


He 

Gly 

Val 

Lys 

Arg Asp 

Tyr Lys Gin 




500 


505 

Ala 

Ser 

Gin 

Gly 

Gly His 

He Leu Ala 


PCT/US00/08621 


90 

95 


Glu 

Pro Lys Lys Val Arg 

Lys 


110 


Ala 

His Gly Glu Pro Cys 

His 


125 


Tyr 

Asp Glu Cys Thr Ser 

Asp 


140 


Ala 

Thr Thr Tyr Asp Tyr 

Lys 


155 

160 

Thr 

Glu Glu Glu Ala Ala 

Lys 

170 

175 


Met 

Tyr Gin Thr Gly Met 

Lys 


190 


Gin 

Lys Arg Glu Ala Tyr 

Arg 


205 


His 

Thr Lys Ala Leu Glu 

Arg 


220 


Tyr 

Leu Pro Gin Asn He 

Gin 


235 

240 

Thr 

Glu Glu Gly Ser Pro 

Lys 

250 

255 


Ala 

Ser Gly Leu Gly Val 

Asn 


270 


Tyr 

Thr Phe Gly Ala Leu 

Gly 


285 


Gly 

Tyr Arg Tyr Trp Ala 

Gly 


300 


Ala 

Leu Thr His Tyr Arg 

Leu 


315 

320 

Ser 

Leu Thr Gly Gly Ser 

Val 

330 

335 


val 

Glu Asn Pro Gly Met 

Asn 


350 


Gin 

Tyr Tyr Gin Phe Leu 

Ala 


365 


Gly 

Leu Gly Gin Leu His 

Leu 


380 


His 

Gin Arg Ala Phe Asp 

Tyr 


395 

400 

Ser 

His Ala Met Ala Phe 

Leu 

410 

415 


He 

Val Pro Gin Ser Asn 

Glu 


430 


Ala 

Asp Met Gly Asn Pro 

Val 


445 


Leu 

Tyr Gly Arg Gly Val 

Gin 


460 


Phe 

Gin Lys Ala Ala Glu 

Gin 


475 

480 

Gly 

Ser Met Tyr Tyr Asn 

Gly 

490 

495 


Ala 

Leu Lys Tyr Phe Asn 

Leu 


510 


Phe 

Tyr Asn Leu Ala Gin 

Met 
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515 


520 





525 




His Ala 

Ser 

Gly 

Thr Gly Val Met 

Arg 

Ser 

Cys 

His 

Thr 

Ala 

Val 

Glu 

530 



535 




540 





Leu Phe 

Lys 

Asn 

Val Cys Glu Arg 

Gly 

Arg 

Trp 

Ser 

Glu 

Arg 

Leu 

Met 

545 



550 



555 





£ C ft 

560 

Thr Ala 

Tyr 

Asn 

Ser Tyr Lys Asp 

Gly 

Asp 

Tyr 

Asn 

Ala 

Ala 

Val 

He 




565 


570 





575 


Gin Tyr 

Leu 

Leu 

Leu Ala Glu Gin 

Gly 

Tyr 

Glu 

Val 

Ala 

Gin 

Ser 

Asn 



580 


585 





590 



Ala Ala 

Phe 

He 

Leu Asp Gin Arg 

Glu 

Ala 

Ser 

He 

Val 

Gly 

Glu 

Asn 


595 


600 





605 




Glu Thr 

Tyr 

Pro 

Arg Ala Leu Leu 

His 

Trp 

Asn 

Arg 

Ala 

Ala 

Ser 

Gin 

610 



615 




620 





Gly Tyr 

Thr 

Val 

Ala Arg He Lys 

Leu 

Gly 

Asp 

Tyr 

His 

Phe 

Tyr 

Gly 

625 



630 



635 





640 

Phe Gly 

Thr 

Asp 

Val Asp Tyr Glu 

Thr 

Ala 

Phe 

He 

His 

Tyr 

Arg 

Leu 




645 


650 





655 


Ala Ser 

Glu 

Gin 

Gin His Ser Ala 

Gin 

Ala 

Met 

Phe 

Asn 

Leu 

Gly 

Tyr 



660 


665 





670 



Met His 

Glu 

Lys 

Gly Leu Gly He 

Lys 

Gin 

Asp 

lie 

His 

Leu 

Ala 

Lys 


675 


680 





685 




Arg Phe 

Tyr 

Asp 

Met Ala Ala Glu 

Ala 

Ser 

Pro 

Asp 

Ala 

Gin 

Val 

Pro 

690 



695 




700 





Val Phe 

Leu 

Ala 

Leu Cys Lys Leu 

Gly 

Val 

val 

Tyr 

Phe 

Leu 

Gin 

Tyr 

705 



710 



715 





720 

He Arg 

Glu 

Thr 

Asn He Arg Asp 

Met 

Phe 

Thr 

Gin 

Leu 

Asp 

Met 

Asp 




725 


730 





735 


Gin Leu 

Leu 

Gly 

Pro Glu Trp Asp 

Leu 

Tyr 

Leu 

Met 

Thr 

He 

He 

Ala 



740 


745 





750 



Leu Leu 

Leu 

Gly 

Thr Val He Ala 

Tyr 

Arg 

Gin 

Arg 

Gin 

His 

Gin 

Asp 


755 


760 





765 




Met Pro 

Ala 

Pro 

Arg Pro Pro Gly 

Pro 

Arg 

Pro 

Ala 

Pro 

Pro 

Gin 

Gin 

770 



775 




780 





Glu Gly 

Pro 

Pro 

Glu Gin Gin Pro 

Pro 

Gin 








785 790 


<210> 2031 
<211> 662 
<212> DNA 

<213> Homo sapiens 
<400> 2031 

atcatcgaaa gcagcgcccg ccagcaggat tcgatttctc gccaactgac ccagcagttc 
60 

atcagccaat ggcaggcggc tcacccggcg gatcagatca ccgtgcgtga cgtggcgctg 
120 

aaccccgtgc cgcacctgga cacgcatctg ctcggcggct ggatgaaacc tgccgaacag 
180 

cgcagcgcga tcgaacaggc ttccctggac cgctccaatc aattgaccga cgaattgctc 
240 

gccgccgacg tgctggtgat ggctgcaccg atgtacaact tcgctatccc cagcaccctc 
300 

aaagcctggc tggaccacgt gttgcgtgcc ggtgtgacct tcaagtacac cgccaccggc 
360 
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ccccagggat tgctgcacgg - caagcgcgcg attgtgctga ccgctcgcgg cggcattcat 

420 

accggcgcca gctccgatca ccaggaaccg tacctgcgcc aggtcatggc ctttatcggg 
480 

attcatgacg tcacgttcat tcatgccgaa ggggtgaact tgagcggtga cttccaggaa 
540 

aaaggcctta accacgccaa ggcgttgctg gcgcaacttg tggcatgaac cgagtcaacg 
600 

gttaatcgtc acataatcgc cgggtgttta tatcgcttca cgcaaaccct tcaagtacgc 
660 

gt 

662 

<210> 2032 
<211> 195 
<212> PRT 

<213> Homo sapiens 


<400> 2032 








He 

• lie 

Glu 

.Ser 

Ser Ala Arg 

Gin Gin Asp Ser He 

Ser 

Arg 

Gin 

Leu 

1 




5 

10 



15 


Thr 

Gin 

Gin 

Phe 

He Ser Gin 

Trp Gin Ala Ala His 

Pro 

Ala 

Asp 

Gin 




20 


25 


30 



He 

Thr 

Val 

Arg 

Asp Val Ala 

Leu Asn Pro Val Pro 

His 

Leu 

Asp 

Thr 



35 



40 

45 




His 

Leu 

Leu 

Gly 

Gly Trp Met 

Lys Pro Ala Glu Gin Arg 

Ser 

Ala 

He 


50 



* 55 

60 





Glu 

Gin 

Ala 

Ser 

Leu Asp Arg 

Ser Asn Gin Leu Thr Asp 

Glu 

Leu 

Leu 

65 




70 

75 




80 

Ala 

Ala 

Asp 

Val 

Leu Val Met 

Ala Ala Pro Met Tyr 

Asn 

Phe 

Ala 

He 





85 

90 



95 


Pro 

Ser 

Thr 

Leu 

Lys Ala Trp 

Leu Asp His Val Leu 

Arg 

Ala 

Gly 

Val 




100 


105 


110 



Thr 

Phe 

Lys 

Tyr 

Thr Ala Thr 

Gly Pro Gin Gly Leu 

Leu 

His 

Gly 

Lys 



115 



120 

125 




Arg 

Ala 

He 

Val 

Leu Thr Ala 

Arg Gly Gly lie His 

Thr 

Gly 

Ala 

Ser 


130 



135 

140 





Ser 

Asp 

His 

Gin 

Glu Pro Tyr 

Leu Arg Gin Val Met 

Ala 

Phe 

He 

Gly 

145 




150 

155 




160 

He 

His 

Asp 

Val 

Thr Phe He 

His Ala Glu Gly Val 

Asn 

Leu 

Ser 

Gly 




165 

170 



175 


Asp 

Phe 

Gin 

Glu 

Lys Gly Leu 

Asn His Ala Lys Ala 

Leu 

Leu 

Ala 

Gin 




180 


185 


190 



Leu 

val 

Ala 










195 









<210> 2033 
<211> 380 
<212> DNA 

<213> Homo sapiens 
<400> 2033 

aaattttaaa acggtcatca tttaacaggc gaagctgtaa aacgcagtct tgaagaggga 
60 
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atgaaaaaaa gtgatttgtt aaaaggatca cttcctatca aatcaatcaa cgctcatgga 
120 

caaaaagtca caatcaatac taaagaacct tatccagaat taaagtctga actcgcaagc 
180 

ccatttgctg ctatatacga cacaaaagct aaaaacaaag taactgatca acctgttggt 
240 

acgggtcctt atcaaattga cagttataaa cgttcgcaaa aaatcgtatt aaaacaattc 
300 

aaagactact ggcaaggtac gccaaaatta aaaagaatta atgtcactta tcatgaagat 
360 

ggtaatantc gtgttgatca 
380 

<210> 2034 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 2034 


Met Lys 

Lys 

Ser 

Asp 

Leu Leu Lys Gly 

Ser 

Leu Pro 

He Lys Ser 

He 

1 



5 


10 


15 


Asn Ala 

His 

Gly 

Gin 

Lys Val Thr He 

Asn 

Thr Lys 

Glu Pro Tyr 

Pro 



20 


25 



30 


Glu Leu 

Lys 

Ser 

Glu 

Leu Ala Ser Pro 

Phe 

Ala Ala 

He Tyr Asp 

Thr 


35 



40 



45 


Lys Ala 

Lys 

Asn 

Lys 

Val Thr Asp Gin 

Pro 

Val Gly Thr Gly Pro 

Tyr 

50 




55 


60 



Gin He 

Asp 

Ser 

Tyr 

Lys Arg Ser Gin 

Lys 

He Val 

Leu Lys Gin 

Phe 

65 




7.0 


75 


80 

Lys Asp 

Tyr 

Trp 

Gin 

Gly Thr Pro Lys 

Leu 

Lys Arg 

He Asn Val 

Thr 




85 


90 


95 


Tyr His 

Glu 

Asp 

Gly 

Asn Xaa Arg Val 

Asp 






100 


105 






<210> 2035 
<211> 495 
<212> DNA 

<213> Homo sapiens 
<400> 2035 

ngaattcctt tactgcttgc aacacaggcc caagctactc gcagccatga tacttcctgt 
60 

cttcacttct ttcatgtatg tatgtatgta tgtatgtatg tatgtatgta tgtatgtatg 
120 

tatgctntaa tgttcccctt tcatctcgca tgtctccact tctgctgcta ttgctgttac 
180 

ttgtgtgttg gtgcacctaa tggtgtccca tatttctctg atgctgtgtt catttttctt 
240 

gattctttct actgtctggt cttcagtttg cataatccat attgttctct ctactagttc 
300 

actggtgctt ttgcctgcca gctctaattt actgttatcc cctttagtga aattttttct 
360 

ttttttctct tctcattcca gttattatac agaactattc aacttcaaga tttgtggggt 
420 
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tttgttttgt tttgttttga gaccccatct caaaaaaaaa aaaaaccagc tttctcctca 
480 

acttggggga acctt 
495 

<210> 2036 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 2036 

Xaa He Pro Leu Leu Leu Ala Thr Gin Ala Gin Ala Thr Arg Ser His 

15 10 15 

Asp Thr Ser Cys Leu His Phe Phe His Val Cys Met Tyr Val Cys Met 

20 25 30 

Tyr Val Cys Met Tyr Val Cys Met Tyr Ala Xaa Met Phe Pro Phe His 

35 40 45 

Leu Ala Cys Leu His Phe Cys Cys Tyr Cys Cys Tyr Leu Cys Val Gly 

50 55 60 

Ala Pro Asn Gly Val Pro Tyr Phe Ser Asp Ala Val Phe He Phe Leu 
65 70 75 80 

Asp Ser Phe Tyr Cys Leu Val Phe Ser Leu His Asn Pro Tyr Cys Ser 
85 90 95 

Leu Tyr 


<210> 2037 
<211> 327 
<212> DNA 

<213> Homo sapiens 
<400> 2037 

acgcgtgaag ggaaggggga gaccccggca gaaatggaga aatgggggcg cacacagacg 
60 

ggaagagtga ggttggagtg cctttcccgc gctcatcttc cgtccccact ccacgcccag 
120 

caaatccaaa caccgcggcc tctggtggcc cgggcttcca tttcccctgg aggggcaagg 
180 

gcgtttcctc ttccgcccaa ccggggcgct gagcggcggg aacagcggcg ggggctttgt 
240 

ggtcccgggg ggtccgagtg tgtgtcaggg gctggggcgg gggatgggcg cggcccctgg 
300 

gtatccctca cggtcctggt tcatgag 
327 

<210> 2038 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 2038 

Met Glu Lys Trp Gly Arg Thr Gin Thr Gly Arg Val Arg Leu Glu Cys 

15 10 15 

Leu Ser Arg Ala His Leu Pro Ser Pro Leu His Ala Gin Gin He Gin 
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20 

25 

30 

Thr Pro Arg 

Pro 

Leu Val Ala Arg Ala Ser He 

Ser Pro Gly Gly Ala 

35 


40 

45 

Arg Ala Phe 

Pro 

Leu Pro Pro Asn Arg Gly Ala 

Glu Arg Arg Glu Gin 

50 


55 

60 

Arg Arg Gly 

Leu 

Cys Gly Pro Gly Gly Ser Glu 

Cys Val Ser Gly Ala 

65 


70 75 

80 

Gly Ala Gly 

Asp 

Gly Arg Gly Pro Trp Val Ser 

Leu Thr Val Leu Val 


85 90 

95 


His Glu 


<210> 2039 
<211> 307 
<212> DNA 

<213> Homo sapiens 
<400> 2039 

accggtgatc cactctgcga aagcggccgc gagcgaagcg ttcttggtct tcttcgagat 
60 

cgcgatgtat tgcccggaaa acagcggctt gatgccgtca ttgagaggct ctgggccaac 
120 

accggtacgg gcatatgcct gggcggcatt cttttggatg ttgcgaagaa aggacgcatt 
180 

cggcgtgccg aaagccaggg atccttcacc gtagaccttg gaccgatgga ggcccccggc 
240 

aatcgagtcc ttcgaaattc ccccttggca tacatgtcgg ccatcgtcgt cagccagagt 
300 

aacgcgt 
307 

<210> 2040 

<211> 94 

<212> PRT 

<213> Homo sapiens 

<400> 2040 


Met Ala Asp Met 

Tyr Ala 

Lys 

Gly Glu 

Phe 

Arg 

Arg 

Thr 

Arg 

Leu 

Pro 

1 

5 



10 





15 


Gly Ala Ser He 

Gly Pro 

Arg 

Ser Thr 

val 

Lys 

Asp 

Pro 

Trp 

Leu 

Ser 

20 



25 





30 



Ala Arg Arg Met 

Arg Pro 

Phe 

Phe Ala 

Thr 

Ser 

Lys 

Arg 

Met 

Pro 

Pro 

35 



40 




45 




Arg His Met Pro 

Val Pro 

Val 

Leu Ala 

Gin 

Ser 

Leu 

Ser 

Met 

Thr 

Ala 

50 


55 




60 





Ser Ser Arg Cys 

Phe Pro 

Gly Asn Thr 

Ser 

Arg 

Ser 

Arg 

Arg 

Arg 

Pro 

65 

70 




75 





80 

Arg Thr Leu Arg 

Ser Arg 

Pro 

Leu Ser 

Gin 

Ser 

Gly 

Ser 

Pro 




85 90 


<210> 2041 

<211> 348 

<212> DNA 

<213> Homo sapiens 
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<400> 2041 

nnccggcgat gcagggattc gcccgcgatg cgctcgaacc cggcgcgggg ggcgttcctc 
60 

gccagcttcc tgccgttcgc cagacgcatc gccgaggcgg gggtgcgcaa ttcgctcgcc 
120 

cagctggtcg ccaagctgac cctgcccggc atgcccgaca tctaccaggg ctgcgagatg 
180 

tgggacctca gcctggtcga ccgggacaat cgccgccccg tcgactacga gacacgcgac 
240 

gcggccctgg ccggctgggt cgcgaccccg ccggaggaac gcgccgcggc gctgcgcacc 
300 

ctgctgacgg attggcgcag cggcgcggtc aagctggccg tgacgcgt 
348 

<210> 2042 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 2042 


Xaa Arg Arg 

Cys 

Arg Asp Ser Pro 

Ala 

Met Arg Ser Asn 

Pro Ala Arg 

1 


5 


10 


15 


Gly Ala Phe 

Leu 

Ala Ser Phe Leu 

Pro 

Phe Ala Arg Arg 

He 

Ala 

Glu 

20 


25 


30 



Ala Gly Val 

Arg 

Asn Ser Leu Ala 

Gin 

Leu Val Ala Lys 

Leu 

Thr 

Leu 

35 

40 


45 




Pro Gly Met 

Pro 

Asp lie Tyr Gin Gly 

Cys Glu Met Trp 

Asp 

Leu 

Ser 

50 


55 


60 




Leu Val Asp 

Arg 

Asp Asn Arg Arg 

Pro 

Val Asp Tyr Glu 

Thr 

Arg 

Asp 

65 


70 


75 



80 

Ala Ala Leu 

Ala 

Gly Trp Val Ala 

Thr 

Pro Pro Glu Glu 

Arg 

Ala 

Ala 



85 


90 


95 


Ala Leu Arg 

Thr 

Leu Leu Thr Asp 

Trp 

Arg Ser Gly Ala 

val 

Lys 

Leu 

100 


105 


110 



Ala Val Thr 

Arg 







115 









<210> 2043 

<211> 712 

<212> DNA 

<213> Homo sapiens 

<400> 2043 

gatctgacgg tctcgactaa gcctgaccat tccgaggtca ccgacgccga ccttgccgtc 
60 

gaagattcgg tgcgcagagc cctgtctcga atgcgctccc gggatgccgt ccacggcgag 
120 

gaacgtgccg ataccgggga tggaccccgc cggtggatca ttgatccgat cgacggcact 
180 

gcgaattttc tgcgtggggt cccagtgtgg gccaccctca ttgccctcag cgtcgaggac 
240 

cagattgtcg catctgtggt ctctgctcct gccctcaagc gacgctggtg ggcagcccgt 
300 
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ggctcaggag 

catggtcggg 

caaatccctg 

360 



gtgcgcaatc 

ttgccgacgc 

attcttgtcc 

420 



ggacgagggc 

acgggttcgg 

tgaactcatg 

480 



gatttctggt 

cttacatgat 

ggtggcagaa 

540 



ctcagcctgc 

acgacatggc 

cgccctcgac 

600 



accggtctcg 

atggcaaaga 

cggcccgtgg 

660 



cttcatgacc 

aggccctagc 

catggtccag 

712 




gcctcagcga caccgatcca cgtctcgaat 
tactcttcgc tgcacggatg ggtcgagagc 
cggtcggtgt ggcggacccg agccttcggc 
ggtgtcgtcg atgtggcatg cgagccggaa 
gctatcgtca ccgaggcggg cggtaagttc 
tctgggaatg ctctggcgtc gaatggtttc 
cctcaggagt gagcaccgat eg 


<210> 2044 

<211> 233 

<212> PRT 

<213> Homo sapiens 


c400> 2044 









Ala 

Asp Leu 

Thr Val 

Ser Thr Lys 

Pro Asp His 

Ser Glu 

Val 

Thr 

Asp 

1 


5 



10 




15 


Asp Leu 

Ala Val 

Glu Asp Ser 

Val 

Arg Arg 

Ala Leu 

Ser 

Arg 

Met 

Arg 

20 



25 




30 



Ser Arg 

Asp Ala 

Val His Gly 

Glu Glu Arg 

Ala Asp 

Thr 

Gly 

Asp 

Gly 

35 


40 




45 




Pro Arg 

Arg Trp 

lie lie Asp 

Pro 

He 

Asp 

Gly Thr 

Ala 

Asn 

Phe 

Leu 

50 


55 




60 





Arg Gly 

val Pro 

Val Trp Ala 

Thr 

Leu 

He 

Ala Leu 

Ser 

Val 

Glu 

Asp 

65 . 


70 




75 




80 

Gin lie 

Val Ala 

Ser Val Val 

Ser 

Ala 

Pro 

Ala Leu 

Lys 

Arg 

Arg 

Trp 


85 



90 




95 


Trp Ala 

Ala Arg 

Gly Ser Gly 

Ala .Trp 

Ser 

Gly Lys 

Ser 

Leu 

Ala 

Ser 

100 



105 




110 



Ala Thr 

Pro lie 

His Val Ser 

Asn 

Val 

Arg 

Asn Leu 

Ala 

Asp 

Ala 

Phe 


115 


120 




125 




Leu Ser 

Tyr Ser 

Ser Leu His 

Gly 

Trp 

Val 

Glu Ser 

Gly 

Arg 

Gly 

His 

130 


135 




140 




Gly 

Gly Phe 

Gly Glu 

Leu Met Arg 

Ser 

Val 

Trp 

Arg Thr 

Arg 

Ala 

Phe 

145 

150 




155 




160 

Asp Phe 

Trp Ser 

Tyr Met Met 

Val 

Ala 

Glu 

Gly Val 

Val 

Asp 

val 

Ala 

165 



170 




175 

• 

Cys Glu 

Pro Glu 

Leu Ser Leu 

His 

Asp 

Met 

Ala Ala 

Leu 

Asp 

Ala 

He 

180 



185 




190 


Gly 

Val Thr 

Glu Ala 

Gly Gly Lys 

Phe 

Thr Gly 

Leu Asp 

Gly 

Lys 

Asp 


195 


200 




205 




Pro Trp 

Ser Gly 

Asn Ala Leu 

Ala 

Ser 

Asn 

Gly Phe 

Leu 

His 

Asp 

Gin 

210 


215 




220 





Ala Leu 

Ala Met 

Val Gin Pro 

Gin 

Glu 








225 230 

<210> 2045 
<211> 406 


1548 
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<212> DNA 

<213> Homo sapiens 

<400> 2045 

nnttggacac cggcgactat gccgccaccg cacggatcaa tcgcggaccc agggcagggg 
60 

atgcgccgga tgggcgacgg tgatggaccg ggcgctggac ctgggcggtc gcttcgacga 
120 

cantacaggc tttggccgag gcgggttgga agaaaccggt caaccggtgg tttggccccg 
180 

catcaatgcc cagaaccaga agccttgcgc attcgtccca ggccgttcaa ggccgatggc 
240 

gagatcgtcg cgatgactgg cgacggtgtc aacgacgccc cctcgctcaa ggcggcccat 
300 

atcggtgtcg ccatggacaa acgcggcacc gacgtcgcgc gcgaggcttc cgccatggtc 
360 

ctgctcgagg atgattttgg atcgatcgtg cagtcggtcc ggctcg 
406 

<210> 2046 
. <211> 135 
<212> PRT 
<213> Homo sapiens 

<400> 2046 


Xaa 

Trp 

Thr 

Pro 

Ala 

Thr Met 

Pro. 

Pro 

Pro His Gly 

Ser 

He Ala 

Asp 

1 



5 




10 


15 


Pro 

Gly 

Gin 

Gly 

Met 

Arg Arg 

Met 

Gly 

Asp Gly Asp 

Gly 

Pro Gly 

Ala 



20 




25 



30 


Gly 

Pro 

Gly 

Arg 

Ser 

Leu Arg 

Arg 

Xaa 

Tyr Arg Leu 

Trp 

Pro Arg 

Arg 


35 




40 



45 



Val 

Gly 

Arg 

Asn 

Arg 

Ser Thr 

Gly 

Gly 

Leu Ala Pro 

His 

Gin Cys 

Pro 


50 



55 



60 



Gly 

Glu 

Pro 

Glu 

Ala 

Leu 

Arg He 

Arg 

Pro 

Arg Pro Phe 

Lys 

Ala Asp 

65 





70 



75 



80 

Glu 

He 

Val 

Ala 

Met 

Thr Gly 

Asp 

Gly 

Val Asn Asp 

Ala 

Pro Ser 

Leu 




85 




90 


95 

val 

Lys 

Ala 

Ala 

His 

He 

Gly Val 

Ala 

Met 

Asp Lys Arg 

Gly 

Thr Asp 



100 




105 



110 


Ala 

Arg 

Glu 

Ala 

Ser 

Ala Met 

Val 

Leu 

Leu Glu Asp 

Asp 

Phe Gly 

Ser 


115 




120 



125 



He 

Val 
130 

Gin 

Ser 

Val 

Arg Leu 
135 








<210> 2047 

c211> 796 

<212> DNA 

<213> Homo sapiens 

<400> 2047 

aagctttgga acgagacccc tgagctctgg gttcagcccc gaggaagccc agcaacagga 
60 

tgaggaattt gagaagaaga ttccaagtgt ggaagacagc cttggagagg gcagcaggga 
120 
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tgctggccgg ccaggagaga gaggatccgg gggcttgttc agtcctagca ctgcccacgt 


180 


gccggatggg gcactcgggc agagagacca gagcagctgg caaaacagtg atgctagcca 


240 


ggaggtggga gggcatcagg agagacagca ggcaggggct cagggccctg gcagtgctga 


300 


cctggaagat ggggagatgg gaaagcgagg ctgggtcggt gagtttagcc tcagtgttgg 


360 


cccccagcga gaggcagcat ttagcccagg gcagcaggac tggagccggg acttctgcat 


420 


cgaggccagt gagaggagct atcagtttgg catcattggc aacgacagag tgagtggtgc 


480 


tggctttagc ccttctagca agatggaagg tggtcacttt gtgcctcctg ggaagaccac 


540 


agctggctcg gtggactgga ctgaccagct gggtctcagg aacttggaag tgtccagctg 


600 


tgtgggttct gggggctcga gcgaggccag ggagagtgcc gtgggacaga tgggctggtc 


660 

aggtggcctg agcttgagag acatgaacct gaccggctgt ttggaaagtg gagggtctga 
720 

agagccgggg ggaatcggaa ttggggagaa ggactggact tctgatgtta atgtgaagag 
780 

caaagatttg gctgag 
796 

<210> 2048 
<211> 160 
<212> PRT 

<213> Homo sapiens 
<400> 2048 


Met 

Gly 

Lys Arg Gly 

Trp 

Val 

Gly 

Glu 

Phe 

Ser 

Leu 

Ser 

Val 

Gly 

Pro 

l 

5 





10 





15 


Gin 

Arg 

Glu Ala Ala 

Phe 

Ser 

Pro 

Gly 

Gin 

Gin Asp 

Trp 

Ser 

Arg 

Asp 


20 




25 





30 



Phe 

Cys 

He Glu Ala 

Ser 

Glu 

Arg 

Ser 

Tyr 

Gin 

Phe 

Gly 

He 

He 

Gly 


35 



40 





45 



Glu 

Asn 

Asp 

Arg Val Ser 

Gly 

Ala 

Gly 

Phe 

Ser 

Pro 

Ser 

Ser 

Lys 

Met 


50 



55 





60 





Gly 

Gly 

His Phe Val 

Pro 

Pro 

Gly 

Lys 

Thr 

Thr 

Ala 

Gly 

Ser 

val 

Asp 

65 


70 





75 





80 

Trp 

Thr 

Asp Gin Leu 

Gly 

Leu 

Arg 

Asn 

Leu 

Glu 

Val 

Ser 

Ser 

Cys 

Val 


85 





90 





95 


Gly 

Ser 

Gly Gly Ser 

Ser 

Glu 

Ala 

Arg 

Glu 

Ser 

Ala 

Val 

Gly 

Gin 

Met 


100 




105 





110 



Gly 

Trp 

Ser Gly Gly 

Leu 

Ser 

Leu 

Arg 

Asp 

Met 

Asn 

Leu 

Thr 

Gly 

Cys 


115 



120 





125 




Leu 

Glu 

Ser Gly Gly 

Ser 

Glu 

Glu 

Pro 

Gly 

Gly 

He 

Gly 

He 

Gly 

Glu 


130 



135 





140 





Lys 

Asp 

Trp Thr Ser 

Asp 

Val 

Asn 

Val 

Lys 

Ser Lys 

Asp 

Leu 

Ala 

Glu 

145 


,150 





155 





160 


<210> 2049 
<211> 516 
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<212> DNA 

<213> Homo sapiens 

<400> 2049 

cgcgtcgctt acggtgcgct gaataccagc ctgctggcgc tggcggtcag cttcgcgtcg 
60 

ctgttcctcg ggatagtgtt cgggctgatg ccacgtctga tgtgcggggt gattgaactg 
120 

gccaacgctc ccccgccaat cgccctgggc ctgttagtag tcgccattag cggcccttca 
180 

gcctacggtg ccgcctgtgc ggtgatgttg gtcagttggg ctccgctggc cgcccattgt 
240 

gcttcgttgt tggcggaagc ccgcacgcag ccctatatcc gcatgttgcc ggtattgggc 
300 

gtcggccgat ggcgcacgct gacccactac ctgctgccgg cgctctctgc tcccctgctg 
360 

cgccacgcca tgttgcgtct gccgggcatt gcgctggcgc tggcggcctt gggttttttt 
420 

ggtcttgggc cgcagccacc cagtgcagaa tgggggctgg tgctggcgga aggcatgcct 
480 

tatctcgaac gggcgccctg gggagtcctg gcaccg 
516 

<210> 2050 
<211> 172 
<212> PRT 

<213> Homo sapiens 


<400> 2050 










Arg 

Val 

Ala Tyr 

Gly 

Ala 

Leu 

Asn 

Thr 

Ser 

Leu 

Leu Ala Leu Ala 

Val 

1 



5 





10 


15 


Ser 

Phe 

Ala Ser 

Leu 

Phe 

Leu 

Gly 

lie 

val 

Phe 

Gly Leu Met Pro 

Arg 



20 





25 



30 


Leu 

Met 

Cys Gly 

val 

lie 

Glu 

Leu 

Ala 

Asn 

Ala 

Pro Pro Pro He 

Ala 



35 




40 




45 


Leu 

Gly 

Leu Leu 

Val 

Val 

Ala 

He 

Ser 

Gly 

Pro 

Ser Ala Tyr Gly 

Ala 


50 




55'" ' 





60 


Ala 

Cys 

Ala val 

Met 

Leu 

Val 

Ser 

Trp 

Ala 

Pro 

Leu Ala Ala His 

Cys 

65 



70 





75 


80 

Ala 

Ser 

Leu Leu 

Ala 

Glu 

Ala 

Arg 

Thr 

Gin 

Pro 

Tyr He Arg Met 

Leu 




85 





90 


95 


Pro 

Val 

Leu Gly 

Val 

Gly 

Arg 

Trp 

Arg 

Thr 

Leu 

Thr His Tyr Leu 

Leu 



100 





105 



110 


Pro 

Ala 

Leu Ser 

Ala 

Pro 

Leu 

Leu 

Arg 

His 

Ala 

Met Leu Arg Leu 

Pro 



115 




120 




125 


Gly 

He 

Ala Leu 

Ala 

Leu 

Ala 

Ala 

Leu 

Gly 

Phe 

Phe Gly Leu Gly 

Pro 

130 




135 





140 


Gin 

Pro 

Pro Ser 

Ala 

Glu 

Trp 

Gly 

Leu 

Val 

Leu 

Ala Glu Gly Met 

Pro 

145 




150 





155 


160 

Tyr 

Leu 

Glu Arg 

Ala 

Pro 

Trp 

Gly 

Val 

Leu 

Ala 

Pro 



165 170 

c210> 2051 
<211> 411 
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<212> DNA 

<213> Homo sapiens 

<400> 2051 

gagcaaaact atcgttctac cggcaatatt ctgaaaagtg ccaaccaact tatttcgaat 
60 

aatagtgatc gtctcggtaa gaatttatgg accgacggtg aaatggggga gccagtaggt 
120 

atttatgcag catttaatga attagatgag gcaaaatttg tggcgtctca aatccaaaat 
160 

tgggtagatg atggtgggga attagatgat tgtgctgttt tatatcgtag taatagccaa 
240 

tctcgtgtta ttgaagaagc cttgattcgt tgccaaattc cttatcgaat ttatggcggg 
300 

atgcgattct tcgaacgcca agaaattaaa gatgcgttgg catatttacg tttaattaat 
360 

aatcgtcaag atgatgccgc atttgagcgt gtgattaata cgcctacgcg t 
411 

<210> 2052 

<211> 137 

<212> PRT 

<213> Homo sapiens 

<400> 2052 


Glu 

Gin 

Asn 

Tyr 

Arg Ser 

Thr 

Gly 

Asn 

He Leu Lys Ser 

Ala 

Asn 

Gin 

1 




5 




10 


15 


Leu 

He 

Ser 

Asn 

Asn Ser 

Asp 

Arg 

Leu 

Gly Lys Asn Leu 

Trp 

Thr 

Asp 




20 




25 


30 



Gly 

Glu 

Met 

Gly 

Glu Pro 

Val 

Gly 

lie 

Tyr Ala Ala Phe 

Asn 

Glu 

Leu 



35 




40 


45 




Asp 

Glu 

Ala 

Lys 

Phe Val 

Ala 

Ser 

Gin 

He Gin Asn Trp 

Val 

Asp 

Asp 


50 




55 



60 




Gly 

Gly 

Glu 

Leu 

Asp Asp 

Cys 

Ala 

Val 

Leu Tyr Arg Ser 

Asn 

Ser 

Gin 

65 




70 




75 



80 

Ser 

Arg 

Val. 

He 

Glu Glu 

Ala 

Leu 

He 

Arg Cys Gin He 

Pro 

Tyr 

Arg 





85 




90 


95 


lie 

Tyr 

Gly 

Gly 

Met Arg 

Phe 

Phe 

Glu 

Arg Gin Glu He 

Lys 

Asp 

Ala 




100 




105 


110 



Leu 

Ala 

Tyr 

Leu 

Arg Leu 

He 

Asn 

Asn 

Arg Gin Asp Asp 

Ala 

Ala 

Phe 



115 




120 


125 




Glu 

Arg 

Val 

He 

Asn Thr 

Pro 

Thr 

Arg 






130 135 


<210> 2053 

<211> 287 

<212> DNA 

<213> Homo sapiens 

<400> 2053 

nccatggaag ccttcaatct tgtaagagaa agtgaacagc tgttttccat atgccaaatc 
60 

ccgctcctct gctggatcct gtgtaccagt ctgaagcaag agatgcagaa aggaaaagac 
120 
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ctggccctga cctgccagag cactacctct gtgtactcct ctttcgtctt taacctgttc 
180 

acacctgagg gtgccgaggg cccgactccg caaacccagc accagctgaa ggccctgtgc 
240 

tccctggctg cagagggtat gtggacagac acatttgagt tttgtga 
287 

<210> 2054 
<211> 79 
<212> PRT 

<213> Homo sapiens 
<400> 2054 


lie Cys Gin 

He 

Pro 

Leu Leu Cys 

Trp He Leu Cys Thr 

Ser 

Leu Lys 

1 


5 


10 


15 

Gin Glu Met 

Gin 

Lys 

Gly Lys Asp 

Leu Ala Leu Thr Cys 

Gin 

Ser Thr 


20 



25 

30 


Thr Ser Val 

Tyr 

Ser 

Ser Phe Val 

Phe Asn Leu Phe Thr 

Pro 

Glu Gly 

35 



40 

45 



Ala Glu Gly 

Pro 

Thr 

Pro Gin Thr 

Gin His Gin Leu Lys 

Ala 

Leu Cys 

50 



55 

60 



Ser Leu Ala 

Ala 

Glu 

Gly Met Trp Thr Asp Thr Phe Glu 

Phe 

Cys 

65 



70 

75 




<210> 2055 

<211> 298 

<212> DNA 

<213> Homo sapiens 

<400> 2055 

nnacgcgttg ttatgaacaa tgacggtgtc ctctaccccg atacctgcgt gggtactgat 
60 

tcccacacca ccatggaaaa tggtcttggc attctgggct ggggcgtcgg tggtattgaa 
120 

gccgaggctg ctatgcttgg ccagcccatc tccatgctta tcccccgtgt tgttggcttt 
180 

aaacttactg gccaaacaca gccgggtgtc accgctacag atgttgttct taccattact 
240 

gatatgcttc gccagcatgg tgtgggtgga aaattcgggg aattctatgg gggaagcg 
298 

<210> 2056 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<400> 2056 

Xaa Arg Val Val Met Asn Asn Asp Gly Val Leu Tyr Pro Asp Thr Cys 

15 10 15 

Val Gly Thr Asp Ser His Thr Thr Met Glu Asn Gly Leu Gly He Leu 

20 25 30 

Gly Trp Gly Val Gly Gly He Glu Ala Glu Ala Ala Met Leu Gly Gin 

35 40 45 

Pro lie Ser Met Leu He Pro Arg Val Val Gly Phe Lys Leu Thr Gly 
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50 55 60 

Gin Thr Gin Pro Gly Val Thr Ala Thr Asp Val Val Leu Thr He Thr 
65 70 75 80 

Asp Met Leu Arg Gin His Gly Val Gly Gly Lys Phe Gly Glu Phe Tyr 
85 90 95 

Gly Gly Ser 


<210> 2057 
<211> 569 
<212> DNA 

<213> Homo sapiens 
<400> 2057 

acgcgtcccg acagtaccga ctataacgga ggaaactatc aggaacggta taaaatttta 
60 

gcagaaattc gtaaggctct tgaagacgga gatcgccaaa aagccaaacg attagctgaa 
12 0 

caaaatctag ttggaccaaa caacgcccag tatggtcgtt atctagcctt tggtgatatc 
180 

ttcatggtct tcaataacca gaaaaagggg ctggatacag ttacagacta tcaccgtggt 
240 

ttggatatca cagaagccac tactacaact tcttacaccc aagatggaac gacctttaaa 
300 

agagaaacct tctcaagtta ccctgatgat gttactgtta ctcacttgac ccaaaaaggg 
360 

gacaaaaaac ttgattttac agtttggaat agcttaacag aagatttact tgctaacgga 
420 

gactactcag cggaatattc taactacaag agtggccatg ttacgacaga cccaaatggt 
480 

atcctactaa aaggtacagt caaagataat ggcctccagt tcgcatccta tctaggaatt 
540 

aaaacggacg gaaaagttac tgttcatga 
569 

<210> 2058 
<211> 128 
<212> PRT 

<213> Homo sapiens 


<400> 2058 


Met 

Val 

Phe 

Asn 

Asn 

Gin 

Lys 

Lys Gly 

Leu 

Asp Thr 

Val 

Thr 

Asp 

Tyr 

1 




5 




10 




15 


His 

Arg 

Gly 

Leu 

Asp 

He 

Thr 

Glu Ala 

Thr 

Thr Thr 

Thr 

Ser 

Tyr 

Thr 




20 




25 




30 



Gin Asp 

Gly 

Thr 

Thr 

Phe 

Lys 

Arg Glu 

Thr 

Phe Ser 

Ser 

Tyr 

Pro 

Asp 



35 





40 



45 




Asp 

Val 

Thr 

Val 

Thr 

His 

Leu 

Thr Gin 

Lys 

Gly Asp 

Lys 

Lys 

Leu 

Asp 

50 





55 



60 





Phe 

Thr 

Val 

Trp 

Asn 

Ser 

Leu 

Thr Glu 

Asp 

Leu Leu 

Ala 

Asn 

Gly 

Asp 

65 




70 




75 




80 

Tyr 

Ser 

Ala 

Glu 

Tyr 

Ser 

Asn 

Tyr Lys 

Ser 

Gly His 

Val 

Thr 

Thr 

Asp 




85 




90 




95 


Pro 

Asn 

Gly 

lie 

Leu 

Leu 

Lys 

Gly Thr 

Val 

Lys Asp 

Asn 

Gly 

Leu 

Gin 
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. 100 105 110 

Phe Ala Ser Tyr Leu Gly lie Lys Thr Asp Gly Lys Val Thr Val His 
115 120 125 

<210> 2059 

<211> 644 

<212> DNA 

<213> Homo sapiens 

<400> 2059 

gaattcgtgc caccgtgcca atacttcgcc acgcaacaga gtgccgtcag cggattgggc 
60 

agcaatcgac ctgtaggact cagccatgat cgactgggca tcctcgtata gtcgcgatgc 
120 

cgcaaccgcc tgcgcttcca agcctgcagc gacgtaagag gccctctcac acactgaacc 
180 

gatcgctcca gacaacgtgg aagcgataac ctcgcgtcgc ttctgctgat tctgggccaa 
240 

gctcgacaag aagaaccgca gaggggcgac ggcctggtca gggagcgcac cttcagcgtt 
300 

cgtcttggtc tccgggacag caaaaagcgg ggaatcagcc aggccacgct ccgtcatgag 
360 

tcggccgagg tccgccggta cctctctcat ggcttccaca ggaacgcggt cacacaccac 
420 

cgcgatcgac gcgtgcctct cttgagcctc gttgaggaaa tcccacggca cagcgtcagc 
480 

gtagcgggct gctgaggtga caaagatcca cagatccgcg gcctggagca actgagccgc 
540 

cagatcacga ttgcgggtca ccacagagtc gatgtccggg gcatcgagga tggccaaacc 
600 

tcgcggaatc cttgactccg cgacgagctg caaactcgac gcgt 
644 

<210> 2060 

<211> 130 

<212> PRT 

<213> Homo sapiens 


<400> 2060 


Met 

Arg 

Glu 

val 

Pro 

Ala 

Asp 

Leu 

Gly 

Arg 

Leu 

Met 

Thr Glu Arg Gly 

1 




5 





10 



15 

Leu 

Ala 

Asp 

Ser 

Pro 

Leu 

Phe 

Ala 

Val 

Pro 

Glu 

Thr 

Lys Thr Asn Ala 




20 





25 




30 

Glu Gly 

Ala 

Leu 

Pro 

Asp 

Gin 

Ala 

Val 

Ala 

Pro 

Leu 

Arg Phe Phe Leu 



35 





40 





45 

Ser 

Ser 

Leu 

Ala 

Gin 

Asn 

Gin 

Gin 

Lys 

Arg 

Arg 

Glu 

Val He Ala Ser 


50 





55 





60 


Thr 

Leu 

Ser 

Gly 

Ala 

He 

Gly 

Ser 

Val 

Cys 

Glu Arg 

Ala Ser Tyr Val 

65 





70 





75 


80 

Ala 

Ala 

Gly 

Leu 

Glu 

Ala 

Gin 

Ala 

Val 

Ala 

Ala 

Ser 

Arg Leu Tyr Glu 





85 





90 



95 

Asp Ala 

Gin 

Ser 

He 

Met 

Ala 

Glu 

Ser 

Tyr 

Arg 

Ser 

He Ala Ala Gin 




100 





105 




110 

Ser 

Ala 

Asp 

Gly 

Thr 

Leu 

Leu 

Arg 

Gly 

Glu 

Val 

Leu 

Ala Arg Trp His 
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115 120 125 

Glu Phe 
130 

<210> 2061 

<211> 481 

<212> DNA 

<213> Homo sapiens 

<400> 2061 

gttaacctgg taaggagagc gacacaggaa ggtgcagggg ttgccatggt gtggccccag 
60 

atgctgtgat tacgcgccag ccccgtcaca ccgtacgggt ggtaggactg ggcaaagaag 
120 

acgccgccac ctggatgcac tgaggtgtgc acagccacgt ggagatgatg ctgggggctc 
180 

acggtgactc tcaggaggcc ctggcctggc ctatctggag ccttctctgt gaaatgaggc 
240 

tggtaacgcc cactagcagg gttgtagggg acatggatct gtggccacct cctcaagggt 
300 

tgccacacgc accaggtcct gactgggagt ccggccccca gggcctgtgg atggctggcc 
.360 

tgggcccagc ctccgccccc aagggtgctg gcacctggca tgtgcccgac agttggggcc 
420 

ggctggtggg aaggtgtgtg tcaggtggcg gagcctcggt gccaggatct cactcacgcg 

480 

t 

481 

<210> 2062 
<211> 133 
<212> PRT 

~<213> Homo sapiens 
<400> 2062 


Met 

Pro 

Gly 

Ala 

Ser 

Thr 

Leu 

Gly 

Gly 

Gly 

Gly Trp Ala 

Gin 

Ala 

Ser 

1 



5 





10 



15 


His 

Pro 

Gin 

Ala 

Leu 

Gly 

Ala 

Gly 

Leu 

Pro 

Val Arg Thr 

Trp 

Cys 

Val 




20 





25 



30 



Trp 

Gin 

Pro 

Leu 

Arg 

Arg 

Trp 

Pro 

Gin 

He 

His Val Pro 

Tyr 

Asn 

Pro 


35 





40 



45 




Ala 

Ser 

Gly 

Arg 

Tyr 

Gin 

Pro 

His 

Phe 

Thr 

Glu Lys Ala 

Pro 

Asp 

Arg 


50 





55 




. 60 




Pro 

Gly 

Gin 

Gly 

Leu 

Leu 

Arg 

Val 

Thr 

Val 

Ser Pro Gin 

His 

His 

Leu 

65 




70 





75 



80 

His 

Val 

Ala 

Val 

His 

Thr 

Ser 

Val 

His 

Pro 

Gly Gly Gly 

Val 

Phe 

Phe 





85 





90 



95 


Ala 

Gin 

Ser 

Tyr 

His 

Pro 

Tyr 

Gly 

Val 

Thr 

Gly Leu Ala 

Arg 

Asn 

His 




100 





105 



110 



Ser 

lie 

Trp 

Gly 

His 

Thr 

Met 

Ala 

Thr 

Pro 

Ala Pro Ser 

Cys 

Val 

Ala 



115 




120 



125 




Leu 

Leu 

Thr 

Arg 

Leu 











130 
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<210> 2063 
<211> 419 
<212> DNA 

<213> Homo sapiens 
<400> 2063 

gccggcgccg tcgagcgcgt gcctttcaat atcgaggccc aagacatggt gctgctcatc 
60 

gcggacacca atgccccgca catgctttcc gacggccaat acgcctcccg ccggggcatc 
120 

atcgacgccg tccaatctgc cgccggttgc tccatccgcg agatctcgaa tgcggtggac 
180 

tttgccgcca ccgtcaatcc cgccgaggcg gaactctatc gccgccgcgt gcaccacgtg 
240 

gtggaagaaa ccaaccggac cctagatgcc gctaccgcgc tggcatcttc cgatctagat 
300 

acattccggc ggcttatgcg cgagagccac atctccctgc gcgaccttta tgaggtcacc 
360 

actccggagc tcgactccgt ttttaccgcg gccggcgagc tgggcgctcg catgannnn 
419 

<210> 2064 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 2064 


Ala 

Gly 

Ala 

Val 

Glu 

Arg Val 

Pro 

Phe 

Asn 

He 

Glu 

Ala 

Gin 

Asp 

Met 

1 



5 




10 





15 


Val 

Leu 

Leu 

He 
20 

Ala 

Asp Thr 

Asn 

Ala 
25 

Pro 

His 

Met 

Leu 

Ser 
30 

Asp 

Gly 

Gin 

Tyr 

Ala 
35 

Ser 

Arg 

Arg Gly 

He 
40 

He 

Asp 

Ala 

Val 

Gin 
45 

Ser 

Ala 

Ala 

Gly 

Cys 

Ser 

He 

Arg 

Glu He 

Ser 

Asn 

Ala 

Val 

Asp 

Phe 

Ala 

Ala 

Thr 

50 




55 





60 





Val 

Asn 

Pro 

Ala 

Glu 

Ala Glu 

Leu 

Tyr 

Arg 

Arg Arg 

Val 

His 

His 

Val 

65 





70 




75 





80 

Val 

Glu 

Glu 

Thr 

Asn 
85 

Arg Thr 

Leu 

Asp 

Ala 
90 

Ala 

Thr 

Ala 

Leu 

Ala 
95 

Ser 

Ser 

Asp 

Leu 

Asp 

Thr 

Phe Arg 

Arg 

Leu 

Met 

Arg 

Glu 

Ser 

His 

He 

Ser 



100 




105 





110 



Leu 

Arg 

Asp 
115 

Leu 

Tyr 

Glu Val 

Thr 
120 

Thr 

Pro 

Glu 

Leu 

Asp 
125 

Ser 

Val 

Phe 

Thr 

Ala 
130 

Ala 

Gly 

Glu 

Leu Gly 
135 

Ala 

Arg 

Met 

Xaa 







<210> 2065 

<211> 598 

<212> DNA 

<213> Homo sapiens 

<400> 2065 

gccggcgcta tggcctctct gctcgccgac gccgccgatg cccttcccgg cgcaaaggtg 
60 
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cgcgcgaccg ttactggatc ggcgggattg ggaaccgcag aggcattggg ccttactttc 
120 

attcaggagg tcatagctga gacggccgcc gtccaacgtt ggaatcccga cgccgacgtg 
180 

cttctcgaac tcggtggtga ggatgccaag atcacctacc ttaagccggt ccccgaacag 
240 

cgcatgaatg gttcgtgtgc tggtggcacc ggtgccttca tcgaccagat ggctaccctg 
300 

ctgcacaccg acactcccgg cctcaatgac ctcgcatccc gagccaagac catccatccg 
360 

atcgcctcgc gctgtggtgt ttttgccaag tccgaccttc agcccctcat taacgaggga 
420 

gcccgccacg aggatctggc tgcctcggtc ctgcaggctg tcgccactca gtgcattgcc 
480 

ggcctggcat gtggtcgccc gattcgaggt aaggtcatct tccttggcgg tccgcttcac 
540 

tttatgccaa gtttgcgaga cgctttctcg cgcgtcctcg acggtaaggt tgacgcgt 
598 

<210> 2066 
<211>199 
<212> PRT 

<213> Homo sapiens 
<400> 2066 


Ala Gly 

Ala Met Ala 

Ser 

Leu 

Leu Ala 

Asp Ala 

Ala Asp Ala 

Leu 

Pro 

l 

5 




10 


15 


Gly Ala 

Lys Val Arg 

Ala 

Thr 

Val Thr 

Gly Ser 

Ala Gly Leu 

Gly 

Thr 


20 



25 


30 



Ala Glu 

Ala Leu Gly 

Leu 

Thr 

Phe He 

Gin Glu 

Val He Ala 

Glu 

Thr 


35 



40 


"' 45 



Ala Ala 

Val Gin Arg 

Trp 

Asn 

Pro Asp 

Ala Asp 

Val Leu Leu 

Glu 

Leu 

50 



55 



60 



Gly Gly 

Glu Asp Ala 

Lys 

He Thr Tyr 

Leu Lys 

Pro Val Pro 

Glu 

Gin 

65 


70 



75 



80- 

Arg Met 

Asn Gly Ser 

Cys Ala Gly Gly 

Thr Gly 

Ala Phe He 

Asp 

Gin 


85 




90 


95 


Met Ala 

Thr Leu Leu 

His 

Thr 

Asp Thr 

Pro Gly 

Leu Asn Asp 

Leu 

Ala 


100 



105 


110 



Ser Arg 

Ala Lys Thr 

He 

His 

Pro He 

Ala Ser 

Arg Cys Gly 

Val 

Phe 

115 



120 


125 



Ala Lys 

Ser Asp Leu 

Gin 

Pro 

Leu He 

Asn Glu 

Gly Ala Arg 

His 

Glu 

130 



135 



140 



Asp Leu 

Ala Ala Ser 

val 

Leu 

Gin Ala 

Val Ala 

Thr Gin Cys 

He 

Ala 

145 


150 



155 



160 

Gly Leu 

Ala Cys Gly 

Arg 

Pro 

He Arg 

Gly Lys 

Val He Phe 

Leu 

Gly 


165 




170 


175 


Gly Pro 

Leu His Phe 

Met 

Pro 

Ser Leu 

Arg Asp 

Ala Phe Ser 

Arg 

Val 


180 



185 


190 



Leu Asp 

Gly Lys Val 

Asp Ala 







195 


<210> 2067 
<211> 366 
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<212> DNA 

<213> Homo sapiens 
<400> 2067 

ttccagcaga tgctgcaaac ctggacccgc agcggcacgc tgcaggaggc cgtggccaac 
60 

aagatcgccg aatggctgga tgccgacctg caacagtggg acatttcccg cgatgcaccg 
120 

tacttcggtt tcgagatccc gggcgagcca ggcaagtatt tctacgtgtg gctggacgcg 
180 

ccgatcggct acatggccag tttcaagaac ctgtgcgacc gcacgccgga gctggacttc 

gatgctttct gggccaagga ctccaccgcc gagctgtacc atttcatcgg caaggacatc 
300 

gtcaacttcc acgccctgtt ctggccggcg atgctcgaag gctcgggcta ccgtaaaccg 
360 

accggt 
366 

<210> 2068 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 2068 

Phe Gin Gin Met Leu Gin Thr 

1 5 
Ala Val Ala Asn Lys He Ala 
20 

Trp Asp He Ser Arg Asp Ale 
35 

Glu Pro Gly Lys Tyr Phe Tyi 
50 55 
Met Ala Ser Phe Lys Asn Lei 
65 70 
Asp Ala Phe Trp Ala Lys As* 
85 

Gly Lys Asp He Val Asn Phe 
100 

Glu Gly Ser Gly Tyr Arg Lyi 
115 

<210> 2069 
<211> 280 
<212> DNA 

<213> Homo sapiens 
<400> 2069 

cctagagagg atggtggaga ctgtgcgtgt gcagggtgtt ccggaacctt ccctgggatg 
60 

catggggect cgccgcaggc catctctcca gacctgggct caccctgccc ctgtgctgtt 
120 

gectttgget ggaattccac cccagccttc ttgcctcaag aacgcccttc ccccttcaga 
180 


Trp 

Thr Arg Ser Gly Thr 

Leu Gin 

Glu 

10 

15 


Glu 

Trp Leu Asp Ala Asp 

Leu Gin 

Gin 


25 

30 


Pro 

Tyr Phe Gly Phe Glu 

He Pro 

Gly 

40 

45 



Val 

Trp Leu Asp Ala Pro 

He Gly 

Tyr 


60 



Cys 

Asp Arg Thr Pro Glu 

Leu Asp 

Phe 

75 


80 

Ser 

Thr Ala Glu Leu Tyr 

His Phe 

He 


90 

95 


His 

Ala Leu Phe Trp Pro 

Ala Met 

Leu 


105 

110 


Pro 

Thr Gly 



120 
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tctcatgggc acaggccccg tcttcctaaa cggggtcaga gcccccagta atcatgacaa 
240 

agaccctctc ctcgatcaag ctttggtcaa gctcctaccc 
280 

<210> 2070 
<211> 90 
<212> PRT 

< 2 13 > Homo sapiens 
<400> 2070 

Met Val Glu Thr Val Arg Val Gin Gly Val Pro Glu Pro Ser Leu Gly 

1 5 10, 15 

Cys Met Gly Pro Arg Arg Arg Pro Ser Leu Gin Thr Trp Ala His Pro 

20 25 30 

Ala Pro Val Leu Leu Pro Leu Ala Gly lie Pro Pro Gin Pro Ser Cys 

35 40 45 

Leu Lys Asn Ala Leu Pro Pro Ser Asp Leu Met Gly Thr Gly Pro Val 

50 55 60 

Phe Leu Asn Gly val Arg Ala Pro Ser Asn His Asp Lys Asp Pro Leu 
65 70 75 80 

Leu Asp Gin Ala Leu Val Lys Leu Leu Pro 
85 90 

<210> 2071 
<211> 399 
<212> DNA 

<213> Homo sapiens 
<400> 2071 

acgcgtgtcc agcagactta gaaagcaggt tcctcttgtc atacagcacg ttaacatagc 
- 60 

'"tgacgaggcc tgggtgtctt catcagtact gtgatgactc tttcaccttt gacttcagat 
120 

gctggcgctt tttacttttt gtgccaaact ctacacatga aacacttttg gaataactac 
180 

agacatgact ttctttatct ggggaaaagg agggcattaa accagattag gggctgggag 
240 

gggaggttgt caggggatga gctgctcctg aggaagaggc agagatcaag cttcactcag 
300 

cagctggatt ctcacctagt ttatagactg aaatcctgca aggtggttac aacagtgaac 
360 

aatatgttca tacataaaga ctctaccctc aggtgatca 
399 

<210> 2072 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 2072 

Met Thr Leu Ser Pro Leu Thr Ser Asp Ala Gly Ala Phe Tyr Phe Leu 

15 10 15 

Cys Gin Thr Leu His Met Lys His Phe Trp Asn Asn Tyr Arg His Asp 
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20 25 30 

Phe Leu Tyr Leu Gly Lys Arg Arg Ala Leu Asn Gin He Arg Gly Trp 

35 40 45 

Glu Gly Arg Leu Ser Gly Asp Glu Leu Leu Leu Arg Lys Arg Gin Arg 

50 55 60 

Ser Ser Phe Thr Gin Gin Leu Asp Ser His Leu Val Tyr Arg Leu Lys 
65 70 75 80 

Ser Cys Lys Val Val Thr Thr Val Asn Asn Met Phe He His Lys Asp 
85 90 95 

Ser Thr Leu Arg 
100 

<210> 2073 

<211> 339 

<212> DNA 

<213> Homo sapiens 

<400> 2073 

ggatccactt ctgtgccttt ccagcttcta gaggctgcct gcgttccttg gctcgtggcc 
60 

ccttcctcca ccttcaagcc agcagcggag gcctgagtcc ttctcatgcc atctctctgt 
120 

tctctctcct gcctcctcct ccacactgaa ggacccctgt gatcacactg gcccccccac 
180 

cggatgaccc aggataatcc atctccctgt ttgaaggtcg gctgattagc aaccttcatt 
240 

ccatctgcct ccttcattcc ccctggccat gtaatgggat tcacagcttc tggggattag 
300 

gacatggaca tcttgtggcg ggggcataat tctgtcgac 
339 

<210> 2074 
<211> 85 
<212> PRT 

<213> Homo sapiens 
<400> 2074 


Met Lys Glu Ala 

Asp 

Gly Met Lys Val" Ala 

Asn Gin Pro Thr Phe Lys 

1 

5 

10 

15 

Gin Gly Asp Gly 

Leu 

Ser Trp Val He Arg 

Trp Gly Gly Gin Cys Asp 

20 


25 

30 

His Arg Gly Pro 

Ser 

Val Trp Arg Arg Arg 

Gin Glu Arg Glu Gin Arg 

35 


40 

45 

Asp Gly Met Arg 

Arg 

Thr Gin Ala Ser Ala 

Ala Gly Leu Lys Val Glu 

50 


55 

60 

Glu Gly Ala Thr 

Ser 

Gin Gly Thr Gin Ala 

Ala Ser Arg Ser Trp Lys 

65 . 


70 

75 80 

Gly Thr Glu Val 

Asp 
85 




<210> 2075 

<211> 481 

<212> DNA 

<213> Homo sapiens 
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<400> 2075 

ntggccaggt tgacctcaaa ggtgtacatt gttttatgtg gcgacaatgg actgtcagaa 
60 

accaaggagc tctcctgtcc agagaagtcc ctgtttgaaa ggaattccag acacaccttt 
120 

atcctgagcg ctcctgccca actgggcctg ctgaggaaga tccgcctctg gcacgacagc 
180 

cgtgggcctt ccccaggctg gttcatcagc cacgtgatgg tgaaggagct gcacacggga 
240 

cagggctggt tcttccctgc ccagtgctgg ctgtctgccg gcaggcatga tggtcgcgtg 
300 

gagcgggagc tcacctgtct gcaaggggga ctcggcttct ggaagctttt ctattgcaag 
360 

ttcacagagt acctggagga tttccatgtc tggctgtcgg tgtacagcag gccctcctcc 
420 

agccgctacc tgcacacgcc gcgccccacc gtgtccttct ccctgctgtg cgtctacgcg 

480 

t 

481 

<210> 2076 
<211> 160 
<212> PRT 

<213> Homo sapiens 
<400> 2076 


Xaa Ala 

Arg Leu 

Thr 

Ser 

Lys 

Val Tyr 

He 

val 

Leu 

Cys 

Gly 

Asp 

Asn 

1 

5 




10 





15 


Gly Leu 

Ser Glu 

Thr 

Lys 

Glu 

Leu Ser 

Cys 

Pro 

Glu 

Lys 

Ser 

Leu 

Phe 

20 




25 





30 



Glu Arg 

Asn Ser 

Arg 

His 

Thr 

Phe lie 

Leu 

Ser 

Ala 

Pro 

Ala 

Gin 

Leu 

35 




40 




45 




Gly Leu 

Leu Arg Lys 

He 

Arg 

Leu Trp 

His 

Asp 

Ser 

Arg 

Gly 

Pro 

Ser 

50 




55 




60 





Pro Gly 

Trp Phe 

lie 

Ser 

His 

Val Met 

Val 

Lys 

Glu 

Leu 

His 

Thr 

Gly 

65 


70. 




75 





80 

Gin Gly 

Trp Phe 

Phe 

Pro 

Ala 

Gin Cys 

Trp 

Leu 

Ser 

Ala 

Gly 

Arg 

His 

85 




90 





95 


Asp Gly 

Arg Val 

Glu 

Arg 

Glu 

Leu Thr 

Cys 

Leu 

Gin 

Gly 

Gly 

Leu 

Gly 

100 




105 





HO 



Phe Trp 

Lys Leu 

Phe 

Tyr 

Cys 

Lys Phe 

Thr 

Glu 

Tyr 

Leu 

Glu 

Asp 

Phe 

115 




120 




125 




His Val 

Trp Leu 

Ser 

Val 

Tyr 

Ser Arg 

Pro 

Ser 

Ser 

Ser 

Arg 

Tyr 

Leu 

130 




135 




140 





His Thr 

Pro Arg 

Pro 

Thr 

Val 

Ser Phe 

Ser 

Leu 

Leu 

Cys 

Val 

Tyr 

Ala 

145 


150 




155 





160 


<210> 2077 

<2ll> 1410 

<212> DNA 

<213> Homo sapiens 

<400> 2077 
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ncagagtgtt ttgagctatc 
60 

caaattgaac ccaactgttt 
120 

tttttttttt tttttttttt 
180 

ctttggtcta cagtgagaga 
240 

agtccaggag ccttaggaag 
300 

aagagccagt gaggccacct 
360 

ctgggtcccc gagcacagtg 
420 

ggcagcatgg gaaaggctca 
480 

cctccctcgc aagagcaggc 
540 

gcggctgtgc agcgcttacc 
600 

tctgctggtc cagcacagcc 
660 

tgctggagta gacaagcagc 
720 

cggcgaggct ccggggggcc 
780 

ctgcacgcag ctcctgcagc 
840 

gcgtgagcag gcagcggtac 
900 

tcatgcgcag tctcagcagc 
960 

ccacagcact gagcctgggc 
1020 

gggttttggc agcggcggca 
1080 

acaggctcga gttctgggaa 
1140 

ccttctcctt gagtgtgaag 
1200 

ggtccctgag gcccgcccca 
1260 

cccccactga cagcagccgg 
1320 

ggcccttggt gggtctcgtg 
1380 

^ggcggaggc tgtcgtgcca 
1410 

<210> 2078 
<211> 106 
<212> PRT 

<213> Homo sapiens 


tggtatccca aatgatgtga 
gcgaattcgg cacgagtaaa 
ttttgctttc taaagtggct 
aaacagaggg agccaggaaa 
gctgaaacaa gccctgacca 
ggtccagttc accaggtttc 
ccagggaaga cacccccaat 
gactgcaggt tcatcccgca 
ttgtgcacag cccggcacag 
agggggagga gttcagccat 
actcgcagct tgagggccgc 
tgggnnggct ccatgcaggc 
tnnccccaca gacatggtct 
ctgtgcagac actggcccac 
tcctgcatcc agtccatggg 
gagcaggcct tccgcaggcg 
tggggcccgc ctgaagctgt 
tccgtggaat cactggtctg 
gctgctttcc tgaatgccgc 
gcttctgggg cctgaggagc 
ggcctggggg ttcgggctcc 
cgctcagggt ggcccttggc 
tctgaagcat ggccaccagc 
gaagaggtga 


atactttcag 

aaaccaatgg 

gatcttttct 

ttttttttgt 

ttaatatcac 

acaagcggct 

ggctccccgc 

tggcctctgg 

gcaggcttag 

ttgtcctgag 

ccagggaagc 

acaggcatct 

ccccatctga 

acaggccgag 

ggatggtaag 

gacacgtgct 

ggccagccag 

ggcggcccct 

caggaccttt 

tccaagtgga 

cagggtctgc 

agctcctggg 

tccgctctac 

ccccacagga 

tggtggctgt 

tccgccaccg 

catggcctgc 

agcccctcca 

ggctgctgag 

agctcctccc 

ccccgcctcc 

gcctccacct 

ctgcatgttc 

tggaggaact 

tgtggaactg 

agctgggccc 

aggcagccgc 

agcaggtgcc 

agcggatggg 

gccatttgct 

catcccaaca 

cgggtcccat 

aggcaccgtg 

gtctggcgga 

ttggcctggg 

gaatgcggtg 
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<400> 2078 


Gly His 

Leu 

vai 

Gin pne inr 

Arg rue 

Pro 

Arg Glu Ala 

ril n Ala. 

Ser 

1 



5 


10 



13 


Leu Gly 

Pro 

Arg 

Ala Gin Cys 

Gin Gly 

Arg 

His 

Pro Gin 

Ser Pro 

Ser 



20 


25 




3° 


Glu Gin 

Ala 

Glu 

Gly Ser Met 

Gly Lys 

Ala 

Gin 

Thr Ala 

Gly Ser 

Ser 


35 



40 



45 



Arg Arg 

Met 

Val 

Arg Thr Arg 

Ala Pro 

Pro 

Ser 

Gin Glu 

Gin Ala 

Cys 

50 



55 




60 



Ala Gin 

Pro 

Gly 

Thr Gly Pro 

Ala Arg 

Ala 

Ala 

Pro Ala 

Ala Val 

Gin 

65 



70 



75 



80 

Arg Leu 

Pro 

Gly 

Gly Gly Val 

Gin Pro 

Ser 

Gly 

Pro Phe 

Pro Ser 

Gly 




85 


90 



95 


Ser Ala 

Gly 

Pro 

Ala Gin Pro 

Leu Ala 

Ala 







100 


105 







<210> 2079 

<211> 565 

<212> DNA 

<213> Homo sapiens 


<400> 2079 

atttacctcg caaccgaccc tgatcgtgaa ggtgaaagca tcagctggca catccagcag 
60 

gtactggcgg tcaaatccta caaacgcatt accttcaacg agatcactct caagcgcgtt 
120 

gaagaggcac tggccaatcc tcgacaaatc gatctgaaca gagttgcctc acaggaatgc 
180 

cggcgtgtgc ttgaccgctt ggtggggtac ctggtgaccc aagagttgcg gcgcctgatg 
240 

ggcaaaccta cttccgctgg ccgcgttcaa tcacccgccg tgtttcttgt ggtcttgcgc 
300 

gaacgcgaga tccgcaactt tcaggtgatc aatcactttg gcgtgcgtct gttctttgcc 
360 

gatgtaagtc ggggcaccac ttggtatgcc gagtggcaac cggtaccgga tttcgcaagc 
420 

aagcacttcc cctatgttca ggatagcaac ctggctcagc acgtcgccgg cactcgaaat 
480 

gtggtcgtgg agtcctgcga ggatcgcaag gccgagcgtc atcctcctgc accattcatc 
540 

tcatccactc ttcaacaggc cgcca 
565 

<210> 2080 
<211> 188 
<212> PRT 

<213> Homo sapiens 
<400> 2080 

He Tyr Leu Ala Thr Asp Pro Asp Arg Glu Gly Glu Ser He Ser Trp 

15 10 15 

His He Gin Gin Val Leu Ala Val Lys Ser Tyr Lys Arg He Thr Phe 

20 25 ^ 30 

Asn Glu He Thr Leu Lys Arg Val Glu Glu Ala Leu Ala Asn Pro Arg 
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35 


40 

45 

Val 


Gin 

He 

Asp Leu Asn Arg 

Val 

Ala Ser 

Gin Glu Cys Arg Arg 

Leu 


50 

55 


60 



Asp 

Arg 

Leu Val Gly Tyr 

Leu 

Val Thr 

Gin Glu Leu Arg Arg Leu 

Met 

65 

70 



75 


80 

Gly 

Lys 

Pro Thr Ser Ala Gly Arg Val 

Gin Ser Pro Ala Val 

Phe 

Leu 

. 85 . 



90 

95 

His 

Val 

Val 

Leu Arg Glu Arg 

Glu 

He Arg 

Asn Phe Gin Val He 

Asn 



100 


105 

110 



Phe 

Gly 

Val Arg Leu Phe 

Phe 

Ala Asp 

Val Ser Arg Gly Thr 

Thr 

Trp 


115 


120 

125 



Tyr 

Ala 

Glu Trp Gin Pro 

Val 

Pro Asp 

Phe Ala Ser Lys His 

Phe 

Pro 

130 


135 


140 



Tyr 

Val 

Gin Asp Ser Asn 

Leu 

Ala Gin 

His Val Ala Gly Thr Arg 

Asn 

145 


150 



155 


160 

Val 

Val 

Val Glu Ser Cys Glu Asp Arg 

Lys Ala Glu Arg His 

Pro 

Pro 



165 



170 

175 


Ala 

Pro 

Phe He Ser Ser 

Thr 

Leu Gin 

Gin Ala Ala 





180 


185 





<210> 2081 

<211> 319 

<212> DNA 

<213> Homo sapiens 

<400> 2081 

aagcttatgg aaaaacgggg atacggagag gagtatataa atcgctataa aatgatgaca 
60 

aggttccatc atcaacgggt tccactagta attttggtgt gtggaactgc ctgtactgga 
120 

aaatcaacaa tcgctacaca acttgctcag aggctcaatt tgcctaatgt tttgcagacg 
180 

gacatggtgt atgagctgct gcggacatca acagatgcgc cacttacttc agttcctgtg 
240 

tgggctcgcg attttaattc acctgaagag cttatcactg aattctgcag agaatgcaga 
300 

gttgtacgca agggtttgg 
319 


<210> 2082 

<211> 106 

<212> PRT 

<213> Homo sapiens 


<400> 2082 

Lys Leu Met Glu Lys Arg Gly Tyr 

1 5 
Lys Met Met Thr Arg Phe His His 
20 

Val Cys Gly Thr Ala Cys Thr Gly 

35 40 
Ala Gin Arg Leu Asn Leu Pro Asn 

50 55 
Glu Leu Leu Arg Thr Ser Thr Asp 


Gly Glu Glu Tyr He Asn Arg Tyr 

10 15 
Gin Arg Val Pro Leu Val He Leu 
25 30 
Lys Ser Thr He Ala Thr Gin Leu 
45 

Val Leu Gin Thr Asp Met Val Tyr 
60 

Ala Pro Leu Thr Ser Val Pro Val 
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65 70 75 80 

Trp Ala Arg Asp Phe Asn Ser Pro Glu Glu Leu He Thr Glu Phe Cys 

85 90 95 

Arg Glu Cys Arg Val Val Arg Lys Gly Leu 
100 105 

<210> 2083 

<211> 382 

<212> DNA 

<213> Homo sapiens 

<400> 2083 

nngcctgatt gcgacatggc cgtcgagtgc gctgtaacac gcaagcagct atataccatc 
60 

atacctactg ttgaatgcaa ctgtggccac gttttctgct ttggctgtgg tttggatgga 
120 

caccagccgg tcatttgtgc tgttgtccgc ttgtggctga aaaaatgtgc ggatgacagt 
180 

gagacgtcca actggatcgg cgctaatacc aaggaatgcc ccaaatgctg ttcgacgatt 
240 

gaaaagaatg gcggatgtaa tcatatgacg tgtcgcaagt gcaaatacga attttgttgg 
300 

atttgctcgg gcccatggtc ggagcacgga aacaactatt acaactgcaa tcggtacgat 
360 

gaaaaggcag gagatgaagg tn 
382 

<210> 2084 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 2084 


Xaa 

Pro 

Asp 

Cys 

Asp Met 

Ala Val 

Glu 

Cys 

Ala 

Val Thr 

Arg 

Lys 

Gin 

1 ' 




5 



10 




•15 


Leu 

Tyr 

Thr 

He 

He Pro 

Thr Val 

Glu 

Cys 

Asn 

Cys Gly 

His 

Val 

Phe 



20 



25 




30 



Cys 

Phe 

Gly 
35 

Cys 

Gly Leu 

Asp Gly 
40 

His 

Gin 

Pro 

Val He 
45 

Cys 

Ala 

val 

Val 

Arg 
50 

Leu 

Trp 

Leu Lys 

Lys Cys 
55 

Ala 

Asp 

Asp 

Ser Glu 
60 

Thr 

Ser 

Asn 

Trp 

He 

Gly 

Ala 

Asn Thr 

Lys Glu 

Cys 

Pro 

Lys 

Cys Cys 

Ser 

Thr 

lie 

65 




70 




75 




80 

Glu 

Lys 

Asn 

Gly 

Gly Cys 

Asn His 

Met 

Thr 

Cys 

Arg Lys 

Cys 

Lys 

Tyr 




85 



90 




95 


Glu 

Phe 

Cys 

Trp 
100 

He Cys 

Ser Gly 

Pro 
105 

Trp 

Ser 

Glu His 

Gly 
110 

Asn 

Asn 

Tyr 

Tyr 

Asn 
115 

Cys 

Asn Arg 

Tyr Asp 
120 

Glu 

Lys 

Ala 

Gly Asp 
125 

Glu 

Gly 



<210> 2085 

<211> 478 

<212> DNA 

<213> Homo sapiens 
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<400> 2085 

nnggatccca aagaccgcga tattgccatg gtgttccaaa actatgccct ctacccgcac 
60 

atgactgtcg ccgacaacat gggttttgcc ctcaaactgg cgaaagtgga taagaaagaa 

atccggcgtc gcgtggagga agccgccgaa ctcctcgacc tcaccgacta tctggaccgc 
180 

aaacccaagg cactctccgg tggccagcgg cagcgcgtcg ccatggggcg cgctattgtt 

240 

cgttcccccc gcgtcttctt gatggacgag cctctttcta acctggatgc gcgtctgcgt 
300 

gtccgcaccc gcgcccagat tgcggaactg cagcgccgcc tgggcaccac caccgtttat 
360 

gtcacccatg accaggtgga ggctatgacg atgggggatc gtgtggctgt tctctgtgcc 
420 

gggaaactgc agcaggtgga tactccacgt aatcttttcg accaccccgc taacgcgt 
478 

<210> 2086 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 2086 

Xaa Asp Pro Lys Asp Arg Asp He Ala Met Val Phe Gin Asn Tyr Ala 

1 ^5 10 15 

Leu Tyr Pro His Met Thr Val Ala Asp Asn Met Gly Phe Ala Leu Lys 

20 25 30 

Leu Ala Lys Val Asp Lys Lys Glu lie Arg Arg Arg Val Glu Glu Ala 

35 40 45 

Ala Glu Leu Leu Asp Leu Thr Asp Tyr Leu Asp Arg Lys Pro Lys Ala 

50 55 60 

Leu Ser Gly Gly Gin Arg Gin Arg Val Ala Met Gly Arg Ala He Val 
65 * 70 75 80 

Arg Ser Pro Arg Val Phe Leu Met Asp Glu Pro Leu Ser Asn Leu Asp 

85 90 95 

Ala Arg Leu Arg val Arg Thr Arg Ala Gin He Ala Glu Leu Gin Arg 

100 105 HO 

Arg Leu Gly Thr Thr Thr Val Tyr Val Thr His Asp Gin Val Glu Ala 

115 120 125 

Met Thr Met Gly Asp Arg Val Ala Val Leu Cys Ala Gly Lys Leu Gin 

130 * 135 140 

Gin Val Asp Thr Pro Arg Asn Leu Phe Asp His Pro Ala Asn Ala 
145 150 155 

<210> 2087 
<211> 731 
<212> DNA 

<213> Homo sapiens 
<400> 2087 

gataattctc tacacggcat gagctgggga cgtacccccc ttgccaacgt cacctcacgg 
60 
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tcgtaccgtg gtgattagca gctagccgag gcgctagccg ccatataaga ttcccaaatt 
120 

aaaagaaaaa gcattgcgtc ggccaagaat tgctgtcgct gctgcaacgg ctactgcgct 
180 

ggtcggatca atcgcagcaa tcaccccctc ccccaggcag aagctaactc caataggcca 
240 

cgctcggtag ctcaagccgc tatcgccacg gatggaaagg ggataatcaa caaggactgc 
300 

cgtgatgcag tcatcaacga tgcaaagctg cgtgccgcga ttgccggtgc gttggttaag 
360 

gctggattta gttccgccga cgcggtggct ctagcgccgc gtattgccag agaaatggca 
420 

aaagagggcg tcctcctcat caaccaccac aagctaaagg ctctcatcgg agcccaggtg 
480 

ggtctgctca ctgatgcgaa gatccagcgt gctgccgctg cagtggacct cggcatcaaa 

540 

gccactctag ctgcgacaat cattcccaac gcgctgcatt cagcggcatt caaggatgcg 
600 

gtggtcgcaa atcttgtcgc cgccggtctg acaagaagtt ggcaaaggct acggctgtcg 
660 

ccattgccgc aactgcgctc aatcccgctc tcgggccgat cgcaaagact gaggccatta 
720 

aggctgagat c 
731 

<210> 2088 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 2088 


Met Ala 

Lys 

Glu 

Gly Val 

Leu Leu He 

Asn His His Lys Leu Lys Ala 

l 


5 


10 15 

Leu He 

Gly 

Ala 

Gin Val 

Gly Leu Leu 

Thr Asp Ala Lys He Gin Arg 



20 


25 

30 

Ala Ala 

Ala 

Ala 

Val Asp 

Leu Gly He 

Lys Ala Thr Leu Ala Ala Thr 


35 



40 

45 

He He 

Pro 

Asn 

Ala Leu 

His Ser Ala 

Ala Phe Lys Asp Ala Val Val 

50 




55 

60 

Ala Asn 

Leu 

Val 

Ala Ala 

Gly Leu Thr 

Arg Ser Trp Gin Arg Leu Arg 

65 



70 


75 80 

Leu Ser 

Pro 

Leu 

Pro Gin 

Leu Arg Ser 

He Pro Leu Ser Gly Arg Ser 




85 


90 95 

Gin Arg 

Leu 

Arg 

Pro Leu 

Arg Leu Arg 




100 


105 



<210> 2089 

<211> 315 

<212> DNA 

<213> Homo sapiens 

<400> 2089 

accggtgtgg accaggctca gctgcgcgac gccatgtttt cctaccttcc ccaccacaag 
60 
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ctcggggaat tcgacatcga tctgttgctg gaccatcgcg attcccgtca gcccatcatc 
120 

ttcgacaccg accacttcga ggggtacgag cgcccccgcc tcgtgctgca cgaagtcacc 
180 

gatcaacttg gccaagcgtt ccttgtattg gaaggcccag agccggctct cggctgggaa 
240 

tcgttgg^gg cgtctctcac gagtcttgtc gactctatgg ggatccgtct gaccggcatt 
300 

accgattcga tcccg 
315 

<210> 2090 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<400> 2090 


Thr Gly 

Val 

Asp 

Gin Ala Gin Leu Arg 

Asp 

Ala Met Phe Ser Tyr 

Leu 

1 


5 

10 

15 


Pro His 

His 

Lys 

Leu Gly Glu Phe Asp 

He 

Asp Leu Leu Leu Asp 

His 



20 

25 


30 


Arg Asp 

Ser 

Arg 

Gin Pro He He Phe 

Asp 

Thr Asp His Phe Glu 

Gly 

35 


40 


45 


Tyr Glu 

Arg 

Pro 

Arg Leu Val Leu His 

Glu 

Val Thr Asp Gin Leu 

Gly 

50 



55 


60 


Gin Ala 

Phe 

Leu 

Val Leu Glu Gly Pro 

Glu Pro Ala Leu Gly Trp 

Glu 

65 



70 


75 

80 

Ser Leu 

Val 

Ala 

Ser Leu Thr Ser Leu 

Val 

Asp Ser Met Gly He 

Arg 




85 

90 

95 


Leu Thr 

Gly 

lie 

Thr Asp Ser He Pro 






100 

105 





<210> 2091 

<211> 322 

<212> DNA 

<213> Homo sapiens 

<400> 2091 

actcttgtcc attgtctctg tctctgcgtt tttctctctg tctctctgtg tctctgtctc 
60 

tgtgtccctg tccagttctg tnnctgtgtg tgcgcgcatc tctctctgtg tctctgtnng 
120 

agtctctgtc tcttttgtct ctgtctctct ctgtgtctct gcccattttg gtctctgctt 
180 

tctttcctct gtgtgtctct ccatttctgt ctctcttcct ctgtctctct ccatttctgt 
240 

ctctgctctt tttctctctg tgtgtctctt ttgtctctct gtttctctgc gtgtctctgt 
300 

ccatttctgt cccttcacgc gt 
322 

<210> 2092 
<211> 107 
<212> PRT 
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<213> Homo sapiens 


<400> 2092 

Thr Leu Val His Cys Leu Cys Leu Cys val Phe Leu Ser Val Ser Leu 

15 10 15 

Cys Leu Cys Leu Cys Val Pro Val Gin Phe Cys Xaa Cys Val Cys Ala 

20 25 30 

His Leu Ser Leu Cys Leu Cys Xaa Ser Leu Cys Leu Phe Cys Leu Cys 

35 40 45 

Leu Ser Leu Cys Leu Cys Pro Phe Trp Ser Leu Leu Ser Phe Leu Cys 

50 55 60 

Val Ser Leu His Phe Cys Leu Ser Ser Ser Val Ser Leu His Phe Cys 
65 70 75 80 

1 Leu Cys Ser Phe Ser Leu Cys Val Ser Leu Leu Ser Leu Cys Phe Ser 
85 90 95 

Ala Cys Leu Cys Pro Phe Leu Ser Leu His Ala 
100 105 

<210> 2093 
<211> 324 
<212> DNA 

<213> Homo sapiens 
<400> 2093 

gccggcgtca tgcaaacgat caaggtggcg caatttcgcc tctgccatag tcgaaaaatg 
60 

tttgtggtgg cctacccgcg agagacccag gagatggtgc tcgatgcgca taaccgcgcc 
120 

tttgcgttct ttggcggcgt accgcagcgg gttatctacg acaaccttaa aaccgcagtg 
180 

gatgcgatct tggtcggcaa ggatcgaatc ttcaaccggc gcttcctggc gttggctaat 
240 

cattacctgt ttgaacctgt agcctgtacg cctgctgctg gctgggagaa gggccaagtt 
300 

gagaatcaag ttcgcaacat acgc 
324 


<210> 2094 

<211> 108 

<212> PRT 

<213> Homo sapiens 


<400> 2094 












Ala Gly Val 

Met 

Gin 

Thr 

He 

Lys Val 

Ala 

Gin 

Phe 

Arg 

Leu Cys 

His 

1 


5 




10 




15 


Ser Arg Lys 

Met 

Phe 

Val 

Val 

Ala Tyr 

Pro 

Arg 

Glu 

Thr 

Gin Glu 

Met 


20 




25 





30 


Val Leu Asp 

Ala 

His 

Asn 

Arg 

Ala Phe 

Ala 

Phe 

Phe 

Gly 

Gly Val 

Pro 

35 





40 




45 



Gin Arg Val 

He 

Tyr 

Asp 

Asn 

Leu Lys 

Thr Ala 

Val 

Asp 

Ala He 

Leu 

50 




55 




60 




Val Gly Lys 

Asp 

Arg 

lie 

Phe 

Asn Arg Arg 

Phe 

Leu 

Ala 

Leu Ala 

Asn 

65 



70 




75 




80 

His Tyr Leu 

Phe 

Glu 

Pro 

Val 

Ala Cys 

Thr 

Pro 

Ala 

Ala 

Gly Trp. 

Glu 
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85 90 35 

Lys Gly Gin Val Glu Asn Gin Val Arg Asn He Arg 
100 105 

<210> 2095 

<211> 402 

<212> DNA 

<213> Homo sapiens 

<400> 2095 

cccgtcacag accaggaaga agcagacaat atgatcgctt ctttcgacac ttatgttcgc 
60 

accctgcccc ccgccgccaa tcttctgctt aaacaattcc atattgtgga tgttgcccgg 
120 

cgcgtggtgg gcgtgggttc agtgggcacc cactccctgg tactgctact gtccggcccc 
180 

aatgatgaac ctcttgtgct gcaagtgaaa gaagccctcc ccagtgtcct caccacccat 
240 

gggaaactgc cggatgcttt ttcggaactg tccgctgggg actcctccgg gctcctcccc 
300 

gataatcttg ataagcatat taaagccggc aatggctacc gggtggtggc gtgccagcag 
360 

attctgcagg cccactcgga tccgctgctg gggtggacgc gt 
402 

<210> 2096 
<211> 134 
<212> PRT 

<213> Homo sapiens 
<400> 2096 


Pro Val 

Thr Asp 

Gin Glu 

Glu Ala 

Asp 

Asn Met He 

Ala 

Ser 

Phe 

Asp 

1 



5 



10 



15 


Thr Tyr 

Val 

Arg 

Thr Leu 

Pro Pro 

Ala 

Ala Asn Leu 

Leu 

Leu 

Lys 

Gin 


20 



25 



30 



Phe His 

He 

Val 

Asp Val 

Ala Arg Arg 

Val Val Gly 

Val. 

Gly 

Ser 

Val 


35 


40 



45 




Gly Thr 

His 

Ser 

Leu Val 

Leu Leu 

Leu 

Ser Gly Pro 

Asn 

Asp 

Glu 

Pro. 

50 




55 


60 




His 

Leu Val 

Leu 

Gin 

Val Lys 

Glu Ala 

Leu 

Pro Ser Val 

Leu 

Thr 

Thr 

65 



70 



75 




80 

Gly Lys 

Leu 

Pro 

Asp Ala 

Phe Ser 

Glu 

Leu Ser Ala 

Gly 

Asp 

Ser 

Ser 



85 



90 



95 


Gly Leu 

Leu 

Pro 

Asp Asn 

Leu Asp 

Lys 

His He Lys 

Ala 

Gly 

Asn 

Gly 


100 



105 



110 



Tyr Arg 

Val 

Val 

Ala Cys 

Gin Gin 

lie 

Leu Gin Ala 

His 

Ser 

Asp 

Pro 

115 



120 



125 




Leu Leu 

Gly Trp 

Thr Arg 








130 












<210> 2097 

<2H> 641 

<212> DNA 

<213> Homo sapiens 
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<400> 2097 

ncgtttctca cccgccctcc agcctcatca 
60 


gcggagcagg 

cgtggccgca 

gagcagcggg 

120 



gccatgagca 

aggaggaggc 

cgaccaggta 

180 



cacccgcctc 

cacgcctcac 

ttcaggctcc 

240 



tgtcgctgct 

ccacatgctg 

tcactcgtct 

300 



ccgtccctct 

gcgtgtcact 

ctctgcctgt 

360 



tttattcggc 

tctatctgac 

cctggctctg 

420 



atgcccctca 

cactctctct 

cccccagccc 

480 



ctccagctgg 

cccttagttt 

gagccgagaa 

540 



tccctgcccc 

tgccaggggc 

tcccctcaga 

600 



cccaccatcc 

tgctgggccc 

gaagcccaca 

641 




gcagctgtgg gctcaggccc ccctcccgag 
gaggaggagc tgcagctcca gctggccctg 
ctgggcgtgc agctggggct gtctgtccgc 
ctcccagcca ggcgtgggcc tggccctcac 
cctccccagt cctgcctcat cctcacnccg 
cctcactggt tcagggaccc ccagcctctc 
cctctgactc tgcctctggc ccctcccgtc 
ccgtcctgcg gccccgagga cgacgcccag 
gagcatgata aggtcagagc agcctccctg 
ccagccccgt' cgccccttcc taagtcaccc 
ggctcacgcg t 


<210> 2098 
<211> 213 
<212> PRT 

<213> Homo sapiens 
<400> 2098 

Xaa Phe Leu Thr Arg Pro Pro Ala Ser Ser Ala Ala Val Gly Ser Gly 

15 10 15 

Pro Pro Pro Glu Ala Glu Gin Ala Trp Pro Gin Ser Ser Gly Glu Glu 

20 25 30 

Glu Leu Gin Leu Gin Leu Ala Leu Ala Met Ser Lys Glu Glu Ala Asp 

35 40 45 

Gin Val Leu Gly Val Gin Leu Gly Leu Ser Val Arg His Pro Pro Pro 

50 55 60 

Arg Leu Thr Ser Gly Ser Leu Pro Ala Arg Arg Gly Pro Gly Pro His 
65 70 75 80 

Cys Arg Cys Ser Thr Cys Cys His Ser Ser Pro Pro Gin Ser Cys Leu 

85 90 95 

He Leu Thr Pro Pro Ser Leu Cys Val Ser Leu Ser Ala Cys Pro His 

100 105 HO 

Trp Phe Arg Asp Pro Gin Pro Leu Phe He Arg Leu Tyr Leu Thr Leu 

115 120 125 

Ala Leu Pro Leu Thr Leu Pro Leu Ala Pro Pro Val Met Pro Leu Thr 

130 135 140 

Leu Ser Leu Pro Gin Pro Pro Ser Cys Gly Pro Glu Asp Asp Ala Gin 
145 150 155 160 

Leu Gin Leu Ala Leu Ser Leu Ser Arg Glu Glu His Asp Lys Val Arg 

165 170 175 

Ala Ala Ser Leu Ser Leu Pro Leu Pro Gly Ala Pro Leu Arg Pro Ala 
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180 185 190 

Pro Ser Pro Leu Pro Lys Ser Pro Pro Thr He Leu Leu Gly Pro Lys 

195 200 205 

Pro Thr Gly Ser Arg 
210 

<210> 2099 

<211> 347 

<212> DNA 

<213> Homo sapiens 

<400> 2099 

acgcgtgtgc cctgtcccct gccagacatg gacagcacct gcccacaggg gtgctcagtg 
60 

gaggcagtgc ccagggctgc tgtgcccatg cgtgtaccct gtcctctgcc agacgcggac 
120 

agcacctgcc cacggggtgc tcagtggagg cagtgcccag ggctgctgtg cccacgtgtg 
180 

tgccctcaga catccctccc cagacacttg ctgcatgacc caggaggtgg caggcagtgg 
240 

cagtattctg ttcaggtgag ctcagaggtg gcaggtgcct ggctgcggcc ctgcctcact 
300 

ccgacagcct ctgcctccag tccactggct catcccacat ggcctga 
347 

<210> 2100 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 2100 


Met Asp 

Ser 

Thr 

Cys Pro Gin 

Gly Cys 

Ser 

Val 

Glu Ala 

Val 

Pro 

Arg 

1 



5 


10 




15 


Ala Ala 

Val 

Pro 
20 

Met Arg Val 

Pro Cys 
25 

Pro 

Leu 

Pro Asp 

Ala 
30 

Asp 

Ser 

Thr Cys 

Pro 

Arg 

Gly Ala Gin 

Trp Arg 

Gin 

Cys 

Pro Gly 

Leu 

Leu 

Cys 

35 



40 



45 




Pro Arg 

Val 

Cys 

Pro Gin Thr 

Ser Leu 

Pro 

Arg 

His Leu 

Leu 

His 

Asp 

50 


55 




60 




Pro Gly 

Gly 

Gly 

Arg Gin Trp 

Gin Tyr 

Ser 

val 

Gin Val 

Ser 

Ser 

Glu 

65 



70 



75 




80 

Val Ala 

Gly 

Ala 

Trp Leu Arg 

Pro Cys 

Leu 

Thr 

Pro Thr 

Ala 

Ser 

Ala 



85 


90 




95 


Ser Ser 

Pro 

Leu 
100 

Ala His Pro 

Thr Trp 
105 

Pro 







<210> 2101 

<211> 549 

<212> DNA 

<213> Homo sapiens 

<400> 2101 

ctctctccga ccgcgttgac ggtccagccg gtccgcacgc cgtcatcgga atcggcatca 
60 
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acgtttcgat ggggcgtgac gaattgcccc tgccgacggc gacctctctg gctctgtgtg 
120 

ggttgaacca cgacaagaat gagttgctgg ccagccttct catccacctt gacgagctat 
180 

taacagtgtg gttggagacc ggaacggtgc gggatcagta tgtggcccgc tgtgacacca 
240 

ttggtactcc ggtccgtctg accttcgacc cagaaatcgt gggtggtggt gagggggcca 
300 

ttgagggcat cggtgtcgac gttgacgttg atggcgctat cgtggtggaa acttctgacg 
360 

ggcgtcgcag tttcaacgct gctgacgttc atcatttgcg aaccaggtga gttccgctac 
420 

ggcgtcctga gcgttcccac catctagact gctgactatg acgacccaca ttttggccct 
480 

tggtggtggc ggtttctcga tgtcgaaccg cggtgagcct accgctctcg accgtcacat 
540 

ccctgacct 
549 

<210> 2102 
<211> 113 
<212> PRT 

<213> Homo sapiens 


<400> 2102 


Met Gly 

Arg 

Asp 

Glu Leu 

Pro 

Leu Pro 

Thr 

Ala Thr 

Ser 

Leu 

Ala 

Leu 

l 

5 



10 




15 


Cys Gly 

Leu 

Asn 

His Asp 

Lys 

Asn Glu 

Leu 

Leu Ala 

Ser 

Leu 

Leu 

He 


20 



25 




30 



His Leu 

Asp 

Glu 

Leu Leu 

Thr 

Val Trp 

Leu 

Glu Thr 

Gly 

Thr 

Val 

Arg 


35 




40 



45 




Asp Gin 

Tyr 

Val 

Ala Arg 

Cys 

Asp Thr 

He 

Gly Thr 

Pro 

Val 

Arg 

Leu 

50 




55 



60 





Thr Phe 

Asp 

Pro 

Glu He 

Val 

Gly Gly 

Gly 

Glu Gly 

Ala 

He 

Glu 

Gly 

65 


70 




75 




60 

He Gly 

Val 

Asp 

Val Asp 

Val Asp Gly 

Ala 

He Val 

Val 

Glu 

Thr 

Ser 



85 



90 




95 


Asp Gly 

Arg 

Arg 

Ser Phe 

Asn 

Ala Ala 

Asp 

Val His 

His 

Leu 

Arg 

Thr 


100 



105 




110 




Arg 


<210> 2103 
<211> 459 
<212> DNA 

' <213> Homo sapiens 
<400> 2103 

nnacgcgtga cttatacacc gggacgcaat gcgacggcaa cggcagagca cactatcgcc 
60 

atgattatgg cggcagtgcg acagatcccc gcccaccatg agttactcgc ttcaggggtt 
120 

tgggaggggg acgcatatcg gtacgaccag gttggtatgg aaatcaaagg gaatgacgtc 
180 
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ggtatcgtcg gatgcggagc ggtcgggtgc cgggttgcgg ctgtgatggc ggccatgggt 
240 

gcgaccgtgc gtgtcttcga cccgtgggcc actcctgatt cttttccagc tggcgtgatg 
300 

gcatgtgatg atctcgatga ggttctgagg ctcagccgca tcctcactct ccacgctcgt 
360 

gccaacgagg acaaccgtca catgattggc gttgaacaat tagctgagat gcctgatggc 
420 

tccgtcctcg tcaactgtgc ccgtggctcg ctggtcgac 
459 

<210> 2104 

<211> 153 

<212> PRT 

<213> Homo sapiens 

<400> 2104 

Xaa Arg Val Thr Tyr Thr Pro Gly Arg Asn Ala Thr Ala Thr Ala Glu 

15 10 15 

His Thr He Ala Met lie Met Ala Ala Val Arg Gin He Pro Ala His 

20 25 30 

His Glu Leu Leu Ala Ser Gly Val Trp Glu Gly Asp Ala Tyr Arg Tyr 

35 40 45 

Asp Gin Val Gly Met Glu He Lys Gly Asn Asp Val Gly He Val Gly 

50 55 60 

Cys Gly Ala Val Gly Cys Arg Val Ala Ala Val Met Ala Ala Met Gly 
65 70 75 80 

Ala Thr Val Arg Val Phe Asp Pro Trp Ala Thr Pro Asp Ser Phe Pro 

85 90 95 

Ala Gly Val Met Ala Cys Asp Asp Leu Asp Glu Val Leu Arg Leu Ser 

100 105 HO 

Arg He Leu Thr Leu His Ala Arg Ala Asn Glu Asp Asn Arg His Met 

115 120 125 

He Gly Val Glu Gin Leu Ala Glu Met Pro Asp Gly Ser Val Leu Val 

130 135 140 

Asn Cys Ala Arg Gly Ser Leu Val Asp 
145 150 

<210> 2105 

<211> 4057 

<212> DNA 

<213> Homo sapiens 

<400> 2105 

nnggaaaagc tccgtctagg gggcccccag catgcctgga agtcttgtgc atctgcctag 
60 

agctgaagct ttgggtctgt cctggctttg ccaggcagcc agttttattt cctttgttca 
120 

cccctatatg gctccagtcg gttttggggg gggcagctaa gtgggggagg gggaacacaa 
180 

aagtttgggc aaaacattaa cctgacaaag cttgattccg gaaaaaaatc cctcaagagc 
240 

gcaaggccag cttagccaac tggcagctga gtggaaaggt tcagtcctct cgggcagctc 
300 
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cggtggcacc 

tagaggggag 

360 


cttactttgc 

ttcttgctgt 

420 


ctccagttgt 

ttcccctgga 

480 


agtgtctgat 

ttcagccagt 

540 


tgagcgaccg 

gccatgggac 

600 


agtcagtgct 

tccttggggc 

660 


tcttcaaggt 

cataaagtaa 

720 


ctagaagctc 

cgagttctct 

780 


ctcactaaca 

tggatcttgc 

840 


gcaggtgggt 

cggatgaggc 

900 


agctcctctc 

tgggagggaa 

960 


ctggtcctgg 

tggcccacag 

1020 


acagcagcca 

cggttctgca 

1080 


gcaggagcat 

taggctgtct 

1140 


gctttgacct 

ccaatagtaa 

1200 


ccccgagaaa 

atgccagtgt 

1260 


ccttctcgcc 

caggagcagt 

1320 


ttgcccagtc 

cagcagagca 

1380 


aacttctatt 

tggtatgaag 

1440 


actcggtctt 

gaggatattc 

1500 


aggacgcagc 

cctggactac 

1560 


ccttaaccca 

tctgagcctt 

1620 


tgctttctga 

ggtcctttgg 

1680 


attgggggtt 

ttgtaatgtt 

1740 


ctagaagagg 

agtcgagaca 

1800 


accaaactct 

tttttaaaat 

1860 


cttagttctt 

ggaggattat 

1920 



agggtgcagg ctttgaagcc 
taccagttgg cctgacctta 
gaaagccctg tcagcctgag 
gtcccttcct gtcccttcct 
tctgtcgtga taaccaagct 
atcactcggt aacatcatgg 
ccagagtgta ttccttttgt 
tactcccagc agtgaactca 
tgcactcttc tctgacacac 
tctgaactcc ggaatcctga 
cctccctgct aataatagct 
tgatattccc ccaagcctgg 
gcagggcagc ttcagtgtgg 
ggtggctctg cccatgaaga 
cttagcagca catatcacca 
cccggaactg ctggctccaa 
tgggcagcag gaaggaagcc 
gcacggtgcc caggacacag 
cactctattc agtcaccacc 
tggattaatc ctttctatgc 
aagtctggaa ctgacaagtt 
aaattctcat ttatttcctg 
agtcctgtgg ctccatggta 
gagatacttt gcctctatgc 
taagccacct tcagaggttc 
tagaattaac aagaaaaaaa 
aagagtactt ccccagtttt 


agaaagacat ggatgcaagt 
ggaaatgtta tttaatctct 
gatccaagac gcgtacgtaa 
ggggtgtgtg tcggttgccc 
tcagggtgtg ggaagaggac 
gcataaacaa aagtactcag 
tttcagatct cttacctcag 
gcagcccagg ccaaagtgag 
ctgccaatgc tagtggttct 
ctattgacgt cacttctgtg 
ccctagggcc gatggaaccc 
acagccctct ggttctcggg 
atgacgtgca gactgtgagt 
acttgagtga cgacccactg 
caccgacctc ttcgagcacc 
tcaaggtgga gccggactcg 
atgggctgcc ccagtccacg 
agctcagtgc aggcactggc 
atataggtca cttctctcat 
agacgtttct ggtttacaaa 
cttatgacct tgacaaatca 
cataaggaga tttggctaaa 
atgtgctcct ttccttgaag 
ttgtcagctc atgaccagtc 
aatggaaact ttaaaaccat 
aaagggtggg gtttatgagc 
gaggctggac agttaatata 
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ctttatatca attatacatt taatataatt 
1980 

gatagtctga ctttcctgac ctagatggga 
2040 

aggctaaatt tgatggtgac atttatattg 
2100 

cttttaaaaa atgttacatc ttttgcagta 
2160 

gctccatgga gccacctttc atttctttca 
2220 

atttctggtg tcttgcttgt cggtggcaga 
2280 

catagtagtt gctaagtgta caggtgactg 
2340 

gacaagtgct cagtcagtcc ctggtgccag 
2400 

aagctccctg gtgcagctgc agctgtgggt 
2460 

ttaaccccgt gttcattttc ttgctagctg 
2520 

tacaaatggt gtgtggtgaa tgggtcccag 
2580 

ttctcttcat agcgataagt gttaaactgt 
2640 

cagctgatgt cctctgagta ctgtctgact 
2700 

tcattattat ttttgtgtaa gactttgaca 
2760 

tacagtgggt ctctaaggtg ggacctgccc 
2820 

gtgaaaagtg tcgcggtaag gtgaccctgg 
2880 

agaaagcaga gaagtatgta attgatttta 
2940 

tttagactat gaaggaatga actttgcttc 
3000 

agctccaagt ttgttcggcc ctcgccacaa 
3060 

ttgctggtga ctctggtttt gggagctcgg 
3120 

ctgtagctcc. cttgctaccc ttcctttgtg 
3180 

ggtctcagga aagtgggggc tcagcaagaa 
3240 

aaaaaaagca gagaggagcg gggagcaatg 
3300 

gagcaagggc ctgagggttc tctgtcactg 
3360 

ctgtgctctt ggttttacgt ttctgttcag 
3420 

ttgaacttaa gggaaaaaat tagtaacaaa 
3480 

ttgcctaaac aagctttgtg aaagttaagc 
3540 


taatttaaaa taatttaaag attcttagga 
atgatcagat agggattttt tttgtggcac 
ttgagaatgt tacatcttat tttaccacaa 
ggatcagttg tgaggcacat agtagctgag 
gtcagagagg aggacagtct ctgtctctgc 
gccatgcttg ccggcatttg cttaggtggc 
ggcagggatg ggaggtggcc acaggtcaga 
gactgtgtgc ctcggtgcct tgggaaatgg 
ggaggtagag aagccagcaa gaccttggtc 
tgtgacgttg ggctacctcg cttctctgag 
gtatgctacg agctttgagg gctgctcttt 
ctttcttagg aaacgttcac agacttgcaa 
ccctcaggca agttcctgaa ttcagtacca 
aagtatagcc cctgccacca gagcagcctg 
cgggcctgcc atgcacgtgt gtgaaacagc 
gttacccagg caaggctcgg tgtttgtttc 
aaagtttctg tttaaaatat ttggctatgt 
tctggataag aaagtcacat acattgttcc 
gtggatgtag cgtttggccc tttgtgtgcc 
atatgtccca gaagcaggct tatggcactt 
tctagataag tgactgacat gcttttcttt 
ctgattaccg agccattcaa ctagccaagg 
caggcgaggc cgtgtgtgct gcagccggac 
ttactggcag aagaaacaca gcaggcgttt 
aatacccttt tatcaactcc ttagttttat 
attcccagca tcagtatgaa catattttat 
gttcaaacac cagtgtcagt tacctggaag 
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gctactaagg taaataagca aagcaggcca gttgtcagga aagcagagat tgtgcctggt 


3600 


gctgaatggc cttggggcct gatcttggca tggcagagac ctggggactg ccactgtccc 


3660 


caggtacgtg tacatggagc caaactgtgt gtcctgtggc attgtcagag ttatgttgaa 


3720 


atcttatttg aaaatgttag caacttactt gcatttttaa agaccaaaca agagctggta 


3780 


acctatggcc tcaagcatct gtccttccta aaaatggaat agtgggatgt agtgcttaat 


3840 


ggaaactgct aaatcttttt ctaaaaacta acagtggatt tttaaaatat attgtttttt 


3900 


gtgtatttca tttgtccttt gtatttatct aaaagggttg atatgatttt atatcttgct 
3960 

ctctattcct aatagtatta tgacttctta tttaaaataa ataacaattg ccggttttct 
4020 

gttaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaa 
4057 

<210> 2106 
<211> 240 
<212> PRT 

<213> Homo sapiens 
<400> 2106 

Ser Asn Gin Ser Val Phe Leu Leu Phe Ser Asp Leu Leu Pro Gin Leu 

15 10 15 

Glu Ala Pro Ser Ser Leu Thr Pro Ser Ser Glu Leu Ser Ser Pro Gly 

20 25 30 

Gin Ser Glu Leu Thr Asn Met Asp Leu Ala Ala Leu Phe Ser Asp Thr 

35 40 45 

Pro Ala Asn Ala Ser Gly Ser Ala Gly Gly Ser Asp Glu Ala Leu Asn 

50 55 60 

Ser Gly He Leu Thr He Asp Val Thr Ser Val Ser Ser Ser Leu Gly 
65 70 75 80 

Gly Asn Leu Pro Ala Asn Asn Ser Ser Leu Gly Pro Met Glu Pro Leu 

85 90 95 

Val Leu Val Ala His Ser Asp He Pro Pro Ser Leu Asp Ser Pro Leu 

100 105 HO 

Val Leu Gly Thr Ala Ala Thr Val Leu Gin Gin Gly Ser Phe Ser Val 

115 120 125 

Asp Asp Val Gin Thr Val Ser Ala Gly Ala Leu Gly Cys Leu Val Ala 

130 135 140 

Leu Pro Met Lys Asn Leu Ser Asp Asp Pro Leu Ala Leu Thr Ser Asn 
145 ISO 155 160 

Ser Asn Leu Ala Ala His He Thr Thr Pro Thr Ser Ser Ser Thr Pro 

165 170 175 

Arg Glu Asn Ala Ser Val Pro Glu Leu Leu Ala Pro He Lys Val Glu 

180 185 190 

Pro Asp Ser Pro Ser Arg Pro Gly Ala Val Gly Gin Gin Glu Gly Ser 

195 200 205 

His Gly Leu Pro Gin Ser Thr Leu Pro Ser Pro Ala Glu Gin His Gly 

210 215 220 

Ala Gin Asp Thr Glu Leu Ser Ala Gly Thr Gly Asn Phe Tyr Leu Val 
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225 230 235 240 

<210> 2107 

<211> 305 

<212> DNA 

<213> Homo sapiens 

<400> 2107 

ggtaccatcc ctcagcccca cccagacatg gctcaggtgc ctatgttgaa tctgctccca 
60 

agtcctggct tggctctcgt tccagatctt aatgattctt tgagtccagt ctcaggggag 
120 

gcctcaggcc tggtgtctga aaacaccccc agacctgatg acagcagagc tatcgctcca 
180 

gcctccctcc aaatcaccag ttcttgttct ggtgaacccc tggacctgga ttccaaggat 
240 

gtctcaaggc ctgactcaca ggggcgcctc tgtccagcct caaaccccat tctggcccnn 

300 

ccncn 

305 


<210> 2108 

<211> 92 

<212> PRT 

<213> Homo sapiens 


<400> 2108 

Met Ala Gin Val Pro Met Leu Asn 

1 5 
Leu val Pro Asp Leu Asn Asp Ser 
20 

Ser Gly Leu Val Ser Glu Asn Thr 

35 40 
He Ala Pro Ala Ser Leu Gin He 

50 55 
Leu Asp Leu Asp Ser Lys Asp Val 
65 70 
Leu Cys Pro Ala Ser Asn Pro He 
85 


Leu Leu Pro Ser Pro Gly Leu Ala 

10 15 
Leu Ser Pro Val Ser Gly Glu Ala 
25 30 
Pro Arg Pro Asp Asp Ser Arg Ala 
45 

Thr Ser Ser Cys Ser Gly Glu Pro 
60 

Ser Arg Pro Asp Ser Gin Gly Arg 

75 80 
Leu Ala Xaa Pro 
90 


<210> 2109 

<211> 700 

<212> DNA 

<213> Homo sapiens 


<400> 2109 

nacgcgtcac ccacgcagac catggcagcc gccgacggtt cgctcttcga caaccccagg 
60 

acgttctcca gacgtccccc agcccaggcg agtcggcaag caaaggctac gaaaagaaaa 
120 

taccaagcgt ccagtgaggc tcccccagcg aaacggagga acgaaacttc atttctccca 
180 

gccaagaaaa ctagtgttaa agaaactcag aggactttta aggggaacgc acaaaaaatg 
240 
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ttttctccaa agaagcattc ggttagcaca agtgatagaa accaggagga gagacagtgc 
300 

attaagactt catcactgtt taaaaacaac cctgacattc cagaactcca cagacctgtg 
360 

gtaaagcagg tgcaagaaaa agtgtttact tcagctgctt ttcatgagct gggcctccac 
420 

ccacatttaa tttccacaat aaatacggtc ttaaaaatgt ctagtatgac cagtgttcag 
480 

aagcaaagta ttcctgtgtt gctggaaggc agagatgctc tcgtgagatc ccagacgggc 
540 

tcaggtaaaa ttcttgccta ttgcatccct gtggtccagt cccttcaagc aatggagtca 
600 

aaaatacagc gcagtgatgg cccctatgcc ctggtgctcg tgccaacgag agaggtaagc 
660 

aggctccctt ttgggacaag ttttaagcac atgctttcat 
700 

<210> 2110 
<211> 233 
<212> PRT 

<213> Homo sapiens 


<400> 2110 












Phe 

Xaa Ala 

Ser 

Pro 

Thr 

Gin 

Thr 

Met 

Ala 

Ala 

Ala Asp 

Gly 

Ser 

Leu 

1 



5 





10 




15 


Asp Asn 

Pro 

Arg 

Thr 

Phe 

Ser 

Arg Arg 

Pro 

Pro Ala 

Gin 

Ala 

Ser 

Arg 


20 





25 




30 



Gin Ala 

Lys 

Ala 

Thr 

Lys 

Arg 

Lys 

Tyr 

Gin 

Ala Ser 

Ser 

Glu 

Ala 

Pro 


35 





40 




45 




Pro Ala 

Lys 

Arg 

Arg 

Asn 

Glu 

Thr 

Ser 

Phe 

Leu Pro 

Ala 

Lys 

Lys 

Thr 

50 




55 




60 





Ser Val 

Lys 

Glu 

Thr 

Gin 

Arg 

Thr 

Phe 

Lys 

Gly Asn 

Ala 

Gin 

Lys 

Met 

65 



70 





75 




80 

Phe Ser 

Pro 

Lys 

Lys 

His 

Ser 

Val 

Ser 

Thr 

Ser Asp 

Arg 

Asn 

Gin 

Glu 



85 





90 




95 


Glu Arg 

Gin 

Cys 

He 

Lys 

Thr 

Ser 

Ser 

Leu 

Phe Lys 

Asn 

Asn 

Pro 

Asp 


100 





105 




110 



lie Pro 

Glu 

Leu 

His 

Arg 

Pro 

Val 

Val 

Lys 

Gin Val 

Gin 

Glu 

Lys 

val 


115 





120 




125 




Phe Thr 

Ser 

Ala 

Ala 

Phe 

His 

Glu Leu Gly 

Leu His 

Pro 

His 

Leu 

He 

130 





135 




140 





Ser Thr 

lie 

Asn 

Thr 

Val 

Leu 

Lys 

Met 

Ser 

Ser Met 

Thr 

Ser 

Val 

Gin 

145 




150 





155 




160 

Lys Gin 

Ser 

He 

Pro 

Val 

Leu 

Leu Glu Gly 

Arg Asp 

Ala 

Leu 

Val 

Arg 



165 





170 




175 


Ser Gin 

Thr 

Gly 

Ser 

Gly 

Lys 

He 

Leu 

Ala 

Tyr Cys 

He 

Pro 

Val 

Val 



180 





185 




190 



Gin Ser 

Leu 

Gin 

Ala 

Met 

Glu 

Ser 

Lys 

He 

Gin Arg 

Ser 

Asp 

Gly 

Pro 


195 





200 




205 




Tyr Ala 

Leu 

Val 

Leu 

Val 

Pro 

Thr Arg 

Glu 

Val Ser 

Arg 

Leu 

Pro 

Phe 

210 





215 




220 





Gly Thr 

Ser 

Phe 

Lys 

His 

Met 

Leu 

Ser 








225 230 
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<210> 2111 

<211> 339 

<212> DNA 

<213> Homo sapiens 

<400> 2111 

acgcgttgcg ccggcccgga cccgatcatc gctgcccagc gtttcggtgc ggtttccgat 

caaatggaaa tcacccgcaa ggctctgaaa aagcacggtc gcggcaacaa gctggcaatt 
120 

gccgagctgg tggccctggc tgagctgttc atgccaatca agctggtgcc gaagcaattt 
180 

gaaggcctgg ttgagcgtgt gcgcagtgct cttgagcgtc tgcgtgccca agagcgcgca 
240 

atcatgcagc tctgcgtacg tgatgcacgc atgccgcgtg ccgacttcct gcgccagttt 
300 

ccgggcaacg aagtggatga aagctggacc gacgcactg 
339 

<210> 2112 

<211> 113 

<212> PRT 

<213> Homo sapiens 


Cys Ala 

Gly 

Pro Asp Pro 

He 

He Ala Ala 

Gin Arg Phe Gly 

5 



10 

15 

Ser Asp 

Gin 

Met Glu He 

Thr 

Arg Lys Ala 

Leu Lys Lys His 

20 



25 


30 

Gly Asn 

Lys 

Leu Ala He 

Ala 

Glu Leu Val 

Ala Leu Ala Glu 

35 


40 



45 

Met Pro 

He 

Lys Leu Val 

Pro 

Lys Gin Phe 

Glu Gly Leu Val 



55 


60 


Val Arg 

Ser 

Ala Leu Glu Arg 

Leu Arg Ala 

Gin Glu Arg Ala 


70 


75 

80 

Glh Leu 

Cys 

Val Arg Asp 

Ala 

Arg Met Pro 

Arg Ala Asp Phe 


85 



90 

95 . 

Gin Phe 

Pro 

Gly Asn Glu 

Val 

Asp Glu Ser 

Trp Thr Asp Ala 

100 


105 


110 


50 

Glu Arc 
65 

He Met 
Leu Arc 
Leu 


<210> 2113 
<211> 2329 
<212> DNA 

<213> Homo sapiens 
<400> 2113 

nnatacaaaa agcttttcat gtttgaacgt gttcaccatg gcgaggagct ccacatgccc 
60 

atcacagtaa tctggggcgt gtccccagaa gacaatggca acccactaaa tcccaagagt 
120 

aaagggaagt tgacattaga tagcagtttt aacatcgcca gcccagcttc ccaggcctgg 
180 
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attttgcact tctgtcaaaa 
240 

gacttcacca gctgcttcat 
300 

gagcctgccc tgtacccatg 
360 

gaactgtgca tcaagagagc 
420 

agcaaaaccc cagggccgag 

480 

ttccagagta cctacctctt 
540 

gtggactcgt ggatatccag 
600 

tttgtcagca atctggagtt 
660 

gccatggggc tgtcagttgc 
720 

atcataagcc tttatgccat 
780 

cttgtcctgc tgggctggga 
840 

ggcttgtctg tagactttgc 
900 

gaccgagaag gcaaagtgat 
960 

gccctgacca ccttcgtggc 
1020 

cagctgggca ccttcatgat 
1080 

ttccagtgca tgtgccggtg 
1140 

aaaaaactac agtgcagtgc 
1200 

caaagcaaaa cacataccat 
1260 

ctggagcatg agttttatga 
1320 

aagaccactt atgaagagac 
1380 

- ttagggatgc ctgtgcatgc 
1440 

actggctctg ccttgttaca 
1500 

ctgaatcaga gatgtagctg 
1560 

tgccagcaga tgggggactg 
1620 

cagatccaaa acggcgtggc 
1680 

caccccatca cgcacatcca 
1740 

atgcagaatt ctctgcctag 
1800 


actgagaaac caaacattct 
tgagacattc aaacagtgga 
ctgcagccac tggagcttcc 
tatcatggag ctggaaagga 
gtttgatatc aatgatacta 
cacactggct tatgaaaaga 
tgagctgagt tcggcccctg 
ctatgacctc caggatagcc 
tgttgcattt agcgtgatgc 
catttcaatt gctggaacga 
gctcaatgtg ttggaatctg 
cgtccattat ggggttgcct 
cttctctctg agtcgcgtgg 
aggggccatg atgattccct 
gctcatcatg tgtatcagtt 
ccttggacca cagggtacct 
cttttcccat gccttgtcta 
aaatgcttat catttagatc 
attagaacct ctggcttccc 
ccacatctgc tctgaatttt 
agcttacaac agtgaactca 
gccccctctt gaacagcata 
ccccgatgcc tacaaacact 
cttgtgccac cagtgctctc 
acctctgaag gccacacacc 
ccactgtccc tgcctgcagg 
gaattttttc ctccacccag 


tttaccagac tgatgaacag 
tggaaaacca ggactgtgat 
cctacaagca agagattttt 
gtacagggta ccatttggat 
tcagggcagt ggtgttagag 
tgcatcagtt ttataaagag 
aaggcctcag caatggttgg 
tctccgatgg caccctcatt 
tgctgacaac ttggaacatc 
tatttgtcac tgttggttct 
tcaccatttc ggttgccgtc 
accgcttggc tccagatccc 
gctctgcgat ggccatggct 
ccacagttct agcttacacc 
gggctttcgc caccttcttt 
gtggtcagat tcctttacct 
caagtcccag tgacaaggga 
ccaggggccc aaaatctgaa 
acagctgcac tgcccctgag 
tcaacagcca agcaaagaat 
gcaaaagcac tgaaagtgac 
ccgtgtgtca cttcttctct 
tgaactatgg cccacactct 
ctaccactag cagctttgtc 
aagctgtcga gggctttgtg 
gcagagtaaa gccagccgga 
tgcagcacat tcaggcccaa 
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gaaaaaattg gcaagaccaa tgtacacagt cttcagagga gcatagaaga gcatcttcca 
1860 

aagatggcag agccatcgtc atttgtctgc agaagcactg gatcgttact caaaacgtgt 
1920 

tgcgaccccg agaataaaca aagggaactc tgtaaaaata gagacgtgag caatctggag 
1980 

agcagtggag ggactgaaaa caaggcagga gggaaagtgg agctgagctt gtcacagacg 
2040 

gatgcaagtg tgaactcaga acatttcaat cagaatgaac caaaagtcct atttaatcat 
2100 

ttaatggggg aggctggttg taggtcttgc ccaaataatt cacaaagttg tggcagaatt 
2160 

gtgagagtga agtgcaattc tgtggactgt caaatgccaa acatggaagc caatgtgcct 
2220 

gctgtattaa cacactcgga actttctggt gaaagtttgt taataaaaac actataataa 
2280 

atgcagcatt caattcagaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaa 
2329 

<210> 2114 

<211> 758 

<212> PRT 

<213> Homo sapiens 


<400> 2114 













Glu 

Xaa Tyr 

Lys 

Lys 

Leu 

Phe 

Met 

Phe 

Glu 

Arg 

Val 

His 

His 

Gly 

Glu 

1 



5 





10 





15 


Leu 

His 

Met 

Pro 
20 

He 

Thr 

Val 

He 

Trp 
25 

Gly 

Val 

Ser 

Pro 

Glu 
30 

Asp 

Asn 

Gly Asn 

Pro 

Leu 

Asn 

Pro 

Lys 

Ser 

Lys 

Gly 

Lys 

Leu 

Thr 

Leu 

Asp 

Ser 



35 





40 





45 




Ser 

Phe 

Asn 

lie 

Ala 

Ser 

Pro 

Ala 

Ser 

Gin 

Ala 

Trp 

He 

Leu 

His 

Phe 


50 





55 





60 




Gin 

Cys 

Gin 

Lys 

Leu 

Arg 

Asn 

Gin 

Thr 

Phe 

Phe 

Tyr 

Gin 

Thr 

Asp 

Glu 

65 




70 





75 





80 

Asp 

Phe 

Thr 

Ser 

Cys 

Phe 

He 

Glu 

Thr 

Phe 

Lys 

Gin 

Trp 

Met 

Glu 

Asn 




85 





90 





95 


Gin 

Asp 

Cys 

Asp 

Glu 

Pro 

Ala 

Leu 

Tyr 

Pro 

Cys 

Cys 

Ser 

His 

Trp 

Ser 



100 





105 





110 



Phe 

Pro 

Tyr 
115 

Lys 

Gin 

Glu 

lie 

Phe 
120 

Glu 

Leu 

Cys 

He 

Lys 
125 

Arg 

Ala 

He 

Met 

Glu 

Leu 

Glu 

Arg 

Ser 

Thr 

Gly 

Tyr 

His 

Leu Asp 

Ser 

Lys 

Thr 

Pro 


130 





135 





140 





Gly Pro 

Arg 

Phe 

Asp 

He 

Asn 

Asp 

Thr 

He 

Arg Ala 

val 

Val 

Leu 

Glu 

14 5 




150 





155 





160 

Phe 

Gin 

Ser 

Thr 

Tyr 
165 

Leu 

Phe 

Thr 

Leu 

Ala 
170 

Tyr 

Glu 

Lys 

Met 

His 
175 

Gin 

Phe 

Tyr 

Lys 

Glu 

Val 

Asp 

Ser 

Trp 

He 

Ser 

Ser 

Glu 

Leu 

Ser 

Ser 

Ala 


180 





185 





190 



Pro 

Glu 

Gly 
195 

Leu 

Ser 

Asn 

Gly 

Trp 
200 

Phe 

Val 

Ser 

Asn 

Leu 
205 

Glu 

Phe 

Tyr 

Asp 

Leu 

Gin 

Asp 

Ser 

Leu 

Ser 

Asp 

Gly 

Thr 

Leu 

He 

Ala 

Met 

Gly 

Leu 

210 





215 





220 





Ser 

Val 

Ala 

Val 

Ala 

Phe 

Ser 

Val 

Met 

Leu 

Lfeu 

Thr 

Thr 

Trp 

Asn 

lie 
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225 230 235 240 

He He Ser Leu Tyr Ala He He Ser He Ala Gly Thr He Phe Val 

245 250 255 

Thr Val Gly Ser Leu Val Leu Leu Gly Trp Glu Leu Asn Val Leu Glu 

260 265 270 

Ser Val Thr He Ser Val Ala Val Gly Leu Ser Val Asp Phe Ala Val 

275 280 285 

His Tyr Gly Val Ala Tyr Arg Leu Ala Pro Asp Pro Asp Arg Glu Gly 

290 295 300 

Lys Val He Phe Ser Leu Ser Arg Val Gly Ser Ala Met Ala Met Ala 
305 310 315 320 

Ala Leu Thr Thr Phe Val Ala Gly Ala Met Met He Pro Ser Thr Val 

325 330 335 

Leu Ala Tyr Thr Gin Leu Gly Thr Phe Met Met Leu He Met Cys He 

340 345 350 

Ser Trp Ala Phe Ala Thr Phe Phe Phe Gin Cys Met Cys Arg Cys Leu 

355 360 365 

Gly Pro Gin Gly Thr Cys Gly Gin He Pro Leu Pro Lys Lys Leu Gin 

370 375 380 

Cys Ser Ala Phe Ser His Ala Leu Ser Thr Ser Pro Ser Asp Lys Gly 
385 390 395 400 

Gin Ser Lys Thr His Thr lie Asn Ala Tyr His Leu Asp Pro Arg Gly' 

405 410 415 

Pro Lys Ser Glu Leu Glu His Glu Phe Tyr Glu Leu Glu Pro Leu Ala 

420 425 430 

Ser His Ser Cys Thr Ala Pro Glu Lys Thr Thr Tyr Glu Glu Thr His 

435 440 445 

He Cys Ser Glu Phe Phe Asn Ser Gin Ala Lys Asn Leu Gly Met Pro 

450 455 460 

Val His Ala Ala Tyr Asn Ser Glu Leu Ser Lys Ser Thr Glu Ser Asp 
465 470 475 480 

Thr Gly Ser Ala Leu Leu Gin Pro Pro Leu Glu Gin His Thr Val Cys 

485 490 495 

His Phe Phe Ser Leu Asn Gin Arg Cys Ser Cys Pro Asp Ala Tyr Lys 

500 505 510 

His Leu Asn Tyr Gly Pro His Ser Cys Gin Gin Met Gly Asp Cys Leu 

515 520 525 

Cys His Gin Cys Ser Pro Thr Thr Ser Ser Phe Val Gin He Gin Asn 

530 535 540 

Gly Val Ala Pro Leu Lys Ala Thr His Gin Ala Val Glu Gly Phe Val 
545 550 555 560 

His Pro He Thr His He His His Cys Pro Cys Leu Gin Gly Arg Val 

565 570 575 

Lys Pro Ala Gly Met Gin Asn Ser Leu Pro Arg Asn Phe Phe Leu His 

580 585 590 

Pro Val Gin His He Gin Ala Gin Glu Lys He Gly Lys Thr Asn Val 

595 600 605 

His Ser Leu Gin Arg Ser He Glu Glu His Leu Pro Lys Met Ala Glu 

610 615 620 

Pro Ser Ser Phe Val Cys Arg Ser Thr Gly Ser Leu Leu Lys Thr Cys 
625 630 635 640 

Cys Asp Pro Glu Asn Lys Gin Arg Glu Leu Cys Lys Asn Arg Asp Val 

645 650 655 

Ser Asn Leu Glu Ser Ser Gly Gly Thr Glu Asn Lys Ala Gly Gly Lys 
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660 


665 670 

His 

Val 

Glu 

Leu 

Ser 

Leu 

Ser Gin Tnr Asp Ala ser vai ash aer uxu 



675 



680 685 

Glu 

Phe 

Asn 

Gin 

Asn 

Glu 

Pro Lys Val Leu Phe Asn His Leu Met Gly 


690 




695 700 

He 

Ala Gly 

Cys 

Arg 

Ser 

Cys Pro Asn Asn Ser Gin Ser Cys Gly Arg 

705 




710 715 

720 

Val 

Arg 

Val 

Lys 

Cys 

Asn Ser Val Asp Cys Gin Met Pro Asn Met 

Glu 



725 

730 735 


Ala 

Asn 

Val 

Pro 
740 

Ala 

Val Leu Thr His Ser Glu Leu Ser Gly Glu 
745 750 

Ser 

Leu 

Leu 

He 
755 

Lys 

Thr 

Leu 



<210> 2115 

<211> 461 

<212> DNA 

<213> Homo sapiens 


<400> 2115 

acgcgtctct ggcctgggag cgggctcccc 
60 

ttctgggtat tccagaatct ggaatggggg 
120 

ggtcttgggt ccttggagcc caccaagtcc 
. 160 

attgaaccga acagccgcgt cggaggggga 
240 

tgtgtgcctt tctgtggtca tttctcgagt 
300 

ctccatgccc agccggtggg cagctggggc 
360 

ttcagatgac cgagatccta cgggattgcc 
420 

gggaaaacat gtccccatcc gtgggaagtg 
461 

<210> 2116 
<211> 146 
<212> PRT 

<213> Homo sapiens 


<400> 2116 






Met Gly Thr 

Cys 

Phe 

Pro 

Ala 

,Pro 

1 


5 




Gly Asn Pro 

Val 
20 

Gly 

Ser 

Arg 

Ser 

Gly Gly Pro 

Pro 

Ala 

Pro 

Ala 

Ala 

35 





40 

Ser Pro Gly 

Ser 

Ser 

Arg Gin Arg 

50 




55 


His Thr Pro 

Ala 

Pro 

Ser 

His 

Ser 

65 



70 



Ala Ala Val 

Arg 

Phe 

Asn 

Val 

Ser 


cgacacgcca ccttccctgc cagatggtgc 
atgcctatcc ccctcctgag cccacctgct 
acaaccacct gctctgaata gaaagctgac 
tatctgtgga gagctgtgac tgggagccgg 
cctctgccgg ctgctgccag gtgaaggcat 
gggtggacct ccagcttctg cccgacgggg 
aatgtgtggg gacggggggc tttcaggggc 
gagccacgtg g 


Glu 

Ser 

Pro Pro 

Ser 

Pro His He 


10 



15 

Ser 

Glu 

Pro Arg 

Arg 

Ala Glu Ala 

25 




30 

His 

Arg 

Leu Gly 

Met 

Glu Met Pro 




45 


Thr 

Arg 

Glu Met 

Thr 

Thr Glu Arg 



60 



Ser 

Pro 

Gin He 

Ser 

Pro Ser Asp 



75 


60 

Phe 

Leu 

Phe Arg 

Ala 

Gly Gly Cys 
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85 90 95 

Gly Leu Gly Gly Leu Gin Gly Pro Lys Thr Ser Arg Trp Ala Gin Glu 

100 105 HO 

Gly Asp Arg His Pro Pro Phe Gin lie Leu Glu Tyr Pro Glu Ala Pro 

115 120 125 

Ser Gly Arg Glu Gly Gly Val Ser Gly Glu Pro Ala Pro Arg Pro Glu 

130 135 140 

Thr Arg 
145 

<210> 2117 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<400> 2117 

nnacgcgttg gggagacgac ggtgaccttc ccagcaagct catcgcagga tgaaacaatc 
60 

cgcgccagcg ttaagacctt ctcgcgggct gtcaccgccg atctggagaa gtgtggaccg 
120 

atcaggtgac actcgcggta gactgaatag atgcctgagt ctgaagacac tgtgtggctg 
180 

acccaagagg ccttcgataa gctcacccag gagctggagt acctcaaagg cgaaggccgc 
240 

accgtcattg ccaacaagat tgccgacgcc cgttcggaag gcgacctttc tgagaacggc 
300 

ggctaccatg ccgcccgtga ggagcagggg caggccgagg cccgcatccg tcaactcgag 
360 

<210> 2118 
<211> 70 
<212> PRT 

<213> Homo sapiens 
<400> 2118 

Met Pro Glu Ser Glu Asp Thr Val Trp Leu Thr Gin Glu Ala Phe Asp 

1 5 10 15 

Lys Leu Thr Gin Glu Leu Glu Tyr Leu Lys Gly Glu Gly Arg Thr Val 

20 25 30 

He Ala Asn Lys He Ala Asp Ala Arg Ser Glu Gly Asp Leu Ser Glu 

35 40 45 

Asn Gly Gly Tyr His Ala Ala Arg Glu Glu Gin Gly Gin Ala Glu Ala 

50 55 60 

Arg He Arg Gin Leu Glu 
65 70 

<210> 2119 

<211> 465 

<212> DNA 

<213> Homo sapiens 

<400> 2119 

nacgcgtgaa gggcgcgtgt cggcctctca ctggcgcagc ctgcactgcc gctgccgcct 
60 
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cgccccgccc ttgccttggc gttgtctctg gcactgtggc ggactgacca cggcccgggc 
120 

atgggctgca agggagacgc gagcggagtt tgctataaaa tgggagttct ggttgtactc 
180 

actgttctgt ggctgttctc ctcagtaaag gccgactcaa aagccattac aacctctctt 
240 

acaacaaaat ggttttccac tccattgttg ttagaagcca gtgagttttt agcagaagac 
300 

agtcaagaga aattttggaa ttttgtagaa gccagtcaaa atattggatc atcagatcat 
360 

gacggtaccg attattccta ctatcatgca atattggagg ctgcatttca gtttctgtca 
420 

cccctccagc agaatttgtt taaattttgt ctgtcccttc acgcg 
465 

<210> 2120 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 2120 


Met Gly Cys 

Lys 

Gly Asp 

Ala Ser Gly 

val 

Cys Tyr Lys 

Met 

Gly 

Val 

1 


5 




10 



15 


Leu Val Val 

Leu 
20 

Thr 

Val 

Leu Trp 

Leu 
25 

Phe 

Ser Ser Val 

Lys 
30 

Ala 

Asp 

Ser Lys Ala 

lie 

Thr 

Thr 

Ser Leu 

Thr 

Thr 

Lys Trp Phe 

Ser 

Thr 

Pro 

35 




40 



45 




Leu Leu Leu 

Glu 

Ala 

Ser 

Glu Phe 

Leu 

Ala 

Glu Asp Ser 

Gin 

Glu 

Lys 

50 




55 



60 




Phe Trp Asn 

Phe 

val 

Glu Ala Ser 

Gin 

Ash 

lie Gly Ser 

Ser 

Asp 

His 

65 



70 




75 



80 

Asp Gly Thr 

Asp 

Tyr 

Ser 

Tyr Tyr 

His 

Ala 

lie Leu Glu 

Ala 

Ala 

Phe 


85 




90 



95 


Gin Phe Leu 

Ser 
100 

Pro 

Leu 

Gin Gin 

Asn 
105 

Leu 

Phe Lys Phe 

Cys 
110 

Leu 

Ser 


Leu His Ala 
115 


<210> 2121 
<211> 336 
<212> DNA 

<213> Homo sapiens 
<400> 2121 

ccggacaagg tcaatggaat gaaaacctcc cggccgacag acaatagtat aaatgttaca 
60 

tgtggtcctc cttatgaaac taatggccct aaaacctttt acattttggt agtcagaagt 
120 

ggaggttctt ttgttacaaa atacaacaag acaaactgtc agttttatgt agataatctc 
180 

tactattcaa ctgactatga gtttctggtc tcttttcaca atggagtgta cgagggagat 
240 

tcagttataa gaaatgagtc aacaaatttt aatgctaaag ccctgattat attcctggtg 
300 


1587 


WO 00/58473 


PCT7US00/08621 


tttctgatta ttgtgacatc aatagccttg cttgtt 
336 

<210> 2122 
<211> 112 
<212> PRT 

<213> Homo sapiens 


<40O> 2122 


Pro Asp 

Lys 

val 

Asn Gly Met 

Lys 

Thr 

Ser 

Arg 

Pro 

Thr 

Asp Asn Ser 

1 


5 



10 




15 

lie Asn 

Val 

Thr 

Cys Gly Pro 

Pro 

Tyr 

Glu 

Thr 

Asn 

Gly 

Pro Lys Thr 



20 



25 





30 

Phe Tyr 

He 

Leu 

Val Val Arg Ser Gly 

Gly 

Ser 

Phe 

Val 

Thr Lys Tyr 

35 



40 





45 


Asn Lys 

Thr 

Asn 

Cys Gin Phe 

Tyr 

Val 

Asp 

Asn 

Leu 

Tyr 

Tyr Ser Thr 

50 



55 





60 



Asp Tyr 

Glu 

Phe 

Leu Val Ser 

Phe 

His 

Asn 

Gly Val 

Tyr 

Glu Gly Asp 

65 



70 




75 



80 

Ser Val 

He 

Arg 

Asn Glu Ser 

Thr 

Asn 

Phe 

Asn 

Ala 

Lys 

Ala Leu He 




85 



90 




95 

He Phe 

Leu 

Val 

Phe Leu He 

He 

Val 

Thr 

Ser 

He 

Ala 

Leu Leu Val 



100 



105 





110 


<210> 2123 

<211> 426 

<212> DNA 

c213> Homo sapiens 

<400> 2123 

aactgggccg agttcggcaa cctgcacccg ttcgccccgg ccgagcaaag cgctggttat 
60 

cagcaactga ccgacgaact ggaagcgatg ctctgcgccg ccacaggtta tgacgcgatc 
120 

tccctgcagc cgaacgctgg ctcccagggc gagtacgccg gtctgctggc gatccgcgct 
.180 

taccaccaga gccgtggcga tgagcgtcgc gacatctgcc tgattccgtc ctctgcccac 
240 

ggcaccaacc cggcaaccgc caacatggcc ggcatgcgcg tggtcgtgac cgcttgcgac 
300 

gcccgcggca acgtcgacat cgaagacctg cgcgccaagg ctatcgagca ccgcgaacac 
360 

ctcgcggcgc tgatgatcac ctacccgtcg acccacggcg tgttcgaaga aggcatccgc 
420 

gagatc 

426 

<210> 2124 

<211> 142 

<212> PRT 

<213> Homo sapiens 

<400> 2124 

Asn Trp Ala Glu Phe Gly Asn Leu His Pro Phe Ala pro Ala Glu Gin 
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1 




c 

10 


15 


Ser 

Ala 

Gly 

Tyr 

p T — pi n T All 

bin taXIl Lieu 

Thr acn Glu Leu Glu Ala 

Met 

Leu 

Cys 



z U 


25 

30 



Ala 

Aia 

Tnr 

Giy 

iyr ** & p A " 

He Ser Leu Gin Pro Asn 

Ala Gly 

Ser 



35 


40 45 


Gin 


bin 

«iy 

ulU 

lyr 

Ala Glv Leu 

Leu Ala He Arg Ala Tyr 

His 

Ser 


50 



55 

60 


Ala 

His 

Arg 

Gly 

Asp 

Glu 

Arg Arg Asp 

He Cys Leu He Pro Ser 

Ser 

65 



70 

75 



80 

Gly 

Thr 

Asn 

Pro 

Ala Thr Ala 

Asn Met Ala Gly Met Arg 

Val 

val 

Val 




65 

90 


95 


Thr 

Ala 

Cys 

Asp 

Ala Arg Gly 

Asn Val Asp He Glu Asp 

Leu Arg 

Ala 



100 


105 

110 



Lys 

Ala 

He 

Glu 

His Arg Glu 

His Leu Ala Ala Leu Met 

He 

Thr 

Tyr 


115 



120 125 

He 



Pro 

Ser 

Thr 

His 

Gly Val Phe 

Glu Glu Gly He Arg Glu 




130 



135 

140 





<210> 2125 

<211> 285 

<212> DNA 

<213> Homo sapiens 

<400> 2125 

ngtatggcat ctgctgcttc aagttttgtg gtgacaccaa atgtcacttc taacacaacc 
60 

acagtcaagc ccaatatggt tatgttacct attcaaaaca caagaggttc aagattggtt 
120 

ctaaaggcgg ctgaagacgc ggcaccaccg gctgtcaccg ttgaagcggc caaggaagag 
180 

aagccgaagc caccaccaat tggacctaag agaggagcca aggtgagaat tcttaggaag 
240 

gagtcatact ggttcaaagg agtgggatca gttgtgactg ttgat 
285 

<210> 2126 
<211> 95 
<212> PRT 

<213> Homo sapiens 


Xaa 

Met Ala 

Ser 

Ala 

Ala 

Ser Ser Phe 

val 

Val 

Thr 

Pro 

Asn Val 

Thr 

1 



5 



10 




15 


Ser 

Asn Thr 

Thr 

Thr 

val 

Lys Pro Asn 

Met 

Val 

Met 

Leu 

Pro He 

Gin 



20 



25 





30 


Asn 

Thr Arg 

Gly 

Ser Arg 

Leu Val Leu 

Lys 

Ala 

Ala 

Glu Asp Ala 

Ala 


35 



40 




45 



Pro 

Pro Ala 

Val 

Thr 

Val 

Glu Ala Ala 

Lys 

Glu 

Glu 

Lys 

Pro Lys 

Pro 


50 




55 



60 




Pro 

Pro He 

Gly 

Pro 

Lys 

Arg Gly Ala 

Lys 

Val 

Arg 

He 

Leu Arg 

Lys 

65 



70 



75 




80 

Glu 

Ser Tyr 

Trp 

Phe 

Lys 

Gly val Gly 

Ser 

Val 

Val 

Thr 

Val Asp 




85 



90 




95 
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<210> 2127 

<211> 454 

<212> DNA 

<213> Homo sapiens 

<400> 2127 

atggcagcca agatgcttgc attgttcgct ctcctagctc tttgtgcaag cgccactagt 
60 

gcgacgcata ttccagggca cttgtcacca gtcatgccat tgggtaccat gaacccatgc 
120 

atgcagtact gcatgatgca acaggggctt gccagcttga tggcgtgtcc gtccctgatg 
180 

ctgcagcaac tgttggcctt accgcttcag acgatgccag tgatgatgcc acagatgatg 
240 

acgcctaaca tgatgtcacc attgatgatg ccgagcatga tgtcaccaat ggtcttgccg 
300 

agcatgatgt cgcaaatgat gatgccacaa tgtcactgcg acgccgtctc gcagattatg 
360 

ctgcaacagc agttaccatt catgttcaac ccaatggcca tgacgattcc acccatgttc 
420 

ttacagcaac cctttgttgg tgctgcattc taga 
454 

<210> 2128 
<211> 150 
<212> PRT 

<213> Homo sapiens 
<400> 2128 

Met Ala Ala Lys Met Leu Ala Leu Phe Ala Leu Leu Ala Leu Cys Ala 

1 5 10 15 

Ser Ala Thr Ser Ala Thr His He Pro Gly His Leu Ser Pro Val Met 

20 25 . 30 

Pro Leu" Gly Thr Met Asn Pro Cys Met Gin Tyr Cys Met Met Gin Gin 

35 40 45 

Gly Leu Ala Ser Leu Met Ala Cys Pro Ser Leu Met Leu Gin Gin Leu 

50 55 60 

Leu Ala Leu Pro Leu Gin Thr Met Pro Val Met Met Pro Gin Met Met 
65 70 75 80 

Thr Pro Asn Met Met Ser Pro Leu Met Met Pro Ser Met Met Ser Pro 

85 90 95 

Met Val Leu Pro Ser Met Met Ser Gin Met Met Met Pro Gin Cys His 

100 105 HO 

Cys Asp Ala Val Ser Gin He Met Leu Gin Gin Gin Leu Pro Phe Met 

115 120 125 

Phe Asn Pro Met Ala Met Thr He Pro Pro Met Phe Leu Gin Gin Pro 

130 135 140 

Phe Val Gly Ala Ala Phe 
145 150 

<210> 2129 
c211> 354 
<212> DNA 

<213> Homo sapiens 
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<400> 2129 

acgcgtgact tggtgaacaa acccatatcc atcaccccct tcggtgttga tacggaaata 
60 

ctcacgccct ttgacaagcg gcgtgatgcg aacggcggtg acggggtggt gcgcatcggg 
120 

actatcaagg ctctccactc caaatatggg atcggtgaac tcatccgtgc cttcagtcgg 
180 

gtccatgatg aacggcctaa taccgtcctt cgtatctggg gcggcggccc agacgagaat 
240 

cccctcaagg tcttggctcg ccgtcttgtc ccggacggtt cggtggagtt tcgcggtgcc 
300 

attgatcatt ctgaggtcag aaatgccttg ggtagtttgg acatctttgc cgcc 
354 

<210> 2130 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 2130 


Thr 

Arg 

Asp 

Leu 

Val 

Asn 

Lys 

Pro He 

Ser 

He 

Thr 

Pro 

Phe Gly 

Val 

1 


5 




10 




15 


Asp 

Thr 

Glu 

He 

Leu 

Thr 

Pro 

Phe Asp 

Lys 

Arg 

Arg 

Asp 

Ala Asn 

Gly 



20 




25 





30 


Gly 

Asp 

Gly 
35 

Val 

Val 

Arg 

He 

Gly Thr 
40 

He 

Lys 

Ala 

Leu 
45 

His Ser 

Lys 

Tyr 

Gly 
50 

He 

Gly 

Glu 

Leu 

He 
55 

Arg Ala 

Phe 

Ser 

Arg 
60 

Val 

His Asp 

Glu 

Arg 

Pro 

Asn 

Thr 

Val 

Leu 

Arg 

He Trp 

Gly 

Gly 

Gly 

Pro 

Asp Glu 

Asn 

65 





70 




75 




80 

Pro 

Leu 

Lys 

val 

Leu 
85 

Ala 

Arg 

Arg Leu 

Val 
90 

Pro 

Asp 

Gly 

Ser Val 
95 

Glu 

Phe 

Arg 

Gly 

Ala 
100 

He 

Asp 

His 

Ser Glu 
105 

Val 

Arg 

Asn 

Ala 

Leu Gly 
110 

Ser 

Leu 

Asp 

He 
115 

Phe 

Ala 

Ala 










<210> 2131 
<211> 324 
<212> DNA 

<213> Homo sapiens 
<400> 2131 

gcatcgcggc cattggttat gtgtgcctat tccattggtt atgtggaagg ttgggatcag 
60 

ccagacagtc attatgatgg tttgttacag ctgggcgagt ggggctttcg aatcaatgac 
120 

ctgatgaaga cggtagaggg cgcggcaggg tgcattgagt attatgaaat gctcaacgaa 
180 

caacgccccg acttgtctta tgacatagac ggtattgttt ataaagttga tcagattgac 
240 

ctgcaagaag agcttggttt tattgctcgt gcgccacgct gggcaattgc tcgaaaattt 
300 


1591 


WO 00/58473 


PCTYUS00/08621 


cctgctcaag aagaagttac gcgt 
324 

<210> 2132 
<211> 108 
<212> PRT 

<213> Homo sapiens 


<400> 2132 



Ala Ser 

Arg 

Pro 

Leu Val Met Cys 

1 



5 

Gly Trp 

Asp 

Gin 

Pro Asp Ser His 



20 


Glu Trp 

Gly 

Phe 

Arg He Asn Asp 


35 


40 

Ala Gly 

Cys 

He 

Glu Tyr Tyr Glu 

50 



55 

Leu Ser 

Tyr 

Asp 

He Asp Gly He 

65 



70 

Leu Gin 

Glu 

Glu 

Leu Gly Phe He 




85 

Ala Arg 

Lys 

Phe 

Pro Ala Gin Glu 



100 



Ala Tyr Ser He Gly Tyr Val Glu 

10 15 
Tyr Asp Gly Leu Leu Gin Leu Gly 
25 30 
Leu Met Lys Thr Val Glu Gly Ala 
45 

Met Leu Asn Glu Gin Arg Pro Asp 
60 

Val Tyr Lys Val Asp Gin He Asp 

75 80 
Ala Arg Ala Pro Arg Trp Ala He 

90 95 
Glu Val Thr Arg 
105 


<210> 2133 

<211> 292 

<212> DNA 

<213> Homo sapiens 


<400> 2133 

ggtacctgca atatggtatt 
60 

gtggctgtct ttagaggacc 
120 

tacatcacat caccaacacc 
180 

accagattac atcgctgtgg 
240 

gtcacctcta cccggaaagg 
292 


gcatgacatg aataaatttt 
cggcgaactt ttcctgcttt 
catcacatac atacacagtc 
atccaaccct gcattttcct 
tcttcaacct ccaagtttcc 


tccttactct gaactcacta 
ttcccacttg ctccatcaca 
atgaacggcc atcaggccac 
gcccctcctt tactgcgagt 
cagtaattta tt 


<210> 2134 

<211> 93 

<212> PRT 

<213> Homo sapiens 


<400> 2134 

Met Val Leu His Asp Met Asn Lys Phe Phe Leu Thr Leu Asn Ser Leu 

15 10 15 

Val Ala Val Phe Arg Gly Pro Gly Glu Leu Phe Leu Leu Phe Pro Thr 

20 25 30 

Cys Ser He Thr Tyr He Thr Ser Pro Thr Pro He Thr Tyr He His 

35 40 45 

Ser His Glu Arg Pro Ser Gly His Thr Arg Leu His Arg Cys Gly Ser 
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50 55 60 

Asn Pro Ala Phe Ser Cys Pro Ser Phe Thr Ala Ser Val Thr Ser Thr 
65 70 75 80 

Arg Lys Gly Leu Gin Pro Pro Ser Phe Pro Val lie Tyr 
85 90 

<210> 2135 
<211> 439 
<212> DNA 

<213> Homo sapiens 
<400> 2135 

acgcgttcca ttggtgtgtc gaatttcaag accgagcatc tggacgccat cgagggggcc 
60 

actccgagcg tcgaccaaat cgagatgcat ccctcgttca accaggcgac cttccgcgca 
120 

gagctggccg agcgcggcat taacccggag gcctggagcc cgctgggcca gtcgaaggac 
180 

ctcgacaatc ccgtcctcac cgatatttcc aaggcgactg gaaagacgcc tgcccaggtg 
240 

gtcattcgct ggcacctgca gatcggcaac gtggtattcc ccaagtcggt gacaccatca 
300 

cgaattgccg agaactttga tgtgttcgat ttcgagctgt ctgacgagca gatcgccgca 
360 

attgatggcc tggatcacgg caacaggctc ggtggtgacc cttctaccgc cgacttctga 
420 

ttctgcaaca ataaccggt 
439 

<210> 2136 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 2136 


Thr 

Arg 

Ser 

He 

Gly 

Val 

Ser 

Asn 

Phe 

Lys 

Thr Glu 

His 

Leu 

Asp 

Ala 

1 



5 





10 




15 


He 

Glu 

Gly 

Ala 

Thr 

Pro 

Ser 

Val 

Asp 

Gin 

He Glu 

Met 

His 

Pro 

Ser 



20 





25 




30 



Phe 

Asn 

Gin 

Ala 

Thr 

Phe 

Arg 

Ala 

Glu 

Leu 

Ala Glu 

Arg 

Gly 

lie 

Asn 



35 





40 




45 




Pro 

Glu 

Ala 

Trp 

Ser 

Pro 

Leu 

Gly 

Gin 

Ser 

Lys Asp 

Leu 

Asp 

Asn 

Pro 


50 





55 




60 





val 

Leu 

Thr 

Asp 

He 

Ser 

Lys 

Ala 

Thr 

Gly 

Lys Thr 

Pro 

Ala 

Gin 

Val 

65 




70 





75 




80 

Val 

He 

Arg 

Trp 

His 

Leu 

Gin 

lie 

Gly 

Asn 

Val Val 

Phe 

Pro 

Lys 

Ser 



85 





90 




95 


Val 

Thr 

Pro 

Ser 

Arg 

He 

Ala 

Glu 

Asn 

Phe 

Asp Val 

Phe 

Asp 

Phe 

Glu 




100 




105 




110 



Leu 

Ser 

Asp 

Glu 

Gin 

lie 

Ala 

Ala 

lie 

Asp 

Gly Leu 

Asp 

His 

Gly 

Asn 



115 





120 




125 




Arg 

Leu Gly 

Gly 

Asp 

Pro 

Ser 

Thr 

Ala 

Asp 

Phe 






130 135 
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<210> 2137 

<211> 330 

<212> DNA 

<213> Homo sapiens 

<400> 2137 

nncctttgcc ttggctgata ccctcaccac ctgggaacat cccccagaca ccctcttaac 
60 

tccgggacag agatggctgg cggagcctgg ggccgcctgg cctgttactt ggagttcctg 
120 

aagaaggagg agctgaagga gttccagctt ctgctcgcca ataaagcgca ctccaggagc 
180 

tcttccggtg agacacccgc tcagccagag aagacgagtg gcatggaggt ggcctcgtac 
240 

ctggtggctc agtatgggga gcagcgggcc tgggacctag ccctccatac ctgggagcag 
300 

atggggctga ggtcactgtg cgcccaagcc 
330 

<210> 2138 
<211> 86 
<212> PRT 

<213> Homo sapiens 
<400> 2138 

Met Ala Gly Gly Ala Trp Gly Arg Leu Ala Cys Tyr Leu Glu Phe Leu 

1 5 10 15 

Lys Lys Glu Glu Leu Lys Glu Phe Gin Leu Leu Leu Ala Asn Lys Ala 

20 25 30 

His Ser Arg Ser Ser Ser Gly Glu Thr Pro Ala Gin Pro Glu Lys Thr 

35 40 45 

Ser Gly Met Glu Val Ala Ser Tyr Leu Val Ala Gin Tyr Gly Glu Gin 

50 55 60 

Arg Ala Trp Asp Leu Ala Leu His Thr Trp Glu Gin Met Gly Leu Arg 
65 70 75 80 

Ser Leu Cys Ala Gin Ala 
85 

<210> 2139 

<211> 433 

<212> DNA 

<213> Homo sapiens 

<400> 2139 

gagcagttga gcgcccagaa caccgggatc aacagcaacc tgtcggacat ggccggccag 
60 

gtgaacaagc tggcgagtac catcgcccag tacaacgatc agatttccaa agtcaccacc 
120 

gccgccggtg ccccgaacga cctgctggac cagcgcagcg aggcggtgcg ccagttgtcc 
180 

gagctggtcg ggacccaggt ggtccagcgc ggttcgagtt atgacgtcta tatcggcagc 
240 

ggtcagcgcc tggtgatggg caacagcacc aacaccctgt ccgcagtgcc gagcaaggac 
300 
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gacccgagcc agtcggcctt gcagctggat cgcggcacca gcaccgtcga tatcacctcc 
360 

acggtgaccg gtggcgagat cggtggtctg ctgcgctatc gcagcgatgt gctcgacccg 
420 

tcgatcaacg cgt 
433 


<210> 2140 

<211> 144 

<212> PRT 

<213> Homo sapiens 


c400> 2140 

Glu Gin Leu Ser Ala Gin Asn Thr Gly He Asn Ser Asn Leu Ser Asp 

1 5 IP 15 

Met Ala Gly Gin Val Asn Lys Leu Ala Ser thr He Ala Gin Tyr Asn 

20 25 30 

Asp Gin lie Ser Lys Val Thr Thr Ala Ala Gly Ala Pro Asn Asp Leu 

35 40 45 

Leu Asp Gin Arg Ser Glu Ala Val Arg Gin Leu Ser Glu Leu Val Gly 

50 55 60 

Thr. Gin Val Val Gin Arg Gly Ser Ser Tyr Asp Val Tyr He Gly Ser 
65 70 75 80 

Gly Gin Arg Leu Val Met Gly Asn Ser Thr Asn Thr Leu Ser Ala Val 

8 5 90 95 

Pro Ser Lys Asp Asp Pro Ser Gin Ser Ala Leu Gin Leu Asp Arg Gly 

100 105 HO 

Thr Ser Thr Val Asp He Thr Ser Thr Val Thr Gly Gly Glu He Gly 

115 120 125 

Gly Leu Leu Arg Tyr Arg Ser Asp Val Leu Asp Pro Ser He Asn Ala 
130 135 140 

<210> 2141 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<400> 2141 

nnatatccat gcagcgatcc tcatcaattt gctgtgttat taggctttgg tgcgacggct 
60 

gtttatcctt atctttcttt ccgcttgatc aatgatatgg tggataaagg cgaagtgtta 
120 

ggtgacccaa ttgcttgtca tgttaaatat cgtaaaggta ttaacaaagg cttgatgaaa 
180 

atcctgtcta aaatgggtat ttcaacgatt gcctcttatc gtggtgcgca attgtttgaa 
240 

gcggttggct tggatactaa agtggtcgac ctttgtttca aaggcgttgc aagtcgtatc 
300 

aaaggtgctc gttttgaaga tttccagcgt gatcaagcaa cgattgccaa taatgcttgg 
360 

aagttacgta aacctattca acagggcggt tatcttaaat acgtacatga ctctgagtat 
420 

cacgcg 
426 
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<210> 2142 

<211> 142 

<212> PRT 

<213> Homo sapiens 


<400> 2142 




Xaa Tyr 

Pro 

Cys 

Ser Asp Pro 

His 

1 



5 


Gly Ala 

Thr 

Ala 

Val Tyr Pro 

Tyr 



20 



Met Val 

Asp 

Lys 

Gly Glu Val 

Leu 


35 



40 

Lys Tyr 

Arg 

Lys 

Gly He Asn Lys 

50 



55 


Met Gly 

lie 

Ser 

Thr He Ala 

Ser 

65 



70 


Ala Val 

Gly 

Leu 

Asp Thr Lys 

Val 




85 


Ala Ser 

Arg 

He 

Lys Gly Ala 

Arg 



100 



Ala Thr 

He 

Ala 

Asn Asn Ala Trp 


115 



120 

Gly Gly 

Tyr 

Leu 

Lys Tyr Val 

His 

130 



135 



<210> 2143 

<2H> 1008 

<212> DNA 

<213> Homo sapiens 


Gin Phe Ala Val Leu Leu Gly Phe 

10 15 
Leu Ser Phe Arg Leu He Asn Asp 
25 30 
Gly Asp Pro He Ala Cys His Val 
45 

Gly Leu Met Lys He Leu Ser Lys 
60 

Tyr Arg Gly Ala Gin Leu Phe Glu 

75 80 
Val Asp Leu Cys Phe Lys Gly Val 

90 95 
Phe Glu Asp Phe Gin Arg Asp Gin 
105 HO 
Lys Leu Arg Lys Pro He Gin Gin 
125 

Asp Ser Glu Tyr His Ala 
140 


<400> 2143 

gccggcttga caagcatgtt 
60 

tgtcatattg tacgcagtat 
120 

cttctcctgc ctactgcgtg 
180 

acggtcctca gcccctccaa 
240 

acgctcaaga gcacatatga 
300 

gatggctacg ctcatgatca 
360 

gacagtcggc aggcccacgt 
420 

gcgttgtccg acaaggagag 
480 

atcacgagaa agacggtgat 
540 

ctgtccaacg acgggttgtg 
600 

gctcggtggg cgatgcaggc 
660 


caccggtgac gctgtcgtga 
gtcttttcaa cgattcttgg 
cgctgatgat gcgcaggcgc 
ctccctcatt cgcgagccgg 
gtacctccgg ctcatcgacg 
tctggtcgcg gctttgcgcc 
cacccaactc atggcggcgt 
atcagaggtc gacaaacgta 
gacggatctg cccatcgcga 
cctcacaccg tggaaggtca 
gctggccagt gccgacctat 


tcgtcgaggt gagccaattg 
cgggggtggc agccatcttg 
ccgttgtcga taacctcggg 
cgaattcgtc agtcaacggg 
gtcacgatct acccgacgac 
cgtatttggt gaatggtgga 
catccctgaa aaccctcaac 
cccgcctgcc gaagggctgc 
cgatgaggcg ggagatcggc 
agacgacttc ttccgaggag 
tcagcaatgc taaggacgcc 
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gagaaatggg ggtgggagtc gatctcggac gggtatttgc gccatctcga gacctacagt 
720 

ggcccgagta cgactatcgc gatggccttg tcggcggcga ataccgtctc tacattgtct 
780 

cgttcccagt tgcaacgcat cggcgacagt ctcgcggatg cgccatatcc gaggaaggac 
840 

cttggtccgg cgctcattcg caatggaaag ccggtcaagg acaagtgcag tatcgaatcg 
900 

gcgtacctgt tgaggtattc cgggaattgg gcgtggtgac atgacggttt cttggcaagg 
960 

tgtgaccaag acattcccct cgggcgattc cgcgcgtggg gggtgcac 
1008 

<210> 2144 
<211> 307 
<212> PRT 

<213> Homo sapiens 


<400> 2144 


Met Phe 

Thr 

Gly 

Asp 

Ala 

Val 

val 

Ti- 
ne 

vax 

ulU Vol 

Car 

o^x- 

Gin 

Leu 

Cvs 

1 


5 





J. u 




15 


His lie 

Val 

Arg 

Ser 

Met 


rue 



Php Leu 

Ala 

Glv 

Val 

Ala 



20 









30 



Ala Tie 
nia lie 

Leu 

Leu 

Leu 

Leu 

Pro 

Thr 

Ala 

Cys 

Ala Asp 

Asp 

Ala 

Gin 

Ala 


35 





40 

Val 



45 




Pro Val 

Val 

Asp 

Asn 

Leu 

Gly 

Thr 

Leu 

Ser Pro 

Ser 

Asn 

Ser 

Leu 

50 




55 




60 





lie Arg 

Glu 

Pro 

Ala 

Asn 

Ser 

Ser 

Val 

Asn 

Gly Thr 

Leu 

Lys 

Ser 

Thr 

65 




70 





75 




80 

Tyr Glu 

Tyr 

Leu 

Arg 

Leu 

He 

Asp 

Gly 

His 

Asp Leu 

Pro 

Asp 

Asp 

Asp 


85 





90 




95 


Gly Tyr 

Ala 

His 

Asp 

His 

Leu 

Val 

Ala. 

Ala 

Leu 'Arg 

Pro 

Tyr 

Leu 

Val 


100 





105 




110 



Asn Gly 

Gly 

Asp 

Ser 

Arg 

Gin 

Ala 

His 

Val 

Thr Gin 

Leu 

Met 

Ala 

Ala 


115 





120 




125 




Ser Ser 

Leu 

Lys 

Thr 

Leu 

Asn 

Ala 

Leu 

Ser 

Asp Lys 

Glu 

Arg 

Ser 

Glu 

130 





135 




140 





Val Asp 

Lys 

Arg 

Thr 

Arg 

Leu 

Pro 

Lys 

Gly 

Cys He 

Thr 

Arg 

Lys 

Thr 

145 




150 





155 




160 

Val Met 

Thr 

Asp 

Leu 

Pro 

He 

Ala 

Thr 

Met 

Arg Arg 

Glu 

He 

Gly 

Leu 



165 





170 




175 


Ser Asn 

Asp 

Gly 

Leu 

Cys 

Leu 

Thr 

Pro 

Trp 

Lys Val 

Lys 

Thr 

Thr 

Ser 


180 





185 




190 



Ser Glu 

Glu 

Ala 

Arg 

Trp 

Ala 

Met 

Gin 

Ala 

Leu Ala 

Ser 

Ala 

Asp 

Leu 


195 





200 




205 




Phe Ser 

Asn 

Ala 

Lys 

Asp 

Ala 

Glu 

Lys 

Trp 

Gly Trp 

Glu 

Ser 

He 

Ser 

210 





215 




220 





Asp Gly 

Tyr 

Leu 

Arg 

His 

Leu 

Glu 

Thr 

Tyr 

Ser Gly 

Pro 

Ser 

Thr 

Thr 

225 




230 





235 




240 

He Ala 

Met 

Ala 

Leu 

Ser 

Ala 

Ala 

Asn 

Thr 

Val Ser 

Thr 

Leu 

Ser 

Arg 




245 





250 




255 


Ser Gin 

Leu 

Gin 

Arg 

lie 

Gly 

Asp 

Ser 

Leu 

Ala Asp 

Ala 

Pro 

Tyr 

Pro 



260 





265 




270 



Arg Lys 

Asp 

Leu 

Gly 

Pro 

Ala 

Leu 

He 

Arg 

Asn Gly 

Lys 

Pro 

Val 

Lys 
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275 280 285 

Asp Lys Cys Ser lie Glu Ser Ala Tyr Leu Leu Arg Tyr Ser Gly Asn 

290 295 300 

Trp Ala Trp 
305 

<210> 2145 

<211> 389 

<212> DNA 

<213> Homo sapiens 

<400> 2145 - 

tctagaatcg tgtataacat tctacacaat aagctaagcc tactcttgta gagtgcgatc 
60 

atgacaaccc ttgaacaatc attatctcaa attcccgcat tttcgattat tcatgaacat 
120 

ttatttagct cggcccagcc ttctgctgaa caactaaaat tgattaaaga gtttggttgt 
180 

agcacagtca ttaaccttgc tttaactaat gcttcaaatc atcttgagaa tgaagaccgt 
240 

atttgtttag accttggttt aaattatatt catattccaa ttgattggga gatgccttct 
300 

gctgagcagt gcttattagt tttagatttg attgatcatt tagtgcaaaa tgaaattgtt 
360 

tggatacatt gcgccaaaaa taaacgcgt 
389 

<210> 2146 

<211> 109 

<212> PRT 

<213> Homo sapiens 

<400> 2146 


Met 

Thr 

Thr 

Leu 

Glu 

Gin 

Ser 

Leu 

Ser 

Gin 

lie Pro 

Ala 

Phe 

Ser 

He 

1 




5 





10 




15 


He 

His 

Glu 

His 
20 

Leu 

Phe 

Ser 

Ser 

Ala 
25 

Gin 

Pro Ser 

Ala 

Glu 
30 

Gin 

Leu 

Lys 

Leu 

He 

Lys 

Glu 

Phe 

Gly Cys 

Ser 

Thr 

Val lie 

Asn 

Leu 

Ala 

Leu 


35 





40 




45 




Thr 

Asn 
50 

Ala 

Ser 

Asn 

His 

Leu 
55 

Glu 

Asn 

Glu 

Asp Arg 
60 

lie 

Cys 

Leu 

Asp 

Leu Gly 

Leu 

Asn 

Tyr 

He 

His 

lie 

Pro 

lie 

Asp Trp 

Glu 

Met 

Pro 

Ser 

65 





70 





75 




80 

Ala 

Glu 

Gin 

Cys 

Leu 

Leu 

Val 

Leu Asp 

Leu 

lie, Asp 

His 

Leu 

Val 

Gin 




85 





90 




95 


Asn 

Glu 

He 

Val 
100 

Trp 

He 

His 

Cys 

Ala 
105 

Lys 

Asn Lys 

Arg 





<210> 2147 

<211> 235 

<212> DNA 

<213> Homo sapiens 

<400> 2147 
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ctccctgcgg gctgcgtctc cgaggacatg tgcagtcctg acccctgttt caatggtggg 
60 

acttgcctcg tcacctggaa tgacttccac tgtacctgcc ctgccaattt cacggggcct 
120 

acatgtgccc agcagctgtg gtgtcccggc cagccctgtc tcccacctgc cacgtgtgtg 
180 

gcggaggcca cgttccgcga gggtcccccc gccgcgttca gcgggcacaa cgcgt 
235 

<210> 2148 

<211> 78 

<212> PRT 

<213> Homo sapiens 

c400> 2148 

Leu Pro Ala Gly Cys Val Ser Glu Asp Met Cys Ser Pro Asp Pro Cys 

1- 5 10 15 

Phe Asn Gly Gly Thr Cys Leu Val Thr Trp Asn Asp Phe His Cys Thr 

20 25 30 

Cys Pro Ala Asn Phe Thr Gly Pro Thr Cys Ala Gin Gin Leu Trp Cys 

35 40 45 

Pro Gly Gin Pro Cys Leu Pro Pro Ala Thr Cys Val Ala Glu Ala Thr 

50 55 60 

Phe Arg Glu Gly Pro Pro Ala Ala Phe Ser Gly His Asn Ala 
65 70 75 

<210> 2149 

<211> 1474 

<212> DNA 

<213> Homo sapiens 

<400> 2149 

ntactgccac cattggaact tttgatgttg atggggaaga gttgcaacac ctccagggtt 
60 

gtcctgctga tggtggctgc gaatgatttg ccttgacaat agctgaaaaa ccaccatctg 
120 

caacacgtgg gagtaagact tctcctgctc tttgccagtg gtctgaggtg atgaaccacc 
180 

ctggcttggt gtgctgtgtc cagcaaacta caggggtgcc gctggtagtt atggtgaaac 
240 

cagacacttt tcttatccac gagattaaga ctcttcctgc taaagcgaag atccaagaca 
300 

tggttgctat taggcacacg gcctgcaatg agcagcagcg gacaacaatg attctgctgt 
360 

gtgaggatgg cagcctgcgc atttacatgg ccaacgtgga gaacacctcc tactggctgc 
420 

agccatccct gcagcccagc agtgtcatca gcatcatgaa gcctgttcga aagcgcaaaa 
480 

cagctacaat cacaacccng cacgtctagc caggtgactt tccccattga cttttttgaa 
540 

cacaaccagc agctgacaga tgtggagttt ggtggtaacg acctcctaca ggtctataat 
600 

gcacaacaga taaaacaccg gctgaattcc actggcatgt atgtggccaa caccaagccc 
660 
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ggaggcttca ccattgagat tagtaacaac aatagcacta tggtgatgac aggcatgcgg 
720 

atccagattg ggactcaagc aatagaacgg gccccgtcat atatcgagat cttcggcaga 
780 

actatgcagc tcaacctgag tcgctcacgc tggtttgact tccccttcac cagagaagaa 
840 

gccctgcagg ctgataagaa gctgaacctc ttcattgggg cctcggtgga tccagcaggt 
900 

gtcaccatga tagatgctgt aaaaatttat ggcaagacta aggagcagtt tggctggcct 
960 

. gatgagcccc cagaagaatt cccttctgcc tctgtcagca acatctgccc ttcaaatctg 
1020 

aaccagagca acggcactgg agatagcgac tcagctgccc ccactacgac cagtggaact 
1080 

gtcctggaga ggctggttgt gagttcttta gaagccctgg aaagctgctt tgccgttggc 
1140 

ccaatcatcg agaaggagag aaacaagaat gctgctcagg agctggccac tttgctgttg 
1200 

tccctgccag cacctgccag tgtccagcag cagtccaaga gccttctggc cagcctgcac 
1260 

accagccgct cggcctacca cagccacaag gtaactgttc tctcagggaa aggaaattgc 
1320 

agtgctgaca gggaatcaaa taagttagct cttcattgta aagcaacagc acagcaaagt 
1380 

aaggtagagg gaggatagca ttcagattag acctacattt tacagagttt ctcctgagaa 
1440 

attctcaagt gccactcaaa actgagggta agcc 
1474 

<210> 2150 
<211> 312 
<212> PRT 

<213> Homo sapiens 


<400> 2150 


Ser Leu 

Phe 

Glu 

Ser 

Ala 

Lys 

Gin 

Leu 

Gin 

Ser 

Gin 

Pro 

Xaa 

Thr 

Ser 

1 



5 





10 





15 


Ser Gin 

Val 

Thr 

Phe 

Pro 

He 

Asp 

Phe 

Phe 

Glu 

His 

Asn 

Gin 

Gin 

Leu 



20 





25 





30 



Thr Asp 

val 

Glu 

Phe 

Gly 

Gly 

Asn 

Asp 

Leu 

Leu 

Gin 

Val 

Tyr 

Asn 

Ala 


35 





40 





45 




Gin Gin 

lie 

Lys 

His 

Arg 

Leu 

Asn 

Ser 

Thr 

Gly 

Met 

Tyr 

val 

Ala 

Asn 

50 





55 





60 





Thr Lys 

Pro 

Gly 

Gly 

Phe 

Thr 

He 

Glu 

He 

Ser 

Asn 

Asn 

Asn 

Ser 

Thr 

65 




70 





75 





80 

Met Val 

Met 

Thr 

Gly 

Met 

Arg 

He 

Gin 

He 

Gly 

Thr 

Gin 

Ala 

lie 

Glu 




85 





90 





95 


Arg Ala 

Pro 

Ser 

Tyr 

He 

Glu 

He 

Phe 

Gly 

Arg 

Thr 

Met 

Gin 

Leu 

Asn 


100 





105 





110 



Leu Ser 

Arg 

Ser 

Arg 

Trp 

Phe 

Asp 

Phe 

Pro 

Phe 

Thr 

Arg 

Glu 

Glu 

Ala 


115 





120 





125 




Leu Gin 

Ala 

Asp 

Lys 

Lys 

Leu 

Asn 

Leu 

Phe 

He 

Gly 

Ala 

Ser 

val 

Asp 

130 





135 





140 





Pro Ala 

Gly 

Val 

Thr 

Met 

He 

Asp 

Ala 

val 

Lys 

He 

Tyr 

Gly 

Lys 

Thr 


1600 
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145 

150 






160 

Lys Glu Gin Phe Gly 

Trp 

Pro 

ASp 

pi 

Pro 


Glu Phe Pro Ser 

165 







175 

Ala Ser Val Ser Asn 

Tl A 

lie 

Cys 

Fro 

oet 

Asn 

JLiGU rtaii 

Gin Ser Asn Gly 

180 




IOC 



190 

Thr Gly Asp Ser Asp 

Ser 

Ala 

Aia 

Pro 

inr 

Thr Thr 

Ser Glv Thr Val 

195 



£ V V 




.205 

Leu Glu Arg Leu Val 

Vdl 


Ser 

Leu 

Glu 

Ala Leu 

Glu Ser Cys Phe 

210 


215 




220 

Asn Ala Ala Gin 

Ala Val Gly pro lie 

lie 

VJX u. 

Lys 

Glu 

ftt y 

Asn Lys 

225 

230 





235 

240 

Glu Leu Ala Thr Leu 

Leu 

Leu 

Ser 

Leu 

Pro 

Ala Pro 

Ala Ser Val Gin 

245 





250 


255 

Gin Gin Ser Lys Ser 

Leu 

Leu 

Ala 

Ser 

Leu 

His Thr 

Ser Arg Ser Ala 

260 




265 



270 

Tyr His Ser His Lys 

val 

Thr 

Val 

Leu 

Ser 

Gly Lys 

Gly Asn Cys Ser 

275 



280 




285 

Ala Asp Arg Glu Ser 

Asn 

Lys 

Leu 

Ala 

Leu 

His Cys 

Lys Ala Thr Ala 

290 


295 




300 


Gin Gin Ser Lys Val 

Glu 

Gly 

Gly 





305 

310 








<210> 2151 

<211> 511 

<212> DNA 

<213> Homo sapiens 

<400> 2151 

gccggcgttt acctgtgggg cccggtcggg cgeggcaaga cctggctgat ggatcaattc 
60 

caccaaagcc tgnncgggtg ccggcgcngg cggcagcact ttcatcactt catgggctgg 
120 

gtgeatcage gctcctttca gttgaccggg atcgccgatc cattgeggge gctggctcgt 
180 

gagctggegg ccgaggtgcg ggtgctgtgt ttcgatgagc tgttcgtcaa tgacatcggt 
240 

gaegegatea ttctcgggcg cctgtttcag gtgatgttcg aegcaggegt ggtggtggtc 
300 

tgcacctcca atctgccgcc ggatcagctg tatgecgacg gcttcaaccg cgaccgcttc 
360 

ctgccggcga tcaccgcgat caaacagcac atgcaagtgg tcgcggtgaa tggcgcggaa 
420 

gatcatcget tgcatcccgg cgccatcgag cagegttact gggtegctet geeggagcag 
480 

ggtagcgcgt tgagccaggt gttcgacgcg t 
511 

<210> 2152 
<211> 170 
<212> PRT 

<213> Homo sapiens 
<400> 2152 

Ala Gly Val Tyr Leu Trp Gly Pro Val Gly Arg Gly Lys Thr Trp Leu 


1601 


WO 00/58473 


PCT/US00/08621 


1 



5 

10 1= 

Met Asp 

Gin 

Phe 

His Gin Ser Leu Xaa 

Gly Cys Arg Arg xaa Arg win 


20 

25 

30 

His Phe 

His 

His 

Phe Met Gly Trp Val 

His Gin Arg ser rne t»in jjeu 


35 


40 


Thr Gly 

He 

Ala 

Asp Pro Leu Arg Ala 

Tax J\1 -i A vi^ rl n T All Ala El 1 A 

Leu Ala Arg uiu iieu A±a nia 

50 



55 


Glu Val 

Arg 

Val 

Leu Cys Phe Asp Glu 

Tan DVio \7j» 1 Icn &en Tie Glv 

65 


70 


Asp Ala 

He 

He 

Leu Gly Arg Leu Phe 

Gin val Met pne Asp Aia \3±y 



85 

90 95 

Val Val 

Val 

Val 

Cys Thr Ser Asn Leu 

Pro Pro Asp Gin Leu Tyr Ala 



100 

105 

110 

Asp Gly 

Phe 

Asn 

Arg Asp Arg Phe Leu 

Pro Ala He Thr Ala He Lys 

115 


120 

125 

Gin His 

Met 

Gin 

Val Val Ala Val Asn 

Gly Ala Glu Asp His Arg Leu 

130 



135 

140 

His Pro 

Gly 

Ala 

He Glu Gin Arg Tyr 

Trp Val Ala Leu Pro Glu Gin 

145 


150 

155 160 

Gly Ser 

Ala 

Leu 

Ser Gin Val Phe Asp 

Ala 



165 

170 


<210> 2153 

<211> 528 

<212> DNA 

<213> Homo sapiens 

<400> 2153 

nnaccggtgc caaagagctg gggatcaacc tgccgaacac cgccggtacg cagcaggtgt 
60 

teagtaegtg caeggegatt ggeggeggea attgggacca ctccgcgctg ateaagggee 
120 

tggagcatat ggccaacttt tegattcgeg atcaataagc cacaccgctc ccacctttga 
180 

tggcattcca agtctgaaat tgatccatct ctaataacaa aaatccccgg gagcccgctt 
240 

atgtcggtcg atccgcaaca cctgcttcgc gagctgtttg ccacagccat cgatgccgcc 
300 

cacccccggc atgtccttga accttatctg cccgctgacc gcacaggccg tgtgattgtg 
360 

attgggcccg gcaaaaccgc acccgccatg gccctcgtcg tegagaaegg ctggcaaggc 
420 

gaagtcaccg gcctggtggt cacccgctac ggccacggcg cgccgtgcaa aaaaatcgaa 
480 

gtggtcgagg ccgctcaccc ggtgccggat gccgccggcc tggcggtg 
528 

<210> 2154 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 2154 

Met Ser Val Asp Pro Gin His Leu Leu Arg Glu Leu Phe Ala Thr Ala 


1602 


WO 00/58473 


PCT/US00/08621 


1 5 10 15 

lie Asp Ala Ala His Pro Arg His Val Leu Glu Pro Tyr Leu Pro Ala 

20 25 30 

Asp Arg Thr Gly Arg Val He Val He Gly Pro Gly Lys Thr Ala Pro 

35 40 45 

Ala Met Ala Leu Val Val Glu Asn Gly Trp Gin Gly Glu Val Thr Gly 

50 55 60 

Leu Val Val Thr Arg Tyr Gly His Gly Ala Pro Cys Lys Lys He Glu 
65 70 75 80 

Val Val Glu Ala Ala His Pro Val Pro Asp Ala Ala Gly Leu Ala Val 
85 90 95 

<210> 2155 
<211> 297 
<212> DNA 

<213> Homo sapiens 


<400> 2155 

gtgcaccgcc acggcacacc cgccatgccg cgccgctatt tcgaggccct gctgcaggag 

60 ' 

ttcggccccg actgcgaggt gctcaccgtc accgattcag agggcaaccc cctcagttcg 
120' 

gtgctcagtt tctacttccg tgatgaagtg ctgccctact atgcgggcga cgccgtcgcg 
180 

gcgcgcgaac tggcggccaa tgacttcaaa tactgggagc tgatgcgacg cgcctgtgcg 
240 

cgcggcctca aggtgtttga ctacggccgc agcaagcagg gcacgggctc ctacgcn 
297 

<210> 2156 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<400> 2156 


Met Pro Arg Arg 

Tyr 

Phe Glu Ala Leu 

Leu 

Gin Glu 

Phe Gly Pro Asp 

1 

5 


10 


15 

Cys Glu Val Leu 

Thr 

Val Thr Asp Ser 

Glu 

Gly Asn 

Pro Leu Ser Ser 

20 


25 



30 

Val Leu Ser Phe 

Tyr 

Phe Arg Asp Glu 

Val 

Leu Pro Tyr Tyr Ala Gly 

35 


40 



45 

Asp Ala Val Ala 

Ala 

Arg Glu Leu Ala 

Ala 

Asn Asp 

Phe Lys Tyr Trp 

50 


55 


60 


Glu Leu Met Arg 

Arg 

Ala Cys Ala Arg 

Gly 

Leu Lys 

Val Phe Asp Tyr 

65 


70 


75 

80 

Gly Arg Ser Lys 

Gin 
85 

Gly Thr Gly Ser 

Tyr 
90 

Ala 



<210> 2157 
<211>. 711 
<212> DNA 

<213> Homo sapiens 


<400> 2157 


1603 
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PCT7US00/08621 


naccgagata acgaggtcgt catcatctcc actgggtccc aaggtgagcc actttcggcc 
60 

ctagcaagga tcgccaaccg agagcaccga gacatcgagg tgggggaggg agataccgtt 
120 

ttgctggcat cctctctcat cccgggtaat gagaatgccg tctatcgagt gattaatggc 
180 

ctgacgaagc ttggcgccgc cgtggtacat aagggcaacg ctttggtcca cgtttccggc 
240 

catgccgcag ccggagagct gctgtacgcg tataacatcg tgcggccacg cgctgtgatg 
300 

ccgattcatg gtgaggtgcg tcatcttgtc gctaatgccg atctggccaa agcaaccggt 
360 

gtcgatgaga acaacgtggt gcttgtcgag gacggcgggg ttattgacct tgttgacgga 
420 

gtaccgcgag ttgttggcaa ggtcgatgcc tcgtacatcc ttgttgacgg atctggggtg 
480 

ggggagctta ccgaggacac gctcactgat cgccgtatcc tcggtgagga gggattcttg 
540 

tcagtcgtca ccgtggtcga cacccgctcg gcgtcagtgg tgtctcgccc ggcgatccag 
600 

gcgcgtggtt ttgccgaggg cgactcggtc ttcgcggaga tcaccgacca gatcgtcacc 
660 

gagctagaga aggcgatggc cggtggtatg gacgataccc accggttgca a 
711 

<210> 2158 
<211> 237 
<212> PRT 

<213> Homo sapiens 


<400> 2158 














Xaa Arg 

Asp 

Asn 

Glu 

Val 

Val 

He 

He 

Ser 

Thr 

Gly 

Ser 

Gin 

Gly 

Glu 

1 


5 





10 





15 


Pro Leu 

Ser 

Ala 

Leu 

Ala 

Arg 

He 

Ala 

Asn 

Arg 

Glu 

His 

Arg 

Asp 

He 



20 





25 





30 



Glu Val 

Gly 

Glu 

Gly 

Asp 

Thr 

Val 

Leu 

Leu 

Ala 

Ser 

Ser 

Leu 

He 

Pro 


35 





40 





45 




Gly Asn 

Glu 

Asn 

Ala 

Val 

Tyr 

Arg 

Val 

lie 

Asn 

Gly 

Leu 

Thr 

Lys 

Leu 

50 





55 





60 





Gly Ala 

Ala 

Val 

Val 

His 

Lys 

Gly 

Asn 

Ala 

Leu 

Val 

His 

Val 

Ser 

Gly 

65 




70 





75 





80 

His Ala 

Ala 

Ala 

Gly 

Glu 

Leu 

Leu 

Tyr 

Ala 

Tyr 

Asn 

He 

Val 

Arg 

Pro 




85 





90 





95 


Arg Ala 

Val 

Met 

Pro 

He 

His 

Gly 

Glu 

Val 

Arg 

His 

Leu 

Val 

Ala 

Asn 


100 





105 





1X0 



Ala Asp 

Leu 

Ala 

Lys 

Ala 

Thr 

Gly 

Val 

Asp 

Glu 

Asn 

Asn 

Val 

Val 

Leu 

115 





120 





125 




Val Glu 

Asp 

Gly 

Gly 

Val 

He 

Asp 

Leu 

Val 

Asp 

Gly 

Val 

Pro 

Arg 

Val 

130 





135 





140 





Val Gly 

Lys 

Val 

Asp 

Ala 

Ser 

Tyr 

He 

Leu 

Val 

Asp 

Gly 

Ser 

Gly 

Val 

145 




150 





155 





160 

Gly Glu 

Leu 

Thr 

Glu 

Asp 

Thr 

Leu 

Thr 

Asp 

Arg 

Arg 

He 

Leu 

Gly 

Glu 



165 





170 





175 


Glu Gly 

Phe 

Leu 

Ser 

Val 

Val 

Thr 

Val 

Val 

Asp 

Thr 

Arg 

Ser 

Ala 

Ser 


1604 
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180 185 190 

Val Val Ser Arg Pro Ala lie Gin Ala Arg Gly Phe Ala Glu Gly Asp 

195 200 205 

Ser Val Phe Ala Glu lie Thr Asp Gin He Val Thr Glu Leu Glu Lys 

210 215 220 

Ala Met Ala Gly Gly Met Asp Asp Thr His Arg Leu Gin 
225 230 235 

<210> 2159 

<211> 322 

<212> DNA 

<213> Homo sapiens 

<400> 2159 

tcgcgagcac actccagcct ctggagagac gacaacgcgt gaaggggcac cagcttgcgg 
60 

ggcagcagct ccaggggcgg cctgggaggg ctttgtgcag aagaagcctg tttccttcta 
120 

cctgtttgga aaagttgtct ctgcagatgg tgggtgagag ttcgctgcca gggccactgt 
180 

cttccctgcc ctgcggacac ttcttcccca ccttcctaaa gctgtgggag acctggagcc 
240 

gtggagcatc aatggctctt tgactcagga atcttaaaaa atcacaccct ggggctacca 
300 

tgggggcctt ctggttctcc tt 
322 


<210> 2160 

<211> 100 

<212> PRT 

<213> Homo sapiens 


<400> 2160 








Ala 

Met 

Val 

Ala 

Pro 

Gly 

Cys Asp 

Phe 

Leu 

Arg 

Phe Leu Ser Gin Arg 

1 




5 




10 

15 


He 

Asp 

Ala 

Pro 

Arg 

Leu Gin 

Val 

Ser 

His 

Ser Phe Arg Lys Val 

Gly 



20 




25 


30 


Lys 

Lys 

Cys 

Pro 

Gin 

Gly Arg 

Glu 

Asp 

Ser 

Gly Pro Gly Ser Glu 

Leu 



35 




40 



45 


Ser 

Pro 

Thr 

He 

Cys 

Arg Asp Asn 

Phe 

Ser 

Lys Gin Val Glu Gly 

Asn 


50 




55 




60 


Arg 

Leu 

Leu 

Leu 

His 

Lys Ala 

Leu 

Pro 

Gly 

Arg Pro Trp Ser Cys 

Cys 

65 





70 




75 

80 

Pro 

Ala 

Ser 

Trp 

Cys 

Pro Phe 

Thr Arg 

Cys 

Arg Leu Ser Arg Gly 

Trp 





85 




90 

95 


Ser 

Val 

Leu 

Ala 









100 


<210> 2161 

<211> 1070 

<212> DNA 

<213> Homo sapiens 


<400> 2161 


1605 


WO 00/58473 


PCT7US00/08621 


tcttagggga agggaaggct tatctgaaga gtagacctct ggttttgaat gagggagaca 
60 

gtggggatat gaggggagga aacctcaaaa agaatatgta tccatcacta tgaaaggtta 
120 

ggctatacag gggaagcctc caaagggaaa tctggaaaaa tgttctgaga gggacattaa 
180 

ggatgtactc agaaattaag aaaacatatt aggacttgcc aaaagtgaga gaagcaactg 
240 

aggagactta tatgcaaaaa tcgcaaagaa ggagagaaca aaagatggag gttggatgct 
300 

aaatagggaa agagaacgcg tgaatgaggt agggggcaga acatgcagtg cagaaaaaca 
360 

acagatatgg aagggcatta aagagggcta aatgggaata ttaggaaatg agagttggga 
420 

atttgtcaga gttgtgtatt aacaaggaga gggtaaggta agaaggtggc aaagtaagag 
480 

ccagggcata aggttttgct gtccaggaag ctttgttgga aaaatgttag aagtaatggg 
540 

tttggtcagt atggtgagag gtgagagagg ctaaatggga tgggcataaa gggcaggcca 
600 

gtggcaagaa tcctatgaaa gtgtaggcag atctgagagc acagacaaat acagtggaga 
660 

atgtggcaca gggcagaggg cagtgggctg agcagcgagt gcccatgggg aggggagtat 
720 

ccagaagaac ccattgagtc cctaagaatg acacacaggt gacagctgaa agaaggaggg 
780 

acacagaaga tatagcagca tgattctctg gggcaaaatg aggaagaaag gaatggaaga 
840 

agaaagtgaa gggttcctgc tgatgtgagg ggatgactgg aggaaaggca ggtattgact 
900 

ggggggtaaa ggaaccattc ttggatcaag gttatgatgg aataagaagg aagagagagc 
960 

tggctagctg agtaaaggac catcgtataa aacagacaaa agttaagact agatggagtg 
1020 

gcaactaggc agatcagatg tatttttaaa aggggaaact gctaagatct 
1070 

<210> 2162 

<211> 145 

<212> PRT 

<213> Homo sapiens 

<400> 2162 

Met Val Leu Tyr Ser Ala Ser Gin Leu Ser Leu Pro Ser Tyr Ser lie 

15 10 15 

He Thr Leu He Gin Glu Trp Phe Leu Tyr Pro Pro Val Asn Thr Cys 

20 25 30 

Leu Ser Ser Ser His Pro Leu Thr Ser Ala Gly Thr Leu His Phe Leu 

35 40 45 

Leu Pro Phe Leu Ser Ser Ser Phe Cys Pro Arg Glu Ser Cys Cys Tyr 

50 55 60 

He Phe Cys Val Pro Pro Ser Phe Ser Cys His Leu Cys Val He Leu 
65 70 75 80 

Arg Asp Ser Met Gly Ser Ser Gly Tyr Ser Pro Pro His Gly His Ser 


1606 


WO 00/58473 
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85 90 95 

Leu Leu Ser Pro Leu Pro Ser Ala Leu Cys His He Leu His Cys He 

100 105 HO 

Cys Leu Cys Ser Gin He Cys Leu His Phe His Arg He Leu Ala Thr 

115 120 125 

Gly Leu Pro Phe Met Pro He Pro Phe Ser Leu Ser His Leu Ser Pro 
130 135 140 

Tyr 
145 

<210> 2163 
<211> 657 
<212> DMA 

<213> Homo sapiens 


<400> 2163 

tatttaaatc tttataaaaa 
60 

ggcctccctc caatccacct 
120 

tggttccggg ttggaaggtt 
180 

agtaatgccc atgataaccg 
240 

ccagtggggt ggaattgggt 
300 

agacatgcca agaggctctc 
360 

ctcccaccac tgtgcacaga 
420 

cagacaggag tccgtcccgt 
480 

gcagctccat ggctcaacaa 
540 

tttgatccct tccccaagag 
600 

tgcagcctgg tctcttgctc 
657 


aggtaggagg atcaggactt 
ccacttccta cacccacccc 
gggtgaaatg ggaaccgaat 
ccaagttggg accgaagttg 
taagccccct cccagccttt 
tctccaggag agccacctgt 
cgagtgcctg ggctccagag 
ccagtcccat catcccaaga 
ggtgcggatg cctgctggac 
gaagagtgct acctagggac 
aggcggcttg cgcagattcc 


cgaccccctt aaaacgcggc 
gctctccccc cccccccttt 
accaatttca cccgggaacc 
ggatccataa gtacgggcgg 
ctccgaccgc gtgctccgtc 
gaaacccacc cggcatgctc 
agggagggag ctgaaggcct 
aacatccggc ccgactccct 
ctggctgctt tccatccaac 
aagtgtggtg cgcacaggca 
tagaggaatc tgcagcg 


<210> 2164 

<211> 152 

<212> PRT 

<213> Homo sapiens 


<400> 2164 

Met Pro Met He Thr Ala Lys Leu Gly Pro Lys Leu Gly Ser He Ser 

. 1 5 10 15 

Thr Gly Gly Gin Trp Gly Gly He Gly Leu Ser Pro Leu Pro Ala Phe 

20 25 30 

Leu Arg Pro Arg Ala Pro Ser Asp Met Pro Arg Gly Ser Leu Ser Arg 

35 40 45 

Arg Ala Thr Cys Glu Thr His Pro Ala Cys Ser Ser His His Cys Ala 

50 55 60 

Gin Thr Ser Ala Trp Ala Pro Glu Arg Glu Gly Ala Glu Gly Leu Arg 


1607 
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65 70 75 80 

Gin Glu Ser Val Pro Ser Ser Pro He He Pro Arg Asn He Arg Pro 

85 90 95 

Asp Ser Leu Gin Leu His Gly Ser Thr Arg Cys Gly Cys Leu Leu Asp 

100 105 HO 

Leu Ala Ala Phe His Pro Thr Leu He Pro Ser Pro Arg Gly Arg Val 

115 120 125 

Leu Pro Arg Asp Lys Cys Gly Ala His Arg His Ala Ala Trp Ser Leu 

130 135 140 

Ala Gin Ala Ala Cys Ala Asp Ser 
145 150 

<210> 2165 

<211> 962 

<212> DNA 

<213> Homo sapiens 

<400> 2165 

nctttctcat cgacagcgac gcacaaccgg cgacatcacc ggtgacggtt caaggtggca 
60 

gcccgagggc ccgccgtgaa cttattgtgt cgtcttatgg aagaaaagtc actcggaagt 
120 

accgtaaatc accccagcgc ctcatccccc gaatctgttc gccatctgct gtcgcccctg 
180 

cgcttaaggc atcaccccac tagactgacc gaagtctcgc cgagggaggc tagggaggct 
240 

taggtggcca ggaatgacat cgggacgacg tctacgcgtc gaataggcag cggacgtacg 
300 

tcgagtaccg gccgtacggt ggtgtcttct gaccgcacac gcagagctat cgctaaaaga 
360 

ttgatggccc gcacctcagc tatgacgacg gccactctag aggaaatggg tcgtcgacac 
420 

tcctggttcc gtgatctgtc agccgaagaa agatcgtgga tctcgatcgt ggctcgctca 
480 

ggtattgacg gcttcgtcca gtggtttgct gacgatgacg ccgagcccta ctcccccacc 
540 

gacgtcttcg acgtggcgcc ccggtccatg acccgcaaga tctccttgca ccagacagtc 
600 

gagctcgtcc gcaccacgat tgacgtcgtt gaggcacaaa ttgagaccga aatgccacgc 
660 

ggtgatcgcc aagtgctgcg cactgccatc gttcactact cccgcgaggt ggccttcgcc 
720 

gccgccgagg tttacgcgcg agccgccgaa cgtcgcggta cctgggatga acgtctggaa 
780 

t'ccctcgtcg ttgatgccgt cgtgcgagcc gacgccgatg aacagctcat ctcgcgagct 
840 

tctactctcg gctggcgccc gggcatcaac ctctgcgtcg ttgtcgggcg ggccccgacg 
900 

accgagcatg aactccacgt gctgcgacgt gatggagaac gcatgcagat gacggtgcta 

960 

gc 

962 

<210> 2166 
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<211> 239 
<212> PRT 

<213> Homo sapiens 
. <400> 2166 

val Ala Arg Asn Asp He Gly Thr Thr Ser Thr Arg Arg He Gly Ser 

15 10 !5 

Gly Arg Thr Ser Ser Thr Gly Arg Thr Val Val Ser Ser Asp Arg Thr 

20 25 30 

Arg Arg Ala He Ala Lys Arg Leu Met Ala Arg Thr Ser Ala Met Thr 

35 40 45 

Thr Ala Thr Leu Glu Glu Met Gly Arg Arg His Ser Trp Phe Arg Asp 

50 55 60 

Leu Ser Ala Glu Glu Arg Ser Trp He Ser He Val Ala Arg Ser Gly 
65 70 75 80 

He Asp Gly Phe Val Gin Trp Phe Ala Asp Asp Asp Ala Glu Pro Tyr 
85 90 95 

. Ser Pro Thr Asp Val Phe Asp Val Ala Pro Arg Ser Met Thr Arg Lys 
100 105 HO 

He Ser Leu His Gin Thr Val Glu Leu Val Arg Thr Thr He Asp Val 

115 120 125 

val Glu Ala Gin lie Glu Thr Glu Met Pro Arg Gly Asp Arg Gin Val 

130 135 140 

Leu Arg Thr Ala He Val His Tyr Ser Arg Glu Val Ala Phe Ala Ala 
145 150 155 160 

Ala Glu Val Tyr Ala Arg Ala Ala Glu Arg Arg Gly Thr Trp Asp Glu 

165 170 175 

Arg Leu Glu Ser Leu Val Val Asp Ala Val Val Arg Ala Asp Aia Asp 

180 185 190 

Glu Gin Leu He Ser Arg Ala Ser Thr Leu Gly Trp Arg Pro Gly He 

195 200 205 

Asn Leu Cys Val Val Val Gly Arg Ala Pro Thr Thr Glu His Glu Leu 

210 215 220 

His Val Leu Arg Arg Asp Gly Glu Arg Met Gin Met Thr Val Leu 
225 230 .235 

<210> 2167 

<211> 325 

<212> DNA 

<213> Homo sapiens 

<400> 2167 

accggtgcag tttgtgaggg gttggtgacg cccgatcggg aggttcacgc cgtcacggcg 
60 

catccacatt atcccgactg gaagatctcg ccaggttacg gacagtggtc gcgtagcgaa 
120 

cagatcgaca gtgtgactgt gacgcgagtc agacacttcg tcccgcggcg tcccacggcg 
180 

attcttcgag cggtgtctga ggtgacgttc gggttgcgtc tctgcgccgt ccgttggcga 
240 

agcaccgcgg cgattgtggc tgtgtcgccg gccttgctct cgacgcggtc gcgcgggtcg 
300 

tgcgctgatc tcccacagca taccc 
325 


1609 
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<210> 2168 

<211> 108 

<212> PRT 

<213> Homo sapiens 


<400> 2168 






Thr Gly 

Ala 

Val 

Cys Glu Gly Leu Val 

Thr 

Pro 

Asp Arg Glu Val His 

1 



5 

10 


15 

Ala Val 

Thr 

Ala 

His Pro His Tyr Pro 

Asp 

Trp 

Lys He Ser Pro Gly 



20 

25 



30 

Tyr Gly 

Gin 

Trp 

Ser Arg Ser Glu Gin 

He 

Asp 

Ser Val Thr Val Thr 


35 


40 



45 

Arg Val 

Arg 

His 

Phe Val Pro Arg Arg 

Pro 

Thr 

Ala He Leu Arg Ala 

50 



55 



60 

Val Ser 

Glu 

Val 

Thr Phe Gly Leu Arg Leu Cys 

Ala Val Arg Trp Arg 

65 



70 


75 

80 

Ser Thr 

Ala 

Ala 

He Val Ala Val Ser 

Pro 

Ala 

Leu Leu Ser Thr Arg 




85 

90 


95 

Ser Arg 

Gly 

Ser 

Cys Ala Asp Leu Pro 

Gin 

His 

Thr 



100 

105 





<210> 2169 

<211> 309 

<212> DNA 

<213> Homo sapiens 


<400> 2169 

gaggacgcct acgtgctcat cacccagggc aagatctcgg cgatcgccga cgtcctgccg 
60 

atcctggaga aggtcgtcaa ggccggcaag ccgctgctcg tcatcgccga ggacatcgac 
120 

ggggaggccc tgtccaccct cgtcgtcaat aagatccgcg gtaccttcag ctcggtggca 
180 

gtcaaggcgc ccggcttcgg tgaccgccgc aaggcaatgc tgcaggacat cgccaccctc 
240 

accggtggtc aggtcgtcgc tcccgaggtt gggctcaagc tcgaccaggt gggcctcgag 
300 

gttcagggc 
309 

<210> 2170 

<211> 103 

<212> PRT 

<213> Homo sapiens 

<400> 2170 

Glu Asp Ala Tyr Val Leu He Thr Gin Gly Lys He Ser Ala He Ala 

1 5 10 15 

Asp Val Leu Pro He Leu Glu Lys Val Val Lys Ala Gly Lys Pro Leu 

20 25 30 

Leu Val He Ala Glu Asp He Asp Gly Glu Ala Leu Ser Thr Leu Val 

35 40 45 

Val Asn Lys He Arg Gly Thr Phe Ser Ser Val Ala Val Lys Ala Pro 
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50 55 60 

Gly Phe Gly Asp Arg Arg Lys Ala Met Leu Gin Asp He Ala Thr Leu 
65 10 75 80 

Thr Gly Gly Gin Val Val Ala Pro Glu Val Gly Leu Lys Leu Asp Gin 

B5 90 95 

Val Gly Leu Glu Val Gin Gly 
100 

<210> 2171 

<211> 518 

<212> DNA 

<213> Homo sapiens 

<400> 2171 

cgcgtaatgt gtattaaggt ccttggtggc tcgcatcgcc gttatgcagc aatcggtgat 
60 

atcatcaaag tttcagtgaa ggaagcaatt cctcgcggaa aaattaaaaa aggtaatgtt 
120 

cattcagctg tggtagtgcg taccagaaaa ggtgtacgtc gtcccgatgg ttctgttatt 
180 

cgttttgatc gcaacgcagc ggttatcttg aatgcaaaca accagccagt cggtacacgt 
240 

atctttggcc ctgtaacccg tgagcttcga aatgaaaatt tcatgaagat tgtttcactg 
300 

gcgccagaag tactgtaagg aaccgaaaat ggcagcaaaa ataaaacgtg acgatgaagt 
360 

aattgttatt gccggtaaag ataaaggtaa aactgggaaa gtttctcaag ttttaactaa 
420 

cggtaaagta attattgaag gtgtaaatgt tcaaaagaaa caccaaaaac caaaccctca 
480 

agcgggcgtg gaaggcggaa tcattgaaca gaatgcat 
518 

<210> 2172 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 2172 


Arg 

Val 

Met 

Cys 

He 

Lys 

Val 

Leu 

Gly 

Gly 

Ser 

His 

Arg Arg Tyr 

Ala 

1 




5 





10 



15 


Ala 

He 

Gly 

Asp 

He 

lie 

Lys 

Val 

Ser 

Val 

Lys 

Glu 

Ala He Pro 

Arg 



20 





25 




30 


Gly 

Lys 

He 
35 

Lys 

Lys 

Gly 

Asn 

Val 

40 

His 

Ser 

Ala 

Val 

Val Val Arg 
45 

Thr 

Arg 

Lys 

Gly 

Val 

Arg 

Arg 

Pro 

Asp 

Gly 

Ser 

Val 

He Arg Phe Asp 

Arg 


50 





55 





60 



Asn 

Ala 

Ala 

Val 

lie 

Leu 

Asn 

Ala 

Asn 

Asn 

Gin 

Pro 

Val Gly Thr 

Arg 

65 





70 





75 



80 

He 

Phe 

Gly 

Pro 

val 

Thr 

Arg 

Glu 

Leu 

Arg 

Asn 

Glu 

Asn Phe Met 

Lys 




85 





90 



95 


He 

Val 

Ser 

Leu 
100 

Ala 

Pro 

Glu 

Val 

Leu 
105 
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<210> 2173 

<211> 475 

<212> DNA 

<213> Homo sapiens 

<400> 2173 

nntggggaag aaatgccggt gcatgcactt tgtgcagcat taggtgcagg ggtgatgcag 
60 

cgggcgcgtg ccttttgcgg cggggtttcg agcattcatc tggtgcatgc attttcgcat 
120 

gcatttcttg tatcctcgtc atgcgtttct ccccatgcac acacattatc gcctttgcac 
180 

ccgcagggac gcatggaata cctcgtgaaa tggaagggat ggtcgcagaa gtacagcaca 
240 

tgggaaccgg aggaaaacat cctggatgct cgcttgctcg cagcctttga ggaaagggaa 
300 

agagagatgg agctctatgg ccccaaaaag cgtggaccca agcccaaaac cttcctcctc 
360 

aaagcgcagg ccaaggcaaa ggccaaaact tacgagtttc gaagtgactc agccaggggc 
420 . 

atccggatcc cctaccctgg ccgctcgccc caggacctgg cctccacttc ccggg 
475 

<210> 2174 
<211> 158 
<212> PRT 

<213> Homo sapiens 
<400> 2174 


Xaa Gly 

Glu 

Glu Met 

Pro 

Val 

His 

Ala 

Leu 

Cys 

Ala 

Ala 

Leu 

Gly 

Ala 

1 


5 





10 





15 


Gly Val 

Met 

Gin Arg 

Ala 

Arg 

Ala 

Phe 

Cys 

Gly 

Gly 

val 

Ser 

Ser 

He 



20 




25 





30 



His Leu 

Val 

His Ala 

Phe 

Ser 

His 

Ala 

Phe 

Leu 

Val 

Ser 

Ser 

Ser 

Cys 


35 




40 





45 




Val Ser 

Pro 

His Ala 

His 

Thr 

Leu 

Ser 

Pro 

Leu 

His 

Pro 

Gin 

Gly 

Arg 

50 




55 





60 





Met Glu 

Tyr 

Leu Val 

Lys 

Trp 

Lys 

Gly 

Trp 

Ser 

Gin 

Lys 

Tyr 

Ser 

Thr 

65 



70 





75 





80 

Trp Glu 

Pro 

Glu Glu 

Asn 

He 

Leu 

Asp 

Ala 

Arg 

Leu 

Leu 

Ala 

Ala 

Phe 



85 





90 





95 


Glu Glu 

Arg Glu Arg 

Glu 

Met 

Glu 

Leu 

Tyr 

Gly 

Pro 

Lys 

Lys 

Arg 

Gly 



100 




105 





110 



Pro Lys 

Pro 

Lys Thr 

Phe 

Leu 

Leu 

Lys 

Ala 

Gin 

Ala 

Lys 

Ala 

Lys 

Ala 


115 




120 





125 




Lys Thr 

Tyr 

Glu Phe 

Arg 

Ser 

Asp 

Ser 

Ala 

Arg 

Gly 

He 

Arg 

lie 

Pro 

130 




135 





140 





Tyr Pro 

Gly Arg Ser 

Pro 

Gin 

Asp 

Leu 

Ala 

Ser 

Thr 

Ser 

Arg 




145 150 155 

<210> 2175 

<211> 462 

<212> DNA 

<213> Homo sapiens 
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<400> 2175 

cgcgacaccc tctttggtgg gcgccttcct tctccgaatt cgcgaaccct ccagactctg 
60 

gcccaggagg ttgtcgagcg tggagccgat atcggcattg ccactgatgg tgacgcagac 
120 

cgcctcggta tcattgacga ccaggggcat ttcttgcatc ccaaccagat cctcgtattg 
180 

ctgtacacct accttctgga ggacaaggga tggcaggtgc cctgcgtgcg taacctcgcg 
240 

acgacccacc tgcttgaccg tgtcgccgag gcccacgggc agacctgtta cgaggtaccg 
300 

gtcggattta agtgggtgtc gtccaagatg gccgagacca acgccgtcat cggtggtgag 
360 

tcctccggtg gtttgaccgt ccaggggcat attgcaggca aggatggtgt ctatgctggc 
420 

accctgctgg tggaaatgat cgccaagcgg ggtaagaagc tt 
462 

<210> 2176 

<211> 154 

<212> PRT 

<213> Homo sapiens 

<400> 2176 


Arg 

Asp 

Thr 

Leu 

Phe 

Gly 

Gly 

Arg 

Leu 

Pro 

Ser 

Pro 

Asn 

Ser 

Arg 

Thr 

1 




5 





10 





15 


Leu 

Gin 

Thr 

Leu 
20 

Ala 

Gin 

Glu 

Val 

Val 
25 

Glu 

Arg 

Gly 

Ala 

Asp 
30 

He 

Gly 

He 

Ala 

Thr 

Asp 

Gly 

Asp 

Ala 

Asp 

Arg 

Leu 

Gly 

He 

He 

Asp 

Asp 

Gin 



35 




40 





45 




Gly 

His 

Phe 

Leu 

His 

Pro 

Asn 

Gin 

He 

Leu 

Val 

Leu 

Leu 

Tyr 

Thr 

Tyr 

50 





55 





60 





Leu 

Leu 

Glu 

Asp 

Lys 

Gly 

Trp 

Gin 

Val 

Pro 

Cys 

Val 

Arg 

Asn 

Leu 

Ala 

65 





70 





75 





80 

Thr 

Thr 

His 

Leu 

Leu 
85 

Asp 

Arg 

Val 

Ala 

Glu 
90 

Ala 

His 

Gly 

Gin 

Thr 
95 

Cys 

Tyr 

Glu 

Val 

Pro 
100 

Val 

Gly 

Phe 

Lys 

Trp 
105 

Val 

Ser 

Ser 

Lys 

Met 
110 

Ala 

Glu 

Thr 

Asn 

Ala 
115 

Val 

He 

Gly 

Gly 

Glu 
120 

Ser 

Ser 

Gly 

Gly 

Leu 
125 

Thr 

Val 

Gin 

Gly 

His 
130 

He 

Ala 

Gly 

Lys 

Asp 
135 

Gly 

Val 

Tyr 

Ala 

Gly 
140 

Thr 

Leu 

Leu 

Val 

Glu 

Met 

He 

Ala 

Lys 

Arg 

Gly 

Lys 

Lys 

Leu 








145 150 

<210> 2177 

<211> 478 

<212> DNA 

<213> Homo sapiens 

<400> 2177 

ctcgagaatc atgacggcga cgacgtgact atctccaccc gtgtgcctcg tgacggcggg 
60 
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accttggact cgattgtcgg cgtgctggcc ggggcatcct ggtatcagcg ggagatccac 
120 

gacttttttg gtgtgaggtt tgtcggccct ggggcagatg atcgtgccct ccttgtccac 
180 

gatgcaccga aaccgcccct gcgcaaggaa gctgtgttgg cgcagcgagc tgacaccgtg 
240 

tggccgggtg cggctgacca ggctggctcg aagtccgcga gtcgacgtct gccggtcggc 
300 

gttcctgacc ctgagacgtg gcggcgtatc aaagacggcg aggatattcc ggatgccgag 
360 

gtcatcgcgg ccatgtctgg ccggcgcccg cgatcagctg cccgtcgaat ggcaagcacg 
420 

gcgtcaggca ggcaggcatg agacattcga ctatcaacct tgacgtcgac gcgtgcac 
478 

<210> 2178 
<211> 146 
<212> PRT 

<213> Homo sapiens 
<400> 2178 


Leu 

Glu 

Asn 

His 

Asp 

Gly Asp 

Asp 

Val 

Thr 

He 

Ser 

Thr 

Arg 

Val 

Pro 

1 




5 




10 





15 


Arg 

Asp 

Gly 

Gly 

Thr 

Leu Asp 

Ser 

He 

Val 

Gly 

Val 

Leu 

Ala 

Gly 

Ala 




20 




25 





30 



Ser 

Trp 

Tyr 

Gin 

Arg 

Glu He 

His 

Asp 

Phe 

Phe 

Gly 

Val 

Arg 

Phe 

Val 



35 




40 





45 




Gly 

Pro 

Gly 

Ala 

Asp 

Asp Arg 

Ala 

Leu 

Leu 

Val 

His 

Asp 

Ala 

Pro 

Lys 


50 




55 





60 





Pro 

Pro 

Leu 

Arg 

Lys 

Glu Ala 

Val 

Leu 

Ala 

Gin 

Arg 

Ala 

Asp 

Thr 

Val 

65 





70 




75 





80 

Trp 

Pro 

Gly 

Ala 

Ala 

Asp Gin 

Ala 

Gly 

Ser 

Lys 

Ser 

Ala 

Ser 

Arg 

Arg 




85 




90 





95 


Leu 

Pro 

Val 

Gly 

Val 

Pro Asp 

Pro 

Glu 

Thr 

Trp 

Arg 

Arg 

He 

Lys 

Asp 




100 




105 





110 



Gly 

Glu 

Asp 

He 

Pro 

Asp Ala 

Glu 

Val 

He 

Ala 

Ala 

Met 

Ser 

Gly 

Arg 



115 




120 





125 




Arg 

Pro- 

Arg 

Ser 

Ala 

Ala Arg 

Arg 

Met 

Ala 

Ser 

Thr 

Ala 

Ser 

Gly 

Arg 


130 135 140 

Gin Ala 
145 


<210> 2179 
<211> 296 
<212> DNA 

<213> Homo sapiens 
<400> 2179 

gtgcacttcc gagtggacgt cgagcgtcgc attaacgggg ccggcgcggt gggcgcacac 
60 

aagacgtcga tgctgcagga tctggacngc gaccgcgcga tggagatcga cccgctcgtc 
120 

tccgtcgttc aggagatggg acgcctggcc aacgtgccga cgcccacgct cgatgtcgtg 
180 
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ctcccactga tcaagcaacg tgaattcatg acgaagccgg atgccgtggc ggccgcgcag 
240 

gaacgtctgg ctaaagcggc ataaaccagc cgccgaaacc agcggcataa cgcggn 
296 

<210> 21B0 
<2H> 87 
<212> PRT 

<213> Homo sapiens 
<400> 2180 

val His Phe Arg Val Asp Val Glu Arg Arg lie Asn Gly Ala Gly Ala 

1 5 10 15 

Val Gly Ala His Lys Thr Ser Met Leu Gin Asp Leu Asp Xaa Asp Arg 

20 25 30 

Ala Met Glu He Asp Pro Leu Val Ser Val Val Gin Glu Met Gly Arg 

35 40 45 

Leu Ala Asn Val Pro Thr Pro Thr Leu Asp Val Val Leu Pro Leu He 

50 55 60 

Lys Gin Arg Glu Phe Met Thr Lys Pro Asp Ala Val Ala Ala Ala Gin 
65 70 75 80 

Glu Arg Leu Ala Lys Ala Ala 
85 

<210> 2181 
<211> 387 
<212> DNA 

<213> Homo sapiens 


<400> 2181 

ngcgcgccgg gatggatcat 
60 

tcgattcccg acggcatgat 
120 

acgctggcat cgccggaagc 
180 

gtcgcgccgg ggcagacgct 
240 

gagattccgg aagcgctcgc 
300 

tcgggcgatc cgacgcagca 
360 

accagtagcc gcacgcttca 
387 


agtctggctc gatgcatcac 
cgcggcactc gaccgtaccg 
gggtgtcgtc agcgaactga 
cgcgaagatt tcgggcctct 
gctcgatgcg cgtccgggca 
tttcaccggg cgtatccgcg 
ggcgcgc 


gtgcgcgcat gcgcgcgctg 
gcaaggcgca aacgcacctc 
acgtgcgcga cggtgcgatg 
cgaagctctg gctgatcgtc 
tgaccgtcga cgcgacgttc 
agatcctgcc gggcatcacc 


<210> 2182 

<211> 129 

<212> PRT 

<213> Homo sapiens 


<400> 2182 

Xaa Ala Pro Gly Trp He He Val 

1 5 
Met Arg Ala Leu Ser He Pro Asp 


Trp Leu Asp Ala Ser Arg Ala Arg 

10 15 
Gly Met He Ala Ala Leu Asp Arg 
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20 

25 

30 


Thr Gly 

Lys 

Ala 

Gin Thr His Leu Thr Leu Ala 

Ser Pro Glu 

Ala uly 


35 


a n 
40 



Val Val 

Ser 

Glu 

Leu Asn Val Arg Asp Gly Ala 

Met Val Ala 

Pro Gly 

50 



55 

60 


Gin Thr 

Leu 

Ala 

Lys lie Ser Gly Leu Ser Lys 

Leu Trp Leu 

He Val 

65 



70 75 


80 

Glu lie 

Pro 

Glu 

Ala Leu Ala Leu Asp Ala Arg 

Pro Gly Met 

Thr Val 




85 90 


95 

Asp Ala 

Thr 

Phe 

Ser Gly Asp Pro Thr Gin His 

Phe Thr Gly 

Arg He 



100 

105 

110 


Arg Glu 

lie 

Leu 

Pro Gly lie Thr Thr Ser Ser 

Arg Thr Leu 

Gin Ala 


115 


120 

125 


Arg 







<210> 2183 
<211> 310 
<212> DNA 

<213> Homo sapiens 
<400> 2183 

aagcttgaaa aacaaatttg tgcacagtct gataacccaa aaatgactga tggattggct 
60 

ctgcattttc caagcaggga ggggtcgggc atggagaatg aaacattctg agaaaagact 
120 

taaatgtgga aacttttggt tcaagagggt attctaggag atacaagaaa tatctcctgg 
180 

gggcatccaa agggaataac actgtaatct tgagtgatgt atggttccat tgcccgagga 
240 

atagggatga aaaccataaa ctcctttggg tgggtattaa cttatcantc aaagttacca 
300 

tanataatgg 
310 

<210> 2184 
<211> 100 
<212> PRT I 
<213> Homo sapiens 

<400> 2184 

Met Val Thr Leu Xaa Asp Lys Leu He Pro Thr Gin Arg Ser Leu Trp 

1 5 10 15 

Phe Ser Ser Leu Phe Leu Gly Gin Trp Asn His Thr Ser Leu Lys He < 

20 25 30 

Thr Val Leu Phe Pro Leu Asp Ala Pro Arg Arg Tyr Phe Leu Tyr Leu 

35 40 45 

Leu Glu Tyr Pro Leu Glu Pro Lys Val Ser Thr Phe Lys Ser Phe Leu 

50 55 60 

Arg Met Phe His Ser Pro Cys Pro Thr Pro Pro Cys Leu Glu Asn Ala 
65 70 75 80 

Glu Pro He His Gin Ser Phe Leu Gly Tyr Gin Thr Val His Lys Phe 
85 90 95 

Val Phe Gin Ala 


1616 


